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1. Introduction  

Diarrhea due to Salmonella infections has been recognised since the late 19th century. 
Typhoid diseases were, in the early part of the 20th century, the commonest known 
waterborne diseases in both the United Kingdom and the United States of America (Hunter, 
1997; Pui et al., 2011). In addition non-typhoid salmonellae have been recognised as a 
leading cause of bacterial enteritis in the UK and worldwide (Timbury et al., 2002; Pui et al., 
2011). Salmonella infections in animals are common and have been well documented in the 
UK since 1958, with around 10,000 recorded incidences of bovine salmonellosis per year 
(Linton & Hinton, 1988).  

Salmonella species are members of the family Enterobacteriaceae, being facultatively anaerobic, 
non-spore forming, Gram-negative rods (Group five of Bergey’s Manual of Determinative 
Bacteriology) (Holt et al., 1994). Generally they are 2-5 m long and 0.8-1.5 m wide, straight 
rods, being motile by peritrichous flagella. As they are facultatively anaerobic, they have both 
respiratory and fermentative metabolism. Optimal growth temperature is 37 C. D-Glucose 
and other carbohydrates are catabolised with the production of acid and usually gas. They are 
oxidase negative, catalase positive, indole and Voges-Proskauer negative, and methyl red and 
Simmons citrate positive. H2S is produced; urea is not hydrolysed (Holt et al., 1994; Lightfoot, 
2004; Percival et al., 2004). The genus Salmonella consists of two species: (1) Salmonella enterica, 
which is divided into six subspecies – S. enterica subsp. enterica (I), S. enterica subsp. salamae (II), 
S. enterica subsp. arizonae (IIIa), S. enterica subsp. diarizonae (IIIb), S. enterica subsp. houtenae (IV), 
S. enterica subsp. indica (VI); and (2) Salmonella bongori (formerly subsp. V). There are around 
2541 serovars/serotypes in the genus Salmonella (Table 1). This new nomenclature reflects 
recent advances in Salmonella taxonomy which are based on DNA-hybridization studies. For 
simplicity, serotypes can be abbreviated, for example S. enterica subsp. enterica serovar 
Enteritidis to S. enteritidis (Bopp et al., 1999; Timbury et al., 2002; Lightfoot, 2004; Percival et al., 
2004; Lin-Hui & Cheng-Hsun, 2007; Pui et al., 2011). 

Most of the serotypes pathogenic to humans and animals belong to Salmonella enterica subsp. 
enterica (i.e. subsp. I). Some serovars have a habitat limited to a particular host species, such 
as humans (serovars Typhi, Paratyphi A), sheep (serovars Abortusovis), or fowls (serovar 
Gallinarum). In general, subspecies I strains are usually isolated from humans and warm-
blooded animals, whereas subspecies II, IIIa, IIIb, IV, VI and S. bongori are usually isolated 
from cold-blooded animals and the environment (rarely from humans) (Pui et al., 2011). 
Biochemical reactions of S. enterica serovars and differential characteristics of Salmonella 
species and subspecies are given in Tables 2 and 3. 
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Species / subspecies Number of serovars
Salmonella enterica subsp.
enterica 1504
salamae 502
arizonae 95
diarizonae 333
houtenae 72
indica 13

Salmonella bongori 22
Total 2541

Adapted from Lightfoot (2004); Lin-Hui and Cheng-Hsun (2007) 

Table 1. Number of serovars in each species and subspecies of Salmonella 

There are four clinically distinguishable forms of Salmonella infection in humans. These are 
gastroenteritis, enteric fever, bacteremia and other complications of non-typhoidal 
salmonellosis as well as chronic carrier state (Hunter, 1997; Percival et al., 2004; Pui et al., 
2011). Gastroenteritis is caused by at least 150 Salmonella serotypes, Salmonella enteritidis 
being the most common serotype. Symptoms include watery, sometimes bloody diarrhea, 
fever and abdominal pain, and usually occur 18-48 hours after ingestion of the bacterium. 
The infection generally lasts 2-5 days. After recovery, faecal carriage may persist for up to 12 
weeks. Less than 10 % of patients are reported as carriers for a longer period (Hunter, 1997; 
Percival et al., 2004; Pui et al., 2001). 

 
Typical 

Salmonella
S. 

choleraesuis
S. 

pullorum 
S. 

gallinarum
S. typhi

S. 
typhisuis 

S. 
paratyphi 

A 

H2S + -   
+ 

(weak)
+ - 

Citrate + +* + + - - - 
Gas from 
glucose 

+ + +  - + + 

Dulcitol + - - + - + + 
Mucate + - - + - - - 
Maltose + + - + + + + 
Trehalose + - + + + + + 

* Simmon’s citrate-negative, Christensen citrate-positive. 
Adapted from Jones, et al. (2000) 

Table 2. Biochemical reactions of Salmonella enterica serovars 

Enteric fever is most often caused by Salmonella typhi (typhoid fever) and S. paratyphi A, B 
and C (paratyphoid fever). Enteric fever from S. typhi is more prolonged and has a higher 
mortality rate than paratyphoid fever. Symptoms for typhoid fever include sustained fever, 
diarrhea, abdominal pain and may involve fatal liver, spleen, respiratory and neurological 
damage. Paratyphoid fever has similar, but less severe symptoms. The incubation period for 
typhoid fever is 7-14 days and for paratyphoid fever 1-10 days. Between 1 and 3 % of 
patients become chronic carriers (Hunter, 1997; Percival et al., 2004; Pui et al., 2011).  
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Salmonella bacteremia is characterised by chills, high remittent fever, anorexia and 
bacteraemia. The bacterium may localize in any organ in the body and produce focal lesions 
resulting in meningitis, endocarditis and pneumonia (Percival et al., 2004). Studies aimed at 
the determination of the infectious dose for salmonellosis suggests that infectious doses are 
certainly below103 and can be <10 organisms (Blaser & Newman, 1982; Hunter, 1997; Pui et 
al., 2011). Non-typhoidal serotypes may persist in the intestinal tract from 6 weeks to 3 
months, with only 0.1 % of non-typhoidal Salmonella cases are shed in faeces for periods 
excceding 12 months. Up to 5 % of untreaed typhoid infections may result in chronic carrier 
state. Factors contributing to the chronic carrier state are not clearly understood, 
nonetheless, salmonellosis can be spread by chronic carriers who can infect other individual, 
particularly those who work in food industries (Pui et al., 2011). 

 
Fig. 1. The reported incidence of salmonellosis in nine European countries between 1985 and 
1998 (from Schlundt et al. 2004)  

Cases of typhoid (Salmonella typhi) and paratyphoid fevers (S. paratyphi A and B) have been 
reported since 1897. In England and Wales between 1911 and 1960 there were about 17 
waterborne outbreaks of typhoid and paratyphoid fevers causing about 155 deaths (Galbraith, 
1994). In the United States, more than 30 people out of every 100,000 died of typhoid in 1890 
(Rusin et al., 2000). Although infections attributed to typhoid and paratyphoid salmonellae 
have declined in the UK and USA since 1960 (Galbraith, 1994; Leclerc et al., 2004), cases of 
waterborne typhoid and paratyphoid are still reported regularly from other parts of the world, 
mainly underdeveloped and poor countries in Asia and Africa, affecting 12.5 million people 
every year (Hunter, 1997). Waterborne and foodborne salmonellosis (non-typhoidal species) 
are now the second leading cause of gastroenteritis around the world (Fig. 1), and according to 
the US Centre for Disease Control and Prevention, 1.4 million cases of salmonellosis occur 
annually in the USA (Hunter, 1997; Lightfoot, 2004; Percival et al., 2004). Global surveillance 
data has suggested that increased salmonellosis is associated with the consumption of raw or 
undercooked eggs, poultry meat or dairy products, and salads prepared with mayonnaise 
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(Khakhria et al., 1997; Guard-Petter, 2001; Costalunga & Tondo, 2002). Contaminated drinking 
water is also an important vehicle of Salmonella infection (Hunter, 1997; Percival et al., 2004). 
Handling of pets, such as snakes and lizards, may also lead to infection (Schröter et al., 2004). 
By and large, salmonellosis is associated with poor hygiene and sanitation during food 
production (Lightfoot, 2004). 

Character 
S. enterica  

Subsp. 
enterica

Subsp. 
salamae

Subsp. 
arizonae

Subsp. 
diarizonae

Subsp. 
houtenae

Subsp. 
indica 

S. 
bongori 

Dulcitol + + - - - d + 
OPNG (2h) - - + + - d + 
Malonate - + + + - - - 
Gelatinase - + + + + + - 
Sorbitol + + + + + - + 
Culture with KCN - - - - + - + 

L(+)-tatrate + - - - - - - 
Galacturonate - + - + + + + 
-Glutamyltransferase + + - + + + + 
-Glucuronidase _ D - + - d - 
Mucate + + + - (70 %) - + + 
Salicin - - - - + - - 
Lactose - - - (75 %) + (75 %) - d - 
Lysis by phage 01 + + - + - + d 

Natural habitat 
Warm blooded 
animals 

Cold-blooded animals and the 
environment 

 

OPNG, o-nitropenyl--D-galactopyranoside; KCN, potassium cyanide, d, different reactions given by 
different serovars. 
Adapted from: Bopp, et al. (1999); Jones, et al. (2000). 

Table 3. Differential characteristics of Salmonella species and subspecies 

2. Incidence and biodiversity of salmonellae in the environment 

The transmission of Salmonella species takes the oral-faecal route, by means of 
contaminated food, primarily poultry and milk products and contaminated water, it is 
also believed that warm-blooded animals are an asymptomatic carriers of the organism in 
their gut (Guard-Petter, 2001; Costalunga & Tondo, 2002; Percival et al., 2004; Abulreesh 
et al., 2007). There is strong evidence to suggest that the organism is ubiquitous and 
widely distributed in the environment, where particular serovar may be associated with 
specific ecological niches (Murray, 2000).  

2.1 Aquatic environments 

Salmonellae are exogenous to aquatic habitats. Their presence in water, therefore, indicates 
faecal contamination. Sewage effluents, agricultural run-off and direct deposit of faecal 
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materials from wild animals and birds are the major sources of the bacteria in aquatic 
environments (Alcaide et al., 1984; Baudart et al., 2000; Johnson et al., 2003; Abulreesh et al., 
2005). Salmonella species have been found in almost all types of aquatic environments that 
receive faecal contamination, that include drinking water (Bhatta et al., 2007), rivers (Pianetti 
et al., 1998; Polo et al., 1998; Polo et al., 1999; Dionisio et al., 2000; Lemarchand & Lebaron, 
2003; Arvanitidou et al., 2005; Haley et al., 2009), lakes (Claudon et al., 1971; Arvanitidou et 
al., 1995; Sharma & Rajput, 1996), ponds (Shellenbarger et al., 2008), marine waters 
(Matinez-Urtaza et al., 2004a; Martinez-Urtaza et al., 2004b; Martinez-Urtaza & Liebana, 
2005; Harakeh et al., 2006), run-off water (Claudon et al., 1971), treated and untreated 
wastewater (Ho & Tam, 2000; Melloul et al., 2002; Espigares et al., 2006, Mafu et al., 2009) 
worldwide. Abulreesh et al. (2004) were unable to detect salmonellae in water samples from 
a village pond that receives direct faecal contamination from waterfowl, nevertheless, they 
managed to isolate the bacterium from bottom sediments of the same pond. This might be 
attributed, in part, to concentration through sedimentation and also to greater survivability 
of Salmonella spp. in bottom sediments than in water (Burton et al., 1987; Fish & Pettibone, 
1995; Winfield & Groisman, 2003). Higher salmonellae recovery rates from bottom sediment 
than from water in diverse aquatic environments were also observed by Hendricks (1971) 
and Van Donzel & Geldreich (1971). 

It is expected that the diversity of salmonellae population in aquatic environments may 
depend on sources of contamination. However, salmonellae serotypes that prevail in 
aquatic environments do not often coinside with the common zoonotic or human 
serotypes identified in the areas surrounding these aquatic environments (Polo et al., 
1999; Dionisio et al., 2000; Matinez-Urtaza et al., 2004; Setti et al., 2009). For instance, Setti 
et al. (2009) isolated about 57 strains along 122 Km coastline in Morocco, where only three 
serotypes were identified. Interestingly, these serotypes were Kentucky, Blockey and 
Senftenberg, were not included among those frequently reported serotypes from human 
infections or animal origin in Morocco. Likewise, the results obtained by Haley et al. 
(2009) showed that serotypes Enteritidis, Typhimurium and Heidelberg were not among 
the serotypes isolated from freshwater environments in U.S.A, even though common 
sources of these serotypes were present in the watersheds that were examined. The 
explanation of this discrepancy may be attributed, in part, to different survival rates of 
different salmonellae serotypes. Other environmental factors such as rainfall and 
temperature may also play a major role in the diversity and dynamics of salmonellae 
serotypes in aquatic environments (Martinez-Urtaza et al., 2004a; Simental & Martinez-
Urtaza, 2008; Haley et al., 2009; Setti et al., 2009). 

The use of faecal indicators (faecal coliforms, Escherichia coli, faecal streptococci and Clostridium 
perfringens) aims to evaluate water sources intended for water supply or recreation, by 
predicting the presence of waterborne pathogens. Significant correlations have been found 
between total coliforms, faecal coliforms and faecal streptococci and Salmonella in marine 
bathing sites in Portugal (Polo et al., 1998). Similarly, Arvanitidou et al. (2005) noted a close 
relationship between the presence of Salmonella serovars and total coliforms in Greek rivers. 
Lake Jabalpure in India was found to receive sufficient pollution of organic matter, where high 
significant correlation was found between the abundance of Salmonella and the abundance of 
total coliforms, faecal coliforms and faecal streptococci (Sharma & Rajput, 1996). Morinigo et 
al. (1993) found significant correlation between densities of faecal indicators and the presence 
of Salmonella spp. in Spanish fresh and marine natural waters that received faecal discharge. 
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Together, these and other studies suggest that faecal indicators are potentially a useful 
warning of the potential presence of salmonellae in aquatic environments (Geldreich, 1996). 
However, relationships are not always found between faecal indicators and salmonellae in 
aquatic environments; an observation that may be related to various reasons such as different 
survival rates between salmonellae and faecal indicators, also the possibility that salmonellae 
being in a viable but nonculturable state. Lemarchand and Lebaron (2003) found no 
correlations between salmonellae and any given faecal indicator in French rivers. Detection of 
Salmonella spp. was achieved in water samples from coastal areas in Portugal in the presence of 
low counts of faecal indicators (Dionisio et al., 2000). No close relationships between the 
presence of salmonellae and counts of faecal indicators were also noted in fresh and marine 
waters that receive industrial and domestic effluents in Spain (Morinigo et al., 1993). 
Furthermore, Salmonella spp. were successfully detected in Spanish fresh and marine water 
that received faecal pollution in the absence of faecal indicators, as well as in aquatic 
environments with low degree of pollution (Pianetti et al., 1998; Morinigo et al., 1990; Baudart 
et al., 2000; Dionisio et al., 2000). Thus, the ability of faecal indicators to predict the presence of 
salmonellae in polluted environmental waters remains questionable, and the absence of faecal 
indicators is not always a reliable indication of the absence of Salmonella spp. 

