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Funciones
1. Apoyo cientifico-técnico a la Administracion General del Estado, a las Comunidades Autonomas y al Sistema
Macional de Salud en:

miCTO biOlOgy referencé = Pravencion, diagnostico v tratamisnto de las enfermedades infecciosas

laboratories

= Diagndstico microbioldgico de infacciones humanas emergentes o inusuales

« Pariicipacion en el control de las alertas en enfermedades infecciosas

for communicable diseases

June 2010

« Deteccion de resistencias a los anfimic robianos
« Ewaluacion de vacunas frente a patdgenos humanos

. Faormation, docencia v asesorla, relativas a la microbiologia humana

2. Desarrollar la investigacion biomédica en:

. Patologia infaccicsa, focalizada en la caracterizacion de los procesos meoleculares relacionados con estas infecciones
(patogenia, dianas terapsuticas, variabilidad patogénica)

1' DIagnOStICO de rEfe rencia « Innovacicn tecnoldgica para mejorar la caracterizacian de virus, bacterias, hongos v parasitos

2. Fuente d e materia | d e refe rencia « Inmunclogia: ontogenia y activacion linfocitaria, respuesta inmuns, regulacion génica, inflamacion y patogenia de
enfermedades de bass inmunoldgica

3. Consejo cientifico e B
3. Fomentar la colaboracion cientifica v tecnica con instituciones similares al CHM en:

4. Colaboracion e investigacion - Proyecios de investigacion coordinados.

5. Monitorizacidn, alerta y respuesta = Cursos especializados.
= Tecnologias avanzadas.



A

Red de investigacion en enfermedac

' : —
Red Temdtica de Investigacion Cooperativa "Identificacion de factores de

riesgo y caracterizacion de arbovirosis y robovirosis en Espaiia”, 2003-2006

Multidisciplinar: ornitélogos,
entomologos, veterinarios, clinicos,
epidemiodlogos, laboratorio, bidlogos
de campo...

Y

Ambito nacional: Andalucia, Madrid,
Galicia, Cataluia, Baleares

Muestras animales, humanas, vectores
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ACTIVIDAD DEL CNM

e INVESTIGACION

— Nuevas herramientas diagnosticas

— Epidemiologia molecular

— Estudios de prevalencia de diferentes arbovirosis
* Importados: Dengue, Chikungunya, Zika
e Autdctonos: Toscana, West Nile (LCM)
* Fiebres hemorragicas: Crimea-Congo

 CARTERA DE SERVICIOS

* Dengue, Chikungunya, Zika, West Nile, Toscana, Crimea-
Congo, West Nile, otros alpha-, flavi-, phlebovirus,
Hantavirus, Ebola, Lassa
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Journal of Virological Methods 95 (2001) 153161

www._elsevier.com/locate jviromet

A generic nested-RT-PCR followed by sequencing for
detection and identification of members of the alphavirus
genus

M. Paz Sanchez-Seco *=*, Delfina Rosario ®, Evelia Quiroz <,
Guadalupe Guzman ", Antonio Tenorio ®

PCR genérica para Alphavirus. Diagndstico
serolégico realizado en el Institut Pasteur
(2005)

Enfermedades
Infeccinsas
Microbiologia
Clinica

Enfermedades Infecciosas y
Microbiologia Clinica

www.elsevier.es/eimc

FLSEVIER
DOYMA

Original
Diagnostico microbioldgico del virus chikungunya importado en Espaiia
(2006-2007): deteccion de casos en viajeros

Maria Paz Sanchez-Seco **, Ana Isabel Negredo?, Sabino Puente®, M? Jes(s Pinazo©,
Isabelle Shuffenecker, Antonio Tenorio?, Cesare Giovanni Fedele®, Cristina Domingo ?,
José Miguel Rubiof y Fernando de Ory?

