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APRESENTAÇÃO 

 

Essa tese está dividida em três partes, contendo os seguintes itens: 

Parte I: Resumo, Resumo em inglês (Abstract), Lista de abreviaturas, Introdução e 

Objetivos; 

Parte II: Resultados, divididos em dois capítulos, e apresentados na forma de artigos 

científicos.  

Parte III: Discussão e Referências Bibliográficas. 

 Essa tese contém ainda a seção Anexos composta artigos científicos publicados 

em colaborações durante o período de doutorado. 

 Este projeto foi realizado no Laboratório de Bioquímica Celular – LBC 

(laboratório 24) sob orientação do Prof. Dr. Fábio Klamt, Departamento de Bioquímica 

Prof. Tuiskon Dick do Instituto de Ciências Básicas da Saúde, Universidade Federal do 

Rio Grande do Sul e foi financiado pelo Conselho Nacional de Desenvolvimento 

Científico e Tecnológico (CNPq) - Instituto Nacional de Ciências e Tecnologia 

Translacional em Medicina (INCT-TM #465458/2014-9). 
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RESUMO 

O câncer de pulmão é uma das neoplasias malignas mais incidentes e letais da 

oncologia. Ademais, o adenocarcinoma pulmonar compreende o subtipo histológico mais 

comum e cuja frequência tem aumentado em detrimento de outros tipos nos últimos anos, 

especialmente em mulheres. Portanto, o entendimento da patofisiologia deste tipo de 

câncer e a busca por biomarcadores confiáveis, além de novas abordagens terapêuticas e 

regimes de tratamento, constituem áreas importantes de pesquisa e avanço biomédico. 

Nas últimas décadas, a Biologia de Sistemas coalesceu e fortaleceu-se com o advento de 

tecnologias ômicas e da bioinformática, viabilizando e impulsionando o estudo da 

biologia no contexto de sistemas complexos. Desta forma, este trabalho procura utilizar 

dados transcriptômicos e estratégias de bioinformática para obter fatores de transcrição 

candidatos a reguladores mestre do adenocarcinoma pulmonar, utilizado métodos, 

conceitos e visões oriundas da Biologia de Sistemas. Adicionalmente, desenvolvemos 

uma metodologia de reposicionamento computacional de drogas e aplicamos esta 

estratégia para obter drogas candidatas a elaboração de novos regimes terapêuticos. O 

primeiro passo do estudo foi a reconstrução de redes de co-expressão gênica centradas 

em fatores de transcrição e seus alvos utilizando informação de tecido não-tumoral, a fim 

de estabelecer redes de referência. Posteriormente, os grupos de genes constituídos pelos 

fatores de transcrição e seus alvos, conjuntamente chamados de unidades regulatórias, 

foram investigados quanto a seus perfis de expressão diferencial utilizando estudos caso-

controle. As unidades regulatórias dos fatores de transcrição enriquecidos de genes 

diferencialmente expressos em mais de 80% dos estudos caso-controle, para ambas as 

redes de referência, foram consideradas reguladores mestre candidatos da patologia. Esta 

estratégia resultou em nove fatores de transcrição – ATOH8, DACH1, EPAS1, ETV5, 

FOXA2, FOXM1, HOXA4, SMAD6 e UHRF1. Em seguida, testamos se os estados de 

ativação inferidos para estes fatores de transcrição possuíam potencial prognóstico em 

diferentes coortes de adenocarcinoma, e observamos que três dos nove mostraram 

associações consistentes com o desfecho de pacientes. Finalmente, utilizamos as unidades 

regulatórias destes três fatores de transcrição – FOXA2, FOXM1 e UHRF1 – para 

prospectar drogas candidatas a reposicionamento, o que resultou em seis compostos 

potencialmente capazes de reverter os perfis transcricionais encontrados no contexto 

patológico. Estes compostos são: deptropina, promazina, ácido valproico, azaciclonol, 

metotrexato e composto ChemBridge ID 5109870. Avaliações dos potenciais terapêuticos 

destes fármacos e seus mecanismos de ação neste câncer podem auxiliar no 

desenvolvimento de novos tratamentos. Da mesma forma, elucidação dos papéis 

biológicos específicos dos nove reguladores mestres também tem grande potencial de 

contribuir para o entendimento da biologia do adenocarcinoma de pulmão.   
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ABSTRACT 

Lung cancer is one of the most common and lethal pathologies of medical 

oncology. Furthermore, adenocarcinoma comprises the most prevalent lung cancer 

histological subtype, which frequency increased over other types in recent years, 

especially among women. For these reasons, further understanding about the 

pathophysiology of this type of cancer and the search for reliable biomarkers, for new 

therapeutic drugs and for improved treatment strategies are all important areas of 

biomedical research and development. In recent decades, the Systems Biology paradigm 

emerged and strengthened due to novel omic technologies and bioinformatics, enabling 

and enhancing the study of biological phenomena in the context of complex systems. 

Thus, this study aims to search for the transcription factors acting as master regulators of 

lung adenocarcinoma using transcriptomics and employing Systems Biology concepts 

and views. Additionally, we developed a computational drug repositioning method and 

implemented it to retrieve candidate molecules for new treatment strategies. The first step 

in our study involved the reconstruction of co-expression gene networks centered in 

transcription factors and their targets using non-tumoral data in order to establish 

reference networks. Afterwards, the groups of genes comprising transcription factors and 

their targets, collectively called regulatory units, were queried for their differential 

expression profiles using case-control studies. Regulatory units of the transcription 

factors enriched with differentially expressed genes in over 80% of case-control studies, 

for both reference networks, were considered master regulator candidates of the disease. 

This strategy retrieved nine transcription factors - ATOH8, DACH1, EPAS1, ETV5, 

FOXA2, FOXM1, HOXA4, SMAD6 and UHRF1. Following that, we tested whether the 

inferred activities of these master regulators' regulatory units were associated with patient 

survival using several cohorts datasets, which highlighted three of them consistently 

associated with patient outcome. Finally, the regulatory units of these three transcription 

factors - FOXA2, FOXM1 e UHRF1 - were used to query drug candidates for 

repositioning in lung adenocarcinoma, resulting in six molecules capable to revert 

disease's the transcriptional profile. These drugs were deptropine, promazine, valproic 

acid, azacyclonol, methotrexate and ChemBridge ID compound 5109870. The evaluation 

of their therapeutic potentials and mechanisms of action in lung cancer may assist the 

development of new treatments. Additionally, further investigations of the retrieved 

master regulators' roles may lead to improvements in our understanding of 

adenocarcinoma pathophysiology. 
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LISTA DE ABREVIATURAS 

CPNPC Câncer de Pulmão de Não-Pequenas Células 

EGFR Epithelial Growth Factor Receptor 

ALK Anaplastic Lymphoma Kinase 

TKI Inibidores de Tirosina Cinase (Tirosine Kinase Inhibitors) 

BN Rede Bayesianas (Bayesian Networks) 

MI Informação Mútua (Mutual Information) 

CMap Mapa de Conectividade (Connectivity Map) 

GSEA Análise de Enriquecimento de Grupos de Genes (Gene Set Enrichment Analysis) 

GEO Gene Expression Omnibus 

HDAC Histona Deacetilase (Histone Deacetylase) 

DNMT1 DNA Metiltransferase 1 

ATOH8 Atonal Homolog 8 

ETV5 ETS Variant 5 

SMAD6 SMAD family member 6 

HOXA4 Homeobox A4 

UHRF1 Ubiquitin Like with PHD and Ring Finger Domains 1 

DACH1 Dachshund Family Transcription Factor 1 

EPAS1 Endothelial Periodic Acid-Schiff Domain Protein 1 

FOXA2 Forkhead Box A2 

FOXM1 Forkhead Box M1 
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INTRODUÇÃO 

O câncer de pulmão é a neoplasia maligna mais insidiosa e agressiva da oncologia, 

sendo responsável pelo maior número de mortes relacionadas a câncer no mundo [1]. 

Assim, a identificação de marcadores e assinaturas moleculares que possam auxiliar no 

diagnóstico, prognóstico, ou tratamento constitui uma importante estratégia de estudar e 

caracterizar os mecanismos que subjazem esta patologia, abrir caminho para o 

desenvolvimento de fármacos e melhorar o manejo dos pacientes acometidos por esta 

enfermidade. Por outro lado, esta não é uma tarefa trivial. 

Apesar de existirem diversos hallmarks reconhecidamente fundamentais para a 

iniciação e desenvolvimento tumoral [2], a complexidade inerente dos sistemas 

biológicos impõe diversas dificuldades na pesquisa biomédica, seja ela básica ou clínica. 

Diferente de sistemas complicados, cujos diversos elementos apresentam relações bem 

definidas de causa e efeito; em sistemas complexos, as relações entre os elementos são 

muitas vezes desconhecidas. Desta forma, manifestações de sistemas complexos - como 

fenótipos patológicos e comportamento animal, por exemplo - podem apresentar padrões 

gerais, porém na maioria das vezes não são inteiramente previsíveis. Evidentemente, 

várias características distinguem sistemas complexos de outros tipos de sistemas 

organizacionais. Exemplos são a dificuldade de reduzir suas manifestações a 

componentes elementares; a necessidade de se considerar as condições locais entre 

elementos e grupos de elementos; as interdependências entre elementos e grupos de 

elementos; a não-linearidade resultante de todas estas considerações. Por outro lado, isto 

também permite que sistemas complexos manifestem propriedades únicas e essenciais 

aos organismos vivos, tais como modularidade, robustez e adaptabilidade [3–5]. 
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Desta forma, as seções abaixo almejam elaborar a problemática do câncer de 

pulmão sob o paradigma de complexidade, focando no adenocarcinoma pulmonar, além 

de introduzir conceitos e ideias importantes para o entendimento da estratégia geral 

utilizada para abordar o problema durante esta tese. 

Epidemiologia do Adenocarcinoma de Pulmão 

Relatórios anuais de estatística oncológica dos últimos anos mostram que o câncer 

de pulmão ocupa o segundo lugar nas estimativas de novos casos e primeiro lugar na 

estimativa de mortes relacionadas a câncer (Figura 1) [1]. No Brasil, a estatística de 

incidência do câncer de pulmão segue os padrões mundiais para homens, porém é menor 

em mulheres, segundo dados do Instituto Nacional de Câncer (Figura 2) [6]. Neste 

cenário, aproximadamente 95% dos tumores primários de pulmão são carcinomas, cujos 

quatro principais tipos histológicos são adenocarcinoma, carcinoma de células 

escamosas, carcinoma de células pequenas e carcinoma de células grandes [7]. 

Historicamente, carcinomas de pulmão foram agrupados em duas grandes classes: câncer 

de pulmão de pequenas células e câncer de pulmão de não-pequenas células (CPNPC). 

Este grupo inclui adenocarcinomas, carcinomas de células escamosas e de células grandes 

[8,9].  
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Figura 1. Estimativa de novos casos e de mortes para os dez tipos de câncer mais prevalentes 
nos Estados Unidos em 2018, por sexo. Adaptado de Siegel et al. [10] 

O CPNPC representa cerca de 85% dos casos diagnosticados e, apesar de todos 

os esforços, o prognóstico é ruim, com aproximadamente 50% das mortes ocorrendo no 

primeiro ano após o diagnóstico e a sobrevida em 5 anos na faixa dos 15%-20%. Um dos 

motivos para esta baixa taxa de sobrevivência é o estágio da doença no momento do 

diagnóstico. Aproximadamente 70% dos pacientes diagnosticados apresentam a doença 

avançada ou com metástases (estágios III/IV), o que torna as opções de tratamento 

bastante reduzidas [9,11]. Cirurgia, radiação, quimioterapia, terapia alvo e imunoterapia 

são as estratégias terapêuticas utilizadas e a escolha depende grandemente do estágio da 

doença. Cirurgia é o tratamento de preferência para estágios I e II, sendo curativa em boa 

parte dos casos. Quimioterapia e radiação são utilizadas de forma adjuvante pós-cirurgia, 
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particularmente em estágios II e IIIA, e para o controle da patologia em estágios mais 

avançados. Entre os fármacos mais utilizados encontram-se a cisplatina, carboplatina, 

docetaxel, gemcitabine, paclitaxel, vinorelbina e pemetrexato. Terapias alvo para 

marcadores como EGFR e ALK são utilizadas para pacientes apresentando mutações 

nestas proteínas. Finalmente, a imunoterapia surgiu recentemente como uma alternativa 

interessante, particularmente na forma de anticorpos contra PD-1, uma proteína que 

prejudica a habilidade de células imune combater o tumor [12,13]. Outro fator 

determinante para justificar as elevadas taxas de mortalidade no câncer de pulmão é a 

ocorrência de resistência à quimioterapia [14]. Em contrapartida, tumores detectados em 

momentos iniciais apresentam prognóstico bastante favorável, com sobrevida média em 

5 anos maior de 70% para estágio I [15]. 

 

Figura 2. Distribuição proporcional dos dez tipos de câncer mais incidentes no Brasil, estimados 
para 2018 por sexo, exceto pele não melanoma. Adaptado do relatório INCA [6]. 

Tabagismo é o fator de risco mais expressivo para o desenvolvimento de câncer 

de pulmão e a ele é atribuído os grandes índices desta enfermidade durante o final do 

século XX até recentemente. Esforços mundiais para reduzir o consumo de tabaco, 

iniciados nas décadas de 60 e 70, auxiliaram significativamente para recentes reduções 

das taxas de incidência, especialmente em homens [1,10,16]. Por outro lado, nas últimas 
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décadas, a incidência de adenocarcinoma aumentou constantemente em detrimento de 

outros tipos histológicos, de forma que hoje ele representa a maior parte dos carcinomas 

de pulmão diagnosticados nos Estados Unidos, Europa e Ásia. Este aumento é 

especialmente alarmante entre mulheres não-fumantes [17]. Diferenças históricas na 

adoção de hábitos tabagistas são sugeridas para explicar atuais atrasos nas diminuições 

nas taxas de incidência de câncer de pulmão em mulheres. Contudo, cerca de 53% das 

mulheres que desenvolvem CPNPC nunca fumaram enquanto apenas 15% de homens que 

desenvolvem este câncer nunca fumaram. Com efeito, muitas observações na literatura 

sugerem a influência do estrogênio como um fator de risco adicional para o 

desenvolvimento de adenocarcinoma pulmonar [18,19]. 

Assim, a elevada letalidade, o diagnóstico tardio, a resistência à quimioterapia, os 

fatores de risco não associados ao tabagismo, todas essas razões justificam a grande 

necessidade de biomarcadores preditivos e/ou prognósticos confiáveis e precisos para o 

adenocarcinoma pulmonar. Um biomarcador é definido como características que possam 

ser objetivamente medidas e avaliadas como um indicador de processos fisiológicos, 

patológicos ou resposta farmacológica a intervenções específicas. Biomarcadores 

prognósticos fornecem informações sobre o desfecho geral do indivíduo, 

independentemente de terapia, e a presença ou ausência deste tipo de marcador pode ser 

útil para seleção de subpopulações de pacientes com diferentes características patológicas 

ou clínicas, mas não para predizer resposta a tratamento. Biomarcadores com potencial 

preditivo oferecem informações sobre o efeito de intervenções terapêuticas em pacientes, 

auxiliando no monitoramento durante o tratamento [20]. Deveras, grande parte da 

pesquisa oncológica nas últimas décadas foca na obtenção destes indicadores [21]. Uns 

dos resultados foi identificação de marcadores de grande sucesso no CPNPC, como 

EGFR (epithelial growth factor receptor), ALK (anaplastic lymphoma kinase) e outros. 
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Tais avanços, por conseguinte, favoreceram o desenvolvimento de terapias direcionadas 

baseadas em inibidores de tirosina cinase (tirosine kinase inhibitors – TKI), amplamente 

utilizados na clínica atual. Contudo, diretrizes atuais recomendam a avaliação de perfis 

moleculares utilizando diversos indicadores simultaneamente, a fim de caracterizar mais 

detalhadamente e individualmente a patologia de cada paciente e assim auxiliar a decisão 

terapêutica [8,22]. 

Biologia de Sistemas 

Uma das maiores implicações do Projeto Genoma Humano foi o melhoramento 

da nossa habilidade de caracterizar perturbações sistemicamente, usando técnicas de larga 

escala, levando à evolução de outras ferramentas ômicas (transcriptômica, proteômica, 

metabolômica, etc.) em complemento à genômica. Consequentemente, elas se tornaram 

os métodos de escolha para a avaliação rápida, sistêmica e eficiente das propriedades e 

dinâmicas de processos biológicos em amostras oriundas de ensaios celulares, de modelos 

animais pré-clínicos e estudos humanos. Simultaneamente, a Biologia de Sistemas 

coalesceu e fortaleceu-se com o desenvolvimento destas tecnologias nos últimos 30 anos. 

Porém, esta ideia já pairava desde os anos 50 e 60 entre matemáticos e teoristas de 

sistemas como Norbert Wiener, Ludwig von Bertalanffy e Mihajlo Mesarovic, os quais 

perceberam que sistemas complexos não podem ser facilmente “reduzidos” ou explicados 

por leis determinísticas simples [23]. 

O termo “Biologia de Sistemas” foi cunhado por Mihajlo Mesarovic em 1968 para 

descrever uma abordagem multidisciplinar e sistêmica para o estudo da biologia. Estudar 

biologia sob um paradigma sistêmico requer uma revisão da estratégia de investigação. 

Enquanto o entendimento dos genes e proteínas continua importante, o foco é o 

entendimento das estruturas e dinâmicas do sistema. Estruturas sistêmicas incluem redes 



 

11 
 

de interação molecular e vias metabólicas, bem como os mecanismos pelos quais estas 

interações modulam as propriedades funcionais de estruturas intracelulares e 

multicelulares. Dinâmicas sistêmicas avaliam como sistemas comportam-se com o passar 

do tempo, ou sob várias condições e perturbações. De fato, a teoria de sistemas, a partir 

da qual a Biologia de Sistemas deriva, compreende que os elementos individuais são 

determinantes muito menos importantes para o comportamento do sistema quando 

comparados com a interação entre eles [24–26]. 

 

Figura 3. Esquema da pirâmide de complexidade biológica ilustrando o fluxo de informação e 
complexidade dos elementos fundamentais dos sistemas biológicos. Adaptado de Oltvai and 
Barabási [27] 

Outra consideração importante durante o estudo da biologia sob a perspectiva da 

Biologia de Sistemas é a presença e influência dos diferentes níveis hierárquicos de 

organização e funcionalidade biológicos (Figura 3) [27,28]. A existência de níveis 

hierárquicos implica que os componentes do sistema estão restritos a cooperarem para 
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atingir estados homeostáticos estáveis [29–31]. O desafio é perceber que cada nível da 

hierarquia de informação na cadeia DNA  RNA  proteína  interações proteicas  

vias metabólicas  redes de interação  células  tecidos  organismo  populações 

 ecologias corresponde a subestruturas da complexidade biológica. Ademais, cada 

elemento desta cadeia apresenta os atributos que caracterizam sistemas complexos, e tem 

a capacidade influenciar outros níveis. Por certo, nenhuma correspondência simples pode 

ser feita entre os diversos níveis hierárquicos, o que levou à revisão e reelaboração de 

diversos paradigmas clássicos. Por exemplo, a função de genes, sob esta perspectiva, está 

distribuída ao longo das conexões dinâmicas não-lineares que seus produtos assumem e 

da estocasticidade da expressão gênica em nível celular, o que permite a interpretação de 

observações experimentais e modelos que outrora pareceriam inexplicáveis e mitiga o 

caráter determinístico antigamente consignado ao gene [32–34]. 