2.2 Domestic and agricultural waste 

Sewage effluents serve as frequent source of environmental contamination with Salmonella 
serovars. Obviously, infected individuals are the source of salmonellae in sewage effluents 
(Sahlström et al., 2004, 2006). In Spain, the most frequently identified serovars in clinical 
samples from human origin were Enteritidis, Hadar and Typhimurium, these serovars were 
also noted to be the most frequently encountered in sewage effluents, particularly Hadar 
(38.1%), followed by Enteritidis (23.8%) (Espigares et al., 2006). Discharge from agricultural 
waste may, in part, play a role in the presence of different serovars in sewage effluents 
(Berge et al., 2006), however some salmonellae serovars may present in sewage effluents but 
could not be traced to a human or animal source (Danielsson, 1977). 

It is well-established that waste treatment aims to stabilize sewage sludge, accordingly 
pathogens may be activated rather than removed (Godfree, 2003). This has been clearly 
noticed with different Salmonella serovars. In Poland a study showed that serovar Virchow 
was detected in raw and treated sewage. The same serovar was also detected in primary and 
excess sludge (Olańczuk-Neyman et al., 2003). Similar observation was noted in Sweden, 
were Salmonella spp. were detected in 55% of treated sludge samples, with serovar Hadar 
being the most frequently isolated from treated and raw sludge (Sahlström et al., 2004). 
Salmonellae can grow in sewage sludge and effluents after treatment, particularly at low 
temperatures (Danielsson, 1977), consequently, the application of treated sludge on 
agricultural land and/or irrigation with treated wastewater, and the discharge of treated 
effluents in aquatic environments may constitute potential public health hazard 
(Hutchinson et al., 2008). Salmonella was detected in 68.75% of vegetable samples in 
agricultural land irrigated with wastewater in Morocco (Melloul et al., 2001), moreover, high 
infection rate with salmonellae was noted in children living in an area with sewage water 
irrigation practices (Melloul and Hassani, 1999; Melloul et al., 2002). 

Livestock manure may disposed on agricultural land and/or widely used as fertilizer, 
which often contains high concentrations of different types of human pathogens, including 
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Salmonella. The presence and the levels of any given pathogen in livestock manure depends 
on (i) source animal, (ii) animal’s health state and (iii) the storage and treatment methods of 
the manure (Venglovsky et al., 2006). Unfortunately, treatment of animal waste does not 
receive the required attention by public health authorities as in the case of human waste 
(Murray, 2000), thus the direct disposal of manure or slurry to agricultural lands or 
discharge to aquatic environments may constitute potential risk for the spread of 
salmonellae infections to human and animals. In this respect, special attention should be 
paid to the disinfection of contaminated waste of livestock to prevent the spread of infective 
agents (e.g. Salmonella) in the environment (Venglovsky et al., 2006).  

2.3 Free-living wild birds 

The intestinal carriage of various salmonellae serovars, including multidrug-resistant 
strains, by free-living wild birds and their role in the spread of the bacterium in the 
environment is well documented. These birds include, ducks and geese, pigeons, sea gulls 
and other species belonging to a wide range of different genera (Kapperud & Rosef, 1983; 
Palmgren et al., 1997; Hernandez et al., 2003; Tsai & Hsiang, 2005; Kobayashi et al., 2007; 
Čížek et al., 2007; Abulreesh, 2011) (Table 4). The majority of these birds seem to carry 
Salmonella spp. without obvious symptoms of infection, which suggests that salmonellae 
inhibiting the intestinal tract of free-living wild birds are commensal (Tizard, 2004; 
Abulreesh et al. 2005, 2007). Nonetheless, Salmonella spp. are also common cause of 
salmonellosis and other various serious infections in wild birds (Henry, 2000; Poppe, 2000; 
Tizard, 2004). Although various salmonellae serovars have been isolated from apparently 
healthy free-living birds, the incidence of the bacterium tends to be low (Table 4). Indeed 
Fallacara et al. (2001) found only one Salmonella isolate in 82 faecal droppings of mallard, 
while the bacterium was completely absent from 375 faceal samples of Canadian geese. Low 
incidence or complete absence of salmonellae carriage was also observed in other wild birds 
such as gulls, passerines, owls, pigeons, thrushes and eagles (Brittingham et al., 1988; 
Palmgren et al., 1997; Kirk et al., 2002; Hernandez et al., 2003; Reche et al., 2003; Dovč et al., 
2004; Abulreesh, 2011). 

Healthy free-living wild birds that live well away from pollution may not harbour 
Salmonella serovars (Čížek et al., 1994; Tizard, 2004). Indeed, when Hernandez et al. (2003) 
sampled Palearctic birds migrating southwards and which were likely to have had no recent 
experience of areas with domestic animals, they found only one Salmonella-positive bird, a 
mistle thrush (Turdus viscivorus), amongst 2,377 samples from 110 bird species. In the same 
way, a total of 233 faecal samples from eight penguins were all Salmonella-negative, 
suggesting that tourism has not yet introduced human-associated enteric pathogens to the 
Antarctic (Bonnedahl et al., 2005). Results obtained from different studies suggest that free-
living wild birds may acquire salmonellae after exposure to human-contaminated 
environments or after scavenging on refuse tips and sewage sludge (Fricker, 1984; Ferns & 
Mudge, 2000; Tizard, 2004; Abulreesh et al., 2005). 

Free-living and migratory wild birds are recognized as a potential reservoir for the 
transmission of human-associated Salmonella spp., including multidrug-resistant strains, 
through the contamination of water, farms and other environments. Therefore, it was 
concluded that free-living wild birds may play a significant role in the epidemiology of human 
salmonellosis (Tizard, 2004; Abulreesh et al., 2007; Literák et al., 2007; Tsiodras et al., 2008). 
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Bird species Location p:n (%) Salmonella serovar Reference 

Black-headed Gull 
(Larus ridibundus)  

Czech 
Republic

 
Sweden 

38:154 (25) 

 

28:1047 (3) 

Typhimurium, 
Enteritidis, Panama, 
Anatum 
Typhimurium 

Hubálek et al. 
(1995) 
Palmgren et al. 
(2006) 

 

Waterfowl (ducks and 
geese) 

USA 
Taiwan 

8:450 (2) 
91:2000 (5) 

Typhimurium 
ND 

Fallacara et al. 
(2004) 
Tsai & Hsiang 
(2005) 

 

Pigeon (Columba livia) 

Japan 
Norway 
Croatia 
Saudi 
Arabia 

17:436 (4)
3:72 (4) 

2:14 (14) 
8:400 (2) 

ND 
Typhimurium 
Typhimurium 
ND 

Tanaka et al. 
(2005) 
Refsum et al. 
(2002) 
Vlahović et al. 
(2004) 
Abulreesh (2011) 

 

Coot (Fulica atra) 
Czech 

Republic
1:3 (33) Typhimurium 

Hubálek et al. 
(1995) 

 

House Sparrow (Passer 
domesticus) 

USA 
Norway 

14:451 (3)
7:31 (23) 

Montevideo, Meleagridis
Typhimurium 

Kirk et al. (2002) 
Refsum et al. 
(2002) 

 

Starling (Sturnus 
vulgaris) 

USA
Czech 

Republic

1:80 (1) 
4 isolates

Typhimurium 
ND 

Kirk et al. (2002) 
Čížek et al. (1994) 

 

Magpie (Pica pica) Norway 1:40 (3) Typhimurium 
Refsum et al. 
(2002) 

 

Great Tit (Parus major) 
Norway
Czech 

Republic

6:87 (7) 
1 isolate 

Typhimurium 
ND 

Refsum et al. 
(2002) 
Čížek et al. (1994) 

 
Brown-headed Cowbird 
(Molothrus ater) 

USA 3:95 (3) Meleagiridis, Muenster Kirk et al. (2002) 

 

Rook (Corvus frugilegus) Croatia 2:13 (15) 
Typhimurium, 
Enteriditis 

Vlahović et al. 
(2004) 

 

Crow (Corvus corone) Norway 1:52 (2) Paratyphi B 
Refsum et al. 
(2002) 
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Bird species Location p:n (%) Salmonella serovar Reference 

Peregrine Falcon (Falco 
peregtinus) 

Sweden 2:69 (3) Amager 
Palmgren et al. 
(2004) 

     
Long-eared Owl (Asio 
otus) 
Kestrel (Falco naumanni)
Buzzard (Buteo buteo) 

Spain 
1:7 (14) 
3:59 (5) 
1:17 (6) 

Typhimurium DT104 
Enteritidis 
Typhimurium DT104 

Reche et al. (2003) 

p = number of positive samples, n = number of samples tested, (%) percentage of positive samples 
ND = not determined 

Table 4. Examples of the incidence of Salmonella spp. in fresh faeces or cloacal swabs of 
various free-living wild birds. 

2.4 Domestic and wild animals 

Salmonellae serovar have long been associated with diseases in animals, and there are reports 
suggested that salmonellae are wide spread in the intestinal tract of domestic and wild animals 
of different taxa (Simpsons, 2002; Angulo et al., 2004; Schlundt et al., 2004). Domestic pets such 
as dogs and cats that live in close proximity to humans have been responsible for a wide range 
of bacterial and parasitic zoonoses. For instance, Brucellosis (Brucella canis) and septic animal 
bite (Pasteurella multocida) were associated with dogs, whereas, cat-scratch disease (Bartonella 
henselae) and abortion and stillbirth (Toxoplasma gondii) were linked with cats (Timbury et al., 
2002). These animals have also been found to carry different Salmonella serovars in their guts; 
both healthy and diseased individuals (Carter & Quinn, 2000; Sato et al., 2000; Van Immerseel 
et al., 2004). In Japan, a 4-month-old infant manifested with diarrhea and Salmonella Virchow 
was detected in his stool. The same serovar (Virchow), was also detected in faecal samples 
from two out of three household dogs that were living in close proximity with the infected 
infant. This finding lead to the conclusion that Salmonella Virchow infection in the infant was 
transmitted by the household dogs (Sato et al., 2000). In order to determine whether cats can 
present a potential risk for the transmission of salmonellae to humans, rectal swabs were taken 
from 278 healthy house cats, 58 dead cats, and 35 group-house cats were examined in Belgium 
(Van Immerseel et al., 2004). The results showed that 51.4% of the group-housed cats, 8.6% of 
diseased cats, and 0.36% of the healthy house cats excreted Salmonella. Most of the serovars 
recovered were human-pathogenic and resistant to multiple antibiotics, such as Typhimurium, 
Enteritidis. Thus, it was concluded that cats that shed salmonellae can pose health hazards to 
highly susceptible individuals, such as children, the elderly and immunocompromised people 
(Van Immerseel et al., 2004). Dog and cats can easily acquire Salmonella spp., either directly or 
indirectly via the faecal-oral route. Dogs and cats are allowed to roam, and hunt and thus have 
access to diverse sources of Salmonella serovars. Salmonellae can be transmitted to cats and 
dogs via contaminated dry pet’s food, uncooked offal and bones, raw chicken and 
unchlorinated water. Scavenging on wildlife carcasses, households rubbish and/or hunting 
rodents or wild birds are also potential routes of transmission of salmonellae serovars to cats 
and dogs (Carter & Quinn, 2000). 

Cold-blooded animals harbour a wide range of Salmonella serovars in their intestinal tract. S. 
bongori and enterica subsp. II, IIIa, IIIb, IV and VI are commonly isolated from reptiles, 
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however, isolation of S. enterica subsp. I from captive or free-living reptiles is common (Briones 
et al., 2004). S. enterica subsp. I is common in warm-blooded animals, the presence of this 
subsp. in the faeces of reptiles is probably due to the fact that reptiles usually fed on rodents, 
rats or mice and other small warm-blooded animals that seem to carry salmonellae (Pfleger et 
al., 2003). It seems that there is no specific serovar associated with specific reptilian species, yet 
subsp. III was observed to be predominant in snakes, while subsp. IV was found to be 
common in iguana lizards (de Sá & Solari, 2001; Pfleger et al., 2003). Serovar Typhimurium 
and Enteritidis were rarely detected from reptiles (Warwick et al., 2001; Seepersadsingh & 
Adesiyun, 2003), nevertheless, the carriage of other human-associated salmonellae serovars, 
particularly multidrug-resistant strains usually occur without obvious symptoms of diarrhea, 
thus salmonellae seem to be essentially normal component of reptilian intestinal flora 
(Warwick et al., 2001; Ebani et al., 2005). Cases of reptile-associated human salmonellosis were 
reported in the United States, Canada and Europe since the 1960’s (Weinstein et al., 1995; 
Woodward et al., 1997; Olsen et al., 2001; Warwick et al., 2001). Transmission of salmonellae 
from pet reptiles to humans may occur directly (i.e. faecal contamination of food and water) or 
indirectly (i.e. contamination of hands and other body parts, or households fomites). A 
number of formal recommendations from the UK Communicable Disease Surveillance Centre 
and the Department of Health in the USA were issued to advise pet store owners and pet 
keepers of good code of practice to prevent, or at least minimize, reptiles-related salmonellosis 
(Warwick et al., 2001). Some of these recommendations include; informing pet owners to wash 
their hands after handling pet reptiles or their cages, pet reptiles should not be allowed to 
roam freely throughout the house or living area and other measures (Warwick et al., 2001). 
Unlike reptiles, the incidence of salmonellae in amphibians seems to be very low (Pfleger et al., 
2003) and sometimes totally absent (Briones et al., 2004). Salmonella Abidjan and Wandsworth 
were detected, with low numbers, in the faeces of horned frog (Ceratophrys cranwelli). These 
serovars have not been implicated in human salmonellosis. Apparently, amphibians may not 
represent an important reservoir of Salmonella spp. in nature and may not have potential 
implications for public health (Briones et al. 2004). 