Implementacion de métodos para
serologia y PCRs especificas (2006-

SURVEILLANCE AND OUTBREAK REPORT

Chikungunya virus infections among travellers

returning to Spain, 2008 to 2014

MD Fernandez-Garcia *?3, M Bangert :345, Fde Ory !, APotente !, L Hernandez *, F Lasala*, L Herrero ?, F Molero *, A Negredo
1,AVéazquez ', T Minguito *, P Balfagén *, ] de la Fuente ! , S Puente ¢, E Ramirez de Arellano *, M Lago ¢, M Martinez7®, |
Gascon 7, FNorman ®, R Lopez-Velez ¢, E Sulleiro *°**, D Pou ', N Serre **, RF Roblas *?, A Tenorio !, L Franco 33, MP Sanchez-
Seco*?
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Hospitales del SNS capacitados para la deteccion
de Chikungunya (2014)

Métodos moleculares (comerciales/caseros,
Tiempo real, convencional, genéricas/especificas)

Seroldgicos (IFl, NT y NT diferencial con ONN,
Mayaro). En breve Ross River, Encefalitis equinas



Infection with chikungunya virus in Italy: an outhreak in
atemperate region

G Rezza®, L Nicoletti*, R Angelini, R Romi, A CFinarelli, M Panning, P Cordioli, C Fortuna, 5 Boros, F Magurano, G Silvi, P Anaelini, M Dottori,

M G Ciufolini. G CMajori, A Cassone, for the CHIKV study groupt Lancet 2007; 370: 1840-46

Chikungunya Virus,
Southeastern

Emerging Infectious

Diseases F ra n c e

www.cdc.gov/eid * Vol.
17, No. 5, M#a?@! Grandadam, Valérie Caro,
Sébastien Plumet, Jean-Michel Thiberge,
Yvan Souarés, Anna-Bella Failloux,
Hugues J. Tolou, Michel Budelot,
Didier Cosserat, Isabelle Leparc-Goffart,
and Philippe Despreés

Eurosurveillance, Volume 20, Issue 17, 30 April 2015

Surveillance and outbreak reports
CHIKUNGUNYA OUTBREAK IN MONTPELLIER, FRANCE, SEPTEMBER TO OCTOBER 2014

E Delisle { delisle.elsa@gmail.cam)’, C Rousseau’, B Broche?, | Leparc-Goffart, G L'Ambert’, A Cochet’, C Prat®, v
Foulongne®, J B Ferré®, O Catelinois', © Flusin®, E Tchernonog®, | E Moussion®, A Wiegandt®, A Septfons®, A Mendy®, M

RAPID COMMUNICATION

Preliminary report of an autochthonous chikungunya
outbreak in France, July to September 2017

Clémentine Calba?, Mathilde Guerbois-Galla®?, Florian Franke?, Charles Jeannin*, Michelle Auzet-Caillaud®, Gilda Grard>2,
Lucette Pigaglio®, Anne Decoppet’, Joel Weicherdings, Marie-Christine Savaills, Manuel Munoz-Rivieros, Pascal Chaud?, Bernarc

Cadiou?, Lauriane Ramalli®, Pierre Fourniers, Harold Noél*, Xavier De Lamballerie3, Marie-Claire Paty, Isabelle Leparc-
Goffart>3

RAPID COMMUNICATIONS

Detection of a chikungunya outbreak in Central Italy,

August to September 2017

Giulietta Venturi*2, Marco Di Luca*?, Claudia Fortuna?, Maria Elena Remoli?, Flavia Riccardo!?, Francesco Severini?, Luciano
Toma?, Martina Del Manso?, Eleonora Benedetti!, Maria Grazia Caporali?, Antonello Amendolat, Cristiano Fiorentini?, Claudio De
Liberato?, Roberto Giammattei, Roberto Romit, Patrizio Pezzotti?, Giovanni Rezza?, Caterina Rizzo!