Os arranjos biológicos apresentam muitas propriedades que não podem ser 

antecipadas simplesmente pelo estudo detalhado de seus componentes individuais. Estas 

características intrínsecas são referidas como propriedades emergentes [29,35]. A 

estocasticidade da expressão gênica, primeiramente proposta por Kupiec, é um exemplo 

de dinâmica não-linear de sistemas complexos [36,37]. Similarmente, interações 

proteicas também apresentam estocasticidade e dependem grandemente das condições 

bioquímicas e biofísicas do microambiente em que se encontram [38]. O termo “dinâmica 

não-linear” refere-se, simplificadamente, a mudanças cujas entidades (quantidades, 

intensidades, efeitos) não escalam em conjunto com suas causas. Em outras palavras, 

relações de proporcionalidade distorcem-se quando a magnitude das variáveis atinge 

limites específicos. Um sistema move-se de um regime linear para um não-linear quando 

um ou mais parâmetros sofrem flutuações acima de um limite crítico, levando a um ponto 

de bifurcação. Estes pontos são caracterizados por quebras de simetria, permitindo ao 
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sistema “escolher” entre diversos destinos e adquirir características distintas. As quebras 

de simetria conferem diferentes soluções para os mesmos valores de parâmetros e 

atribuem irreversibilidade ao sistema, posicionando-o, portanto, em uma escala temporal. 

Isto permite que o sistema evolua em direção à novidade e à variabilidade, conferindo a 

ele uma "história", na qual sua evolução dependerá das “escolhas” tomadas nos pontos 

de quebra de simetria [39,40].  

Outras propriedades emergentes importantes são a robustez, a adaptabilidade e a 

modularidade. A robustez refere-se à habilidade de um sistema manter suas funções 

básicas mesmo na presença de perturbações. A adaptabilidade, por sua vez, assegura ao 

circuito os meios de garantir a robustez, seja por intermédio de novas interações entre 

elementos que anteriormente não interagiam, seja pela modificação de interações já 

existentes, seja pela mudança dos níveis ou intensidades de interações funcionais, etc. 

Finalmente, a modularidade é um mecanismo eficaz para conter a propagação de 

perturbações prejudiciais, confinando-as localmente, evitando danos ao arranjo como um 

todo e também assegurando robustez. Em organismos multicelulares, a célula é um 

exemplo marcante de modularidade [41–44]. 

Além das mudanças de perspectiva, a imensa quantidade de informação 

disponibilizada pelas tecnologias high-throughput também impulsionou o surgimento de 

vários tipos de bancos de dados ômicos. Afinal, mesmo que pesquisadores individuais 

consigam arrecadar uma grande quantidade de dados, nenhum investigador sozinho é 

capaz de interpretar ou conhecer toda a complexidade que subjaz determinado fenômeno 

ou conjunto de fenômenos biológicos. A Tabela 1 mostra alguns dos bancos online de 

informações ômicas disponíveis atualmente. 

Tabela 1 – Bancos de Dados Online de Informações Ômicas 
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Abordagem de 

Origem 
Nome URL Descrição 

Genômica 

NCBI 

http://www.ncbi.nlm.nih.gov  

Banco de dados e 

ferramenta de pesquisa 

de experimentos 

genômicos, 

epigenômicos e 

transcriptômicos 

GWAS Catalog 
http://www.genome.gov/gwastudie

s/ 

Catálogo de estudos de 

associação gênica (Gene-

Wide Association Study) 

Transcriptômica 

ArrayExpress 

http://www.ebi.ac.uk/arrayexpress/  

Banco de dados de 

experimentos de 

genômica funcional. 

Inclui expressão gênica a 

partir de estudos de 

microarranjo e 

sequenciamento. 

GEO 

http://www.ncbi.nlm.nih.gov/geo/  

Repositório público de 

microarranjos, 

sequenciamento e outras 

formas de dados de 

genômica funcional. 

miRBase 
http://www.mirbase.org 

Banco de dados de 

sequências e anotações 

de miRNA publicados. 

Proteômica 

Human Protein 

Reference Databas 

http://www.hprd.org 

Plataforma de 

visualização e integração 

de informações 

proteômicas. 

PRoteomics 

IDEntifications 

(PRIDE) 

http://www.ebi.ac.uk/pride/  

Repositório público de 

dados proteômicos, 

incluindo identificação 

de proteínas, peptídeos e 

modificações pós-

traducionais. 

UniProt 
http://www.uniprot.org 

Banco de dados de 

função e anotação 

proteica. 

Fosfoproteômica 

PhsophoSitePlus 

http://www.phosphosite.org/  

Fonte curada 

manualmente de dados 

experimentais de 

modificações pós-

traducionais. 

Phosph.ELM http://phospho.elm.eu.org/ 

Banco de dados de sítios 

de fosforilação. 

PTMcode 

http://ptmcode.embl.de 

Fonte de associações 

conhecidas e preditas 

entre modificações pós-

traducioanis de proteínas. 

Metabolômica 
Human Metabolome 

Database 

http://www.hmdb.ca  

Banco de dados de 

anotação de matabólitos 

detectados em fluidos 

biológicos e tecidos. 

http://www.ncbi.nlm.nih.gov/
http://www.genome.gov/gwastudies/
http://www.genome.gov/gwastudies/
http://www.ebi.ac.uk/arrayexpress/
http://www.ncbi.nlm.nih.gov/geo/
http://www.mirbase.org/
http://www.hprd.org/
http://www.ebi.ac.uk/pride/
http://www.uniprot.org/
http://www.phosphosite.org/
http://phospho.elm.eu.org/
http://ptmcode.embl.de/
http://www.hmdb.ca/
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Bancos de Dados 

de Interação 

Proteica 

BioGRID http://thebiogrid.org 

Banco de dados de 

interações proteicas. 

Database of 

Interacting Proteins 

http://dip.doe-mbi.ucla.edu/dip/ 

Banco de dados de 

interações proteicas 

observadas 

experimentalmente. 

STRING 
http://string.embl.de  

Banco de dados de 

interações proteicas 

conhecidas e preditas. 

CORUM 
http://mips.helmholtz-

muenchen.de/genre/proj/corum  

Fonte de anotações de 

complexos proteicos 

manualmente curadas. 

PCDq 
http://h-invitational.jp/hinv/pcdq/  

Banco de dados de 

anotações de interações 

proteicas humanas. 

Bancos de Dados 

de Vias 

KEGG 
http://www.genome.jp/kegg/  

Banco de dados de 

mapas metabólicos, vias 

e doenças. 

NCI Pathway 

Interaction Database 

http://pid.nci.nih.gov  Coleção de vias humanas 

curadas manualmente. 

REACTOME 

http://www.reactome.org/  Banco de dados de vias 

curado e revisado 

manualmente. 

Adaptado de Berg et al. [45] 

 

Nesta tese, foram utilizados dados transcriptômicos para abordar a problemática 

do adenocarcinoma pulmonar sob uma perspectiva sistêmica. A transcriptômica fornece 

informação sobre RNA mensageiros transcritos por uma célula ou tecido de interesse. 

Microarranjo de DNA foi um dos métodos inicialmente desenvolvidos, justificando a 

grande quantidade de dados disponíveis nos repositórios online utilizando-o. Contudo, 

novas tecnologias de detecção transcricional utilizando sequenciamento, como RNA-seq, 

ganharam grade adesão da comunidade científica nos últimos 10 anos por oferecem 

benefícios singulares; tais como não necessitar de conhecimento prévio sobre a sequência 

do transcrito, facilitar a identificação de eventos de edição transcricional, permitir o 

estudo de sequências não-codificantes, possuir maior resolução e acurácia (Figura 4) [46–

48]. Por outro lado, a informação transcricional nem sempre se corresponde com os níveis 

proteicos e por isso é preciso cautela na interpretação e formulação de modelos ou 

http://thebiogrid.org/
http://dip.doe-mbi.ucla.edu/dip/
http://string.embl.de/
http://mips.helmholtz-muenchen.de/genre/proj/corum
http://mips.helmholtz-muenchen.de/genre/proj/corum
http://h-invitational.jp/hinv/pcdq/
http://www.genome.jp/kegg/
http://pid.nci.nih.gov/
http://www.reactome.org/
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estratégias experimentais utilizando este tipo de dado. Não obstante, estudos biomédicos 

utilizando transcriptômica são úteis para a identificação de vias e módulos funcionais 

ativos ou modificados em um sistema ao longo do tempo, ou sob perturbações controladas 

ou em condições patológicas. 

 

Figura 4. Sumário simplificado das diferenças entre as duas tecnologias transcriptômicas mais 
utilizadas. 

Redes Biológicas e Engenharia Reversa de Redes de Expressão Gênica 

Redes de interação são aspectos fundamentais da estrutura organizacional de 

sistemas complexos e muito da pesquisa em Biologia de Sistemas foca em redes 

biológicas para explicar fenômenos patológicos e fisiológicos. De tal modo, as 
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conectividades intracelulares e intercelulares implicam que a influência de uma 

anormalidade específica não ficará restrita ao elemento defeituoso. Ela poderá propagar-

se para os interatores deste elemento alterado e prejudicar a função de um elemento não-

defeituoso. Na verdade, doenças emergem quando perturbações em componentes de redes 

moleculares culminam na incapacidade de manter os intrincados mecanismos 

responsáveis por sustentar a homeostasia do organismo num estado "saudável", forçando 

o sistema a assumir estados homeostáticos diferentes, porém similarmente favoráveis, na 

topologia fase-espaço de arranjos termodinamicamente possíveis [41,49,50]. Portanto, 

doenças são raramente consequências de anormalidades em um único gene ou produto 

gênico. Elas são usualmente processos de muitas etapas, com muitos protagonistas, e no 

qual muitas vezes a interação entre estes protagonistas nas diferentes etapas irá direcionar 

o destino do sistema para o fenótipo patológico. Estes princípios e as ferramentas e 

métodos que derivam deles impulsionaram subáreas específicas da Biologia de Sistemas, 

tais como Biologia de Redes e Medicina de Redes. 

A estrutura básica de qualquer tipo de rede contém nodos (ou vértices) e 

conectores (ou arestas). Entretanto, uma importante característica sobre redes de sistemas 

complexos é que elas não são aleatórias, mas sim seguem diretrizes básicas de 

organização e desenvolvimento [51]. Estas diretrizes ou princípios organizacionais 

permitem o desenvolvimento das propriedades emergentes observadas nestes sistemas, 

como a modularidade, por exemplo (Figura 5). A maioria das redes biológicas apresenta 

graus elevados de agrupamento entre conjuntos de nodos, caracterizando topologias 

modulares contendo alta interconectividade [52,53]. Outra propriedade é a 

desproporcionalidade de conexões entre os vértices, levando a redes livres de escala, em 

que uma proporção restrita de elementos apresenta uma quantidade relativamente maior 

de associações do que a média do restante dos nodos. Estes vértices são conhecidos como 
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hubs [51,54]. Finalmente, outro aspecto é a 

propriedade de mundo pequeno (small world 

proprerty), implicando que a perturbação de 

um nodo pode afetar a atividade dos seus 

interatores, bem como o comportamento da 

rede inteira [55]. 

Deste modo, redes de interação gênica 

permitem-nos identificar moléculas ou grupos 

de elementos potencialmente importantes para 

o desenvolvimento e controle da patologia. 

Estes elementos ou seus módulos são 

candidatos promissores a biomarcadores e 

também podem fornecer insights para o 

desenvolvimento de terapias [56,57]. Uma 

estratégia bastante utilizada para caracterizar 

redes de interação gênica é chamada 

engenharia reversa, um processo no qual redes 

são reconstruídas a partir de dados 

experimentais high-throughput. Em modelos 

derivados de engenharia reversa de redes 

biológicas, os nodos representam componentes 

dinâmicos encontrados nos organismos vivos 

(como genes, proteínas, metabólitos, etc.) e as 

arestas indicam alguma associação observada 

entre os elementos utilizados [58,59]. 

Figura 5. Exemplos esquemáticos de 
estruturas de redes de sistemas 
complexos. (A) Configuração de uma 
rede livre de escala, com elementos 
altamente conectados chamados hubs 
(círculos azuis) e sem módulos. (B) 
Esquema ilustrativo de rede com quatro 
módulos interconectados entre si e sem 
hubs. (C) Rede hierárquica com 
modularidade. Adaptado de Ravaz et al. 
[52]. 
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Duas principais metodologias lideram o campo da engenharia reversa de redes de 

expressão gênica. A primeira emprega redes Bayesianas (BN - Bayesian Networks), uma 

classe de modelos gráficos probabilísticos que representa a distribuição de probabilidade 

conjunta multivariada como grafos acíclicos direcionados. Nestas redes, nodos 

correspondem a genes e arestas correspondem a dependências tipo pais-filhos. Estes 

modelos assumem que genes são condicionalmente independentes de seus não-

descendentes, dado seus pais (pressuposto de Markov). Computacionalmente, as BN são 

calculadas utilizando funções de ranque para avaliar a probabilidade de conjuntos 

possíveis de redes, dada a expressão conhecida, e selecionar as mais prováveis. Uma 

limitação importante de BN encontra-se no pressuposto de Markov. Isto significa que um 

gene X pode ser modulado por seus reguladores upstream (pais), mas não por seus 

elementos downstream (filhos), o que pode não ser o caso em muitas situações biológicas, 

tipo alças de retroalimentação [59–64]. 

O segundo método de reconstrução de redes amplamente utilizado é baseado em 

informação mútua (MI – mutual information), um conceito extraído de teoria de 

informação e que também é capaz de capturar associações entre genes através de 

dependências estatísticas. Na verdade, esta é a abordagem mais bem-sucedida e verificada 

experimentalmente. A definição de MI requer o pressuposto de que existem 

independências estatísticas entre os níveis de expressão de genes, o que permite a 

inferência se subgrupos de associações verdadeiras. Contudo, genes separados por 

associações indiretas podem co-expressar em conjunto sem que exista uma relação 

biológica funcional, resultando em falsos positivos. Para amenizar este viés, uma 

estratégia utilizada emprega outro conceito de teoria de informação conhecida como data 

processing inequality [59,65,66]. 
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Reguladores Mestres 

Mudanças em perfis de expressão gênica são etapas fundamentais no processo de 

especificação fenotípica em contextos fisiológicos e o mesmo vale em transições para 

estados patológicos. As modulações destas etapas de mudança transcricional são 

mediadas em grande parte por fatores de transcrição. Esta característica permite que um 

número relativamente pequeno de moléculas produza uma diversidade comparativamente 

muito maior de estados fenotípicos. De fato, em diversos contextos biológicos, como em 

células embrionárias ou câncer por exemplo, pode-se observar que um número 

relativamente pequeno de fatores de transcrição são importantes atores da regulação 

transcricional até diferentes desfechos celulares [34,67–71]. Por isso, fatores de 

transcrição estão em uma posição privilegiada para atuarem como reguladores mestres da 

transcrição gênica. 

As primeiras aplicações do termo “regulador mestre” foram utilizadas para 

descrever moléculas ocupando o topo da hierarquia transcricional, fora da influência 

regulatória de outros genes. Contudo, redefinições deste conceito evoluíram para 

acomodar visões mais abranges da realidade biológica observada. Uma destas evoluções 

conceituais contempla que reguladores mestres são os líderes da especificação de 

linhagens celulares por modular diversos genes direta ou indiretamente através de 

cascatas de mudanças de expressão gênica, ultimamente retendo a capacidade de 

redirecionar o desfecho celular. Nesta articulação, o potencial de especificação de 

linhagens é essencial, pois implica que estes reguladores tem a capacidade de reter 

plasticidade fenotípica e “impor” alterações durante e mesmo depois de atingir um destino 

celular qualquer (Figura 6) [72,73]. 
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Figura 6. Esquema teórico do potencial de especificação de linhagens celulares para fatores de 
transcrição atuando como reguladores mestres da expressão gênica. O balanço e intensidade 
de expressão de dois reguladores mestres determinam diferentes desfechos fenotípicos da 
célula, ainda retendo plasticidade para adotar outros estados conforme modificações na 
dinâmica de expressão de ambos. 

A busca de reguladores mestres como biomarcadores moleculares de patologias 

mostrou resultados interessantes em diversas áreas da pesquisa biomédica. Na 

imunologia, por exemplo, Lefebvre e colaboradores encontraram e validaram MYB e 

FOXM1 como reguladores mestres da resposta imune mediada por antígeno [74]. Piao e 

colaboradores propuseram 5 reguladores mestres para diabetes tipo 2 e seus respectivos 

alvos transcricionais [75]. Finalmente, a busca de reguladores mestres de cânceres 
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também é bastante promissora, com resultados importantes em gliblastoma e câncer de 

mama [70,76–79]. 

Reposicionamento Computacional de Drogas 

A Biologia de Sistemas, dados high-throughput e bioinformática também 

favoreceram a adoção de uma nova visão em conceitos, pesquisas e abordagens 

farmacológicas para o tratamento de diversas doenças. Desta maneira, surgiu a 

Farmacologia de Sistemas, utilizando diversos princípios sistêmicos para a descoberta e 

o reposicionamento de fármacos [45,80–84]. O reposicionamento de drogas é a prática 

de utilizar compostos já conhecidos e utilizados para determinada doença em outros 

contextos patológicos. Neste campo, a estratégia de Mapas de Conectividade (connectiviy 

map – CMap) revolucionou a maneira como se busca drogas candidatas para 

reposicionamento. Na descrição original desta abordagem, os autores utilizaram análise 

de enriquecimento de grupos de genes (Gene Set Enrichment Analysis – GSEA), na qual 

se testam listas de genes cujas expressões correlacionam-se a estados biológicos de 

interesse e avalia-se suas similaridades com uma coleção de perfis de expressão gênica 

de referência obtida de culturas celulares tratadas com centenas ou milhares de moléculas 

bioativas. O resultado é uma lista de compostos com uma métrica de conectividade, na 

qual valores negativos associam-se com reversão do perfil de expressão do estado 

biológico de interesse testado e valores positivos associam-se com perfis de expressão 

similares ao estado biológico testado [85–88]. 

Muitos estudos foram conduzidos com o intuito de refinar e aumentar o potencial 

do CMap desde sua concepção, buscando novas e melhores métricas ou modificações no 

fluxo de trabalho original [89–92]. Estas adaptações podem ser subdivididas em duas 

grandes categorias: abordagens tentando identificar conexões droga-doença ou inferir 
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conexões droga-droga (Figura 6). A primeira assume que se uma assinatura gênica 

representando a resposta de um fármaco utilizado na clínica é negativamente 

correlacionada com o perfil de expressão da doença, então esta droga pode ser utilizada 

para reverter a assinatura molecular da patologia, tornando-se uma candidata para 

reposição. A segunda classe de modificações metodológicas incorpora o conceito de 

“culpa-por-associação” (guilt-by-association – GBA), em que se dois compostos 

produzem assinaturas gênicas similares, então eles compartilham modos de ação comuns, 

mesmo se agirem em diferentes alvos intracelulares; neste caso, o primeira composto 

poderia ser reposicionado para tratar condições em que o segundo é utilizada e vice-versa 

[93]. 