Rodents, rats and mice are common commensal pests and usually regarded as an indicator of 
unsatisfactory sanitation (Murray, 2000). They are responsible for considerable damage to 
various stored products and buildings, as well as they can be a source of serious bacterial 
zoonosis (Healing, 1991; Timbury et al., 2002). Rats and mice are regarded as a potential 
reservoir of different salmonellae serovars, accordingly, they are considered as a major public 
health hazard (Murray, 2000). Salmonella enterica serovar Typhimurium definitive phage type 
104 (DT 104) was recovered from the faeces of house rats (Rattus rattus and Rattus norvegicus) in 
Japan. This finding highlights the important role of mice and rats in the dissemination of 
serovar Typhimurium (DT104), which regarded as one of the emerging zoonotic agent in 
Europe and the United States because this strain has acquired multiple drug resistance 
(Yokoyama et al., 2007). In the UK, a total of 100 faecal samples, 50 recatal swabs and 25 swabs 
taken from the fur, paws and tail of wild urban brown rats (Rattus norvegicus) were examined 
for the presence of Salmonella spp (Hilton et al., 2002). The results showed that Salmonella enterica 
was recovered from 8% of the faecal droppings, and 10% of the rectal swabs. No salmonellae 
were recovered from the fur, paws and tail of the rats. These data suggest that physical spread 
of Salmonella from the body of the animal may not be possible and rat faeces are still the most 
likely source of Salmonella contamination (Hilton et al., 2002). The meat of the African great cane 
rat (Thryonomys swinderianus) is a valued and expensive food delicacy in Nigeria (Oboegbulem 
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& Okoronkwo, 1990). Almost ten salmonellae serovar were detected from liver and spleen 
samples of great cane rat that were caught and/or purchased from restaurant in Nsukka, 
Nigeria. These serovars were Agama, Poona and Ajiobo. Incidentally, these serovars have 
been isolated from the stool of diarrhea patients in Nigeria. Although no incidence of human 
salmonellosis attributed to eating cane rat has yet been reported, the consumption of 
undercooked rat meat and/or eating sugar cane that are contaminated with excretion of 
carrier rats may constitute potential health hazards (Oboegbulem & Okoronkwo, 1990). 

Human-associated salmonella serovars such as Typhimurium and Enteritidis were found to 
be predominant in clinically and subclinically infected hedgehogs. The intestinal tract of 
hedgehogs seem to be the natural habitat of serovar Enteritidis phage type 11, which may 
infect humans and dogs, but not livestock. Salmonella Agama usually causes infection in 
cattle; it was detected in the faeces of badgers, which may be the natural reservoir of that 
serovar (Murray, 2000; Simpson, 2002). 

2.5 Farm animals and farm environment 

The incidence of salmonellosis in the community is related to the consumption of 
contaminated food and water. There is significant historical evidence suggesting that 
poultry products serve as a major source of Salmonella infections in humans.  At the 
beginning of this century, Salmonella pullorum was one of the most recognized species as it 
was responsible for pullorum disease, which infects poultry intended for human 
consumption. Later, fowl typhoid (S. gallinarum) was noticed in almost all poultry-
producing areas worldwide. With regard to human-associated salmonellae infection that are 
traced back to the consumption of poultry products, typhoid fever (S. typhi) was highly 
prevalent in the first five to six decades of the 1900’s. This serovar was sharply declined in 
Europe and North America during the late 1940’s and was replaced with S. typhimurium, 
which was declined in the last 20 years, particularly with the emergence of S. enteritidis as 
the commenst serovar in poultry in many countries around the world (Poppe, 2000). 

The incidence of various salmonellae serovars in the intestinal tract of chickens is well 
documented; serovars Infantis, Thompson, Agona and Enteritidis were frequently detected 
from the faces of chickens in Japan (Ahmed et al., 2009). A total of 550 faecal samples were 
collected from healthy (500) and diseased (50) chicken from different farms in Shanghai, 
China. The occurrence of salmonellae was (3.8%) from healthy chickens and (12%) from 
diseased ones (Liu et al., 2010). Among the serovars that were identified from the faeces of 
healthy chickens; S. pullorum and S. typhimurium were prevalent, whereas S. paratyphi B and 
S. senftenberg were most commonly recovered from the faeces of diseased chickens (Liu et 
al., 2010). Salmonella spp. are not one of the normal common components of the intestinal 
flora of chickens (Guard-Petter, 2001). Accordingly, colonization of chicken by salmonellae 
is most likely due to contamination of broiler houses (Guard-Petter, 2001) (Table 5). 
Contamination of broilers was noted to take horizontal routs that include; contaminated 
water and feed, fluff, dust, insects, equipments and other fomites inside broilers 
environment. Transmission by direct contact with other chicks, rodents, wild and domestic 
birds and animals and personnel contaminated by salmonella serovar is also common (Al-
Nakhli et al., 1999; Poppe, 2000; Guard-Petter, 2001; Garber et al., 2003; Skov et al., 2004; 
Kinde et al., 2005; Padungtod & Kaneene, 2006). On the other hand, vertical transmission of 
salmonellae in chicken is also common, it occurs when follicles in the ovary are infected or 
the developing of eggs become infected in the oviduct (Poppe, 2000; Guard-Petter, 2001). 
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Production Box liners Litter Drag swab 
Faecal 

droppings 
Mice Feed 

Broilers Enteritidis 
Java 
Chester 
Virchow 

Java 
Sofia 
Livingstone 
Concord 
Mbandaka 
Virchow 
Albany 
Enteritidis 
PT4 

Java 
Eppendorf 
Sofia 
Livingstone 
Virchow 
Stockholm 

 

Java 
Livingstone 
Concord 
Mbandaka 
Virchow 

       

Layers   
Enteritidis 
PT4 

Livingstone   

       
Broilers 
breeders 

Enteritidis 
PT4 

Enteritidis 
PT4 

    

       

Layers 
breeders 

    
Enteritidis 
PT4 
Java 

 

Table 5. Isolation of Salmoenlla serovars from poultry farm environments in Saudi Arabia, 
1998-1997. (Adapted from Al-Nakhli et al., 1999). 

Chicken carcasses obtained from slaughterhouses, broilers, retail shops and supermarkets 
were found to be highly contaminated with various salmonellae serovars (Cogan & 
Humphrey, 2003; Humphrey & Jørgensen, 2006). Capita et al. (2003) examined the incidence 
of salmonellae on chicken carcasses, chicken parts (wings, legs, livers and hearts) and 
processed chicken products (sausage and hamburgers) in Spain. The study revealed that 
higher detection rates of salmonellae serovars were obtained from carcasses (55%) compared 
to hamburgers (20%), in addition, chicken carcasses sold in supermarkets were more 
contamined (75%) than those from poulterers shops (25%). The most frequent serovars 
encountered were Enteritidis, Poona and Paratyphi B. Likewise, in Portugal chicken 
carcasses available for consumers in local butcher shops were found to be heavily 
contaminated with 10 different multidrug-resistant Salmonella serovars. Again serovar 
Enteritidis was predominant together with serovar Hadar (Antunes et al., 2003). Serovar 
Enteritidis was also reported as the most commonly isolated salmonellae serovar from 
chicken carcasses and eggs in Brazil, Europe and the United States (Guard-Petter, 2001; de 
Oliveira et al., 2005; Capita et al., 2007). By contrast, serovar Thompson followed by serovar 
Enteritidis were the most frequently isolated salmonellae in chicken meat in Iran (Dalla et 
al., 2010). While in Japan, serovars Infantis, Typhimurium and Haifa were frequently 
present on chicken carcasses, yet serovar Enteritidis was frequently encountered in 
unpasteurized liquid eggs (Murakami et al., 2001). In general, serovar Enteritidis has 
received a considerable attention by public health authorities, as for the last two decades 
there has been a pandemic of Salmonella enteritidis infection worldwide, and this has been 
largely associated with the consumption of contaminated eggs and undercooked chicken 
meat (Cogan & Humphrey, 2003; Humphrey & Jørgensen, 2006). Apparently, the sources of 
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carcasses contamination is the intestinal tract of the birds, nevertheless, processing and 
packing at slaughterhouses and other equipments in broilers could be another major source 
of contamination. Improved competitive exclusion measures and vaccination of flocks were 
found to play an important role in the prevention of Salmonella serovars to colonize the 
intestinal tract of chickens and their products (e.g. eggs). Improved processing procedures at 
slaughterhouses may minimize the rate of contamination on carcasses; refrigeration and 
reducing the available water on carcasses by drying may also reduce the rate of 
contamination (Plummer et al., 1995; Poppe, 2000; Cogan & Humphrey, 2003; Humphrey & 
Jørgensen, 2006). 

As mentioned earlier, salmonellae is strongly linked with infection in livestock; species of 
veterinary significance include S. typhimurium and S. dublin that are responsible for acute 
salmonellosis in cattle and calves (Wray & Davies, 2000); serovars Typhimurium and 
Choleraesuis are predominant in porcine salmonellosis, other serovars such as Enteritidis 
and Dublin may also cause diseases in pigs (Fedorka-Cray et al., 2000); S. typhimurium and 
S. abortusovis are the commonest cause of various salmonellae infections in sheep (Wray & 
Linklater, 2000). It can be noted that some of the above-mentioned serovars are also 
commonly involved in human-associated salmonellae infections, in this respect, it is of 
great importance to ascertain whether or not livestock serve as a reservoir of salmonellae 
of clinical importance and therefore play a role in their transmission in the community. 
Several investigations were carried out worldwide, and reported the carriage of various 
human-associated, multiple drug-resistant Salmonella serovars in the intestinal tract of 
healthy livestock (Bywater et al., 2004; Guerin et al., 2005). Moreover, livestock meat at 
salughterhouses and retail shops was also found to be contaminated with various 
salmonellae serovars worldwide (Davies et al., 2004; Mølbak, 2004; Dallal et al., 2010). 
Livestock may acquire salmonellae through contaminated water and feed, aerosol and 
poor farm management practices were also identified as risk factors for the transmission 
of the bacterium to livestock (Wray & Davies, 2000; Suk-Kyung et al., 2011). Reports of 
salmonellae outbreaks in the community associated with the consumption of 
unpasteurized milk, undercooked red meat are well documented. An outbreak of 
multidrug-reisistant S. typhimurium in Denmark was traced back to a Danish pig farm; in 
the UK, outbreak of S. typhimurium DT104 was associated with contaminated milk from 
dairy farm (Mølbak, 2004), between 1993 and 1997, there were 13 reported outbreaks of 
salmonellosis associated with the consumption of undercooked beef, 16 outbreaks 
associated with the consumption of pork and 10 outbreaks related to ice cream made of 
unpasteurized milk in the United States (Schlundt et al., 2004). These reports suggest that 
livestock represent a potiental source of human salmonellosis (Khakhria et al., 1997; 
Fedorka-Cray et al., 2000; Wray & Davies, 2000; Wray & Linklater, 2000; Bywater et al., 
2004; Mølbak, 2004; Guerin et al., 2005). 

3. Environmental factors associated with Salmonella infections 

Salmonella serovars are ubiquitos and widely distributed in the environment. Climate and 
other environmental factors play a significant role in the incidence of salmonellae in various 
ecological niches. Environmental conditions may significantly affect the ability of 
salmonellae to persist in nature, in particular when these serovars are subject to hostile 
conditions and their ability to acquire multidrug-resistance.  
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3.1 Seasonal variation 

The presence of Salmonella spp. in polluted aquatic environemtns is marked with strong 
seasonal trend. Various serovars were readily isolated from contaminated rivers in Italy 
during summer and autumn (Pianetti et al., 1998). In freshwater lakes in India, high 
density of Salmonella spp. was recorded during summer season over a two-year study. 
The apparent high levels of salmonellae recovered during summer seasons was 
influenced by discharges of human and animals excreta, and the ability of salmonellae to 
persist in contaminated fresh waters. Water temperature, Biochemical Oxygen Demand 
(BOD) and Chemical Oxygen Demand (COD) had influential roles in the presence of 
salmonellae in high numbers during warmer months in fresh water lakes (Sharma & 
Rajput, 1996). Similarly, Statistically significant high densities of salmonellae serovars 
were detected in Salmon River, British Columbia in Canada during the warm seasons 
(spring and summer) (Jokinen et al., 2010). Positive correlations were found between high 
rainfall and temperature with the presence of high densities of various salmonellae 
serovars in August in River Little, Georgia, USA (Haley et al., 2009). Conflicting reports 
on salmonellae seasonality in natural waters have, however, come from Spain, where 
various salmonellae serovars were detected in coastal water during warmer (July-
September), but were present in even higher densities during colder (October-December) 
months (Martinez-Urtaza et al., 2004a). Interestingly, serovar Senftenberg and other 
serovars were found to peak during winter season, by contrast serovar Typhimurium was 
always present in high densities during summer seasons in marine environments in Spain 
(Martinez-Urtaza et al., 2004a, b). In general, the seasonal presence of salmonellae 
serovars in aquatic environments is associated with storm-generated flow, torrential rains 
and monsoon seasons in temperate and tropical regions, highlighting the washing effect 
of torrential rainfall as one of the principal environmental drivers of Salmonella 
contamination in aquatic environments (Martinez-Urtaza et al., 2004a, b; Semintal & 
Martinez-Urtaza, 2008; Haley et al., 2009; Setti et al., 2009). 