Aedes albovicutus

. Distribucion del vector: diciembre 2015

¢ P
o tf ﬂ @ Presencia delvector

(C] sin datos o no identificado

Distribucion Ae. albopictus 2014.
Ministerio de Sanidad (CCAES)
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New! Chikungunya - Spain - 2019
Opening date: 17 June 2019 Latest update: 20 June 2019

In June 2019, a cluster of four chikungunya virus disease cases associated with travel to Alicante, Spain was reported by
Iceland. Epidemiological, entomological and molecular investigations are ongoing in order to inform the assessment of the risk
of transmission. Additional molecular characterisation (RT-PCR and sequencing) is being performed in order to clarify laboratory

findings and confirm the diagnosis.
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COSTA BLANCA OTHER NEWS HEALTH LEAD

MISTAKE: ‘LABORATORY ERROR’'LED TO

FALSE DIAGNOSIS OF CHIKUNGUNYA BY
ICELANDIC HOSPITAL AS SPAIN REMAINS
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Crimean-Congo
Hemorrhagic
Fever Virus in

Ticks, Southwestern
® Europe, 2010

To the Editor: Crimean-
Congo bhemorhazic fever virus
(CCHFV; famuly Bumyaviridas, genus
Nairovirus) camses outbreaks of
severe hemorrhame fever m b
with case-fatality rates =30%

The disease was imhally reco

by Russtan scientists in the 194

and the vorus was first 150lated
Demoeratic Repubhic of Congi

vears later (). CCHEV 13
throughout broad regions of .
Euwope, the Middle East, am
Reports lnking trapsmission

vires with an infected vecto
mvelved ticks of the genus Hya

(5). It appears that maintena
active foel of CCHEV m the
dependent on Hyalomma =pp.
withipeniods of silentactivaty. !
vertebrates are involved m the
ransmuzsion cycle (). Transe

of CCHFV to humans ocowrs £

fick bites, direct contact wath bl _ .
fssues of mfected ammals, persom-
to-person spread, or by nosocomuial
mfection (I).

In southeastern Furope, the
Balkans are the known western bt
for CCHFV (7). This finding 15 of
special interest becanse Hyalomma
marginatum, the mam tick vector
the western Paleartic (an ecozone that
meludes temperate and cold areas of
Eurasia and North Afnica and several
archipelagos and 1slands m the Atlanhe
and FPacthe Oceans), s common
throughout the Mediterranean Basin
(7), where climical cases of the disease
or the vims have not been reported.
Unsupported clams of the effects of
chmate on vis dismbution have
been reported but never empincally
demenstrated (5).

Werepart the detection of CCHFV
m ficks collected in southwestern

Euwrope. A total of 117 semm-enzorged
adult H lusianicum ticks were
collected from 28 adult red deer
(Carvus elaphus) in November 2010,
atasite (39.63°N, 7.35°W) m Caceres,
Spain. Live ticks were transported
to the special pathogens laboratory
at Hespifal San Pedro-CIBIR. in

LETTERS

m Maomtamz and Senegal, on the

western coast of Afilea.
This finding  suggests the
curenlztion of CCHFV in southwestern

Europe. The close affinity of the stram
from Spain with strains circulating
i western Afnica and the lack of
smmlanty with zolates from eastern

Logrofio (northern Spam), classified, Europe suggest the introduction of this
and frozen at -30°C. For BNA  wims fromnearby counines of northemn
extraction, specimens were washed in  Afnica. Migvatory movements of birds
G | T, ISP [PV ) RSN, ¥ Juy | MY o TR S RGN B QRIS NS IR ———. .t“h.e ‘m
FJ435418 (South Africa) e hm
|FJ435419 {Namibia)
AY905638 (South Africa) nahwe H
FJ435417 (South Aftica) . .
FJ435416 (South Africa) Africa epmedl}
AY905629 (South Africa) through
U15090 (Senegal) i th
U15091 {Senegal) OLE e
U15089 (Senegal) i )
DQ211641 (Mauritania) | ) ]E‘_uecz_ru_.’e
Spain mmlantes
DQO76415 (Uganda) |
DQO76418 (South Africa) (ovements
AY905651 (South Africa) ates from
FJ435412 (South Africa)
AY805628 (South Africa) |Africa  BPOIT OUT
AY905630 (Namibia)
FJ435415 (South Africa) o
GQB62371 (Sudan) - this virs
Q862372 (Sudan) | .
AY029157 (China)  JFar East w if other
—— HQ188915 (Turkey) 2 bacause
HQ188818 (Turkey)
FJB01895 (Turkey) western
GUS50068 (Turkey) Balkans/
AF428144 (Kosovo) T:rk:; not been
FJB01860 (Turkey) sitanicum
FJB01BE3 (Turkey) -
HQ188920 (Turkey) tsolated
0.08 0.08 0.04 0.02 0.00 fp from

of CCHEV as desenbed (7). Negative
controls (with template DNA Tut
without primers and with prmers and
contaming water mstead of template
DNA) were meluded in all assays.
For the second round of PCRs,
2 of 12 pools showed ampheons of
the expected size (211 bp). Ouly
1 amplicon could be sequenced
MEGAS  (www.megasoftware net)
was used to compare the sequence
with representative small segment
sequences of CCHFV available
i GenBank (Fizwe). (Alimmed
sequences are availible from the
authors.)