Aplicações iniciais da ideia de GBA obtiveram mais de 57,000 novas sugestões 

de drogas [94]. Adicionalmente, diversos grupos dedicaram-se a desenvolver pipelines 

eficientes, ferramentas online de busca e aprimorar limitações da metodologia original 

[90,95–98]. Com relação a estratégia buscando conexões droga-doença, pesquisas 

avançaram em direção a implementar adaptações usando métodos de mineração da 

literatura para associar doenças e drogas; e melhorar as listas de genes derivadas de pistas 

patológicas, como subgrupos clinicopatológicos, por exemplo [99–102]. Em suma, ambas 

as ramificações de adaptações têm grande potencial e são subáreas de intensa pesquisa e 

inovação. 
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Figura 7. Esquema simplificado das duas principais estratégias utilizando a abordagem de 
mapa de conectividades. Adaptado de Iorio et al. [93]. 
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JUSTIFICATIVA 

O adenocarcinoma de pulmão tornou-se o principal subtipo de câncer de pulmão 

diagnosticado e está associado com elevada taxa de mortalidade devido ao diagnóstico 

tardio e à resistência adquirida no decorrer da terapia. Mesmo com benefícios trazidos 

pela medicina personalizada e imunoterapia para subgrupos específicos de pacientes, o 

quadro geral não se alterou muito nos últimos anos. Como muitas doenças multifatoriais, 

a complexidade associada ao câncer faz dele uma patologia cujas estratégias clássicos de 

estudo mostram-se aquém do necessário para satisfazer nossas ambições de pesquisa, 

tanto do ponto de vista de investigação dos mecanismos fisiopatológicos quanto de 

desenvolvimento de estratégias terapêuticas eficientes, duradouras ou definitivas. Isto se 

torna especialmente problemático em cânceres altamente letais e prevalentes, como é o 

caso do adenocarcinoma de pulmão. Desta maneira, o emprego de uma perspectiva e 

metodologias ajustados para levar em consideração sistemas complexos promete 

enriquecer imensamente a pesquisa oncológica e favorecer o potencial de inovação 

terapêutica. Deveras, Biologia de Sistemas, tecnologias como a transcriptômica e 

metodologias computacionais satisfazem estas condições. Portanto, buscas de 

biomarcadores e compostos com potencial para reposicionamento utilizando estas 

ferramentas são propostas interessantes e eloquentes de estudar adenocarcinoma 

pulmonar sob pressupostos mais aproximados à realidade biológica observada na clínica.  
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OBJETIVOS 

O trabalho tem como objetivo identificar, através da prospecção e análise de 

repositórios públicos de dados de expressão gênica, os fatores de transcrição que atuam 

como reguladores mestres em adenocarcinoma de pulmão para servir de base para estudos 

de elucidação de mecanismos básicos da doença, obter alvos promissores 

(biomarcadores), e ainda sugerir novas abordagens terapêuticas.  

 

Objetivos específicos: 

1. Estabelecer redes moleculares do tecido pulmonar normal, empregando 

análise de unidades regulatórias centradas em fatores de transcrição e utilizando 

os bancos de dados contendo o perfil transcricional de tecido normal do 

repositório público de dados transcriptômicos Gene Expression Omnibus (GEO). 

2. Obter assinaturas moleculares baseadas em unidades regulatórias, 

identificando os fatores de transcrição agindo como reguladores mestres no 

adenocarcinoma pulmonar.  

3. Avaliar o potencial prognóstico da atividade de unidades regulatórias dos 

reguladores mestres identificados através de análises de sobrevida Cox e curvas 

Kaplan-Meier. 

4. Desenvolver uma estratégia de reposicionamento computacional de drogas 

baseada em redes de unidades regulatórias e aplicá-la na busca de compostos 

com potencial terapêutico em adenocarcinoma pulmonar. 
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CAPÍTULO I  

Este capítulo apresenta o artigo “Master regulators connectivity map: A 

transcription factors-centered approach to drug repositioning”, publicado na revista 

Frontiers in Pharmacology. 

Neste artigo, propusemos uma metodologia de reposicionamento computacional 

de drogas baseada na ideia de Mapa de Conectividades e de fatores de transcrição atuando 

como reguladores mestres. A proposta é uma adaptação do método CMap original, 

utilizando as unidades regulatórias de reguladores mestres como as listas de genes de 

interesse. Como um estudo de caso e exemplo de implementação, utilizamos dados de 

estudo anterior do grupo e adicionamos mais dados transcricionais obtidas do repositório 

público GEO. 
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Drug discovery is a very expensive and time-consuming endeavor. Fortunately, recent
omics technologies and Systems Biology approaches introduced interesting new
tools to achieve this task, facilitating the repurposing of already known drugs to
new therapeutic assignments using gene expression data and bioinformatics. The
inherent role of transcription factors in gene expression modulation makes them strong
candidates for master regulators of phenotypic transitions. However, transcription
factors expression itself usually does not reflect its activity changes due to post-
transcriptional modifications and other complications. In this aspect, the use of
high-throughput transcriptomic data may be employed to infer transcription factors-
targets interactions and assess their activity through co-expression networks, which
can be further used to search for drugs capable of reverting the gene expression profile
of pathological phenotypes employing the connectivity maps paradigm. Following this
idea, we argue that a module-oriented connectivity map approach using transcription
factors-centered networks would aid the query for new repositioning candidates.
Through a brief case study, we explored this idea in bipolar disorder, retrieving known
drugs used in the usual clinical scenario as well as new candidates with potential
therapeutic application in this disease. Indeed, the results of the case study indicate
just how promising our approach may be to drug repositioning.

Keywords: connectivity map, computational drug repositioning, master regulators, transcription factors, reverse
engineering, systems pharmacology

INTRODUCTION

Customary approaches to drug development focus on identification of a new treatment target,
followed by a search for a compound capable of modulating that target and lastly a validation
process. Additional targets for these drugs are not usually investigated, and other clinical
applications are not frequently explored. However, these extra elements represent an opportunity
for the systematic identification of new indications for existing therapeutics.

The practice of identifying additional therapeutic indications for existing drug compounds,
referred to as drug repositioning or repurposing, has some key benefits over traditional methods
of drug development (Ashburn and Thor, 2004; Chong and Sullivan, 2007; Jin and Wong, 2014).
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Indeed, the development process for a repositioned drug can be as
short as 3 years, mostly because several steps of the development
pipeline can be eliminated during repurposing efforts (Dudley
et al., 2011). Additionally, bioinformatics approaches developed
in the last 10 years represent powerful, fast and cheap
strategies for predicting and choosing new therapeutic indication
candidates for existing medications.

Computational approaches may exploit known links between
diseases and drugs, which can be used to generalize existing
treatments into new clinical contexts. Those diseases–drugs
connections can arise by characterizing drugs according to their
impact on molecular activity, framing them as perturbations to
the biological system. This can identify characteristic signatures
for that compound, which can be used to compare many
medications, resulting in several opportunities to redirect
therapeutic indications between “related” drugs (Readhead and
Dudley, 2013). Inserted in this computational approach is an
emerging perspective that the understanding of biology and
the identification of true drivers of pathologies will require the
construction of relevant networks (Schadt and Bjorkegren, 2012).

In this context, transcription factors act as drivers of
pathological conditions by modulating overall gene expression.
Hence, assembling networks based on co-expression of
transcription factors and their target genes may help narrowing
down important biological modules unpaired in different
diseases (Lopez-Kleine et al., 2013). These gene modules
can offer the opportunity for in silico screening of drug
compounds by simulating the extended effects a given drug
may impose on the biological system. In fact, we suggest that
gene co-expression networks centered on master regulator
transcription factors may be used to identify promising
candidates for drug repositioning through a module-oriented
adaptation of classical Connectivity Maps. Additionally, we
implement a case study of this proposal in the context of
bipolar disorder, a complex psychiatric disease, in order
to exemplify the potential of this approach for molecules
selection.

MASTER REGULATORS OF
TRANSCRIPTION

Since Susumu Ohno’s first applications of the term “master
regulator” or “master regulatory gene” to describe a gene that
occupies the very top of a regulatory hierarchy, re-definitions of
this concept have emerged to accommodate broader biological
facets. One such extended description positions master regulators
as participants in the specification of cellular lineages by
regulating multiple downstream genes either directly or through
a cascade of gene expression changes, ultimately retaining the
ability to re-specify the fate of cells (Chan and Kyba, 2013).

Changes in mRNA profiles are a key feature for phenotype
characterization from a cell type to another during development,
for example. The same rationale may be applied to physiological
to pathological transitions in biological systems. In this context,
gene expression changes are ultimately mediated and regulated
by the activity of transcription factors, which enable a relatively

small number of molecules to generate a large diversity of cell
types and phenotypic states (Yeh et al., 2013; Bhagwat and Vakoc,
2015; Reiter et al., 2017). Indeed, in several biological systems,
such as embryonic stem cells (Muller et al., 2008) or glioblastoma
(Carro et al., 2010; Rooj et al., 2016), it was observed that a
small number of transcription factors act as master regulators that
manage cellular outcome.

In this aspect, previous literature have observed that, given
differential gene expression profiles from two independent
studies, there was virtually no statistical significance in
the overlap between them and these signatures performed
poorly in classifying samples from the other study (Michiels
et al., 2005; Lim et al., 2009; Padi and Quackenbush, 2015).
This observation fits well with the idea of transcription
factors acting as master regulators, supporting an approach
of exploring the controllers of expression profiles, rather than
simply evaluating all differentially expressed genes between
two phenotypes of interest. However, the biological activity
of transcription factors may not be directly correlated with
their expression levels. For that reason, inference of activity
is often assessed through expression modifications of the
transcription factors’ target genes by reverse engineering
methods (Fletcher et al., 2013; Wong et al., 2013; Padi and
Quackenbush, 2015; Castro et al., 2016; Senbabaoglu et al.,
2016). These approaches can help uncover potentially relevant
regulatory units and biological consequences (Supplementary
Figure S1).

The application of such view in the search for biological
markers of phenotypic states has provided new insights in many
biomedical investigations, such as cancer (Fletcher et al., 2013;
Castro et al., 2016; Chen et al., 2016; Udyavar et al., 2017),
diabetes (Piao et al., 2012), and bipolar disorder (Pfaffenseller
et al., 2016).

SYSTEMS PHARMACOLOGY AND
COMPUTATIONAL DRUG
REPOSITIONING

The usual “one disease, one target, one drug” paradigm of drug
discovery clashes with the novel views of biology, failing to
yield effective medications for many complex conditions such as
cancer and neurodegenerative diseases (Yildirim et al., 2007). On
the other hand, a new archetype of drug research has emerged
in recent years, named Systems Pharmacology. This paradigm
offers an integrated system-level way to drug repurposing or new
drugs identification, and facilitates prediction of effectiveness and
security of compounds during all phases of development (van
der Graaf and Benson, 2011; Zhou et al., 2016). Additionally, it
exploits a feature of drugs that for many years has been labeled
undesirable: that they often affect more than one molecular
target. In fact, this promiscuity, known as polypharmacology,
seems to be intrinsic to several drugs’ therapeutic efficacy
(Hopkins, 2009).

For drug repositioning, the seminal article of Lamb and
collaborators introduced the concept of molecular connectivity
map (CMap) (Lamb et al., 2006). The great adherence of the
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FIGURE 1 | General master regulators connectivity map pipeline. (A) Expression data from high-throughput sources are submitted to reverse engineering inference
algorithms to predict targets of known transcription factors, constituting regulons. (B) Using these regulons, master regulators of pathological phenotypes may be
selected by using different strategies (such as GSEA) and data from case-control studies. (C) In the CMap original proposal, users query lists of genes whose
expression correlates with a biological state of interest and assess their similarity to a reference collection of gene-expression profiles from cultured human cells
treated with 1000s of bioactive small molecules. Here, we propose the use of master regulators’ targets expressions to inquire new drug prospects for repurposing.
(D) The rationale of this connectivity map follows the modulation of the inferred targets of the master regulators transcription factors by the drug candidates.

community toward this new idea can be attributed to its embrace
of the Systems Biology paradigm, which accepts that biological
elements have several interdependencies and are effectively
connected. In addition, this idea heralds that attempts to defeat
such notion by breaking the elements with a single targeted

intervention are probably ineffective. Hence, they proposed the
need to switch the entire state of the system to a more favorable
one, through modulation of many targets simultaneously (Lamb,
2007). Recently, the Library of Integrated Network-based Cellular
Signatures (LINCS) project, funded by the National Institutes
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FIGURE 2 | Bipolar disease master regulators connectivity map pipeline. (A) Human prefrontal cortex transcriptional network model was computed centered on
transcription factors from a large-scale microarray data obtained from Gene Expression Omnibus (GSE30272) using RTN package ARACNe algorithm with 200
permutations and permutation p-value < 1e-06 (remaining network reconstruction parameters were kept at default values). (B) Regulons of EGR3, ILF2, MADD,
TSC22D4, and YBX1 were tested using GSEA in three different datasets of case-control (GSE5388, GSE12649, and GSE92538). (C) Samples from these studies
were merged based on their common genes, batch corrected using the sva package and a sub-graph of the regulatory units with more than 100 genes was
created. (D) The inferred TF-target association network of the five selected regulons was extracted and the targets’ logFC direction were inputted as query for the
connectivity map using PharmacoGx package using GSEA method and 1000 permutations. (E) Following the connectivity map propose, the drugs obtained ideally
revert the expression profiles of the pathologically altered regulatory units toward the normal phenotype.

of Health, expanded the original databases of drug perturbation
and enabled the generation of approximately one million gene
expression profiles using the L1000 technology1 (Ma’ayan et al.,
2014; Vempati et al., 2014; Li et al., 2016).

1http://lincsproject.org/

Although the gene expression-based high-throughput
approach has the potential to transform biomedicine and
accelerate drug discovery (Iorio et al., 2009; Wen et al., 2015;
Gillet et al., 2016; Raghavan et al., 2016), the usual workflow
relies heavily on signatures of differentially expressed genes
and, as mentioned above, differential expression profiles
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TABLE 1 | Master regulators connectivity map results.

Drug Connectivity score p-Value ∗ATC level 1 ∗ATC level 3 CAS number

Chlorpromazine −0.270 0.00546 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 50-53-3

Levomepromazine −0.258 0.00790 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 60-99-1

Perphenazine −0.255 0.01623 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 58-39-9

Zuclopenthixol −0.228 0.03376 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 53772-83-1

Haloperidol −0.243 0.01810 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 52-86-8

Promazine −0.236 0.02966 N = NERVOUS SYSTEM N05A = ANTIPSYCHOTICS 58-40-2

Maprotiline −0.253 0.00566 N = NERVOUS SYSTEM N06A = ANTIDEPRESSANTS 10262-69-8

Desipramine −0.226 0.02894 N = NERVOUS SYSTEM N06A = ANTIDEPRESSANTS 50-47-5

Mianserin −0.232 0.01657 N = NERVOUS SYSTEM N06A = ANTIDEPRESSANTS 24219-97-4

Diflorasone −0.207 0.03009 D = DERMATOLOGICALS D07A = CORTICOSTEROIDS, PLAIN 2557-49-5

Meclofenamic acid −0.236 0.02462 M = MUSCULO-SKELETAL SYSTEM M01A = ANTIINFLAMMATORY AND
ANTIRHEUMATIC PRODUCTS,
NON-STEROIDS

644-62-2

Ketorolac −0.222 0.04700 M = MUSCULO-SKELETAL SYSTEM M01A = ANTIINFLAMMATORY AND
ANTIRHEUMATIC PRODUCTS,
NON-STEROIDS

74103-06-3

Trolox c −0.248 0.00341 53188-07-1

Acetylsalicylsalicylic acid −0.246 0.00472 530-75-6

Drugs with antimaniac effects. Drugs with antidepressive effects. Drugs with anti-inflammatory and/or antioxidant effects. ∗Anatomical therapeutic chemical (ATC)
classification.

may be prone to poor reproducibility. On the other hand,
network-based approaches provide an enriched biological
rationale by contextualizing pathologically altered molecular
nodes into a systemic functional scenario, possibly enhancing
the robustness of drug predictions (Zickenrott et al., 2016).
Furthermore, the community has recently been exploring
modularity, an important feature of systems network, in the
context of connectivity maps. In a network, modules represent
highly interconnected local regions (Barabasi et al., 2011), which
in the biological context can be easily understood when thinking
of pathways. In this aspect, Jadamba and Shin developed a
method that identifies disease-specific pathways, by integrating
multiple gene expression profiles, and employing them to
define pathway-drug networks using semisupervised learning.
They tested this proposed pathway-based drug repositioning
process in breast cancer and retrieved many known anticancer
drugs as well as several new repurposing candidates (Jadamba
and Shin, 2016). Chung and collaborators have also devised
an interesting approach using gene modules to query the
connectivity map, which they named Functional Module
Connectivity Map (FMCM). They tested their method against
the common practice of selecting drugs using a genomic
signature represented by a single set of individual genes
and observed that FMCM had higher robustness, accuracy,
specificity, and reproducibility in identifying known anti-cancer
agents (Chung et al., 2014).

The concept of transcription factors acting as master
regulators of the phenotypic specification overlaps the concept
of modularity when reverse engineering methods are used
to infer their potential targets. In this context, the inferred
targets form a modular unit centered on the transcription
factor, comprising a regulon or regulatory unit, under the

control of this molecule. Furthermore, if this is a deregulated
master regulator of the pathological state, the expression profile
of the targets is also altered favoring the disease. Therefore,
employing the connectivity maps idea of reversing this profile
is an interesting approach to search for potential therapeutic
drug repurposing. Thus, the goal of this approach aims for
treatments to reverse downstream effectors of disease phenotype
by modulating regulatory units of the transcription factors acting
as master regulators of the pathology (Figure 1).

MASTER REGULATORS CONNECTIVITY
MAP

As a brief example of application, we used a Master Regulators
Connectivity Map (MRCMap) framework to query potential
drugs for repositioning in bipolar disorder. For such, we
reproduced the procedures described in Pfaffenseller et al.
(2016). Summarily, a tissue-specific transcriptional network
model was computed from a large-scale human prefrontal cortex
microarray dataset (Colantuoni et al., 2011) using the RTN
package available from Bioconductor (Fletcher et al., 2013; Huber
et al., 2015; Castro et al., 2016) and afterward we queried the
five master regulators regulons previously reported as enriched
in bipolar disorder (EGR3, TSC22D4, ILF2, YBX1, and MADD)
in two new studies (GSE12649 and GSE92538) besides GSE5388,
using Gene Set Enrichment Analysis (GSEA). Considering that
usual psychiatric disorder transcriptomic profiles show low
to moderate single gene expression changes, this approach
enable information extraction and evaluation of data even
in such scenarios. In effect, we could observe a satisfactory
reproducibility of most regulons in GSE12649, though only
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two showed significant enrichment (adjusted p-value < 0.05)
in GSE92538 (Iwamoto et al., 2005; Ryan et al., 2006; Udyavar
et al., 2017). Afterward, we merged bipolar and control samples
from all three datasets and investigated the connectivity map of
these regulatory units. For that, the targets’ logFC direction of
all five regulons were assembled and inputted in the R package
PharmacoGx (Smirnov et al., 2016). Hence, we aimed for drug
candidates that would revert the expression of all five master
regulators candidates simultaneously (Figure 2). The full list of
drugs obtained from the analysis is showed in Supplementary
Table S1.