In faecally contaminated village ponds, salmonellae can be readily detected in bottom 
sediments during warm months (June-August) but was not detected in colder months 
(Abulreesh et al., 2004). Seasonal incidence of salmonellae serovars in the faecal 
droppings of small passerines in Norway (e.g. Salmonella typhymurium) were found to 
peak in Feburary and March (cold months). Interstingly, the incidence of the same serovar 
(Typhimurium) in other bird species (e.g. gulls, ducks, crows and other species) in 
Norway was recorded without any apparent seasonality (Refsum et al., 2002). No 
statistical significant seasonal trends were recorded in the carriage of salmonellae by 
apparently healthy rock pigeons in Saudi Arabia (Abulreesh, 2011). In the United States, 
Pedersen et al. (2006) did not find any seasonal patterns with regards to the presence of 
salmonellae in the faeces of pigeons. Likewise, a temporal study of various salmonellae 
serovars in animals (chickens, turkeys, cattle and pigs) in Alberta, Canada between 1990 
and 2001, showed that a seasonal pattern was not apparent, as the months with highest 
number of isolates differed from year to year (Guerin et al., 2005). 

The incidence of salmonellosis in humans was found to show strong seasonal patterns 
worldwide. The peak of nontyphoidal salmonellae infection in the community was recorded 
during summer months (June-September) in the majority of Eropean, Mediterranean 
countries and North America. The summer seasonality was more marked in 



 
Salmonellae in the Environment 

 

33 

northern/western Europe than in the Mediterranean region (Ekdahl et al., 2005; Naumova 
et al., 2007). Similarly, in Korea the highst peak of nontyphidal salmonellae infection in the 
community was recorded during the summer (June-August) (Cho et al., 2008). Seasonal 
trends of human nontyphoidal salmonellosis (Enteritidis) in East Asia and (Typhimurium) 
in India and nighboring countries were found to peak in colder months (November-
December) (Ekdahl et al., 2005). In the case of typhoid infection in the Indian community 
(serovar Typhi), the maximum number of cases occurred during April-June (dry season) 
followed by July-September (monsoon season) (Mohanty et al., 2006). Although these cases 
were coincided with the peak of annual temperature and rainfall, it is not clearly understood 
which factor drives this seasonality regionally, or how this pattern might relate to the 
overall presence of salmonellae in the environment (Haley et al., 2009). 

3.2 Survival in nature 

Salmonella spp. are exclusively of faecal origin, they are therefore, allochthonous to 
aquatic environments. Once the bacteria are released into the environment (aquatic and 
terrestrial), they confront a wide range of drastic, stressful conditions, that make their 
persistence rather difficult and they may die rapidly. Thus, one would expect that 
salmonellae may not survive for long periods in the environment. This assumption started 
to change when Pokorný (1988) showed that Salmonella enteritidis survived for up to 30 
days in seeded pollution-free drinking water microcosms held at 4 C. In laboratory 
experiments using sterile water, seeded cells of serovar Typhi was found to remain viable 
for up to 65 days when microcosms were incubated in the refrigerator (4-6 C). When 
microcosms were incubated at room temperature (18-24 C) and at 37 C, survival of 
serovar Typhi was decreased to 25 and 5 days respectively (Uyanik et al., 2008). The 
apparent long survival of enteric bacteria (e.g. Campylobacter and Salmonella) at low 
temperature perhaps explained by increased metabolism and more rapid substrate 
utilization at higher temperature at the expense of culturability (Abulreesh et al., 2006; 
Uyanik et al., 2008). In addition, light (particularly U. V. radiation) is potentially lethal to 
salmonellae in aquatic environments. In laboratory experiments, culturable populations of 
Salmonella Typhimurium in seawater microcosms were decreased rapidly after exposure to 
direct natural sunlight (Davies & Evison, 1991). The lethat effect of sunlight is probably 
aggravated by the high salinity of seawater, therefore, the U. V. component of sunlight 
and the high salinity may act synergistically in causing decrease in the numbers of 
culturable S. Typhimurium (Davies & Evison, 1991). The same conclusion was drawn with 
regard to the combined effect of sunlight and salinity on the survival of Salmonella enterica 
in seeded in situ seawater chambers (Sinton et al., 2007). In freshwaters however, the 
survival of salmonellae may be extended for periods longer than in seawater, as a result of 
the presence of humic materials that may absrobe U. V. radiation, therefore, protecting the 
cells from possible damage to the DNA by radiation (Davies & Evison, 1991). Generally, 
natural light affects the uptake of nutrients and inhibits active transport and biosynthesis 
in Escherichia coli (Barcina et al., 1990); its effect on salmonellae serovars may require 
further investigation (Sinton et al., 2007). 

Nutrient availability and predation are also important factors in the survival of enteric 
bacteria, in aquatic environments (Flint, 1987). Using in situ membrane diffusion 
chambers, serovar Typhimurium remained viable for 5 days in tropical rainforest 
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watershed (Jiménez et al., 1989). Thus, it was concluded that salmonellae may not survive 
for long period in oligotrophic natural waters (Domingo et al., 2000). The densities of 
viable salmonellae serovars were decreased rapidly, as measured by plate counts, in 
spiked filtered river and seawater. Filtration may removes valuable biological agents, 
while filterable substances such as heavy metals, antibiotics and small preadtors (e.g. 
protozoa) may then be responsible for the rapid decrease of bacteria in filtered natural 
waters (Cornax et al., 1990; Domingo et al., 2000). High densities of salmonellae were 
found to survive for as long as 50 days in sediment-containing microcosms compared 
with the overlying water (Fish & Pettibone, 1995). Aquatic sediments were culture-
positive of serovar Typhimurium up to 119 days, while this serovar was viable in water 
column in the same microcosm for only 54 days (Moore et al., 2003). The observed 
extended survival of salmonellae in aquatic sediments is probably due concentration of 
these bacteria by sedimentation of bacteria-bound particles. Sediments may protect 
enteric bacteria from certain stressful conditions associated with aquatic environments; it 
also provides enteric bacteria with nutrients and protection against grazing protozoans, 
thus supports the growth of these bacteria (Lim & Flint, 1989; Fish & Pettibone, 1995). 

In terristerial ecosystems, salmonellae were found to multiply and survive in soil for up to 
12 months, as soil ecosystems were believed to act as microecological niches where enteric 
bacteria can survive and even grow. The ability of salmonellae to attach to soil particles was 
related to cell surface hydrophobicity by which the bacteria can undergo morphological 
changes in order to adapt to this new environment (Stenstrom, 1989; Davies & Wray, 1996). 
The ability of salmonellae to survive and grow in soil environments may explain, in part, the 
detection of Salmonella spp. from pasture 2 months, and from soil 8 months after the 
application of contaminated pig slurry, and highlight the need of proper sanitation of 
contaminated animal waste before its disposal on agricultural land (Venglovsky et al., 2006). 
Virtually, Salmonella serovars can persist in different environments. On clean laminated 
surfaces (i.e. utensils), salmonellae was found to survive for less than 4 hours, however 
when these utensils (stainless steel bowl) were covered with soil, Salmonella spp. survived 
for up to 4 hours (Scott & Bloomfield, 1990). Survival of serovars Enteritidis, Heidelberg and 
Enteritidis phage type 4 on surfaces was extended to up to 24 hours under dark conditions, 
but when these surfaces exposed to direct sunlight, the numbers of salmonellae serovars 
decreased rapidly (Nyeleti et al., 2004). Thus it is not surprising that Salmonella spp. can 
persist and survive in domestic kitechens for a year or even longer (Humphrey, 2001). 
Salmonella spp. persisted in the biofilm material found under the recess of the toilet bowl rim 
which was difficult to remove with household toilet cleaner. Serovar Enteritidis remained in 
toilet bowl for up to 4 weeks despite the use of cleaning fluids. Flushing the toilet may 
contaminate the toilet seat and its lid with salmonellae that were found in biofilm formation 
in toilet bowl (Barker & Bloomfield, 2000). In conclusion, it was suggested that the 
ubiquitous nature of Salmonella may facilitate a cyclic lifestyle consisting of passage through 
a host into the environment and back into a new host (e.g. from human intestine to the 
water then to birds), therefore, the long-term survival of Salmonella in the secondary habitat 
(i.e. water, soil) ensures its passage to the next host (Winfield & Groisman, 2003). 

The viable but nonculturable (VBNC) state in the context of enteric bacteria refers to the 
ability of bacterial cells to remain viable (i.e. retaining basal metabolic activities) yet 
unable to grow in artificial media in the laboratory (Barer et al., 1993; Oliver, 2005, 2010). 
This state is believed to be a survival strategy of enteric bacteria that are released into the 
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environment and suffer prolonged exposure to environmental stressors such as 
suboptimal temperature; U. V. irradiation; nutrient deprivation and biological interactions 
(McKay, 1992; Barer & Harwood, 1999). Xu et al. (1982) were the first to address the 
VBNC phenomenon in enteric bacteria when they examined the survival of Vibrio cholerae 
and Escherichia coli in estuarine and marine water microcosms. It was found later on that 
the VBNC state is exhibited by other enteric bacterial species such as Campylobacter, 
Shigella, Ligeonella and Salmonella (McKay, 1992; Barer et al., 1993). Nonculturability in 
salmonellae has been attributed, in part, to nutrient depletion. As a result of nutrient 
limitations viable cells of serovar Enteritidis lost culturablity within 48 hours at 25 C 
when they were incubated in sterile river water (Roszak et al., 1984). Other relevance 
factors for the possible VBNC state in salmonellae may include exposure to elevated 
temperatures, U. V. irradiation, salinity, exposure to antibiotics and chlorination (Caro et 
al., 1999; Oliver, 2000; Smith et al., 2002; Oliver et al., 2005). VBNC forms of salmonellae 
may undergo morphological transition in response to stress, as they form a shorter rods 
shape (Roszak et al., 1984). Resuscetation of VBNC Salmonella cells may be possible 
(Roszak et al., 1984; Smith et al., 2002; Dhiaf et al., 2010), yet these resuscitated cells may 
lose their virulence or ability to cause infection (Caro et al., 1999) as serovar Typhimurium 
in VBNC forms and active but nonculturable (ABNC) (i.e. resuscitated cells) were unable 
to infect, nor colonize laboratory animals (Smith et al., 2002).  

In contrast, other studies have rejected the whole VBNC concept. It is suggested that VBNC 
cells are actually dead and that apparent resuscitation represents the growth of surviving 
culturable cells (Morgan et al., 1991; Weichart et al., 1992; Bogosian et al., 1998). This 
suggestion was supported by failure of nonresuscitated forms of VBNC Salmonella 
typhimurium to colonize mouse model (Caro et al., 1999). Although the VBNC phenomenon 
is not fully elucidated, it has a major relevance to public health authorities in two areas: (i) 
the ability to cause infection, and (ii) the monitoring of enteric pathogens in the environment 
using conventional culture methods (McKay, 1992; Barer et al., 1993). 

3.3 Antibiotic resistance 

The emergence of anitmicrbial resistance in pathogenic bacteria, particularly in enteric 
bacteria is a major public health issue. The over use of antibiotics in food-producing 
animals, mass treatment and long-term administration of antimicrobial growth promoters 
may lead to the emergence of multidrug-resistant strains of enteric bacteria, including 
Salmonella spp. These bacteria may become reservoirs of highly transferable drug-resistance 
genes, and as they spread widely in the environment, they may cause serious infections as 
they spread within the food chain. Consequently, therapeutic failure of these infections may 
occur and complications due to these infections may result in increase in morbidity and 
mortality (Mølbak 2004, 2005). 

The implications of infections caused by drug-resistant Salmonella typhimurium DT29 was 
addressed by Anderson (1968). Infections in calves in the UK due to this serovar were 
proven difficult to treat even after using a range of antibiotics. Instead, this use of multidrug 
resulted in the acquisition of serovar Typhimurium DT29 transferable multiple drug-
resistance, that later caused many infections in humans (Anderson, 1968). In his report 
Anderson (1968) suggested that infections due multidrug-resistant salmonellae can be 
eliminated not by the massive use of antibiotics, but by improvement in conditions of 
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animal husbandry and reduction in the opportunities for the initiation and spread of the 
disease. Unfortunately, these suggestions were not taken well into consideration in many 
parts of the world and as a result, different serovars of salmonellae have acquired multiple-
drug resistance and became ubiquitous in the environment. Various salmonellae serovars 
resistant to wide range of antimicrobial drugs were isolated from the faeces of diseased and 
apparently healthy livestock and poultry (Ahmed et al., 2009), food (dairy products; meat; 
poultry products) (Antunes et al., 2003; Zhao et al., 2003; Dallal et al., 2010), free-living wild 
animals and birds (Palmgren et al., 1997; Čížek et al., 2007; Abulreesh, 2011), domesticated 
animals (Seepersadsingh & Adesiyun, 2003; Van Immerseel et al., 2004; Ebani et al., 2005), 
natural waters (fresh and marine) (Morinigo et al., 1990; Harakeh et al., 2006), sewage 
effluents and sludge (Berge et al., 2006; Espigares et al., 2006) and from diarrhea patients 
(Ling et al., 1998; Graziani et al., 2008) worldwide. In general, a well established link 
between the use of antibiotics in food-producing animals and drug-resistant salmonellae is 
described and well understood for food-borne nontyphoidal salmonellae (Mølbak, 2004). 

Salmonella spp. can acquire resistance to antimicrobial drugs via different mechanisms 
such as (i) transferable resistance genes; (ii) excessive use of antibiotics in treatment 
“selective pressure”; and (iii) as a response to exposure to environmental drastic 
conditions. The resistance of aminoglycosides, -lactams, chloramphenicol, macrolides, 
quaternary ammonium and trimethoprime in salmonellae serovars is attributed to the 
acquisition of foreign genes that encoded enzymes to destroy, chemically inactive, or 
“pump” the noxious drug out of the bacterial cell or provide an alternative pathway to the 
one targeted by the antibiotic (D’Aoust & Maurer, 2007). These antibiotic-resistance genes 
usually reside on mobile genetic elements such as plasmids; transposons and integrons 
that can potentially transfer resistance from commensal to pathogenic bacteria (Mølbak, 
2005; D’Aoust & Maurer, 2007). Integron in particular, described as a genetic material that 
is capable of capturing, combining, or swapping a large assortment of antibiotic-resistance 
genes, then integrating the captured genes into a resident integration site. This genetic 
element (i.e. integron) can create tandem antibiotic-resistant genes. In salmonellae 
serovars, tetracycline resistance genes are the only resistance genes that have not 
identified among the integron gene cassettes, nonetheless they are carried on plasmids 
(Ling et al., 1998; D’Aoust & Maurer, 2007). 