Cepter ot Migobioloay (AMadod)

CCHFV sequence we report showed
98% genetic similanity (204/209 bp)
with sequences recorded for CCHEV

Sicily to Portugal. The Mediterranean
rabbit and wngulates, the mam hosts
for immature and adult H lusitanicum
ticks, respectively, are residents of
the collechion area; however, the
movement of these animals through
trade has mot occurmed for several
years. Thus, H lusitamicum ks
could not serve as a spreading vector
in the western Mediterranean region.
The CCHFV strain from southwestemm
Ewope has been found m ficks
restricted to hosts that cannot spread
long distances. Therefore, although 1t
would be unlikely, given the stram’s
smmlanty with CCHFV isolates from
Senegal and Manritama, we should not
exchide the posabibiy of an anclent
emstence for this stam Addibonal
data collected i the Mediterranean
Basin are mecessary to estabhbsh the

actual range of CCHFV.
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Autochthonous Crimean—Congo
Hemorrhagic Fever in Spain

Instituto
de Salud
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A. Negredo, F. de la Calle-Prieto, E. Palencia-Herrején, M. Mora-Rillo,
J. Astray-Mochales, M. P. Sdnchez-Seco, E. Bermejo Lopez, J. Menarguez,
A. Fernandez-Cruz, B. Sdnchez-Artola, E. Keough-Delgado, E. Ramirez de Arellano,
F. Lasala, J. Milla, J.L. Fraile, M. Ordobds Gavin, A. Martinez de la Gdndara,
L. Lépez Perez, D. Diaz-Diaz, M.A. Lopez-Garcia, P. Delgado-Jimenez,
A. Martin-Quirés, E. Trigo, J.C. Figueira, J. Manzanares, E. Rodriguez-Baena,
L. Garcia-Comas, O. Redriguez-Fraga, N. Garcia-Arenzana, M.V. Ferndndez-Diaz,
V.M. Cornejo, P. Emmerich, J. Schmidt-Chanasit, and J.R. Arribas,
for the Crimean Congo Hemorrhagic Fever@Madrid Working Group*

San Juan del Molinillo

B
— l

Helechosa de los
Montes




Filogenia (genoma completo): Africa 3
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Filogenia (genoma completo): Reordenamiento Africa 3/ Asia
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Filogenia (genoma completo): Reordenamiento Africa 3/ Asia
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Presencia de VFHCC en garrapatas en regiones cercanas a las

garrapatas infectadas vy al caso humano

4
* Region: Castilla Ledon (Avila), Castilla La
Mancha (Oropesa y Talavera), Madrid
(San Martin de Valdeiglesias) and
Extremadura (Caceres, Coria, Navalmoral y .
Plasencia), Andalucia
, Comunidad de Madrid &5
%Junm de
Castilla y Leon et
uj oo;'z%;f :
L Castilla-La Mancha "o iscii
JUNTA DE EXTREMADURA



http://www.madrid.org/cs/Satellite?pagename=ComunidadMadrid/Home
http://www.juntaex.es/
http://www.castillalamancha.es/
http://www.jcyl.es/
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Respuesta desde el laboratorio de referencia a virus

emergentes

* Preparacion
— Algoritmos diagnosticos claros

— Bateria de técnicas con sensibilidad/especificidad
conocida

— Reactivos listos para su uso
— Personal entrenado
— Flujos de comunicacion pre-establecidos

* |dentificacion agente
* Seguimiento caso
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Real Decreto 1940/2004, de 27 de septiembre, sobre la vigilancia de las zoonosis y los agentes zoonaticos.
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