Recent meta-analyses of randomized, double-blind studies
demonstrated that antipsychotics were significantly more
effective than mood stabilizers in the treatment of acute mania,
as demonstrated by the superior efficacy profile of risperidone,
olanzapine, and haloperidol (Cipriani et al., 2011; Yildiz et al.,
2015). Typical antipsychotics block dopamine D2 receptors
presenting anti-manic and anti-psychotic effects in acute
mania (Tohen and Vieta, 2009), and atypical antipsychotics
are antagonists of dopamine D2 receptors as well, but also
block type-2 serotonin (5-HT2) receptors (Markowitz et al.,
1999). Although their mechanisms of action are still not
completely understood, these meta-analyses have supported the
recommendation to use dopamine antagonist/partial agonists
to treat mania (Goodwin et al., 2016). In this sense, it is not
surprising that the MRCMap returned several antipsychotics
with potential to modulate regulons enriched in bipolar
disorder, including two of the classical and still frequently
used typical antipsychotics chlorpromazine and haloperidol
(Tohen and Vieta, 2009; Cipriani et al., 2011). Our CMap
adaptation also found compounds with antidepressive
effects such as maprotiline, mianserin, and desipramine
(Table 1).

Despite the availability of several effective drugs for the
management of acute mania, most pharmacological drugs
currently used to treat psychiatric disorders act through
mechanisms discovered a long time ago, usually acting at
neurotransmitter receptors that may modulate several signal
transduction pathways and induce different responses (Geddes
and Miklowitz, 2013). Nevertheless, molecules targeting specific
signal transduction pathways, not necessarily related to known
traditional mechanisms of psychiatric drugs, may be interesting
therapeutic approaches. We have also identified some drugs
that act on pathways possibly involved in bipolar disorder
pathophysiology, such as inflammatory and oxidative stress
pathways (Berk et al., 2011). These include: non-steroidal
anti-inflammatory agents (meclofenamic acid, ketorolac and
acetylsalicylsalicylic acid, a degradation product of aspirin), a
steroid anti-inflammatory agent with anti-inflammatory and
immunosuppressive properties (diflorasone) and a molecule with
antioxidant profile (trolox C).

Immune disturbances have been strongly suggested
as an important component for the high prevalence of
medical comorbidities in bipolar disorder and for its
pathophysiology (Leboyer et al., 2012; Rosenblat and
McIntyre, 2015). In fact, several reports in literature suggest
that bipolar disorder is associated with a chronic low-grade

TABLE 2 | Advantages and disadvantages of TF-centered CMap versus standard
differentially expressed gene signature CMap.

Advantages Disadvantages

Enables sophisticated modeling
strategies through reconstruction of
gene regulatory networks.

Requires more sophisticated
bioinformatics analyses prior to CMap
phase.

Enables the incorporation of network
biology complexity to drug discovery.

Requires extended computation
pipelines and expertise.

By incorporating transcription factors
rationale as master regulators of groups
of genes, enables extended biologically
relevant knowledge to accompany the
drug selection process.

Requires careful parameterization
during regulatory network
reconstruction phase.

Enables extensive integration of
external data from many other types
and sources (e.g., protein-binding
microarray, proteomics, and
epigenetics) to improve selection
robustness and validity.

inflammation (Brietzke et al., 2009; Modabbernia et al., 2013;
Munkholm et al., 2013; Barbosa et al., 2014). Furthermore,
studies have shown antidepressant effects of adjunctive agents
with anti-inflammatory properties in bipolar disorder (Keck
et al., 2006; Berk et al., 2008; Nery et al., 2008; Savitz et al.,
2012). Current pharmacologic therapy for bipolar disorder
involves low tolerability and high rates of treatment resistance
with recurrent depressive episodes (Gitlin, 2006). Thus,
novel and interesting targets for a better management of
bipolar disorder may involve molecules that act on the
inflammatory pathways, such as those identified in the MRCMap
analysis.

CONCLUDING REMARKS

Prompted by the prohibitive costs and time consuming pitfalls
of traditional approaches, recent years have unraveled new
ways to tackle the drug discovery and development issue,
centered on information integration and analysis, and leading
to computational repositioning strategies. This novel paradigm
shows great multidisciplinary characteristics, incorporating
several current hot topics on biology, statistics, applied
mathematics, and informatics. In this context, data generated
by high-throughput technologies and computational methods
to integrate and analyze them have played an important role.
Moreover, the current systems view of biology promises more
holistic, efficient, and rational avenues of research.

Following this idea, we propose the use of transcription factors
acting as master regulators of pathological states as proxies
to query new drugs for repurposing. The regulatory units of
these master regulators, inferred through reverse engineering,
may be explored with current connectivity maps approaches as
a biologically functional groups of genes, which pathological
expressions we would like to revert. Of additional importance is
the possibility to integrate several layers of biological complexity
(Padi and Quackenbush, 2015) to improve and refine the
primary workflow showed in Figure 1. Since the outcome
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relies on the reconstruction of regulatory TF-target associations,
incorporating strategies to enhance the resolution of these
interactions using protein-binding microarray (Wong et al.,
2013) and/or proteomics are a very interesting prospect to
develop this type of modeling. Also, even though our case
study retrieved several drugs currently used in BD with only
the expression data and the regulatory network reconstruction,
we believe the pipeline proposed could be further improved
by adding different network analyses. Table 2 qualifies a few
advantages and disadvantages of adopting such strategy.

Using bipolar disorder as a short case study, we have
retrieved several drugs with potential to revert regulatory units
previously proposed as master regulators of this disease, among
which were antipsychotics, antidepressive, anti-inflammatory,
and anti-oxidant agents. Some of these molecules are current
clinical therapies for bipolar disorder (e.g., haloperidol and
chlorpromazine), while other present new opportunities of
investigation. It is important to note that standard differentially
expressed CMap of the top 500 genes in the merged BD
dataset queried using build22 did not retrieve drugs such as
haloperidol and chlorpromazine (Supplementary Table S2).
However, more studies are required to further consolidate
the proposed framework and fully assess the validity of the
new repositioning candidates retrieved in experimental/clinical
scenarios.

Finally, although the regulatory units of master regulators
present an interesting new approach to evaluate repurposing
of drugs using connectivity maps, some caution remarks are
required when employing this strategy. Since reverse engineering
of regulatory networks is a new and growing field of systems
biology research, the algorithms used to infer of the master
regulators’ regulatory units during the initial stages of the process
may affect the inputs to the connectivity map stage. Thus, careful
inspection of the computational parameters and procedures are
important to assure reproducibility. Furthermore, CMap also
comes with some pitfalls, such as limited drug perturbation
data, a limited drug coverage and dosage-dependent conditions,
although LINCS project have helped mitigate these factors.
Also, besides the uncertainty of employing cell lines expression
patterns, usually there is no account for dynamics associated
with the disease or the drug under investigation, multi-organ
effects, and genetic variations (Musa et al., 2018). Nevertheless,
search for repositioning drugs using functional modules centered
on transcription factors promises an exciting, rational and
biologically relevant strategy, especially as the reverse engineering

2 https://portals.broadinstitute.org/cmap/

methods advance toward novel, more reliable and powerful
computational and statistical stages.
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FIGURE S1 | TF-Centered Reverse Engineered Network. Expression data
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transcription factor activity and their potential targets are divided and (B) TF-target
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association network (C) shows how regulatory units connect to each other
through common targets (nodes represent the number of targets inferred for that
TF and edges are associated with the number of overlapped targets between any
two TF). Transcription factors regulatory network (D) representation shows the
type of association inferred between transcription factors and its targets in a
regulatory unit.

TABLE S1 | Master regulators connectivity map results.

TABLE S2 | Standard CMap of top 500 differentially expressed genes in merged
Bipolar Disorder dataset.
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CAPÍTULO II 

Este capítulo apresenta o artigo “Integrated Transcriptomic Reveals Master 

Regulators of Lung Adenocarcinoma and Novel Repositioning Drug Candidates”, que 

está submetido para publicação na revista Cancer Medicine. 

Neste estudo, empregamos bancos de dados transcricionais de tecido pulmonar 

normal para reconstruir redes regulatórias de expressão gênica centradas em fatores de 

transcrição e depois as utilizamos vários bancos de dados diferentes para investigar 

potenciais reguladores mestres do adenocarcinoma pulmonar, bem como associações 

entre suas inferidas atividades com a sobrevida de pacientes. Além disso, também 

aplicamos a adaptação do CMap desenvolvida no Capítulo I desta tese para prospectar 

drogas candidatas para reposicionamento em adenocarcinoma de pulmão. 
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DISCUSSÃO 

O câncer de pulmão continua sendo um importante fator contribuinte para grande 

parte das mortes relacionadas ao câncer no mundo e no Brasil. Ademais, a proporção de 

casos de adenocarcinoma pulmonar aumentou nos últimos anos em detrimento de outros 

tipos histológicos da doença. Estes fatores justificam investigações detalhadas e 

inovadoras a fim de auxiliar o entendimento e o tratamento desta patologia. Não obstante, 

o caráter multifatorial e complexo de muitas doenças humanas, incluindo o câncer de 

pulmão, requer que esta inovação incorpore paradigmas, conceitos, tecnologias e 

metodologias melhor ajustados para considerar as características complexas dos sistemas 

biológicos. Portanto, esta tese utilizou transcriptômica e estratégias baseadas em Biologia 

de Sistemas e bioinformática para identificar e estudar fatores de transcrição 

potencialmente atuando como reguladores mestres do desenvolvimento do 

adenocarcinoma pulmonar, bem como as contribuições das unidades regulatórias 

moduladas por estes elementos na sobrevida de pacientes e na busca de fármacos para 

reposição. 

O primeiro passo de nossa estratégia foi buscar um perfil de transcrição normal 

do tecido pulmonar a partir da reconstrução de redes regulatórias de genes centradas em 

fatores de transcrição. A inferência de rede transcricional de tecido normal foi feita 

utilizando dois datasets, o que implica em duas evidentes vantagens do ponto de vista do 

racional biológico. Primeiramente, duas referências de normalidade significam diferentes 

pontos de partida para o mesmo fim patológico. Afinal, aspectos populacionais diferentes, 

mesmo em condições consideradas “normais” previamente, são importantes fatores 

determinantes para o desenvolvimento e a progressão das doenças. Em segundo lugar, e 

complementar ao benefício anterior, é a introdução de dois perfis de variabilidade 



 

77 
 

distintos a partir dos quais achados e conclusões em comum ganham suporte mais sólido 

tanto do ponto de vista biológico quanto estatístico.  

Além da variabilidade introduzida na computação das redes transcricionais 

normais, também nos estudos de caso-controle e sobrevida manteve-se uma diversidade 

de populações. Afinal, os 13 estudos de caso-controle utilizados para a identificação de 

reguladores mestres e os 10 estudos utilizados para as análises de sobrevida advêm de 

populações diferentes de indivíduos, obtidas em datasets independentes. Por exemplo, o 

estudo GSE14814 avalia 133 pacientes com CPNPC obtidos no instituto canadense de 

câncer da universidade de Toronto, enquanto os dados encontrados em GSE37745 

coletaram 196 pacientes na universidade sueca de Uppsala e em GSE11969 temos 149 

biópsias tumorais de origem japonesa.  

Uma característica importante de nossa abordagem foi o fato de que as amostras 

das coortes destes estudos independentes não foram agrupadas em uma “super-coorte” de 

pacientes, prática que muitos estudos computacionais adotam. Duas razões justificam a 

adoção desta tática. A primeira é o aspecto técnico, pois os muitos dos datasets utilizados 

não compartilham das mesmas plataformas de tecnologia transcriptômica. Diferentes 

plataformas requerem etapas e estratégias diferentes de pré-processamento, bem como 

exibem diferente cobertura e resolução. Estas características impossibilitam a 

combinação das amostras de todos os estudos em um painel único. A segunda razão é que 

a estratégia fundamental em todos os passos de nosso fluxo de trabalho foi a busca de 

consistência, independentemente da plataforma, do pré-processamento, da cobertura ou 

da resolução de cada estudo. Por outro lado, os mais de vinte estudos analisados somam 

mais de 2400 amostras de pacientes. Tudo isso contribui para um conforto adicional sobre 

a robustez e confiabilidade dos resultados obtidos. 
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Outro aspecto peculiar da reconstrução de redes transcricionais utilizado neste 

trabalho é o caráter modular oriundo do fato destas redes estarem centradas em fatores de 

transcrição. Na verdade, esta abordagem permite duas representações das associações 

entre os genes (Figura 8): (1) rede regulatória de fatores de transcrição e (2) redes de 

associação de unidades regulatórias. A primeira mostra as relações entre os genes dos 

fatores de transcrição e seus alvos inferidos (unidades regulatórias); enquanto a segunda 

mostra relações entre as unidades regulatórias de diferentes fatores de transcrição. Por 

esta estratégia, unidades regulatórias podem ser consideradas módulos funcionais dos 

fatores de transcrição e, portanto, o segundo tipo de visualização representa uma rede de 

módulos. Na verdade, esta característica é explorada na inferência de reguladores mestres 

e de estado de ativação, na avaliação da influência de unidades regulatórias na sobrevida 

e na adaptação do método de mapa de conectividades para reposicionamento 

computacional de drogas. 

 

Figura 8. Representações de redes centradas em fatores de transcrição. 

Outro aspecto também importante quando consideramos a natureza da informação 

obtida a partir dos bancos de dados transcriptômicos (tecido pulmonar tumoral e não-

afetado) é a composição celular presente nestas biópsias. Sabe-se que tumores sólidos 
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apresentam uma variedade considerável de células não tumorais, como células do sistema 

imune e vasos. Assim, deve-se reconhecer que é difícil decompor influências específicas 

dos perfis de expressão destes componentes no dado transcriptômico utilizado, e este fato 

deve ser levado em consideração quando avaliamos e interpretamos os resultados obtidos. 

Além disso, muitas das amostras não tumorais de tecido pulmonar obtidas nos datasets 

são de áreas adjacentes da neoplasia nas biópsias. Isto é importante ponderarmos, pois é 

descrito que o tumor é capaz de induzir mudanças metabólicas sob o tecido não 

acometido, tornando-o metabolicamente diferente de tecidos não afetados [103]. 

A busca por fatores de transcrição candidatos a reguladores mestres do 

desenvolvimento do adenocarcinoma pulmonar resultou em nove candidatos consenso 

entre os datasets utilizados e ambas as redes de referência – ATOH8, DACH1, EPAS1, 

ETV5, FOXA2, FOXM1, HOXA4, SMAD6 e UHRF1. De fato, as unidades regulatórias 

destes fatores de transcrição demonstraram estar significativamente enriquecidas de 

genes diferencialmente expressos em mais de 80% dos bancos de dados avaliados. 

Conforme explorado no Capítulo II, o envolvimento destes fatores de transcrição com 

tumorigênese ou outro aspecto da biologia tumoral é descrito na literatura para diversos 

tipos de câncer, inclusive câncer de pulmão. De fato, dado o papel biológico 

desempenhado por fatores de transcrição na transição fenotípica para estados patológicos, 

não é surpreendente encontrar diversos deles já relatados como protagonistas no cenário 

oncológico do câncer pulmonar. Interessantemente, contudo, este é o primeiro estudo 

relacionando ATOH8 com adenocarcinoma de pulmão. Estudos adicionais, utilizando 

modelos experimentais, precisam ser elaborados para melhor estabelecer o papel deste 

fator de transcrição na patologia. 
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Além dos papéis tumorigênicos reportados na literatura para os nove candidatos 

a reguladores mestres, como transição epitelial-mesenquimal, proliferação ou metástase 

(Capítulo II), quatro destes fatores de transcrição – EPAS1, ETV5, FOXA2 e DACH1 – 

também apresentam associações com vias de sinalização de hormônios sexuais, 

resultando em modulação diferencial de perfil ou atividade transcricional da célula. Isto 

pode ser uma pista para explicar o aumento da predominância de adenocarcinoma 

pulmonar em mulheres. De fato, o eixo estradiol-receptor de estrogênio foi demonstrado 

regulando o perfil transcricional de ETV5, em linhagem PC-3 de câncer de próstata que 

não expressa receptor de androgênio [104]. No adenocarcinoma pulmonar, ainda não há 

indícios na literatura de envolvimento diferencial deste fator de transcrição baseado no 

sexo do paciente. 

EPAS1 (ou HIF2α) apresenta um papel ambíguo com relação à modulação do 

perfil transcricional e sobrevida em câncer de pulmão [105]. Para explicar esta dualidade 

Mazumdar propôs um modelo em que a expressão aumentada de EPAS1 favorece a 

proliferação tumoral; porém a diminuição excessiva deste fator de transcrição leva à perda 

de genes supressores tumorais, também favorecendo a tumorigênese. Esta ideia foi 

reforçada em câncer de mama, sugerindo que existem grupos de genes especificamente 

modulados por EPAS1, porém cujas expressões diferencialmente afetam o desfecho 

fenotípico dependendo da atividade/expressão de HIF1α ou outros reguladores [106]. 

Assim, parece ser necessário um balanço fino da expressão de EPAS1, a fim de mantê-lo 

dentro de uma faixa de expressão capaz de manter a regulação adequada de genes 

supressores tumorais, porém sem favorecer exacerbadamente genes associados com 

proliferação. Neste contexto, o receptor de estrogênio parece ser um candidato para fazer 

esta regulação fina. De fato, em linhagem de câncer de mama, ele foi observado regulando 

negativamente a expressão de EPAS1 [107]. Em nosso estudo, a unidade regulatória de 
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EPAS1 aparece reprimida, sugerindo uma 

menor expressão ou atividade deste fator 

de transcrição no adenocarcinoma 

pulmonar. Contudo, mais estudos são 

necessários para certificar influência do 

receptor de estrogênio sobre EPAS1 nesta 

patologia. 

Em hepatocarcinoma, a presença de um dimorfismo sexual com relação ao 

desenvolvimento da patologia é bem caracterizada. Neste câncer, estrogênio favorece 

resistência à patologia e androgênio suscetibilidade (Figura 9) [108]. Um protagonista 

importante desta manifestação diferenciada da doença é a família FOXA, da qual FOXA2 

faz parte. Na verdade, a influência de FOXA1/2 sobre este fenômeno é completamente 

revertida em animais transgênicos com deficiência destes fatores de transcrição, 

sugerindo que a sinalização medida por estrogênio que promove a resistência a 

hepatocarcinoma em mulheres e a 

sinalização mediada por androgênio que 

promove suscetibilidade em homens é 

dependente de FOXA [109]. Em nossos resultados, o estado de ativação inferido de 

FOXA2 é reprimido no adenocarcinoma de pulmão. Se FOXA2 e a sinalização de 

estrogênio estiverem relacionadas no adenocarcinoma de pulmão feminino de forma 

similar à relação entre FOXA1/2 e a sinalização de androgênio no hepatocarcinoma em 

homens, isto pode ser mais um indício para justificar diferenças nas incidências de deste 

subtipo entre os sexos. 