Overuse of antibiotics in the treatment clinical or veterinary cases together with 
environmental stresses (e.g. detergents, dyes, food components, preservatives) can induce 
the mar (multiple antibiotic resistance) operon. This operon regulates the expression of a 
large number of genes, including those coding for at least one broad-specificity efflux pump 
(i.e. arcAB efflux pump), which are more strongly expressed under drastic conditions of 
environmental stress (McMahon et al., 2007). There seem to be a role of antimicrobial drug 
intake for acquiring infections with drug-resistant pathogenic bacteria (Threlfall, 2002; 
Mølbak, 2004). This was confirmed by Glynn et al. (2004) where patients infected with 
serovar Typhimurium resistant to ampicillin, chloramphenicol, streptomycin, 
sulphonamides and tetracycline were most likely to have treated by antibiotics to which that 
serovar was resistant. This may shed some light on the reasons why outbreaks of drug-
resistant pathogens are particularly frequent in hospitals and other environments where 
antibiotics are commonly used, furthermore, it may explains the fact that drug-resistant 
bacteria may be more virulent than susceptible ones (Threlfall, 2002; Mølbak, 2004, 2005). In 
addition, it was found that food preservation processes (e.g. low pH, high NaCl) can lead to 
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the development of populations or subpopulation of salmonellae with decreased 
susceptibility to a range of currently used antibiotics (e.g. amikacin, ceftriaxone, 
trimethoprim). Such decreases in antibiotic susceptibility are maintained as long as the food 
preservation stress is maintained, and in some cases, even after the food preservation stress 
is removed (McMahon et al., 2007). In general, it is well established that the likelihood that 
pathogenic bacteria could develop resistance, persist and spread involves more than 
selective pressure for antibiotics use alone (overuse of antibiotics in treatment of human and 
animal infections), and could also result from a complex of interactions of genes, 
ecosystems, and the environment (D’Aoust & Maurer, 2007). 

4. Concluding remarks 

Despite the decline of typhoidal salmonellae infections in major parts of the world, 
nontyphoidal salmonellae is the second leading cause of water-and food-borne infections 
worldwide. Salmonella serovars are ubiquitous in natural waters and sediments. The 
presence of salmonellae in aquatic environments is related to one or a combination of 
sewage effluents; agricultural run-off and direct faecal contamination from natural fauna. 
Salmonella serovars cause major infections in domestic and wild animals, nonetheless, a 
wide range of domesticated and free-living animals appears to carry salmonellae without 
obvious symptoms. Salmonella seovars have unique seasonal trends. In the environment, 
generally they peak during wet seasons and are more associated with rainfall and monsoon 
seasons. Some serovars peak in aquatic environments during warmer months, while other 
peak in colder months. Although no seasonal trends were found in the carriage of 
salmonellae by domestic and wild animals, the presence of salmonellae infection in the 
community is season-dependent. Untreated water, contaminated raw milk, poultry 
products and undercooked meat are the major sources of infection. Handling of doestic 
animals and wild fauna may also poses a risk for acquiring salmonellosis. Salmonellae 
serovars may survive and remain virulent for long periods in the environment, they may 
undergo a viable but nonculturable stage as a survival strategy, their ability to cause 
infection in the VBNC state, however, remains questionable. Salmonella spp. can easily 
acquire drug-resistance genes via transferable genetic elements. In addition, overuse of 
antibiotics in the treatment of human and veterinary diseases is another mechanism in 
which salmonellae serovars can aquire resistance to antimicrobial drugs. The ability of faecal 
indicators to predict the presence of salmonellae in polluted environmental waters remains 
questionable, and the absence of faecal indicators is not always a reliable indication of the 
absence of Salmonella spp. 

5. References  

Abulreesh, H. H. (2011). Free living rock pigeon (Columba livia) as an environmental 
reservoir of enteric bacterial pathogens resistant to antimicrobial drugs in Saudi 
Arabia. Current Research in Bacteriology, Vol. 4, pp. 28-33, ISSN 1994-5426. 

Abulreesh, H. H.; Paget, T. A. & Goulder, R. (2004). Waterfowl and the bacteriological quality 
of amenity ponds. Journal of Water and Health, Vol. 2, pp. 183-189, ISSN 1477-8920.  

Abulreesh, H. H.; Paget, T. A. & Goulder, R. (2005). Waterfowl and human-pathogenic bacteria 
at amenity sites: a review. Proceedings of the 3rd World Waterfowl Conference, 3-7 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

38

November, Guangzhou, China. Pp. 356-362. Published by World’s Poultry Sciences 
Association (WPSA), China Branch, South China Agricultural University.  

Abulreesh, H. H.; Goulder, R. & Scott, G. W. (2007). Wild Birds and human pathogens in the 
context of ringing and migration. Ringing and Migration, Vol. 23, 193-200, ISSN 
0307-8698.  

Ahmed, A. M.; Ishida, Y. & Shimamoto, T. (2009). Molecular characterization of antimicrobial 
resistance of Salmonella isolated from animals in Japan. Journal of Applied Microbiology, 
Vol. 106, pp. 402-409, ISSN 1364-5072. 

Al-Nakhli, H. M.; Al-Ogaily, Z. H. & Nassar, T. J. (1999). Representitive Salmonella serovars 
isolated from poultry and poultry environments in Saudi Arabia. Revue Scientifique 
et Technique Office International des Epizooties, Vol. 18, pp. 700-709, ISSN 0253-1933.  

Alcaide, E.; Martinez, J. P. & Garay, E. (1984). Comparative study on Salmonella isolation 
from sewage-contaminated natural waters. Journal of Applied Bacteriology, Vol. 56, 
pp. 365-371, ISSN 0021-8847. 

Anderson, E. S. (1968). Drug resistance in Salmonella typhimurium and its implications. British 
Medical Journal, Vol. 3, pp. 333-339, ISSN 0959-8138. 

Angulo, F. J.; Nunnery, J. A. & Bair, H. D. (2004). Antimicrobial resistance in zoonotic enteric 
pathogens. Revue Scientifique et Technique Office International des Epizooties, Vol. 23, 
pp. 485-496, ISSN 0253-1933. 

Antunes, P.; Réu, C., Sousa, J. C., Peixe, L. & Pestana, N. (2003). Incidence of Salmonella from 
poultry products and their susceptibility to antimicrobial agents. International 
Journal of Food Microbiology, Vol. 82, pp. 97-103, ISSN 0168-1605. 

Arvanitidou, M.; Stathopoulos, G. A., Constantinidis, T. C. & Katsouyannopoulos, V. (1995). 
The occurrence of Salmonella, Campylobacter and Yersinia spp. in river and lake 
waters. Microbiological Research, Vol. 150, pp. 153-158, ISSN 0944-5013. 

Arvanitidou, M.; Kanellou, K. & Vagiona, D. G. (2005). Diversity of Salmonella spp. and 
fungi in northern Greek rivers and their correlation to fecal pollution indicators. 
Environmental Research, Vol. 99, pp. 278-284, ISSN 0013-9351. 

Barcina, I.; Gonzales, J. M., Iriberri, J. & Egea, L. (1990). Survival strategy of Escherichia coli 
and Enterococcus faecalis in illuminated fresh and marine systems. Journal of Applied 
Bacteriology, Vol. 68, pp. 189-198, ISSN 0021-8847. 

Barer, M. R.; Gribbon, L. T., Harwood, C. R. & Nwoguh, C. E. (1993). The viable but non-
culturable hypothesis and medical bacteriology. Reviews in Medical Microbiology, 
Vol. 4, pp. 183-191, ISSN 0954-139X. 

Barer, M. R. & Harwood, C. R. (1999). Bacterial viability and culturability. Advances in 
Microbial Physiology, Vol. 41, pp. 93-137, ISBN 0-12-027741-7. 

Barker, J. & Bloomfield, S. F. (2000). Survival of Salmonella in bathrooms and toilets in 
domestic homes following salmonellosis. Journal of Applied Microbiology, Vol. 89, pp. 
137-144, ISSN 1364-5072  

Baudart, J.; Grabulos, J., Barusseau, J. –P. & Lebaron, P. (2000). Salmonella spp. and fecal 
coliform loads in coastal waters from a point vs. nonpoint source of pollution. 
Journal of Environmental Quality, Vol. 29, pp. 241-250, ISSN 0047-2425. 

Berge, A. C. B; Dueger, E. L. & Sischo, W. M. (2006). Comparison of Salmonella enterica 
serovar distribution and antibiotic resistance patterns in wastewater at municipal 
water treatment plants in two California cities. Journal of Applied Microbiology, Vol. 
101, pp. 1309-1316, ISSN 1364-5072. 



 
Salmonellae in the Environment 

 

39 

Bhatta, D. R.; Bangtrakulnonth, A., Tishyadhigama, P., Saroj, S. D., Bandekar, J. R., 
Hendriksen, R. S. & Kapadnis, B. P. (2007). Serotyping, PCR, phage-typing and 
antibiotic sensitivity testing of Salmonella serovar isolated from urban drinking 
water supply systems of Nepal. Letters in Applied Microbiology, Vol. 44, pp. 588-594, 
ISSN 0266-8254. 

Blaser, M. & Newman L. (1982). A review of human salmonellosis: 1. Infective dose. Review 
of Infectious Diseases, Vol. 4, pp. 1096-1106, ISSN 0162-0886. 

Bogosian, G.; Morris, P. J.L & O’Neil, J. P. (1998). A mixed culture recovery method indicates 
that enteric bacteria do not enter the viable but noculturable state. Applied and 
Environmental Microbiology, Vol. 64, pp. 1736-1742, ISSN 0099-2240. 

Bonnedahl, J.; Broman, T., Waldenström, J., Palmgren, H., Niskanen, T. & Olsen, B. (2005). In 
search of human-associated bacterial pathogens in Antarctic wildlife: report from 
six penguin colonies regularly visited by tourists. Ambio, Vol. 34, pp. 430-432, ISSN 
0044-7447. 

Bopp, C. A.; Brenner, F. W., Wells, J. G. & Strockbine, N. A. (1999). Escherichia, Shigella and 
Salmonella, In: Manual of Clinical Microbiology 7th edition, Murray, P. R., Baron, E. J., 
Pfaller, M. A., Tenover, F. C. & Yolken, R. H. (Eds), pp. 459-474, ASM Press, ISBN 
1555811264, Washington D. C., USA. 

Briones, V.; Téllez, S., Goyache, J., Ballesteros, C., Lanzarot, M. d. P., Domínguez, L. & 
Fernández-Garayzábal, J. F. (2004). Salmonella diversity associated with wild 
reptiles and amphibians in Spain. Environmental Microbiology, Vol. 6, pp. 868-871, 
ISSN 1462-2912. 

Bywater, R.; Deluyker, H., Deroover, E., de jong, A., Marion, H., McConville, M., Rowan, T., 
Shryock, T., Shuster, D., Thomas, V., Vallé, M. & Walters, J. (2004). A European 
survey of antimicrobial susceptibility among zoonotic and commensal bacteria 
isolated from food-producing animals. Journal of Antimicrobial Chemotherapy, Vol. 
54, pp. 744-754, ISSN 0305-7453. 

Capita, R.; Álvarez-Astorga, M., Alonso-Calleja, C., Moreno, B. & García-Fernández, M. d. C. 
(2003). Occurrence of salmonellae in retail chicken carcasses and their products in 
Spain. International Journal of Food Microbiology, Vol. 81, pp. 169-173, ISSN 0168-1605. 

Capita, R.; Alonso-Calleja, C. & Prieto, M. (2007). Prevalence of Salmonella enterica serovars 
and genovars from chicken carcasses in slaughterhouses in Spain. Journal of Applied 
Microbiology, Vol. 103, pp. 1366-1375, ISSN 1364-5072. 

Caro, A.; Got, P., Lesne, J., Binard, S. & Baleux, B. (1999). Viability and virulence of 
experimentally stressed nonculturable Salmonella typhimurium. Applied and 
Environmental Microbiology, Vol. 65, pp. 3229-3232, ISSN 0099-2240.  

Carter, M. E. & Quinn, P. J. (2000). Salmonella in dogs and cats.  In : Salmonella in Domestic 
Animals, Wray, C. & Wray A. (Eds), pp. 231-244, CAB International Publishing, 
ISBN 0851992617, Oxon, UK. 

Cho, S. –H.; Shin, H. –H., Choi, Y. –H., Park, M. –S. & Lee, B. –K. (2008). Enteric bacteria 
isolated from acute diarrheal patients in the Republic of Korea between the year 
2004 and 2006. The Journal of Microbiology, Vol. 46, pp. 325-330, ISSN 1225-8873. 

Čížek, A.; Literák, I., Hejlíček, K., Treml, F. & Smola J. (1994). Salmonella contamination of 
the environment and its incidence in wild birds. Journal of Veterinary Medicine B. 
Vol. 41, pp. 320-327, ISSN 0931-1793. 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

40

Čížek, A.; Dolejská, M., Karpíšková, D. & Literák, I. (2007). Wild black-headed gulls (Larus 
ridibundus) as an environmental reservoir of Salmonella strains resistant to 
antimicrobial drugs. European Journal of Wildlife Research, Vol. 53, pp.55-60, ISSN 
1612-4642. 

Claudon, D. G.; Thompson, D. I., Christenson, E. H., Lawton, G. W. & Dick, E. C. (1971) 
Prolonged Salmonella contamination of a recreational lake by runoff water. Applied 
Microbiology, Vol. 21, pp. 875-877, ISSN 0099-2240. 

Cogan, T. A. & Humphrey, T. J. (2003). The rise and fall of Salmonella Enteritidis in the UK. 
Journal of Applied Microbiology, Vol. 94, pp. 114S-119S, ISSN 1364-5072. 

Cornax, R.; Morinigo, M. A., Romero, P. & Borrego, J. J. (1990). Survival of pathogenic 
microorganisms in sea water. Current Microbiology, Vol. 20, pp. 293-298, ISSN 
0343-8651. 

Costalunga, S. & Tondo, E. C. (2002). Salmonellosis in Rio Grande do Sul, Brazil, 1997 to 
1999. Brazillian Journal of Microbiology, Vol. 33, pp. 342-346, ISSN 1517-8382. 