Figura 9. Esquema representando o 
dimorfismo sexual observado pela influência 
diferencial de hormônios sexuais sobre o 
desenvolvimento do hepatocarcinoma. 
Adaptado de Zhao and Li [108]. 
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Finalmente, DACH1 também mostra evidências de associação com hormônios 

sexuais e consequente gatilho de tumorigênese em cânceres responsivos a estes 

hormônios, como mama e próstata [110,111]. Contudo, diferente do dimorfismo sexual 

observado em hepatocarcinoma, os mecanismos propostos de interação entre DACH1 e 

os receptores de estrogênio e androgênio sugerem que ele possui função inibitória sobre 

ambos, impedindo a transcrição medida por estes fatores de transcrição [112]. O 

mecanismo descrito para esta inibição envolve a formação de complexos proteicos entre 

DACH1 com histona deacetilases (HDACs – histone deacetylase) e consequente 

modulação epigenética da expressão destes receptores [111]. Em nossos resultados, foi 

inferido que a unidade regulatória de DACH1 estaria reprimida na patologia, sugerindo 

menor atividade deste fator de transcrição. Neste cenário, sua influência inibitória sobre 

os efeitos pró-tumorais da via do estrogênio estariam prejudicados, favorecendo a 

tumorigênese. Ademais, DACH1 também apresenta efeitos supressores tumorais 

independentes de sua interação com os receptores de hormônios sexuais [113–116]. 

Outro fenômeno comum entre vários dos candidatos a reguladores mestre obtidos 

em nossas análises é o envolvimento com a regulação epigenômica. Nos últimos anos, 

evidências da participação e importância de fatores epigenéticos na oncogênese são 

abundantes e consistentes, incluindo modificações em histonas e complexos de 

remodelamento da cromatina. Ademais, muito destas evidências foram obtidas a partir de 

estudos com tecnologias ômicas e sequenciamento de nova geração [117]. Dos nove 

fatores de transcrição consenso em nosso estudo, pelo menos cinco apresentam 

associação com modulação epigenética reportada na literatura. Por exemplo, a proteína 

oncogênica LMP1 foi observada silenciando a expressão de ATOH8 por modular a 

metilação de histonas em carcinoma nasofaríngeo [118].  



 

83 
 

Para DACH1, além da associação direta com HDACs para regulação epigenética 

[111], vários estudos já exploraram o próprio silenciamento epigenético deste fator de 

transcrição como um gatilho para o desenvolvimento tumoral [119]. Na verdade, 

linhagens tratadas com 5-Aza-2’-deoxycytidina (decitabina) ou 5-azacytidina, agentes 

inibidores da metilação do DNA, demonstraram induzir a expressão de DACH1 em vários 

cânceres, inclusive pulmão, reduzindo a agressividade tumoral [120–124]. Similarmente, 

a região promotora de EPAS1 foi detectada hipermetilada em linhagens e tecido de câncer 

pulmonar, regulada por metiltransferases. Por outro lado, DNA metiltransferase 1 

(DNMT1) foi observada como um alvo de EPAS1, sugerindo a existência de mecanismos 

de retroalimentação negativa entre EPAS1 e vias epigenéticas [125]. Da mesma maneira, 

a análise detalhada da região promotora de FOXA2 também revelou a metilação como 

um importante determinante do perfil de expressão deste gene em câncer de pulmão, 

sendo que o tratamento com 5-Aza-2’-deoxycytidina foi capaz de induzir a expressão de 

RNA mensageiro de FOXA2 em linhagens que não o expressavam [126]. Finalmente, 

UHRF1 é um reconhecido regulador epigenômico capaz de interagir com HDAC1, 

DNMT1 e regular a metilação de DNA, bem como modificações de histonas [127–129]. 

De fato, a interação entre UHRF1 e DNMT1 é essencial para a propagação consistente de 

padrões de metilação e a literatura indica que UHRF1 está presente em promotores 

metilados de genes supressores tumorais, suprimindo a expressão destes genes [130–132]. 

Considerando o exposto acima, não é surpreendente que o resultado do nosso 

reposicionamento computacional baseado no mapa de conectividade retornou o ácido 

valproico, um agente envolvido com a regulação epigenética por inibição de HDAC, 

como potencial agente capaz de reverter o perfil transcricional das unidades regulatórias 

de UHFR1, FOXA2 e FOXM1. Evidentemente, maiores estudos são necessários para 

averiguar o papel desta classe de fármacos sobre estes fatores de transcrição e seus alvos 
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em adenocarcinoma pulmonar. Porém, trabalhos recentes já sugerem que inibidores de 

HDAC podem constituir estratégias terapêuticas interessantes para câncer de pulmão em 

combinação com outros fármacos antitumorais, como a cisplatina [133,134]. Deveras, 

estudos clínicos utilizando vários integrantes desta classe de compostos foram iniciados 

nos últimos anos (Tabela 2).  
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Tabela 2 – Estudos Clínicos Avaliando Combinações Terapêuticas Utilizando Inibidores de Histona Deacetilases em Câncer de Pulmão 

Identificador NCT1 Status Intervenção2 Fases 
Última 

Atualização 

NCT03220477 Recruiting Drug: Pembrolizumab | Drug: Guadecitabine | Drug: Mocetinostat Phase 1 2019 

NCT01059552 
Active, not 

recruiting 
Drug: Vorinostat Phase 1 2018 

NCT02805660 
Active, not 

recruiting 
Drug: Mocetinostat | Drug: Durvalumab Phase 1|Phase 2 2018 

NCT02437136 
Active, not 

recruiting 
Drug: Entinostat | Drug: Pembrolizumab Phase 1|Phase 2 2018 

NCT02638090 Recruiting Drug: Vorinostat | Drug: Pembrolizumab Phase 1|Phase 2 2018 

NCT02954991 Recruiting 
Drug: Glesatinib | Drug: Sitravatinib | Drug: Mocetinostat | Drug: 

Nivolumab 
Phase 2 2018 

NCT00138203 Completed Drug: Vorinostat | Other: Laboratory Biomarker Analysis Phase 2 2018 

NCT01336842 Completed Drug: Panobinostat, Cisplatin, Pemetrexed Phase 1 2018 

NCT02151721 
Active, not 

recruiting 
Drug: Vorinostat, Gefitinib Phase 1 2018 

NCT01928576 Recruiting Drug: Azacitidine | Drug: Entinostat | Drug: Nivolumab Phase 2 2018 

NCT02890069 Recruiting 
Biological: PDR001 | Drug: LCL161 | Drug: Everolimus | Drug: 

Panobinostat | Drug: QBM076 | Drug: HDM201 
Phase 1 2018 

NCT03590054 Recruiting Drug: Abexinostat | Biological: Pembrolizumab Phase 1 2018 

NCT00667082 Completed Drug: NPI-0052 (Marizomib) + Vorinostat Phase 1 2017 

NCT00731952 Completed Drug: Velcade and Vorinostat Phase 1 2017 

NCT00946673 Completed Drug: Vorinostat | Procedure: Radiation Therapy Phase 1 2017 
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NCT01005797 Completed Drug: Panobinostat (LBH589), Sorafenib Phase 1 2017 

NCT02728492 Completed 
Drug: Quisinostat | Drug: Paclitaxel | Drug: Carboplatin | Drug: 

Gemcitabine | Drug: Cisplatin 
Phase 1 2016 

NCT00798720 Completed Drug: Vorinostat | Drug: Bortezomib Phase 2 2016 

NCT00423449 Completed Drug: Vorinostat | Drug: Gemcitabine | Drug: Platinum-based Agent Phase 1 2016 

NCT01594398 Completed Drug: Entinostat | Drug: Erlotinib | Drug: Exemestane Phase 1 2016 

NCT00387465 Completed 
Drug: Azacitidine | Drug: Entinostat | Other: Laboratory Biomarker 

Analysis | Other: Pharmacological Study 
Phase 1|Phase 2 2015 

NCT01310244 Completed Drug: Belinostat, Carboplatin, Paclitaxel Phase 1|Phase 2 2015 

NCT00738751 Completed Drug: Panobinostat (LBH589) | Drug: Erlotinib Phase 1 2015 

NCT00481078 Completed 
Drug: Vorinostat | Drug: Paclitaxel | Drug: Carboplatin | Other: Placebo | 

Other: Laboratory Biomarker Analysis 
Phase 2 2014 

NCT00821951 Completed Drug: Vorinostat | Radiation: Radiotherapy Phase 1 2013 

NCT00635791 Completed Drug: Sorafenib | Drug: Vorinostat Phase 1 2013 

NCT00602030 Completed Drug: Entinostat | Drug: SNDX-275 | Drug: Erlotinib Phase 1|Phase 2 2012 

NCT00020579 Completed Drug: Entinostat Phase 1 2012 

NCT00535951 Completed Drug: Panobinostat (LBH589) Phase 1 2012 

NCT00750698 Completed Drug: Entinostat (SNDX-275) | Drug: Erlotinib Phase 2 2011 

NCT00106626 Completed 
Drug: Vorinostat (Suberoylanilide Hydroxamic Acid [SAHA]) in 

combination with Pemetrexed and Cisplatin 
Phase 1 2009 

NCT00073385 Completed Drug: Pivanex | Drug: Docetaxel Phase 2 2005 

1 Fonte: https://clinicaltrials.gov  
2 Inibidor de Histona Deacetilase em destaque 

 

https://clinicaltrials.gov/
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Mesmo que a literatura mostre diversas associações individuais dos fatores de 

transcrição candidatos a reguladores mestre obtidos por nossas análises com respostas a 

hormônios sexuais, a modulação epigenômica e a drogas, é importante lembrar que estas 

interações estão ocorrendo concomitantemente no contexto biológico. Isto é, a dinâmica 

multifatorial do sistema significa que todos os fenômenos em conjunto são os 

determinantes do desfecho fenotípico, mesmo que alguns elementos sobressaiam-se 

favorecendo um estado homeostático qualquer. Neste sentido, a ideia esquematizada na 

Figura 6 como uma balança é extremamente útil, embora simplificada, para representar 

abstratamente este panorama. A simplificação está na dimensão da balança. De fato, em 

um modelo considerando os nove candidatos a reguladores mestres identificados, esta 

balança teria nove braços, e as conformações resultante dos “pesos” de cada fator de 

transcrição estariam contribuindo para levar ao estado patológico. No nosso caso, estes 

“pesos” seriam representados pelos estados de ativação observados pelo estado de 

ativação inferido para cada fator de transcrição. Adicionalmente, é preciso também 

considerar a biologia diferencial de cada fator de transcrição. Por exemplo, não é 

incomum que estes elementos exerçam seus papéis biológicos em combinação com 

cofatores, formando estruturas multiprotéicas cujos componentes podem modificar a 

intensidade (“peso” na balança) da resposta.  

Finalmente, porém não menos importante ou complexo, é necessário destacar um 

fenômeno reconhecidamente relacionado à biologia de tumores sólidos: a abundância e 

influência do sistema imune. Como as amostras obtidas nos bancos de dados públicos 

advêm de biópsias tumorais, a presença de outros elementos, como leucócitos, além das 

células tumorais é uma realidade inevitável. Similar a outros tumores, o CPNPC é capaz 

de estabelecer um microambiente imunossupressor, favorecendo o crescimento tumoral 

[135]. Curiosamente, um dos reguladores mestres identificados apresenta-se na interface 
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sistema imune-câncer. Recentemente, o papel ETV5 em células T CD4+ foi demonstrado 

aumentando a produção de IL-10 in vivo e in vitro [136]. Esta interleucina, por sua vez, 

é um reconhecido imunossupressor e agente pró-tumoral no contexto do adenocarcinoma 

pulmonar [137]. Por outro lado, nossos resultados mostram repressão de ETV5 nas 

biópsias de tumor em relação aos controles, o que pode significar uma predominância de 

células tumorais nas biópsias dos estudos coletados ou um sucesso dos filtros aplicados 

no desenvolvimento do pipeline de inferência. Evidentemente, maiores estudos sobre o 

papel específico de ETV5 em células tumorais em relação a componentes do sistema 

imune. 

Por fim, as tecnologias ômicas, a bioinformática e a Biologia de Sistemas 

certamente permitem-nos estudar a biologia tumoral sob uma perspectiva muito mais 

próxima da realidade biológica. Porém, as dificuldades que sistemas complexos impõem 

também são proporcionalmente maiores do que outrora podíamos contemplar. Não 

obstante, reconhecer o quão formidável é o desafio constitui um passo importante para o 

sucesso. 

Conclusão 

Neste trabalho, utilizamos dados transcriptômicos de repositórios públicos para 

reconstruir redes regulatórias de fatores de transcrição e para testar as unidades 

regulatórias obtidas na busca de reguladores mestres do adenocarcinoma de pulmão. Os 

resultados obtidos mostraram nove fatores de transcrição candidatos a reguladores mestre 

da patologia – ATOH8, DACH1, EPAS1, ETV5, FOXA2, FOXM1, HOXA4, SMAD6 e 

UHRF1 –, muitos dos quais apresentam associação com o desenvolvimento de diversos 

tipos de câncer, inclusive de pulmão. A exceção é ATOH8, para o qual este é o primeiro 

estudo relacionando-o com adenocarcinoma pulmonar. Também investigamos a 
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associação entre os estados de ativação destes fatores de transcrição, representados pelos 

escores de enriquecimento de suas unidades regulatórias, com a sobrevida de pacientes. 

Esta avaliação mostrou que três reguladores mestre candidatos – FOXA2, FOXM1 e 

UHRF1 – apresentaram escores de enriquecimento significativamente relacionados com 

mau prognóstico em diversas coortes de adenocarcinoma. Finalmente, desenvolvemos e 

utilizamos uma adaptação da metodologia de mapa de conectividades também utilizando 

escores de enriquecimento das unidades regulatórias, para prospectar drogas com 

potencial para reposicionamento. Esta abordagem retornou seis compostos: deptropina, 

promazina, ácido valproico, azaciclonol, metotrexato e composto ChemBridge ID 

5109870. Estas moléculas têm potencial para serem utilizadas em estratégias terapêuticas 

e levando à reversão dos perfis transcricionais das unidades regulatórias de FOXA2, 

FOXM1 e UHRF1. 

Perspectivas 

Os resultados computacionais obtidos nesta tese precisam ser devidamente 

avaliados experimentalmente para certificar a validade do modelo proposto. Este 

processo pode ser realizado em biópsias de pacientes e linhagens de adenocarcinoma 

pulmonar. O melhor método para validar as unidades regulatórias dos reguladores mestres 

propostos é por imunoprecipitação de cromatina seguido de sequenciamento (ChIP-seq), 

a fim de verificar se os fatores de transcrição precipitam com os sítios de ligação ao DNA 

dos alvos conforme modelados computacionalmente. Além disso, também é fundamental 

avaliar o potencial anti-tumoral e os mecanismos de ação dos fármacos obtidos em nossos 

resultados sobre a funcionalidade dos reguladores mestres obtidos, especialmente aqueles 

pouco explorados pela literatura oncológica atual. 
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Ademais, mais análises computacionais, integrando outros estratos da hierarquia 

biológica, também podem ser implementados para expandir e refinar os modelos obtidos 

com dados transcritômicos. De fato, abordagens multiômicas estão sendo desenvolvidas, 

implementadas e recomendados para modelar a realidade biológica de sistemas 

complexos de forma mais completa. Em nosso caso, integrar informação epigenômica e 

proteômica ao modelo transcriptômico atual tem grande potencial de enriquecer o 

entendimento do adenocarcinoma de pulmão. Ademais, outra perspectiva interessante 

inclui a avaliação de diferenças de estado de ativação dos reguladores mestres em função 

do sexo, a fim de complementar indícios da influência diferencial de hormônios sexuais 

sobre a biologia do adenocarcinoma pulmonar. Finalmente, com a expansão do banco de 

dados do mapa de conectividade desenvolvido no programa LINCS, mais moléculas 

podem ser consideraras na análise de reposicionamento computacional de drogas.  
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Anexo IA 

A seguir, são anexadas as tabelas suplementares do Capítulo I. 



Supplementary Table 1. Master Regulators Connectivity Map Results (FULL TABLE) 

Drug 
Connectivity 

Score 
p-value *ATC level 1 *ATC level 2 *ATC level 3 CAS number 

loperamide -0.248 0.01971 
A=ALIMENTARY TRACT 

AND METABOLISM 

A07=ANTIDIARRHEALS, INTESTINAL 
ANTIINFLAMMATORY/ANTIINFECTIVE 

AGENTS 
A07D=ANTIPROPULSIVES 53179-11-6 

dicoumarol -0.244 0.00554 
B=BLOOD AND BLOOD 

FORMING ORGANS 
B01=ANTITHROMBOTIC AGENTS 

B01A=ANTITHROMBOTIC 
AGENTS 

66-76-2 

xamoterol -0.230 0.03101 
C=CARDIOVASCULAR 

SYSTEM 
C01=CARDIAC THERAPY 

C01C=CARDIAC STIMULANTS 
EXCL. CARDIAC GLYCOSIDES 

81801-12-9 

furosemide -0.241 0.00167 
C=CARDIOVASCULAR 

SYSTEM 
C03=DIURETICS 

C03C=HIGH-CEILING 
DIURETICS 

54-31-9 

bumetanide -0.238 0.00482 
C=CARDIOVASCULAR 

SYSTEM 
C03=DIURETICS 

C03C=HIGH-CEILING 
DIURETICS 

28395-03-1 

naftidrofuryl -0.251 0.00284 
C=CARDIOVASCULAR 

SYSTEM 
C04=PERIPHERAL VASODILATORS 

C04A=PERIPHERAL 
VASODILATORS 

31329-57-4 

lidoflazine -0.251 0.00165 
C=CARDIOVASCULAR 

SYSTEM 
C08=CALCIUM CHANNEL BLOCKERS 

C08E=NON-SELECTIVE 
CALCIUM CHANNEL BLOCKERS 

3416-26-0 

lovastatin -0.233 0.02459 
C=CARDIOVASCULAR 

SYSTEM 
C10=LIPID MODIFYING AGENTS 

C10A=LIPID MODIFYING 
AGENTS, PLAIN 

75330-75-5 

econazole -0.237 0.01629 D=DERMATOLOGICALS 
D01=ANTIFUNGALS FOR 
DERMATOLOGICAL USE 

D01A=ANTIFUNGALS FOR 
TOPICAL USE 

27220-47-9 

clemastine -0.238 0.03361 D=DERMATOLOGICALS 
D04=ANTIPRURITICS, INCL. 

ANTIHISTAMINES, ANESTHETICS, ETC. 

D04A=ANTIPRURITICS, INCL. 
ANTIHISTAMINES, 
ANESTHETICS, ETC. 