Dallal, M. M. S.; Doyle, M. P., Rezadehbashi, M., Dabiri, H., Sanaei, M., Modarresi, S., 
Bakhtiari, R., Sharifiy, K., Taremi, M., Zali, M. R. & Sharifi-Yazdi, M. K. (2010). 
Prevalence and antimicrobial resistance profiles of Salmonella serotypes, 
Campylobacter and Yersinia spp. isolated from retail chicken and beef, Tehran, Iran. 
Food Control, Vol. 21, pp. 388-392, ISSN 0956-7135.  

Danielsson, M. L. (1977). Salmonella in sewage and sludge. Serological profiles of isolates, their 
removal and/or survival in relation to potential health hazards to man and animals. 
Acta Veterinaria Scandinavica Supplementum, Vol. 65, pp. 1-126, ISSN 0044-605X. 

D’Aoust, J. –Y. & Maurer, J. (2007). Salmonella species. In: Food Microbiology : Fundamentals 
and Frontiers 3rd ed, Doyle, M. P. & Beuchat, L. R. (Eds.), pp. 187-236, ASM Press, 
ISBN 1-55581-407-7, Washington D.C., USA. 

Davies, C. M. & Evison, L. M. (1991). Sunlight and the survival of enteric bacteria in natural 
waters. Journal of Applied Bacteriology, Vol. 70, pp. 265-274, ISSN 0021-8847. 

Davies, R. H.; Dalziel, R., Gibbens, J. C., Wilesmith, J. W., Ryan, J. M. B., Evans, S. J., Byrne, 
C., Paiba, G. A., Pascoe, S. J. S. & Teale, C. J. (2004). National survey for Salmonella 
in pigs, cattle and sheep at slaughter in Great Britian (1999-2000). Journal of Applied 
Microbiology, Vol. 96, pp. 750-760, ISSN 1364-5072. 

Davies, R. H. & Wray, C. (1996). Seasonal variations in the isolation of Salmonella typhimurium, 
Salmonella enteritidis, Bacillus cereus and Clostridium perfringens from environmental 
samples. Journal of Veterinary Medicine B, Vol. 43, pp. 119-127, ISSN 0931-1793.   

de Oliveira, S. D.; Flores, F. S., dos Santos, L. R. & Brandelli, A. (2005). Antimicrobial 
resistance in Salmonella eteritidis strains isolated from broiler carcasses, food, human 
and poultry-related samples. International Journal of Food Microbiology, Vol. 97, pp. 
297-305, ISSN 0168-1605.  

de Sá, I. V. A. & Solari, C. A. (2001). Salmonella in Brazillian and imported pet reptiles. 
Brazilian Journal of Microbiology, Vol. 32, pp. 293-297, ISSN 1517-8382. 

Dhiaf, A.; Ben Abdallah, F. & Bakhrouf, A. (2010). Resuscitation of 20-year starved Salmonella 
in seawater and soil. Annals of Microbiology, Vol. 60, pp. 157-160, ISSN 1590-4261.  

Dionisio, L. P. C.; Joao, M., Ferreiro, V. S., Fidalgo, M. L., Rosado, M. E. G. & Borrego, J. J. 
(2000). Occurrence of Salmonella spp. in estuarine and costal waters of Portugal. 
Antonie van Leeuwenhoek, Vol. 78, pp. 99-106, ISSN 0003-6072. 



 
Salmonellae in the Environment 

 

41 

Domingo, J. W. S.; Harmon, S. & Bennett, J. (2000). Survival of Salmonella species in river 
water. Current Microbiology, Vol. 40, pp. 409-417, ISSN 0343-8651. 

Dovč, A.; Zorman-Rojs, O., Rataj, A. V., Bole-Hribovšek, V., Karpež, U. & Dobeic, M. (2004). 
Health status of free-living pigeons (Columba livia domestica) in the city of Ljubljana. 
Acta Veterinaria Hungarica, Vol. 52, pp. 219-226, ISSN 0236-6290. 

Ebani, V. V.; Cerri, D., Fratini, F., Meille, N., Valentini, P. & Andreani, E. (2005). Salmonella 
enterica isolates from faeces of domestic reptiles and a study of their antimicrobial in 
vitro sensitivity. Research in Veterinary Sciences, Vol. 78, pp. 117-121, ISSN 0034-5288. 

Ekdahl, K.; deJong, B., Wollin, R. & Andersson, Y. (2005). Travel-associated non-typhoidal 
salmonellosis: geographical and seasonal difference and serotype distribution. 
Clinical Microbiology and Infection, Vol. 11, pp. 138-144, ISSN 1198-743X. 

Espigares, E.; Bueno, A., Espigares, M. & Gálvez, R. (2006). Isolation of Salmonella serotypes 
in wastewater and effluent: effect of treatment and potential risk. International 
Journal of Hygiene and Environmental Health, Vol. 209, pp. 103-107, ISSN 1438-4639. 

Fallacara, D. M.; Monahan, C. M., Morishita, T. Y. & Wack, R. E. (2001). Fecal shedding and 
antimicrobial susceptibility of selected bacterial pathogens and a survey of 
intestinal parasites in free-living waterfowl. Avian Diseases, Vol. 45, pp. 128-135, 
ISSN 0005-2086. 

Fallacara, D. M., Monahan, C. M., Morishita, T. Y., Bremer, C. A. & Wack R. F. (2004). Survey 
of parasites and bacterial pathogenss from free-living waterfowl in zoological 
settings. Avian Diseases, Vol. 48, pp. 759-767, ISSN 0005-2086. 

Fedorka-Cray, P. J.; Gray, J. T. & Wray, C. (2000). Salmonella infections in pigs. In : 
Salmonella in Domestic Animals, Wray, C. & Wray A. (Eds), pp. 191-207, CAB 
International Publishing, ISBN 0851992617, Oxon, UK. 

Ferns, P. N. & Mudge, G. P. (2000). Abundance, diet and Salmonella contamination of gulls 
feeding at sewage outfalls. Water Research, Vol. 34, pp. 2653-2660, ISSN 0043-1354. 

Fish, J. T. & Pettibone, G. W. (1995). Influence of freshwater sediment on the survival of 
Escherichia coli and Salmonella sp. as measured by three methods of enumeration. 
Letters in Applied Microbiology, Vol. 20, pp. 277-281, ISSN 0266-8254.  

Flint, K. P. (1987). The long-term survival of Escherichia coli in river water. Journal of Applied 
Bacteriology, Vol. 63, pp. 261-270, ISSN 0021-8847. 

Fricker, C. R. (1984). A note on Salmonella excretion in the black headed gull (Larus 
ribibundus) feeding at sewage treatment works. Journal of Applied Bacteriology, Vol. 
56, pp. 499-502, ISSN 0021-8847. 

Garber, L.; Smeltzer, M., Fedorka-Cray, P., Ladley, S. & Ferris, K. (2003). Salmonella 
enterica serotype enteritidis in table egg layer house environments and in mice in 
U.S. layer houses and associated risk factors. Avian Diseases, Vol. 47, pp. 134-142, 
ISSN 0005-2086.  

Galbraith, N. S. (1994). Historical review of microbial diseases spread by water in England 
and Wales. In: Water and Public Health, Golding, A. M. B., Noah, N. & Stanwell-
Smith, R. (Eds), pp. 15-37, Smith Gordon and Company, ISBN 1-85463-018-0, 
London, UK. 

Geldreich, E. E. (1996). Pathogenic agents in freshwater resources. Hydrological Processes, Vol. 
10, pp. 315-333, ISSN 0885-6087. 

Glynn, M. K.; Reddy, V., Hutwagner, L., Rabatsky-Ehr, T., Shiferaw, B., Vugia, D. J., Segler, 
S., Bender, J., Barrett, T. J. & Angulo, F. J. (2004). Prior antimicrobial agent use 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

42

increases the risk of sporadic infections with multidrug-resistant Salmonella enterica 
serotype Typhimurium: a FoodNet case-control study, 1996-1997. Clinical Infectious 
Diseases, Vol. 38, pp. S227-S236, ISSN 1058-4838.  

Godfree, A. (2003). Health constraints on the agricultural recycling of wastewater sludge. In: 
The Handbook of Water and Wastewater Microbiology, Mara, D. & Horan, N. (Eds), pp. 
281-298, Academic Press, ISBN 0-12-470100-0, San Diego, USA. 

Guard-Petter, J. (2001). The chicken, the egg and Salmonella enteritidis. Environmental 
Microbiology, Vol. 3, pp. 421-430, ISSN 1462-2912. 

Guerin, M. T.; Martin, S. W., Darlington, G. A. & Rajic, A. (2005). A temporal study of 
Salmonella serovars in animals in Alberta between 1990 and 2001. The Canadian 
Journal of Veterinary Research, Vol. 69, pp. 88-99, ISSN 0830-9000. 

Graziani, C.; Busani, L., Dionisi, A. M., Lucarelli, C., Owczarek, S., Ricci, A., Caprioli, A. & 
Luzzi, I. (2008). Antimicrobial resistence in Salmonella enterica serovar Typhimurium 
from human and animal sources in Italy. Veterinary Microbiology, Vol. 128, pp. 414-
418, ISSN 0378-1135. 

Haley, B. J.; Cole, D. J. & Lipp, E. K. (2009). Distribution, diversity and seasonality of 
waterborne samonellae in a rural watershed. Applied and Environmental 
Microbiology, Vol. 75, pp. 1248-1255, ISSN 1098-5336. 

Harakeh, S.; Yassine, H. & El-Fadel, M. (2006). Antimicrobial-resistant patterns of Escherichia 
coli and Salmonella strains in the aquatic Lebanese environments. Environmental 
Pollution, Vol. 143, pp. 269-277, ISSN 0269-7491. 

Healing, T. D. (1991). Salmonella in rodents: a risk to man? Communicable Disease Report 
Reviewe, Vol. 1, pp. 114-116, ISSN 

Hendricks, C. W. (1971). Increased recovery rate of salmonellae from stream bottom sediments 
versus surface water. Applied Microbiology, Vol. 21, pp. 379-380, ISSN 0099-2240. 

Henry, R. R. (2000). Salmonella infection in ducks. In: Salmonella in Domestic Animals, 
Wray, C. & Wray A. (Eds), pp. 157-167, CAB International Publishing, ISBN 
0851992617, Oxon, UK. 

Hernandez, J.; Bonnedahl, J., Waldenström, J., Palmgren, H. & Olsen, B. (2003). Salmonella in 
birds migrating through Sweden. Emerging Infectious Diseases, Vol. 9, pp. 753-755, 
ISSN 1080-6059. 

Hilton, A. C.; Willis R. J. & Hickie, S. J. (2002). Isolation of Salmonella from urban wild brown 
rats (Rattus norvegicus) in the West Midlands, UK. International Journal of 
Environmental Health Research, Vol. 12, pp. 163-168, ISSN 0960-3123. 

Ho, B. S. W. & Tam, T. –Y. (2000). Rapid enumeration of Salmonella in environmental waters 
and wastewater. Water Research, Vol. 34, pp. 2397-2399, ISSN 0043-1354. 

Holt, J. G.; Krieg, N. R., Sneath, P. H. A., Staley, J. T. & Williams, S. T. (1994). Bergey’s Manual 
of Determinative Bacteriology 9th Edition, Williams and Wilkins, ISBN 0-68300-6032, 
Baltimore, Maryland, USA.  

Hubálek, Z.; Sixl, W., Mikuláškova, M., Sixl-Voigt, B., Thiel, W., Halouzka, J., Juřicová, Z., 
Rosický, B., Mátlova, L., Honza, M., Hájek, V. & Sitko, J. (1995). Salmonellae in 
gulls and other free-living birds in the Czech Republic. Central European Journal of 
Public Health, Vol. 3, pp. 21-24, ISSN 1210-7778. 

Humphrey, T. (2001). The spread and persistence of Campylobacter and Salmonella in the 
domestic kitchen. Journal of Infection, Vol. 43, pp. 50-53, ISSN 0163-4453. 



 
Salmonellae in the Environment 

 

43 

Humphrey, T. & Jørgensen, F. (2006). Pathogens on meat and infection in animals – 
Establishing a relationship using Campyloacter and Salmonella as examples. Meat 
Science, Vol. 74, pp. 89-97, ISSN 0309-1740. 

Hunter, P. R. (1997). Waterborne Diseases: Epidemiology and Ecology, John Wiley & Sons, ISBN 
9780471966463, Chichester, UK.  

Hutchinson, M. L.; Avery S. M. & Monaghan, J. M. (2008). The air-borne distribution of 
zoonotic agents from livestock waste spreading and microbiological risk to fresh 
produce from contaminated irrigation sources. Journal of Applied Microbiology, Vol. 
105, pp. 848-857, ISSN 1364-5072. 

Jiménez, L.; Muniz, I., Toranzos, G. A. & Hazen, T. C. (1989). Survival and activity of 
Salmonella typhimurium and Escherichia coli in tropical freshwater. Journal of Applied 
Bacteriology, Vol. 67, pp. 61-69, ISSN 0021-8847. 

Johnson, J. Y. M.; Thomas, J. E., Graham, T. A., Townshend, I., Byrne, J., Selinger, L. B. & 
Gannon, V. P. J. (2003). Prevalence of Escherichia coli O157 :H7 and Salmonella spp. 
in surface waters of southern Alberta and its relation to manure sources. Canadian 
Journal of Microbiology, Vol. 49, pp. 326-335, ISSN 0008-4166.   

Jokinen, C. C.; Schreier, H., Mauro, W., Taboada, E., Isaac-Renton, J. L., Topp, E., Edge, T., 
Thomas, J. E., & Gannon, V. P. J. (2010). The occurrence and sources of Campylobacter 
spp., Salmonella enterica and Escherichia coli O157:H7 in the Salmon River, British 
Columbia, Canada. Journal of Water and Health, Vol. 8, pp. 374-386, ISSN 1477-8920.  

Jones, Y. E.; McLaren, I. M. & Wray, C. (2000). Laboratory aspects of Salmonella. In : 
Salmonella in Domestic Animals, Wray, C. & Wray A. (Eds), pp. 393-405, CAB 
International Publishing, ISBN 0851992617, Oxon, UK. 

Kapperud, G. & Rosef, O. (1983). Avian wildlife reservoir of Campylobacter fetus subsp. jejuni, 
Yersinia spp., and Salmonella spp. in Norway. Applied and Environmental 
Microbiology, Vol. 45, pp. 375-380, ISSN 0099-2240.  