15686-51-8 

fusidic acid -0.223 0.02937 D=DERMATOLOGICALS 
D06=ANTIBIOTICS AND 

CHEMOTHERAPEUTICS FOR 
DERMATOLOGICAL USE 

D06A=ANTIBIOTICS FOR 
TOPICAL USE 

6990-06-3 

diflorasone -0.207 0.03009 D=DERMATOLOGICALS 
D07=CORTICOSTEROIDS, 

DERMATOLOGICAL PREPARATIONS 
D07A=CORTICOSTEROIDS, 

PLAIN 
2557-49-5 

fluticasone -0.229 0.04845 D=DERMATOLOGICALS 
D07=CORTICOSTEROIDS, 

DERMATOLOGICAL PREPARATIONS 
D07A=CORTICOSTEROIDS, 

PLAIN 
90566-53-3 

benzethonium 
chloride 

-0.278 0.00576 D=DERMATOLOGICALS 
D08=ANTISEPTICS AND 

DISINFECTANTS 
D08A=ANTISEPTICS AND 

DISINFECTANTS 
121-54-0 

tretinoin -0.264 0.00400 D=DERMATOLOGICALS D10=ANTI-ACNE PREPARATIONS D10A=ANTI-ACNE 302-79-4 

104



PREPARATIONS FOR TOPICAL 
USE 

ivermectin -0.264 0.00198 D=DERMATOLOGICALS 
D11=OTHER DERMATOLOGICAL 

PREPARATIONS 

D11A=OTHER 
DERMATOLOGICAL 

PREPARATIONS 
70288-86-7 

benzathine 
benzylpenicillin 

-0.226 0.03850 
J=ANTIINFECTIVES FOR 

SYSTEMIC USE 
J01=ANTIBACTERIALS FOR SYSTEMIC 

USE 
J01C=BETA-LACTAM 

ANTIBACTERIALS, PENICILLINS 
1538-09-6 

ceftazidime -0.216 0.03958 
J=ANTIINFECTIVES FOR 

SYSTEMIC USE 
J01=ANTIBACTERIALS FOR SYSTEMIC 

USE 
J01D=OTHER BETA-LACTAM 

ANTIBACTERIALS 
72558-82-8 

lincomycin -0.241 0.00600 
J=ANTIINFECTIVES FOR 

SYSTEMIC USE 
J01=ANTIBACTERIALS FOR SYSTEMIC 

USE 

J01F=MACROLIDES, 
LINCOSAMIDES AND 
STREPTOGRAMINS 

154-21-2 

clofazimine -0.242 0.01255 
J=ANTIINFECTIVES FOR 

SYSTEMIC USE 
J04=ANTIMYCOBACTERIALS 

J04B=DRUGS FOR TREATMENT 
OF LEPRA 

2030-63-9 

Rapamycin -0.297 0.00979 

L=ANTINEOPLASTIC 
AND 

IMMUNOMODULATING 
AGENTS 

L04=IMMUNOSUPPRESSANTS L04A=IMMUNOSUPPRESSANTS 53123-88-9 

meclofenamic acid -0.236 0.02462 
M=MUSCULO-

SKELETAL SYSTEM 
M01=ANTIINFLAMMATORY AND 

ANTIRHEUMATIC PRODUCTS 

M01A=ANTIINFLAMMATORY 
AND ANTIRHEUMATIC 

PRODUCTS, NON-STEROIDS 
644-62-2 

acemetacin -0.219 0.02563 
M=MUSCULO-

SKELETAL SYSTEM 
M01=ANTIINFLAMMATORY AND 

ANTIRHEUMATIC PRODUCTS 

M01A=ANTIINFLAMMATORY 
AND ANTIRHEUMATIC 

PRODUCTS, NON-STEROIDS 
53164-05-9 

ketorolac -0.222 0.04700 
M=MUSCULO-

SKELETAL SYSTEM 
M01=ANTIINFLAMMATORY AND 

ANTIRHEUMATIC PRODUCTS 

M01A=ANTIINFLAMMATORY 
AND ANTIRHEUMATIC 

PRODUCTS, NON-STEROIDS 
74103-06-3 

dyclonine -0.243 0.01433 N=NERVOUS SYSTEM N01=ANESTHETICS N01B=ANESTHETICS, LOCAL 586-60-7 

metixene -0.285 0.00015 N=NERVOUS SYSTEM N04=ANTI-PARKINSON DRUGS 
N04A=ANTICHOLINERGIC 

AGENTS 
4969-02-2 

trihexyphenidyl -0.240 0.01929 N=NERVOUS SYSTEM N04=ANTI-PARKINSON DRUGS 
N04A=ANTICHOLINERGIC 

AGENTS 
144-11-6 

prochlorperazine -0.301 0.00173 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-38-8 

chlorpromazine -0.270 0.00546 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 50-53-3 

levomepromazine -0.258 0.00790 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 60-99-1 

perphenazine -0.255 0.01623 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-39-9 
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haloperidol -0.243 0.01810 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 52-86-8 

promazine -0.236 0.02966 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-40-2 

zuclopenthixol -0.228 0.03376 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 53772-83-1 

mesoridazine -0.222 0.03528 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 5588-33-0 

thioproperazine -0.209 0.04228 N=NERVOUS SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 316-81-4 

maprotiline -0.253 0.00566 N=NERVOUS SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 10262-69-8 

mianserin -0.232 0.01657 N=NERVOUS SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 24219-97-4 

desipramine -0.226 0.02894 N=NERVOUS SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 50-47-5 

nortriptyline -0.240 0.04380 N=NERVOUS SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 72-69-5 

tacrine -0.221 0.02861 N=NERVOUS SYSTEM N06=PSYCHOANALEPTICS N06D=ANTI-DEMENTIA DRUGS 321-64-2 

proguanil -0.233 0.03071 

P=ANTIPARASITIC 
PRODUCTS, 

INSECTICIDES AND 
REPELLENTS 

P01=ANTIPROTOZOALS P01B=ANTIMALARIALS 500-92-5 

astemizole -0.254 0.02506 
R=RESPIRATORY 

SYSTEM 
R06=ANTIHISTAMINES FOR SYSTEMIC 

USE 
R06A=ANTIHISTAMINES FOR 

SYSTEMIC USE 
68844-77-9 

iodixanol -0.235 0.00757 V=VARIOUS V08=CONTRAST MEDIA 
V08A=X-RAY CONTRAST 

MEDIA, IODINATED 
92339-11-2 

Trolox C -0.248 0.00341    53188-07-1 

ursolic acid -0.241 0.00348    
 

0297417-0002B -0.364 0.00357    127967-03-7 

piperacetazine -0.256 0.00391    3819-00-9 

chlorcyclizine -0.243 0.00408    82-93-9 

acetylsalicylsalicylic 
acid 

-0.246 0.00472    530-75-6 

homochlorcyclizine -0.257 0.00489    848-53-3 

eticlopride -0.240 0.00713    97612-24-3 

sulfamonomethoxine -0.230 0.01424    1220-83-3 

alpha-yohimbine -0.232 0.01666    131-03-3 

lasalocid -0.238 0.02109    25999-31-9 

gabexate -0.209 0.02571    39492-01-8 

spiradoline -0.229 0.02751    87151-85-7 

thioperamide -0.207 0.03313    106243-16-7 

Prestwick-1082 ((-)- -0.220 0.03367    70310-73-5 
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Eseroline fumarate 
salt) 

metitepine -0.226 0.04174    20229-30-5 

coralyne -0.226 0.04943    6872-73-7 
*Anatomical Therapeutic Chemical (ATC) Classification 
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rank cmap name mean n enrichment p specificity percent non-null
1 camptothecin -0.832 3 -0.999 0 0 100
2 doxorubicin -0.762 3 -0.992 0 0.015 100
3 alsterpaullone -0.7 3 -0.989 0 0.0214 100
4 H-7 -0.754 4 -0.988 0 0.0303 100
5 tanespimycin -0.334 62 -0.391 0 0.2017 70
6 azacitidine -0.697 3 -0.978 0.00004 0.0385 100
7 phenoxybenzamine -0.616 4 -0.921 0.00006 0.0091 100
8 metampicillin 0.597 5 0.87 0.00008 0 100
9 LY-294002 -0.247 61 -0.287 0.00008 0.3681 60

10 0175029-0000 -0.745 6 -0.814 0.00014 0.0352 100
11 astemizole -0.549 5 -0.842 0.00026 0.0396 100
12 Prestwick-692 0.621 4 0.88 0.0003 0.0121 100
13 methylbenzethonium chloride -0.425 6 -0.735 0.0007 0.0165 83
14 alvespimycin -0.351 12 -0.542 0.00092 0.058 83
15 anisomycin 0.556 4 0.839 0.00107 0.0979 100
16 sirolimus -0.247 44 -0.289 0.0011 0.3767 56
17 fludrocortisone 0.297 8 0.626 0.00156 0.0588 50
18 cephaeline 0.686 5 0.765 0.00162 0.226 80
19 geldanamycin -0.388 15 -0.464 0.00184 0.1328 80
20 Prestwick-691 0.633 3 0.901 0.0019 0.0063 100
21 trifluoperazine -0.279 16 -0.44 0.00251 0.1731 75
22 nadolol 0.639 4 0.806 0.00265 0.022 100
23 dantrolene 0.502 6 0.68 0.00284 0.0064 83
24 adiphenine 0.385 5 0.718 0.00409 0.234 60
25 pioglitazone 0.398 11 0.497 0.00462 0.034 63
26 0179445-0000 -0.462 8 -0.564 0.00608 0.0203 75
27 clemizole -0.462 5 -0.692 0.00619 0.0068 80
28 nicergoline -0.49 5 -0.692 0.00619 0 100
29 mepenzolate bromide -0.484 5 -0.689 0.00657 0.0062 100
30 iohexol 0.54 4 0.753 0.00716 0.0171 75
31 niclosamide -0.441 5 -0.684 0.00721 0.0826 100
32 alpha-estradiol -0.274 16 -0.403 0.00736 0.1639 56
33 isoconazole -0.415 5 -0.681 0.00755 0 80
34 hexestrol -0.463 4 -0.75 0.00778 0.0365 100
35 levonorgestrel -0.352 6 -0.63 0.00791 0.071 83
36 etoposide -0.515 4 -0.745 0.00837 0.0769 100
37 GW-8510 -0.588 4 -0.745 0.00843 0.2672 75
38 monensin 0.278 6 0.622 0.00888 0.2169 50
39 oxaprozin -0.314 6 -0.624 0.00914 0.0141 66
40 artemisinin -0.477 3 -0.832 0.00937 0.006 100
41 meteneprost 0.264 4 0.73 0.01054 0.0435 50
42 ellipticine -0.59 4 -0.73 0.01064 0.0611 100
43 megestrol 0.426 4 0.729 0.01082 0.0242 75
44 emetine 0.578 4 0.727 0.01108 0.2324 75
45 CAY-10397 0.621 3 0.823 0.01112 0.0229 100
46 nocodazole 0.486 6 0.606 0.01162 0.0745 66
47 protriptyline -0.444 4 -0.725 0.01166 0.0451 100
48 Prestwick-689 -0.479 4 -0.717 0.01303 0.0229 100
49 ursolic acid -0.414 4 -0.716 0.01323 0.0292 100
50 irinotecan -0.562 3 -0.81 0.01352 0.1413 100
51 pentoxifylline 0.391 5 0.653 0.01376 0.0787 60
52 fluorometholone -0.444 4 -0.71 0.01466 0.038 100
53 methyldopate 0.5 4 0.709 0.0148 0.0171 75
54 nordihydroguaiaretic acid -0.316 15 -0.388 0.01492 0.0159 66
55 tolazamide 0.508 3 0.805 0.01506 0.017 100
56 diphenylpyraline 0.326 6 0.591 0.01532 0.0197 66
57 methotrexate -0.285 8 -0.52 0.01575 0.089 62
58 midodrine 0.392 5 0.642 0.01692 0.1006 80
59 felbinac 0.525 4 0.699 0.01695 0.1111 75
60 finasteride 0.377 6 0.587 0.01698 0.0676 66
61 biperiden 0.405 5 0.639 0.01746 0.2121 60
62 niridazole -0.375 4 -0.696 0.0181 0.0219 100
63 isoflupredone 0.332 3 0.792 0.01827 0.0938 66
64 doxycycline 0.355 5 0.634 0.01884 0.0148 80
65 erythromycin 0.329 5 0.627 0.02095 0.0137 60
66 betamethasone -0.48 3 -0.78 0.02189 0.028 100
67 vinblastine 0.409 3 0.778 0.02209 0.0774 66
68 physostigmine 0.488 4 0.681 0.02216 0 75
69 solasodine -0.372 6 -0.571 0.02239 0.0117 66
70 sulfamonomethoxine 0.497 4 0.68 0.02272 0.0497 75
71 homochlorcyclizine -0.422 4 -0.68 0.02286 0.0547 100

Supplementary Table 2. Standard CMap of top 500 differentially expressed genes in merged Bipolar Disorder dataset.
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72 thioridazine -0.284 20 -0.322 0.02324 0.4086 55
73 pyrvinium -0.443 6 -0.567 0.02396 0.2268 83
74 brinzolamide 0.47 4 0.676 0.02433 0.0394 75
75 tyloxapol -0.47 4 -0.675 0.02473 0.1287 100
76 cefuroxime -0.405 4 -0.675 0.02501 0.0468 75
77 methacholine chloride -0.506 3 -0.77 0.02504 0.0471 100
78 cicloheximide 0.547 4 0.671 0.02586 0.209 75
79 vincamine 0.269 6 0.563 0.02588 0.1338 50
80 boldine -0.45 4 -0.671 0.02604 0.0292 100
81 3-nitropropionic acid -0.411 4 -0.671 0.0261 0.0553 100
82 butoconazole -0.438 4 -0.671 0.02628 0.0382 100
83 amantadine 0.312 4 0.669 0.02656 0.1006 50
84 arecoline 0.28 4 0.667 0.02751 0.04 50
85 ursodeoxycholic acid -0.437 3 -0.759 0.02878 0.0204 100
86 dapsone 0.2 5 0.602 0.0305 0.0497 60
87 luteolin -0.438 4 -0.658 0.03127 0.2057 75
88 pepstatin 0.269 4 0.658 0.03151 0.0208 50
89 meticrane -0.409 5 -0.594 0.0318 0.2293 80
90 apigenin -0.27 4 -0.657 0.03185 0.1794 50
91 tenoxicam 0.258 4 0.656 0.03256 0.0121 50
92 esculetin -0.439 3 -0.747 0.03295 0.0321 100
93 cefotiam 0.448 4 0.654 0.0333 0.0823 75
94 atropine oxide -0.39 5 -0.591 0.03338 0.025 80
95 latamoxef -0.499 3 -0.745 0.03381 0.0345 100
96 mycophenolic acid -0.521 3 -0.743 0.03449 0.1239 100
97 clopamide 0.375 4 0.651 0.03475 0.0074 75
98 capsaicin -0.293 4 -0.651 0.03481 0.0383 75
99 NS-398 -0.483 3 -0.742 0.03517 0.0649 100

100 delsoline -0.304 4 -0.651 0.03517 0.0678 75
101 mianserin -0.319 5 -0.584 0.03657 0.0455 60
102 meclofenamic acid 0.358 5 0.586 0.03751 0.0867 60
103 methoxamine 0.42 4 0.645 0.03841 0 75
104 myosmine 0.268 6 0.535 0.03913 0.1221 50
105 benzethonium chloride -0.503 3 -0.732 0.03996 0.0656 100
106 glafenine 0.372 4 0.639 0.0412 0.078 75
107 penbutolol 0.385 3 0.721 0.04291 0.1017 66
108 daunorubicin -0.519 4 -0.635 0.04337 0.2018 75
109 pheneticillin 0.4 4 0.635 0.04372 0.1321 75
110 sulconazole -0.316 4 -0.631 0.04563 0.1053 75
111 isoniazid 0.34 5 0.57 0.04702 0.106 60
112 prochlorperazine -0.271 16 -0.327 0.04965 0.3491 62
113 lomustine 0.322 4 0.624 0.05029 0.2294 75
114 quinisocaine -0.375 4 -0.621 0.05178 0.104 75
115 phenindione -0.293 4 -0.621 0.0519 0.1135 75
116 pyrithyldione 0.459 4 0.621 0.05208 0.1 75
117 carbachol -0.206 4 -0.619 0.05244 0.1098 50
118 nomegestrol 0.346 3 0.7 0.0529 0.0966 66
119 ebselen -0.413 3 -0.703 0.0533 0.0793 100
120 alexidine -0.447 4 -0.618 0.05343 0.0769 75
121 ketoconazole -0.312 4 -0.618 0.05343 0.0062 75
122 arcaine 0.325 4 0.619 0.05375 0.0141 75
123 colecalciferol -0.325 4 -0.617 0.05403 0.0489 75
124 doxazosin -0.237 4 -0.616 0.05483 0.2103 50
125 hecogenin 0.23 4 0.616 0.05516 0.0153 50
126 mitoxantrone -0.475 3 -0.699 0.05568 0.2128 100
127 alcuronium chloride -0.461 2 -0.829 0.0575 0.0452 100
128 5707885 -0.403 4 -0.608 0.06053 0.1261 75
129 resveratrol -0.215 9 -0.418 0.06059 0.3982 55
130 liothyronine -0.257 4 -0.608 0.06097 0.1244 75
131 metronidazole 0.302 5 0.548 0.06172 0.2216 60
132 phenylpropanolamine 0.253 4 0.606 0.06211 0.0068 75
133 doxepin -0.377 3 -0.685 0.06292 0.0387 100
134 CP-944629 0.247 4 0.605 0.06304 0.0385 50
135 disopyramide 0.435 4 0.604 0.0641 0.0909 75
136 fulvestrant -0.14 40 -0.202 0.06457 0.2734 52
137 mefloquine -0.375 5 -0.543 0.06458 0.25 80
138 monastrol 0.262 8 0.434 0.06834 0.1375 62
139 sulpiride -0.293 5 -0.538 0.06893 0.1122 60
140 thioguanosine -0.332 4 -0.597 0.06943 0.2887 50
141 trimethoprim -0.192 5 -0.534 0.07147 0.0962 60
142 11-deoxy-16,16-dimethylprostaglandin E2 0.284 4 0.592 0.07265 0.1227 75
143 cefotetan -0.383 3 -0.666 0.07465 0.0755 100
144 benfotiamine -0.383 5 -0.529 0.0766 0.0667 80
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145 riboflavin -0.22 4 -0.589 0.07711 0.2618 50
146 harpagoside 0.322 4 0.586 0.07778 0.1484 50
147 gemfibrozil 0.3 5 0.527 0.0807 0.0492 60
148 fluphenazine -0.275 18 -0.288 0.08261 0.3445 61
149 carmustine -0.281 3 -0.653 0.08283 0.1351 66
150 gentamicin 0.411 4 0.581 0.08295 0.325 75
151 pinacidil 0.38 4 0.579 0.08413 0.0153 75
152 harmine -0.263 4 -0.58 0.08518 0.326 50
153 tiletamine 0.403 4 0.576 0.08719 0.0882 75
154 thiocolchicoside -0.288 4 -0.578 0.08733 0.1524 75
155 promazine -0.288 6 -0.478 0.08784 0.1056 50
156 butyl hydroxybenzoate -0.361 5 -0.517 0.08852 0.0612 80
157 BAS-012416453 -0.468 3 -0.646 0.08908 0.1069 66
158 bretylium tosilate 0.392 4 0.572 0.09057 0.0692 75
159 proxymetacaine -0.219 4 -0.574 0.09059 0.0267 50
160 epitiostanol -0.325 4 -0.574 0.09117 0.1543 75
161 clorsulon 0.389 4 0.571 0.09123 0.269 75
162 furazolidone 0.203 4 0.571 0.09123 0.2129 50
163 pyrantel -0.357 5 -0.515 0.0914 0.1189 80
164 talampicillin -0.274 4 -0.573 0.09175 0.1818 50
165 diloxanide 0.324 4 0.571 0.09187 0.1802 50
166 staurosporine -0.264 4 -0.572 0.09268 0.0822 50
167 hydroxyachillin 0.35 4 0.57 0.09274 0.0138 75
168 enilconazole 0.199 4 0.567 0.09491 0.0861 50
169 xamoterol 0.457 3 0.64 0.09567 0.1265 66
170 dihydrostreptomycin 0.281 5 0.513 0.0961 0.0548 60
171 pronetalol -0.312 4 -0.569 0.09626 0.175 75
172 BCB000039 -0.27 3 -0.637 0.09703 0.0621 66
173 pramocaine -0.272 5 -0.509 0.09807 0.0741 80
174 vanoxerine 0.332 4 0.564 0.09875 0.2083 50
175 calcium pantothenate 0.188 4 0.563 0.09998 0.0992 75
176 ginkgolide A -0.222 4 -0.565 0.10024 0.38 50
177 AH-6809 0.331 2 0.775 0.10199 0.1128 50
178 procyclidine 0.351 4 0.561 0.10233 0.0797 75
179 levopropoxyphene 0.337 4 0.559 0.10392 0.2076 75
180 tracazolate -0.24 4 -0.561 0.10412 0.1554 50
181 nilutamide 0.259 4 0.559 0.10436 0.1429 50
182 menadione -0.48 2 -0.77 0.10442 0.1954 100
183 carteolol 0.416 4 0.558 0.10525 0.2657 75
184 tretinoin -0.174 22 -0.251 0.10563 0.3897 50
185 fluvoxamine -0.233 4 -0.559 0.10675 0.1521 50
186 nimodipine 0.315 4 0.555 0.10806 0.1543 50
187 pivampicillin -0.172 4 -0.557 0.10818 0.123 50
188 bicuculline -0.204 4 -0.555 0.11039 0.0848 50
189 clebopride 0.257 4 0.552 0.1109 0.1375 50
190 ketotifen 0.31 4 0.552 0.11156 0.2211 50
191 16,16-dimethylprostaglandin E2 0.307 3 0.622 0.11361 0.1557 66
192 triflusal -0.288 3 -0.619 0.11616 0.318 66
193 hydrocortisone -0.262 3 -0.619 0.11668 0.0987 66
194 flumequine 0.265 4 0.544 0.12077 0.1631 50
195 sertaconazole -0.235 4 -0.547 0.12113 0.1337 75
196 ronidazole 0.312 3 0.615 0.12243 0.1881 66
197 Prestwick-1080 -0.276 4 -0.545 0.12356 0.2179 50
198 tranylcypromine -0.385 5 -0.49 0.12422 0.32 80
199 corticosterone -0.36 4 -0.543 0.1255 0.1271 75
200 fusaric acid -0.225 4 -0.543 0.1255 0.2131 50
201 racecadotril 0.291 4 0.54 0.1266 0.1026 50
202 DL-thiorphan -0.485 2 -0.746 0.12776 0.2386 100
203 desipramine -0.277 4 -0.541 0.12801 0.1803 75
204 moxonidine -0.378 3 -0.61 0.12868 0.1277 66
205 tolnaftate 0.264 5 0.488 0.12899 0.2264 60
206 demecarium bromide -0.275 4 -0.54 0.1296 0.2965 75
207 chlorphenamine -0.339 4 -0.538 0.13215 0.123 75
208 BCB000040 0.175 4 0.535 0.13245 0.1086 50
209 metacycline -0.345 4 -0.536 0.1336 0.342 75
210 lymecycline -0.299 4 -0.534 0.13603 0.2111 75
211 LM-1685 -0.202 3 -0.604 0.13655 0.0714 66
212 dosulepin -0.306 4 -0.531 0.14116 0.1111 75
213 8-azaguanine -0.313 4 -0.53 0.1414 0.4755 50
214 norfloxacin -0.314 5 -0.478 0.14319 0.179 80
215 etamsylate -0.295 4 -0.529 0.14345 0.2921 75
216 fosfosal -0.29 4 -0.528 0.14418 0.1579 75
217 naringenin 0.364 4 0.525 0.1454 0.5372 50
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218 fenbendazole 0.162 4 0.525 0.14607 0.2094 50
219 STOCK1N-35696 0.334 2 0.729 0.14639 0.2048 50
220 heliotrine -0.256 6 -0.437 0.14686 0.2587 50
221 carbenoxolone 0.288 4 0.523 0.14808 0.1699 50
222 N-acetyl-L-leucine -0.254 4 -0.525 0.14886 0.3858 50
223 alprenolol 0.182 4 0.522 0.14991 0.0991 50
224 cefaclor 0.313 4 0.522 0.15013 0.125 50
225 dexpanthenol -0.248 4 -0.524 0.15015 0.1429 50
226 lobeline -0.201 4 -0.523 0.15111 0.1193 75
227 adenosine phosphate 0.343 4 0.521 0.15121 0.0932 50
228 pancuronium bromide -0.341 4 -0.523 0.1519 0.2328 75
229 butacaine 0.28 4 0.52 0.15198 0.1417 50
230 apramycin -0.227 4 -0.519 0.15664 0.3839 50
231 methylergometrine -0.241 4 -0.518 0.15801 0.2857 50
232 sotalol -0.217 4 -0.518 0.15821 0.17 50
233 clomifene -0.194 4 -0.517 0.15944 0.2246 75
234 ivermectin -0.35 5 -0.467 0.16013 0.3175 80
235 0297417-0002B -0.472 3 -0.587 0.16018 0.3197 66
236 equilin -0.364 5 -0.467 0.16041 0.1377 80
237 pimozide 0.123 4 0.514 0.16062 0.3568 50
238 amoxicillin -0.339 4 -0.516 0.16165 0.3389 75
239 levamisole -0.229 4 -0.515 0.16219 0.3608 75
240 cyclopentolate -0.338 4 -0.515 0.16332 0.1875 75
241 mercaptopurine -0.456 2 -0.712 0.16512 0.1301 100
242 0173570-0000 -0.292 6 -0.427 0.16565 0.3942 50
243 iocetamic acid 0.12 4 0.51 0.16609 0.1591 50
244 citiolone -0.188 6 -0.426 0.16716 0.25 66
245 nialamide -0.333 4 -0.511 0.16827 0.2736 75
246 vinburnine 0.277 4 0.509 0.16827 0.2339 50
247 PF-00875133-00 0.269 3 0.581 0.16998 0.1325 66
248 roxarsone -0.325 4 -0.508 0.17261 0.2995 75
249 pentamidine -0.261 5 -0.46 0.17387 0.1879 60
250 cromoglicic acid 0.324 2 0.704 0.17516 0.1756 50
251 Prestwick-967 0.148 4 0.504 0.17569 0.1462 50
252 W-13 0.265 2 0.697 0.18351 0.1902 50
253 ondansetron -0.254 4 -0.501 0.18353 0.2782 75
254 sulfasalazine -0.257 5 -0.453 0.18722 0.1366 60
255 rescinnamine -0.24 3 -0.57 0.18789 0.1818 66
256 lansoprazole 0.062 4 0.497 0.18815 0.1709 50
257 vancomycin 0.347 4 0.497 0.18815 0.4611 50
258 sitosterol -0.232 4 -0.498 0.1887 0.449 50
259 retrorsine -0.226 4 -0.494 0.19539 0.2189 75
260 tomatidine -0.22 4 -0.494 0.19553 0.2831 50
261 dipivefrine 0.231 4 0.491 0.1974 0.1063 50
262 dimethadione -0.303 4 -0.492 0.19827 0.2273 75
263 chlorprothixene -0.375 4 -0.492 0.19855 0.1225 75
264 tamoxifen -0.29 7 -0.383 0.19892 0.1429 71
265 nipecotic acid -0.216 4 -0.492 0.19959 0.3883 75
266 5248896 -0.416 2 -0.683 0.20074 0.2961 100
267 ramifenazone -0.328 4 -0.491 0.20136 0.1847 75
268 acetylsalicylsalicylic acid -0.202 4 -0.49 0.20227 0.2381 50
269 cinchonine -0.332 4 -0.486 0.20997 0.4444 50
270 isocarboxazid -0.241 5 -0.441 0.21264 0.2308 60
271 streptomycin 0.247 4 0.482 0.21439 0.2993 50
272 levodopa 0.223 5 0.441 0.21634 0.079 60
273 quinidine -0.368 3 -0.554 0.21725 0.1988 66
274 proxyphylline -0.326 4 -0.482 0.21741 0.4059 75
275 imatinib 0.224 2 0.669 0.2183 0.2407 50
276 cyproheptadine 0.146 5 0.439 0.21945 0.2742 60
277 carbarsone -0.171 4 -0.481 0.21952 0.1986 50
278 pyridoxine -0.234 4 -0.48 0.22181 0.4335 75
279 Prestwick-664 -0.293 6 -0.4 0.22363 0.4046 50
280 piroxicam -0.206 4 -0.479 0.22493 0.3216 50
281 corynanthine -0.185 3 -0.548 0.22829 0.3261 66
282 0198306-0000 0.336 4 0.474 0.23002 0.1324 50
283 etofenamate -0.355 4 -0.476 0.23112 0.2828 75
284 dinoprostone 0.179 4 0.473 0.23145 0.3889 50
285 bromopride -0.231 6 -0.396 0.23464 0.2588 66
286 torasemide -0.223 4 -0.473 0.23814 0.297 50
287 chlortalidone 0.287 4 0.469 0.24033 0.3357 50
288 dinoprost -0.265 4 -0.471 0.24055 0.2465 75
289 harmalol 0.365 3 0.542 0.24063 0.2734 66
290 econazole -0.192 4 -0.471 0.24144 0.3504 50
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291 Prestwick-1083 0.286 3 0.541 0.24263 0.1533 66
292 clioquinol -0.268 5 -0.427 0.24318 0.3223 60
293 xylazine -0.209 4 -0.47 0.24375 0.2737 50
294 sulfafurazole 0.329 5 0.425 0.24832 0.3971 60
295 xylometazoline -0.129 4 -0.468 0.24898 0.3591 75
296 mesoridazine -0.372 4 -0.467 0.25135 0.2842 75
297 alverine 0.097 4 0.464 0.25244 0.2298 50
298 flutamide -0.284 5 -0.423 0.25313 0.2727 60
299 flunisolide -0.229 6 -0.388 0.25498 0.3353 50
300 amodiaquine -0.229 4 -0.463 0.25857 0.3421 75
301 captopril 0.21 5 0.421 0.25858 0.1951 60
302 ouabain 0.165 4 0.461 0.25921 0.596 50
303 alpha-ergocryptine -0.266 6 -0.386 0.2602 0.2284 50
304 CP-645525-01 -0.371 3 -0.531 0.26122 0.3433 66
305 esculin -0.21 4 -0.462 0.26273 0.3089 50
306 prenylamine -0.307 4 -0.462 0.26273 0.3762 75
307 azathioprine -0.211 7 -0.358 0.26355 0.1589 57
308 methazolamide -0.226 4 -0.46 0.26617 0.4223 50
309 atropine -0.263 4 -0.46 0.26671 0.5957 75
310 bephenium hydroxynaphthoate -0.236 5 -0.417 0.26777 0.3955 60
311 phensuximide 0.214 4 0.457 0.26856 0.3039 50
312 trifluridine -0.288 4 -0.457 0.27468 0.2705 50
313 nabumetone -0.361 4 -0.456 0.27524 0.4114 75
314 cyclizine -0.204 4 -0.456 0.27639 0.205 50
315 guanethidine 0.342 3 0.523 0.28131 0.216 66
316 semustine 0.215 4 0.451 0.28166 0.5198 50
317 suloctidil -0.368 4 -0.45 0.28982 0.3587 75
318 epiandrosterone -0.232 4 -0.449 0.29217 0.3955 75
319 paclitaxel 0.254 6 0.373 0.2926 0.2984 50
320 wortmannin -0.213 18 -0.222 0.29323 0.6688 50
321 alfuzosin -0.265 5 -0.405 0.29452 0.3261 60
322 deptropine -0.195 4 -0.447 0.29762 0.4851 75
323 paroxetine -0.3 4 -0.445 0.3019 0.2898 50
324 phentolamine -0.128 7 -0.344 0.30524 0.2137 57
325 pempidine -0.104 5 -0.4 0.3076 0.3951 60
326 noretynodrel -0.256 4 -0.443 0.30916 0.3185 50
327 spiramycin -0.25 6 -0.367 0.3125 0.1837 50
328 antazoline 0.177 4 0.439 0.31542 0.3529 50
329 melatonin -0.341 4 -0.44 0.31564 0.4039 75
330 suxibuzone -0.216 4 -0.44 0.31727 0.3143 50
331 cyclic adenosine monophosphate 0.247 4 0.437 0.31988 0.5063 50
332 benzydamine 0.081 4 0.436 0.32193 0.3974 50
333 pargyline 0.141 4 0.435 0.3266 0.4095 50
334 convolamine -0.3 4 -0.436 0.32674 0.3568 75
335 hydrocotarnine -0.106 4 -0.435 0.3307 0.4945 50
336 phenazone 0.352 3 0.5 0.33168 0.3813 66
337 estrone -0.206 4 -0.434 0.33213 0.3621 50
338 domperidone 0.165 4 0.433 0.33213 0.235 50
339 scopolamine N-oxide -0.226 5 -0.391 0.33247 0.5024 60
340 methoxsalen -0.304 3 -0.499 0.33309 0.2816 66
341 budesonide -0.18 4 -0.434 0.33368 0.4278 75
342 betaxolol -0.216 4 -0.434 0.33406 0.5128 50
343 S-propranolol -0.281 4 -0.433 0.33458 0.3049 75
344 idazoxan -0.304 4 -0.433 0.33657 0.3913 75
345 orciprenaline 0.247 4 0.431 0.33667 0.3605 50
346 ifosfamide 0.338 3 0.498 0.33707 0.2245 66
347 5255229 -0.222 2 -0.591 0.33727 0.1885 50
348 terconazole -0.342 4 -0.431 0.34208 0.3023 75
349 colistin 0.105 4 0.429 0.34254 0.6758 50
350 acetohexamide 0.161 4 0.426 0.35099 0.2164 50
351 5224221 -0.212 2 -0.582 0.35176 0.5489 50
352 corbadrine -0.23 4 -0.427 0.35402 0.4845 50
353 cyproterone -0.32 4 -0.427 0.35441 0.5455 75
354 ambroxol 0.203 4 0.422 0.36058 0.6274 50
355 Prestwick-1084 -0.221 4 -0.424 0.36253 0.7861 50
356 enoxacin -0.215 4 -0.423 0.36549 0.284 75
357 meptazinol -0.254 4 -0.423 0.36549 0.4054 50
358 milrinone -0.166 3 -0.485 0.36892 0.6774 66
359 tiaprofenic acid 0.097 4 0.418 0.37065 0.3108 50
360 tacrine -0.152 4 -0.419 0.37498 0.2026 50
361 fursultiamine 0.281 4 0.417 0.37522 0.1842 50
362 mepacrine -0.241 2 -0.568 0.37582 0.3167 50
363 phenacetin -0.268 4 -0.419 0.37665 0.3571 50
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364 metergoline -0.282 4 -0.418 0.3785 0.3565 75
365 chloramphenicol -0.165 4 -0.417 0.38133 0.4881 50
366 dipyridamole -0.122 6 -0.343 0.38858 0.638 50
367 STOCK1N-35874 -0.228 2 -0.559 0.3894 0.4636 50
368 etilefrine -0.284 4 -0.414 0.39064 0.4255 75
369 homosalate -0.146 4 -0.414 0.39064 0.3758 50
370 levothyroxine sodium 0.201 4 0.409 0.39895 0.3605 50
371 Prestwick-981 -0.312 3 -0.472 0.39969 0.2846 66
372 acacetin -0.133 6 -0.339 0.40145 0.5801 50
373 pyrimethamine -0.124 5 -0.369 0.40214 0.5533 60
374 practolol -0.173 4 -0.409 0.40401 0.4235 50
375 mifepristone 0.076 4 0.407 0.40685 0.3312 50
376 chlorzoxazone -0.126 4 -0.408 0.40689 0.7035 50
377 AG-012559 -0.122 3 -0.47 0.4076 0.4185 66
378 ikarugamycin -0.342 3 -0.468 0.41014 0.3788 66
379 chloropyrazine 0.143 4 0.405 0.41367 0.6456 50
380 benzbromarone -0.359 3 -0.467 0.41485 0.566 66
381 norcyclobenzaprine -0.257 4 -0.406 0.4156 0.6279 50
382 salsolidin -0.262 4 -0.405 0.41891 0.5 50
383 dydrogesterone 0.143 4 0.403 0.42004 0.4351 50
384 spiradoline -0.305 4 -0.404 0.42332 0.3663 50
385 tropine -0.206 4 -0.403 0.42384 0.3684 50
386 Chicago Sky Blue 6B 0.006 4 0.401 0.42452 0.6667 50
387 cefoxitin 0.294 4 0.401 0.42509 0.3862 50
388 kanamycin -0.091 4 -0.402 0.42736 0.4509 50
389 ascorbic acid 0.225 4 0.4 0.4283 0.4514 50
390 etanidazole -0.191 4 -0.401 0.42973 0.5683 50
391 0225151-0000 -0.355 3 -0.461 0.43061 0.3876 66
392 etidronic acid -0.166 4 -0.401 0.43138 0.488 50
393 spaglumic acid 0.236 2 0.535 0.43161 0.4048 50
394 pilocarpine 0.048 4 0.399 0.43321 0.6541 50
395 orphenadrine -0.226 6 -0.33 0.43363 0.4103 66
396 (+)-chelidonine 0.216 4 0.399 0.43379 0.6044 50
397 hexylcaine 0.102 4 0.398 0.43683 0.3475 50
398 cloxacillin 0.208 4 0.397 0.43884 0.517 50
399 cinchonidine 0.193 4 0.397 0.43934 0.4096 50
400 rolitetracycline -0.223 4 -0.398 0.44099 0.6089 50
401 lobelanidine 0.097 4 0.395 0.44473 0.2953 50
402 tetroquinone -0.271 4 -0.395 0.45095 0.3743 50
403 miconazole -0.248 5 -0.355 0.45131 0.4651 60
404 N-acetyl-L-aspartic acid -0.08 4 -0.394 0.45304 0.3026 50
405 trichlormethiazide -0.167 4 -0.394 0.45412 0.4762 50
406 zardaverine 0.095 4 0.392 0.45426 0.5145 50
407 theobromine -0.217 4 -0.393 0.45579 0.503 50
408 scopoletin -0.294 2 -0.52 0.45849 0.649 50
409 imipramine -0.252 4 -0.392 0.45965 0.438 50
410 oxybuprocaine -0.125 4 -0.391 0.46166 0.6124 50
411 3-hydroxy-DL-kynurenine 0.112 6 0.322 0.46166 0.3609 50
412 trimipramine -0.253 4 -0.391 0.46414 0.4252 50
413 asiaticoside -0.203 4 -0.389 0.47083 0.3922 50
414 antimycin A -0.304 5 -0.35 0.47143 0.6567 60
415 oxybutynin 0.195 4 0.386 0.47329 0.5033 50
416 dirithromycin -0.162 3 -0.443 0.47632 0.3967 66
417 suprofen 0.145 4 0.385 0.47689 0.3919 50
418 conessine -0.194 4 -0.386 0.47908 0.3846 50
419 amphotericin B -0.222 4 -0.386 0.48075 0.5 50
420 acepromazine -0.077 4 -0.385 0.48324 0.6836 50
421 netilmicin 0.121 4 0.382 0.48567 0.5786 50
422 mepyramine -0.119 4 -0.384 0.48654 0.4643 50
423 propafenone -0.177 4 -0.383 0.48877 0.6852 50
424 ethaverine -0.245 4 -0.382 0.49054 0.5541 50
425 galantamine -0.214 4 -0.382 0.49106 0.5243 50
426 phenelzine -0.173 6 -0.315 0.49138 0.3889 50
427 seneciphylline 0.184 4 0.38 0.49277 0.4899 50
428 flavoxate -0.174 4 -0.382 0.49347 0.4667 50
429 etamivan -0.222 4 -0.381 0.49537 0.645 50
430 carbamazepine -0.133 8 -0.274 0.50122 0.6182 50
431 C-75 -0.263 4 -0.379 0.50146 0.4375 50
432 altretamine -0.256 4 -0.379 0.50196 0.4586 50
433 nitrendipine -0.219 5 -0.342 0.50211 0.4295 60
434 PHA-00816795 0.445 2 0.498 0.50684 0.2672 50
435 Prestwick-642 0.189 4 0.376 0.50829 0.7784 50
436 naltrexone -0.287 5 -0.338 0.51317 0.5899 60