Khakhria, R.; Woodward, D., Johnson, W. M. & Poppe, C. (1997). Salmonella isolates from 
humans, animals and other sources in Canada, 1983-92. Epidemiology and Infection, 
Vol. 119, pp. 15-23, ISSN 0950-2688. 

Kinde, H.; Castellan, D. M., Kerr, D., Campbell, J., Breitmeyer, R. & Ardans, A. (2005). 
Longitudianl monitoring of two commercial layer flocks and their environments 
for Salmonella enterica serovar Enteritidis and other salmonellae. Avian Diseases, Vol. 
49, pp. 189-194, ISSN 0005-2086. 

Kirk, J. H.; Holmberg, C. A. & Jeffrey, J. S. (2002). Prevalence of Salmonella spp in selected 
birds captured on California dairies. Journal of American Veterinary Medical 
Association, Vol. 220, pp. 359-362, ISSN 0003-1488. 

Kobayashi, H.; Kanazaki, M., Shimizu, Y., Nakajima, H., Khatun, M. M., Hata, E. & Kubo, 
M. (2007). Salmonella isolates from cloacal swabs and footpads of wild birds in the 
immediate environment of Tokyo bay. Journal of Veterinary Medical Science, Vol. 69, 
pp. 309-311, ISSN 0916-7250. 

Leclerc, H.; Schwartzbrod, L. & Dei-Cas, E. (2004). Microbial agents associated with 
waterborne diseases. In: Microbial Waterborne Pathogens, Cloete, T. E., Rose, J., Nel, 
L. H. & Ford, T. (Eds), pp. 1-54, IWA Publishing, ISBN 1-84339-055-8, London, UK. 

Lemarchand, K. & Lebaron, P. (2003). Occurrence of Salmonella spp. and Cryptosporidium 
spp. in a French coastal watershed: relationship with fecal indicators. FEMS 
Microbiology Letters, Vol. 218, pp. 203-209, ISSN 1574-6968. 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

44

Lightfoot, D. (2004). Salmonella and other enteric pathogens. In: Waterborne Zoonoses : 
Identification, Causes and Control, Cotruvo, J. A., Dufour, A., Rees, G., Bartram, J., 
Carr, R., Cliver, D. O., Craun, G. F., Fayer, R. & Gannon, V. P. J. (Eds), pp. 228-241, 
IWA Publishing, ISBN 9241562730, London, UK. 

Lim, C. H. & Flint, K. P. (1989). The effects of nutrients on the survival of Escherichia coli in 
lake water. Journal of Applied Bacteriology, Vol. 66, pp. 559-569, ISSN 0021-8847. 

Ling, J. M.; Koo, I. C., Kam, K. M. & Cheng, A. F. (1998). Antimicrobial susceptibilities and 
molecular epidemiology of Salmonella enterica serotype Enteritidis strains isolated 
in Hong Kong from 1986 to 1996. Journal of Clinical Microbiology, Vol. 36, pp. 1693-
1699, ISSN 0095-1137.  

Lin-Hui, S. & Cheng-Hsun, C. (2007). Salmonella: clinical importance and evolution of 
nomenclature. Chang Gung Medical Journal, Vol. 30, pp. 210-219, ISSN 2072-0939.  

Linton, A. H. & Hinton, M. H. (1988). Enterobacteriaceae associated with animals in health 
and diseases. Journal of Applied Bacteriology Symposium Supplement, Vol. 65, pp. 71S-
85S. ISSN 1365-2672. 

Literák, I.; Vanko, R., Dolejská, M., Čížek, A. & Karpíšková, R. (2007). Antibiotic resistant 
Escherichia coli and Salmonella in Russian rooks (Corvus frugilegus) wintering in the 
Czech Republic. Letters in Applied Microbiology, Vol. 45, pp. 616-621, ISSN 0266-8254. 

Liu, W. –B.; Chen, J., Huang, Y. –Y., Liu, B. & Shi, X. –M. (2010). Serotype, genotype and 
antimicrobial susceptipility profiles of Salmonella from chicken farms in Shanghai. 
Journal of Food Protection, Vol. 73, pp. 562-567, ISSN 0362-028X.  

Mafu, N. C.; Pironcheva, G. & Okoh, A. I. (2009). Genetic diversity and in vitro antibiotic 
susceptibility profile of Salmonella species isolated from domestic water and 
wastewater sources in the eastern Cape province of South Africa. African Journal of 
Biotechnology, Vol. 8, pp. 1263-1269, ISSN 1684-5315. 

Martinez-Urtaza, J. & Liebana, E. (2005). Investigation of clonal distribution and persistence 
of Salmonella Senftenberg in the marine environment and identification of potential 
sources of contamination. FEMS Microbiology Ecology, Vol. 52, pp. 255-263, ISSN 
0168-6469. 

Martinez-Urtaza, J.; Saco, M., de Novoa, J., Perez-Pineiro, P., Peiteado, J., Lozano-Leon, A. & 
Garcia-Martin, O. (2004a). Influence of environmental factors and human activity 
on the presence of Salmonella serovars in a marine environment. Applied and 
Environmental Microbiology, Vol. 70, pp. 2089-2097, ISSN 0099-2240. 

Martinez-Urtaza, J.; Liebana, E., Garcia-Migura, L., Perez-Pinerio, P. & Saco, M. (2004b). 
Characterization of Salmonella serovar Typhimurium from marine environments in 
coastal waters of Galicia (Spain). Applied and Environmental Microbiology, Vol. 70, 
pp. 4030-4034, ISSN 0099-2240. 

McKay, A. M. (1992). Viable but non-culturable forms of potentially pathogenic bacteria in 
water. Letters in Applied Microbiology, Vol. 14, pp. 129-135, ISSN 0266-8254. 

McMahon, M. A. S.; Xu, J., Moore, J. E., Blair, I. S. & McDowell, D. A. (2007). Environmental 
stress and antibiotic resistance in food-related pathogens. Applied and Environmental 
Microbiology, Vol. 73, pp. 211-217, ISSN 0099-2240. 

Melloul, A. A. & Hassani, L. (1999). Salmonella infection in children from the wastewater-
spreading zone of Marrakesh city (Morocco). Journal of Applied Microbiology, Vol. 87, 
pp. 536-539, ISSN 1364-5072. 



 
Salmonellae in the Environment 

 

45 

Melloul, A. A.; Hassani, L. & Rafouk, L. (2001). Salmonella contamination of vegetables 
irrigated with untrated wastewater. World Journal of Microbiology and Biotechnology, 
Vol. 17, pp. 207-209, ISSN 1573-0972. 

Melloul, A.; Amahmid, O., Hassani, L. & Bouhoum, K. (2002). Health effect of human wastes 
use in agriculture in El Azzouzia (the wastewater spreading area of Marrakesh city, 
Morocco). International Journal of Environmental Health Research, Vol. 12, pp. 17-23, 
ISSN 0960-3123. 

Mohanty, S.; Renuka, K., Sood, S., Das, B. K. & Kapil, A. (2006). Antibiogram pattern and 
seasonality of Salmonella serotypes in North Indian tertiary care hospital. 
Epidemiology and Infection, Vol. 134, pp. 961-966, ISSN 0950-2688. 

Mølbak, K. (2004). Spread of resistant bacteria and resistance genes from animals to humans 
– The public health consequences. Journal of Veterinary Medicine B, Vol. 51, pp. 364-
369, ISSN 0931-1793. 

Mølbak, K. (2005). Human health consequence of antimicrobial drug-resistant Salmonella 
and other foodborne pathogens. Clinical Infectious Diseases, Vol. 41, pp. 1613-1620, 
ISSN 1058-4838. 

Moore, B. C.; Martinez, E., Gay, J. M. & Rice, D. H. (2003). Survival of Salmonella enterica in 
freshwater and sediments and transmission by the aquatic midge Chironomus 
tentans (Chironomidae: Diptera). Applied and Environmental Microbiology, Vol. 69, 
pp. 4556-4560, ISSN 0099-2240. 

Morgan, J. A. W.; Cranwell, P. A. & Pickup, R. W. (1991). Survival of Aeromonas salmonicida 
in lake water. Applied and Environmental Microbiology, Vol. 57, pp. 1777-1782, ISSN 
0099-2240. 

Morinigo, M. A.; Córnax, R., Castro, D., Jimenez-Notaro, M., Romero, P. & Borrego, J. J. 
(1990). Antibiotic resistance of Salmonella strains isolated from natural polluted 
waters. Journal of Applied Bacteriology, Vol. 68, pp. 297-302, ISSN 0021-8847. 

Morinigo, M. A.; Córnax, R., Munoz, M. A., Romero, P. & Borrego, J. J. (1990). Relationships 
between Salmonella spp and indicator microorganisms in polluted natural waters. 
Water Research, Vol. 24, pp. 117-120, ISSN 0043-1354. 

Morinigo, M. A.; Martinez-Manzanares, E., Munoz, M. A., Balebona, M. C. & Borrego, J. J. 
(1993). Reliability of several microorganisms to indicate the presence of Salmonella in 
natural waters. Water Science and Technology, Vol. 27, pp. 471-474, ISSN 0273-1223. 

Murakami, K.; Horikawa, K., Ito, I. & Otsuki, K. (2001). Environmental survey of Salmonella 
and comparison of genotypic character with human isolates in Western Japan. 
Epidemiology and Infection, Vol. 126, pp. 159-171, ISSN 0950-2688. 

Murray, C. J. (2000). Environmental aspects of Salmonella. In: Salmonella in Domestic Animals, 
Wray, C. & Wray A. (Eds), pp. 265-283, CAB International Publishing, ISBN 
0851992617, Oxon, UK. 

Naumova, E. N.; Jagai, J. S., Matyas, B., De Maria, A., McNeill, I. B. & Griffiths, J. K. (2007). 
Seasonality in six enterially transmitted diseases and ambient temperature. 
Epidemiology and Infection, Vol. 135, pp. 281-292, ISSN 0950-2688. 

Nyeleti, C.; Cogan, T. A. & Humphrey, T. J. (2004). Effect of sunlight on the survival of 
Salmonella on surfaces. Journal of Applied Microbiology, Vol. 97, pp. 617-620, ISSN 
1364-5072.  



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

46

Oboegbulem, S. I. & Okoronkwo, I. (1990). Salmonellae in the African great cane rat 
(Thryonomys swinderianus). Journal of Wildlife Diseases, Vol. 26, pp. 119-121, ISSN 
0090-3558. 

Olańczuk-Neyman, K.; Geneja, M., Quant, B., Dembińska, M., Kruczalak, K., Kulbat, E., 
Kulik-Kuziemska, Mikolajski, S. & Gielert, M. (2003). Microbiological and 
biological aspects of the wastewater treatment plant ‘Wschód‘. Polish Journal of 
Environmental Studies, Vol. 12, pp. 747-757, ISSN 1230-1485. 

Oliver, J. D. (2000). The public health significance of viable but nonculturable bacteria. In : 
Nonculturable Microorganisms in the Environment, Colwell, R. R. & Grimes, D. J. 
(Eds), pp. 277-300, ASM Press, ISBN 1-55581-196-5, Washington D. C., USA. 

Oliver, J. D. (2005). The viable but noncluturable state in bacteria. Journal of Microbiology, Vol. 
43, pp. 93-100, ISSN 1225-8873. 

Oliver, J. D. (2010). Recent findings on the viable but nonculturable state in pathogenic 
bacteria. FEMS Microbiology Reviews, Vol. 34, pp. 415-425, ISSN 0168-6445. 

Oliver, J. D.; Dagher, M. & Linden, K. (2005). Induction of Escherichia coli and Salmonella 
typhimurium into the viable but nonculturable state following chlorination of 
wastewater. Journal of Water and Health, Vol. 3, pp. 249-257, ISSN 1477-8920. 

Olsen, S. J.; Bishop, R., Brenner, F. W., Roels, T. H., Bean, N., Tauxe, R. V. & Slutsker, L. 
(2001). The changing epidemiology of Salmonella: trends in serotypes isolated from 
humans in the United States, 1987-1997. The Journal of Infectious Diseases, Vol. 183, 
pp. 753-761, ISSN 0022-1899. 

Padungtod, P. & Kaneene, J. B. (2006). Salmonella in food animals and humans in northern 
Thailand. International Journal of Food Microbiology, Vol. 108, pp. 346-354, ISSN 
0168-1605. 

Palmgren, H.; Sellin, M., Bergström, S. & Olsen, B. (1997). Enteropathogenic bacteria in 
migrating birds arriving in Sweden. Scandinavian Journal of Infectious Diseases, Vol. 
29, pp. 565-568, ISSN 0036-5548. 

Palmgren, H.; Broman, T., Waldenström, J., Lindberg, P., Aspán, Björn, O. (2004). Salmonella 
Amager, Campylobacter jejuni, and urease-positive thermophilic Campylobacter 
found in free-flying peregrine falcons (Falco peregrinus) in Sweden. Journal of Wildlife 
Diseases, Vol. 40, pp. 583-587, ISSN 0090-3558. 

Palmgren, H.; Aspán, A., Broman, T., Bengtsson, K., Blomquist, L., Bergström, S., Sellin, M., 
Wollin, R. & Olsen, B. (2006). Salmonella in black-headed gulls (Larus ridibundus); 
prevalence, genotypes and influence on Salmonella epidemiology. Epidemiology and 
Infection, Vol. 134, pp. 635-644, ISSN 0950-2688. 

Pedersen, K.; Clark, K., Andelt, W. F. & Salman, M. D. (2006). Prevalence of shiga toxin-
producing Escherichia coli and Salmonella enterica in rock pigeons captured in Fort 
Collins, Colorado. Journal of Wildlife Diseases, Vol. 42, pp. 46-55, ISSN 0090-3558. 

Percival, S. L..; Chalmers, R. M., Embrey, M., Hunter, P. R., Sellwood, J. & Wyn-Jones, P. 
(2004). Microbiology of Waterborne Diseases, Elsevier Academic Press, ISBN 0-12-
551570-7, San Diego, California, USA. 

Pfleger, S.; Benyr, G., Sommer, R. & Hassl, A. (2003). Pattern of Salmonella excretion in 
amphibians and reptiles in a vivarium. International Journal of Hygiene and 
Environmental Health, Vol. 206, pp. 53-59, ISSN 1438-4639. 



 
Salmonellae in the Environment 

 

47 

Pianetti, A.; Baffone, W., Burscolini, F., Barbieri, E., Biffi, M. R., Salvaggio, L. & Albano, A. 
(1998). Presence of several pathogenic bacteria in the Metauro and Foglia rivers 
(Pesaro-Urbino, Italy). Water Research, Vol. 32, pp. 1515-1521, ISSN 0043-1354. 

Plummer, R. A. S.; Blissett, S. J. & Dodd, C. E. R. (1995). Salmonella contamination of retail 
chicken products sold in the UK. Journal of Food Protection, Vol. 58, pp. 843-846, 
ISSN 0362-028X. 

Pokorný, J. (1988). Survival and virulence of salmonellae in water. Journal of Hygiene, 
Epidemiology, Microbiology and Immunology, Vol. 32, pp. 361-366, ISSN 0022-1732. 

Polo, F.; Figueras, M. J., Inza, I., Sala, J., Fleisher, J. M. & Guarro, J. (1998). Relationship 
between presence of Salmonella and indicators of faecal pollution in aquatic 
habitats. FEMS Microbiology Letters, Vol. 160, pp. 253-256, ISSN 0378-1097. 

Polo, F.; Figueras, M. J., Inza, I., Sala, J., Fleisher, J. M. & Guarro, J. (1999). Prevalence of 
Salmonella serotypes in environmental waters and their relationships with indicator 
organisms. Antonie van Leeuwenhoek, Vol. 75, pp. 285-292, ISSN 0003-6072. 

Poppe, C. (2000). Salmonella infections in the domestic fowl. In: Salmonella in Domestic 
Animals, Wray, C. & Wray A. (Eds), pp. 107-132, CAB International Publishing, 
ISBN 0851992617, Oxon, UK.  

Pui, C. F.; Wong, W. C., Chai, L. C., Tunung, R., Jeyaletchumi, P., Noor Hidayah, M. S., Ubong, 
A., Farinazleen, M. G., Cheah, Y. K. & Son, R. (2011). Salmonella: A foodborne 
pathogen. International Food Research Journal, Vol. 18, PP. 465-473, ISSN 1985-4668.  

Reche, M. P.; Jiménez, P. A., Alvarez, F., De Los Ríos, J. E. G., Rojas, A. M. & De Pedro, P. 
(2004). Incidence of salmonellae in captive and wild free-living raptorial birds. 
Journal of Veterinary Medicine B, Vol. 50, pp. 42-44, ISSN 1439-0450. 

Refsum, T.; Handeland, K., Baggesen, D. L., Holstad, G. & Kapperud, G. (2002). Salmonellae 
in avian wildlife in Norway from 1969 to 2000. Applied and Environmental 
Microbiology, Vol. 68, pp. 5595-5599, ISSN 0099-2240. 

Roszak, D. B.; Grimes, D. J. & Colwell, R. R. (1984). Viable butnonrecoverable stage of 
Salmonella enteritidis in aquatic systems. Canadian Journal of Microbiology, Vol. 30, pp. 
334-338, ISSN 0008-4166. 

Rusin, P.; Enriquez, C. E., Johnson, D. & Gerba, C. P. (2000). Environmentally transmitted 
diseases. In: Environmental Microbiology, Maier, R. M., Pepper, I. L. & Gerba, C. P. 
(Eds), pp. 447-489, Academic Press, ISBN 0-12-497570-4, London, UK. 

Sato, Y.; Mori, T., Koyama, T. & Nagas, H. (2000). Salmonella Virchow infection in an infant 
transmitted by household dogs. Journal of Veterinary Medical Science, Vol. 62, pp. 
767-769, ISSN 0916-7250. 

Sahlström, L.; Aspan, A., Bagge, E., Danielsson-Tham, M. –L. & Albihn, A. (2004). Bacterial 
pathogens in sludge from Swedish sewage treatment plants. Water Research, Vol. 38, 
pp. 1989-1994, ISSN 0043-1354. 

Sahlström, L.; de Jong, B. & Aspen, A. (2006). Salmonella isolated in sewage sludge traced 
back to human cases of salmonellosis. Letters in Applied Microbiology, Vol. 43, pp. 46-
52, ISSN 0266-8254. 

Schlundt, J.; Toyofuku, H. Jansen, J. & Herbst, S. A. (2004). Emerging food-borne zoonoses. 
Revue Scientifique et Technique Office International des Epizooties, Vol. 23, pp. 513-533, 
ISSN 0253-1933.   

Schröter, M.; Roggentin, P., Hofmann, J., Speicher, A., Laufs, R. & Mack, D. (2004). Pet 
snakes as a reservoir for Salmonella enterica subsp. Diarizonae (serogroup IIIb): a 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

48

prospective study. Applied and Environmental Microbiology, Vol. 70, pp. 613-615, 
ISSN 0099-2240. 

Scott, E. & Bloomfield, S. F. (1990). The survival and transfere of microbial contamination via 
cloths, hands and utensils. Journal of Applied Bacteriology, Vol. 68, pp. 271-278, ISSN 
0021-8847. 

Seepersadsingh, N. & Adesiyun, A. A. (2003). Prevalence and antimicrobial resistance of 
Salmonella spp. in pet mammals, reptiles, fish aquarium water, and birds in 
Trinidad. Journal of Veterinary Medicine B, Vol. 50, pp. 488-493, ISSN 0931-1793.  

Setti, I; Rodriguez-Castro, A., Pata, M. P., Cadarso-Suarez, C., Yacoubi, B., Bensamel, L., 
Moukrim, A. & Martinez-Urtaza, J. (2009). Characteristics and dynamics of 
Salmonella contamination along the coast of Agadir, Morocco. Applied and 
Environmental Microbiology, Vol. 75, pp. 7700-7709, ISSN 0099-2240. 

Sharma, A. & Rajput, S. (1996) Salmonella as an index of pollution of fresh-water environments. 
Environmental Monitoring and Assessment, Vol. 41, pp. 67-76, ISSN 1573-2959. 

Shellenbarger, G. G.; Athearn, N. D., Takekawa, J. Y. & Boehm, A. B. (2008). Fecal indicator 
bacteria and Salmonella in ponds managed as bird habitat, San Francisco Bay, 
California, USA. Water Research, Vol. 42, pp. 2921-2930, ISSN 0043-1354.   

Simental, L. & Martinez-Urtaza, J. (2008). Climate patterns governing the presence and 
permanence of salmonellae in coastal areas of Bahia de Todos Santos, Mexico. 
Applied and Environmental Microbiology, Vol. 74, pp. 5918-5924, ISSN 0099-2240.  

Simpson, V. R. (2002). Wild animals as reservoir of infectious diseases in the UK. The 
Veterinary Journal, Vol. 163, pp. 128-146, ISSN 1090-0233. 

Sinton, L.; Hall, C. & Braithwaite, R. (2007). Sunlight inactivation of Campylobacter jejuni and 
Salmonella enterica, compared with Escherichia coli, in seawater and river water. 
Journal of Water and Health, Vol. 5, pp. 357-365, ISSN 1477-9820.  

Skova, M. N.; Spencer, A. G., Hald, B., Petersen, L., Nauerby, B., Carstensen, B. & Madsen, 
M. (2004). The role of litter beetles as potential reservoir for Salmonella enterica and 
thermophilic Campylobacter spp. between broiler flocks. Avian Diseases, Vol. 48, pp. 
9-18, ISSN 0005-2086. 

Smith, R. J.; Newton, A. T., Harwood, C. R. & Barer, M. R. (2002). Ative but nonculturable 
cells of Salmonella eterica serovar Typhimurium do not infect or colonize mice. 
Microbiology, Vol. 148, pp. 2717-2726, ISSN 1350-0872. 

Stenstrom, T. A. (1989). Bacterial hydrophobicity, an overall parameter for the measurement 
of adhesion potential to soil particles. Applied and Environmental Microbiology, Vol. 
55, pp. 142-147, ISSN 0099-2240. 

Suk-Kyung, L.; Byun, J. –R., Nam, H. – M., Lee, H. –S. & Jung, S. – C. (2011). Phenotypic and 
genotypic characterization of Salmonella spp. isolated from pigs and their farm 
environment in Korea. Journal of Microbiology and Biotechnology, Vol. 21, pp. 50-54, 
ISSN 1017-7825.    

Tanaka, C.; Miyazawa, T., Watari, M. & Ishiguro, N. (2005). Bacteriological survey of feces 
from feral pigeons in Japan. Journal of Veterinary Medical Science, Vol. 67, pp. 951-
953, ISSN 1347-7439. 

Threlfall, E. J. (2002). Antimicrobial drug resistance in Salmonella: problems and perspective 
in food- and water-borne infections. FEMS Microbiology Reviews, Vol. 26, pp. 141-
148, ISSN 0168-6445. 



 
Salmonellae in the Environment 

 

49 

Timbury, M. C.; McCartney, A. C., Thakker, B. & Ward, K. K. (2002). Notes on Medical 
Microbiology, Churchill Livingstone, ISBN 0-443-07164-0, London, UK. 

Tizard, I. (2004). Salmonellosis in wild birds. Seminars in Avian and Exotic Pet Medicine, Vol. 
13, pp. 50-66, ISSN 1055-937X. 

Tsai, H. –J. & Hsiang, P. –H. (2005). The prevalence and antimicrobial susceptibilities of 
Salmonella and Campylobacter in ducks in Taiwan. Journal of Veterinary Medical 
Science, Vol. 67, pp. 7-12, ISSN 1347-7439. 

Tsiodras, S.; Kelesidis, T., Kelesidis, I., Bauchinger, U. & Falagas, M. E. (2008) Human 
infections associated with wild birds. Journal of Infection, Vol. 56, pp. 83-98, ISSN 
0163-4453. 

Uyanik, M. H.; Yazgi, H. & Ayyildiz, A. (2008). Survival of Salmonella typhi and Shigella 
flexneri in different water samples and at different temperatures. Turkish Journal of 
Medical Science, Vol. 38, pp. 307-310, ISSN 1300-0144. 

Van Donsel, D. J. & Geldreich, E. E. (1971). Relationships of salmonellae to fecal coliforms in 
bottom sediments. Water Research, Vol. 5, pp. 1079-1087, ISSN 0043-1354. 

Van Immerseel, F.; Pasmans, F., De Buck, J., Rychlik, I., Hradecka, H., Collard, J. –M, 
Wildemauwe, C., Heyndrickx, M., Ducatelle, R. & Haesebrouck, F. (2004). Cats as a 
risk for transmission of antimicrobial drug-resistant Salmonella. Emerging Infectious 
Diseases, Vol. 10, pp. 2169-2174, ISSN 1080-6059. 

Venglovsky, J.; Martinez, J. & Placha, I. (2006). Hygienic and ecological risks connected with 
utilization of animal manures and biosolids in agriculture. Livestock Science, Vol. 
102, pp. 197-203, ISSN 1871-1413. 

Vlahović, K.; Matica, B., Bata, I., Pavlak, M., Pavičić, Ž., Popović, M., Nejedli, S. & Dovč, A. 
(2004). Campylobacter, Salmonella and Chlamydia in free-living birds of Croatia. 
European Journal of Wildlife Research, Vol. 50, pp. 127-132, ISSN 1612-4642. 

Warwick, C.; Lambiris, A. J. L., Westwood, D. & Steedman, C. (2001). Reptile-related 
salmonellosis. Journal of the Royal Society of Medicine, Vol. 94, pp. 124-126, ISSN 
0141-0768. 

Weichart, D.; Oliver, J. D. & Kjelleberg, S. (1992). Low temperature induce non-culturability 
and killing of Vibrio vulnificus. FEMS Microbiology Letters, Vol. 100, pp. 205-210, 
ISSN 0378-1097. 

Weinstein, J. W.; Seltzer, E. G. & Nelson, R. S. (1995). Reptile-associated salmonellosis-selected 
states. Morbidity and Mortalitiy Weekley Report, Vol. 44, pp. 347-350, ISSN 0149-2195. 

Winfield, M. & Groisman, E. A. (2003). Role of nonhost environment in the lifestyles of 
Salmonella and Escherichia coli. Applied and Environmental Microbiology, Vol. 69, pp. 
3687-3694, ISSN 0099-2240. 

Woodward, D. L.; Khakhria, R. & Johnson, W. M. (1997). Human salmonellosis associated with 
exotic pets. Journal of Clinical Microbiology, Vol. 35, pp. 2786-2790, ISSN 0095-1137. 

Wray, C. & Davies, R. H. (2000). Salmonella infections in cattle. In: Salmonella in Domestic 
Animals, Wray, C. & Wray A. (Eds), pp. 169-190, CAB International Publishing, 
ISBN 0851992617, Oxon, UK. 

Wray, C. & Linklater, K. A. (2000). Salmonella infections in sheep. In: Salmonella in Domestic 
Animals, Wray, C. & Wray A. (Eds), pp. 209-218, CAB International Publishing, 
ISBN 0851992617, Oxon, UK. 

Yokoyama, E.; Maruyama, S., Kabeya, H., Hara, S., Sata, S., Kuroki, T. & Yamamoto, T. 
(2007). Prevalence and genetic properities Salmonella enterica serovar Typhimurium 



 
Salmonella – Distribution, Adaptation, Control Measures and Molecular Technologies 

 

50

definitive phage type 104 isolated from Rattus norvegicus and Rattus rattus house 
rats in Yokohama city, Japan. Applied and Environmental Microbiology, Vol. 73, pp. 
2624-2630, ISSN 0099-2240. 

Xu, H. –S.; Roberts, N., Singleton, F. L., Attwell, R. W., Grimes, D. J. & Colwell, R. R. 
(1982). Survival and viability of nonculturable Escherichia coli and Vibrio cholerae 
in the estuarine and marine environment. Microbial Ecology, Vol. 8, pp. 313-323, 
ISSN 0095-3628. 

Zhao, S.; Datta, A. R., Ayers, S., Friedman, S., Walker, R. D. & White, D. G. (2003). 
Antimicrobial-resistant Salmonella serovars isolated from imported foods. 
International Journal of Food Microbiology, Vol. 84, pp. 87-92, ISSN 0168-1605.  



© 2012 The Author(s). Licensee IntechOpen. This is an open access article

distributed under the terms of the Creative Commons Attribution 3.0

License, which permits unrestricted use, distribution, and reproduction in

any medium, provided the original work is properly cited.