113



437 flucytosine -0.138 4 -0.374 0.51879 0.5665 50
438 quinostatin -0.26 2 -0.495 0.51907 0.7863 50
439 tobramycin 0.144 4 0.372 0.52237 0.6493 50
440 androsterone 0.09 4 0.371 0.52408 0.3846 50
441 progesterone -0.256 4 -0.373 0.52414 0.5302 50
442 MS-275 -0.351 2 -0.493 0.52599 0.6914 50
443 acemetacin 0.181 4 0.37 0.52802 0.7978 50
444 tetrandrine -0.262 4 -0.371 0.52895 0.537 50
445 carbinoxamine 0.015 4 0.369 0.53146 0.461 50
446 L-methionine sulfoximine 0.032 4 -0.37 0.53311 0.44 50
447 famprofazone -0.137 6 -0.306 0.53355 0.7356 50
448 canrenoic acid -0.127 4 -0.369 0.53797 0.6243 50
449 oxprenolol -0.095 4 -0.368 0.54157 0.7079 50
450 pridinol -0.211 4 -0.367 0.54519 0.5829 50
451 allantoin -0.116 5 -0.329 0.55003 0.5257 60
452 skimmianine -0.286 4 -0.364 0.5535 0.7842 50
453 stachydrine 0.053 4 0.362 0.55587 0.4503 50
454 loxapine -0.193 4 -0.363 0.55871 0.4597 50
455 hesperidin -0.097 4 -0.362 0.56307 0.5429 50
456 minocycline -0.24 5 -0.325 0.56491 0.4744 60
457 cefadroxil -0.045 4 -0.361 0.56621 0.525 50
458 alclometasone 0.141 4 0.358 0.56872 0.538 50
459 niflumic acid 0.106 4 0.357 0.57334 0.4779 50
460 copper sulfate 0.222 4 0.356 0.57743 0.5909 50
461 gliclazide -0.155 4 -0.357 0.57819 0.8 50
462 SC-19220 0.138 4 0.356 0.57861 0.5808 50
463 metrizamide -0.205 4 -0.357 0.57962 0.6145 50
464 exisulind 0.248 2 0.479 0.57998 0.5507 50
465 chlorphenesin 0.142 4 0.355 0.58034 0.5 50
466 trimethylcolchicinic acid -0.128 4 -0.356 0.58225 0.5032 50
467 metoprolol -0.241 4 -0.355 0.58525 0.6336 50
468 proguanil -0.256 3 -0.403 0.58781 0.5556 66
469 bisacodyl -0.219 4 -0.354 0.58961 0.7016 50
470 bambuterol 0.048 4 0.353 0.58969 0.6689 50
471 pralidoxime -0.203 4 -0.353 0.59462 0.6199 50
472 nicotinic acid -0.066 4 -0.351 0.5991 0.6228 50
473 rilmenidine 0.204 4 0.349 0.60317 0.5904 50
474 estropipate -0.133 4 -0.35 0.60393 0.6 50
475 tolfenamic acid 0.123 4 0.347 0.61012 0.6056 50
476 cycloserine -0.242 4 -0.348 0.6105 0.7802 50
477 nafcillin 0.116 4 0.347 0.61083 0.6741 50
478 ritodrine 0.191 4 0.346 0.6126 0.5449 50
479 perphenazine -0.272 5 -0.313 0.61284 0.678 60
480 zoxazolamine 0.051 4 0.346 0.6141 0.5263 50
481 butirosin 0.038 4 0.345 0.61716 0.5525 50
482 1,4-chrysenequinone -0.279 2 -0.467 0.62289 0.7188 50
483 loracarbef 0.207 4 0.343 0.62444 0.7273 50
484 decamethonium bromide -0.08 4 -0.344 0.62494 0.6095 50
485 fluspirilene -0.24 4 -0.343 0.62613 0.7876 50
486 5253409 0.102 2 0.465 0.6306 0.6103 50
487 oxetacaine -0.179 5 -0.308 0.63216 0.6395 60
488 prednicarbate -0.081 3 -0.387 0.63232 0.5641 66
489 kawain -0.233 5 -0.307 0.63563 0.5676 60
490 mometasone -0.1 4 -0.34 0.63813 0.6325 50
491 ramipril -0.241 4 -0.339 0.64264 0.6201 50
492 hydroflumethiazide -0.019 5 -0.305 0.64628 0.6804 60
493 securinine -0.097 4 -0.337 0.64959 0.8165 50
494 beta-escin -0.068 6 -0.278 0.65222 0.7521 50
495 abamectin -0.153 4 -0.336 0.65235 0.6852 50
496 sulfamerazine -0.136 5 -0.303 0.65257 0.6983 60
497 piromidic acid -0.192 4 -0.336 0.65285 0.7808 50
498 procainamide -0.088 4 -0.334 0.65953 0.715 50
499 gramine -0.125 4 -0.333 0.66007 0.5956 50
500 strophanthidin -0.231 4 -0.333 0.66208 0.6854 50
501 mestranol 0.129 4 0.331 0.66327 0.7303 50
502 theophylline 0.167 4 0.331 0.6659 0.597 50
503 zaprinast 0.175 4 0.33 0.66811 0.7047 50
504 dequalinium chloride -0.078 4 -0.33 0.67177 0.8103 50
505 meropenem -0.224 4 -0.329 0.67395 0.7566 50
506 piperlongumine 0.083 2 0.451 0.67524 0.7533 50
507 piperacetazine -0.12 4 -0.329 0.6761 0.7007 50
508 naftidrofuryl -0.114 4 -0.329 0.67678 0.5163 50
509 molindone -0.224 4 -0.326 0.68358 0.8177 50
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510 dimenhydrinate -0.242 4 -0.326 0.68406 0.6547 50
511 bepridil -0.081 4 -0.325 0.68959 0.7576 50
512 5230742 0.31 2 0.445 0.69394 0.5504 50
513 pimethixene -0.068 3 -0.365 0.6944 0.7315 66
514 docosahexaenoic acid ethyl ester 0.309 2 0.445 0.69563 0.732 50
515 alpha-yohimbine -0.239 3 -0.363 0.6988 0.7517 66
516 canavanine -0.049 3 -0.362 0.70097 0.7474 66
517 natamycin -0.215 4 -0.321 0.70186 0.868 50
518 propidium iodide -0.1 4 -0.321 0.70186 0.7086 50
519 SC-560 -0.325 3 -0.362 0.70251 0.7879 66
520 vidarabine -0.193 4 -0.321 0.70395 0.7938 50
521 5252917 0.096 2 0.442 0.70426 0.7603 50
522 hydroxyzine -0.025 5 -0.289 0.70926 0.7386 60
523 sulfadoxine -0.121 3 -0.359 0.7113 0.8101 66
524 remoxipride 0.089 4 0.317 0.71131 0.782 50
525 proadifen -0.223 4 -0.317 0.71656 0.687 50
526 tiabendazole -0.116 4 -0.317 0.71656 0.8301 50
527 dropropizine 0.1 4 0.314 0.71989 0.6947 50
528 dorzolamide -0.167 4 -0.315 0.72064 0.7055 50
529 probenecid 0.1 4 0.314 0.72088 0.62 50
530 clidinium bromide -0.242 4 -0.315 0.72281 0.7485 50
531 methylprednisolone 0.106 4 0.313 0.7244 0.7218 50
532 tremorine 0.118 4 0.312 0.72651 0.6237 50
533 danazol 0.14 4 0.312 0.72753 0.7151 50
534 cinoxacin -0.233 4 -0.313 0.72767 0.8473 50
535 CP-319743 -0.084 4 -0.313 0.72826 0.5608 50
536 benzylpenicillin -0.126 4 -0.312 0.73035 0.7735 50
537 Prestwick-972 -0.289 3 -0.349 0.7376 0.7517 66
538 noscapine -0.061 4 -0.31 0.73839 0.6304 50
539 telenzepine -0.079 4 -0.31 0.73839 0.6897 50
540 hymecromone -0.037 4 0.309 0.73928 0.8425 50
541 amiprilose 0.086 4 0.308 0.74028 0.7958 50
542 dihydroergocristine -0.176 4 -0.309 0.74097 0.8 50
543 dyclonine -0.106 4 -0.309 0.74141 0.7427 50
544 nortriptyline -0.1 4 -0.308 0.7432 0.781 50
545 diazoxide -0.161 5 -0.28 0.74365 0.8354 60
546 ribostamycin -0.066 4 -0.308 0.74424 0.7857 50
547 brompheniramine -0.236 4 -0.308 0.74471 0.6197 50
548 clemastine -0.258 3 -0.346 0.74663 0.7563 66
549 N6-methyladenosine -0.216 4 -0.306 0.74965 0.7862 50
550 pirlindole -0.084 3 -0.344 0.75204 0.7483 66
551 zalcitabine -0.173 4 -0.304 0.75444 0.6974 50
552 Trolox C 0.019 4 0.303 0.75508 0.6829 50
553 Y-27632 0.286 2 0.424 0.75882 0.7364 50
554 5211181 -0.263 2 -0.42 0.76856 0.637 50
555 felodipine -0.144 7 -0.233 0.76935 0.8455 57
556 myricetin -0.282 4 -0.299 0.77063 0.7838 50
557 bacitracin -0.041 3 -0.336 0.77422 0.8364 66
558 ampicillin -0.077 4 -0.298 0.77449 0.7421 50
559 spiperone -0.032 2 -0.413 0.78625 0.7807 50
560 6-azathymine -0.099 4 -0.293 0.79039 0.8736 50
561 5182598 0.254 2 0.412 0.79079 0.8824 50
562 TTNPB -0.258 2 -0.411 0.79283 0.8344 50
563 butein -0.149 2 -0.409 0.79761 0.8156 50
564 nefopam -0.125 5 -0.264 0.79828 0.8276 60
565 moracizine -0.084 4 -0.29 0.80077 0.8079 50
566 erastin -0.238 4 -0.285 0.81396 0.8284 50
567 5279552 0.246 2 0.402 0.81582 0.7847 50
568 SR-95531 -0.076 4 -0.284 0.81874 0.865 50
569 propylthiouracil -0.152 4 -0.284 0.81915 0.9323 50
570 pseudopelletierine -0.1 4 -0.284 0.81915 0.8719 50
571 nifurtimox -0.057 4 -0.283 0.82086 0.8431 50
572 laudanosine -0.224 4 -0.282 0.82383 0.7869 50
573 prilocaine -0.104 6 -0.233 0.83644 0.8519 50
574 ozagrel -0.208 4 -0.274 0.84722 0.8844 50
575 zuclopenthixol -0.222 4 -0.269 0.85997 0.7752 50
576 cloperastine -0.141 6 -0.223 0.8689 0.9496 50
577 calmidazolium -0.237 2 -0.375 0.87477 0.9016 50
578 bucladesine -0.031 6 -0.22 0.87643 0.8539 50
579 cefepime -0.187 4 -0.262 0.87983 0.8854 50
580 bumetanide -0.246 4 -0.26 0.88277 0.9392 50
581 chlorpropamide -0.097 6 -0.216 0.88799 0.9011 50
582 cyclobenzaprine -0.09 4 -0.257 0.89027 0.85 50
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583 gelsemine -0.075 4 -0.256 0.89308 0.9181 50
584 metixene -0.105 4 -0.254 0.89797 0.9539 50
585 pregnenolone -0.033 4 -0.25 0.908 0.9427 50
586 dacarbazine -0.227 4 -0.249 0.91233 0.9586 50
587 isotretinoin -0.116 4 -0.248 0.91293 0.9127 50
588 kaempferol -0.128 4 -0.246 0.9181 0.9583 50
589 ioversol -0.092 4 -0.246 0.92047 0.9343 50
590 chloroquine -0.19 4 -0.245 0.92309 0.9261 50
591 fasudil -0.167 2 -0.346 0.92604 0.9379 50
592 phenazopyridine -0.175 4 -0.243 0.92783 0.9684 50
593 profenamine -0.187 4 -0.241 0.93306 0.9375 50
594 pivmecillinam -0.089 4 -0.239 0.93581 0.9779 50
595 lactobionic acid -0.078 4 -0.237 0.94126 0.9266 50
596 arachidonyltrifluoromethane 0.077 2 0.335 0.9436 0.9874 50
597 bacampicillin -0.244 4 -0.233 0.94784 0.9259 50
598 berberine -0.103 4 -0.226 0.96085 0.9593 50
599 kinetin -0.034 4 -0.217 0.97279 0.956 50
600 digoxin -0.204 4 -0.214 0.97706 0.9796 50
601 benfluorex -0.111 4 -0.207 0.98309 0.9929 50
602 raubasine -0.09 4 -0.197 0.99007 0.9936 50
603 troleandomycin -0.07 4 -0.188 0.99399 0.9944 50
604 butamben -0.066 4 -0.164 0.99922 1 50
605 5162773 -0.586 1 -0.964 --- --- 100
606 5186324 0.658 1 0.962 --- --- 100
607 tyrphostin AG-825 -0.578 1 -0.957 --- --- 100
608 tyrphostin AG-1478 0.632 1 0.95 --- --- 100
609 1,5-isoquinolinediol 0.6 1 0.937 --- --- 100
610 5286656 0.58 1 0.928 --- --- 100
611 MG-132 0.575 1 0.925 --- --- 100
612 HNMPA-(AM)3 0.564 1 0.917 --- --- 100
613 oxamic acid 0.52 1 0.89 --- --- 100
614 splitomicin 0.519 1 0.89 --- --- 100
615 5213008 -0.488 1 -0.876 --- --- 100
616 DL-PPMP 0.488 1 0.869 --- --- 100
617 cytochalasin B -0.483 1 -0.868 --- --- 100
618 oligomycin 0.479 1 0.862 --- --- 100
619 N-phenylanthranilic acid 0.451 1 0.844 --- --- 100
620 5151277 -0.459 1 -0.839 --- --- 100
621 demecolcine 0.424 1 0.831 --- --- 100
622 5140203 -0.451 1 -0.83 --- --- 100
623 PHA-00665752 0.416 1 0.828 --- --- 100
624 HC toxin 0 1 0.796 --- --- 0
625 5186223 0 1 0.792 --- --- 0
626 12,13-EODE -0.408 1 -0.769 --- --- 100
627 vorinostat 0.278 12 0.768 --- --- 33
628 tioguanine -0.405 1 -0.766 --- --- 100
629 BW-B70C 0 1 0.758 --- --- 0
630 pararosaniline -0.386 1 -0.743 --- --- 100
631 celastrol -0.378 1 -0.733 --- --- 100
632 dimethyloxalylglycine -0.376 1 -0.729 --- --- 100
633 dopamine -0.374 1 -0.727 --- --- 100
634 topiramate 0 1 0.724 --- --- 0
635 5666823 -0.371 1 -0.723 --- --- 100
636 5149715 0 1 0.716 --- --- 0
637 diphenhydramine 0.195 5 0.712 --- --- 40
638 2-deoxy-D-glucose -0.353 1 -0.707 --- --- 100
639 (-)-catechin -0.349 1 -0.703 --- --- 100
640 U0125 -0.339 1 -0.695 --- --- 100
641 5194442 0.143 4 0.695 --- --- 25
642 tomelukast -0.326 1 -0.686 --- --- 100
643 5114445 -0.317 1 -0.68 --- --- 100
644 scriptaid 0.227 3 0.678 --- --- 33
645 5152487 0 1 0.677 --- --- 0
646 levomepromazine 0.144 4 0.675 --- --- 25
647 eticlopride 0.156 4 0.675 --- --- 25
648 phenanthridinone 0 1 0.67 --- --- 0
649 atracurium besilate 0 3 0.666 --- --- 0
650 betulin 0.273 3 0.644 --- --- 33
651 viomycin 0.16 4 0.643 --- --- 25
652 verteporfin -0.133 3 -0.639 --- --- 33
653 nystatin 0.258 3 0.636 --- --- 33
654 sulindac sulfide 0 1 -0.634 --- --- 0
655 5109870 0 1 -0.629 --- --- 0
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656 MK-886 0 2 0.624 --- --- 0
657 trichostatin A 0.054 182 0.615 --- --- 11
658 isometheptene 0.114 4 0.614 --- --- 25
659 thiamphenicol 0.258 5 0.612 --- --- 40
660 phenyl biguanide 0 1 0.605 --- --- 0
661 podophyllotoxin 0 4 0.605 --- --- 0
662 co-dergocrine mesilate 0.132 4 0.601 --- --- 25
663 idoxuridine 0.118 5 0.598 --- --- 20
664 PF-00539745-00 0.17 3 0.596 --- --- 33
665 josamycin 0.131 5 0.594 --- --- 20
666 quipazine 0.173 4 0.592 --- --- 25
667 dobutamine 0.11 4 0.59 --- --- 25
668 3-acetamidocoumarin 0.161 4 0.585 --- --- 25
669 halofantrine 0.145 3 0.583 --- --- 33
670 mebhydrolin 0 4 0.58 --- --- 0
671 digoxigenin 0 5 0.576 --- --- 0
672 zomepirac -0.086 4 -0.575 --- --- 25
673 dexverapamil 0 1 -0.575 --- --- 0
674 canadine 0 4 0.574 --- --- 0
675 desoxycortone -0.116 4 -0.574 --- --- 25
676 thioperamide 0 5 0.573 --- --- 0
677 pergolide 0.141 4 0.573 --- --- 25
678 chlormezanone 0.134 4 0.565 --- --- 25
679 cantharidin 0 1 0.564 --- --- 0
680 fisetin 0 1 -0.564 --- --- 0
681 exemestane 0 1 -0.558 --- --- 0
682 epivincamine -0.122 4 -0.556 --- --- 25
683 decitabine 0 1 -0.553 --- --- 0
684 yohimbic acid 0 3 0.551 --- --- 0
685 crotamiton 0.152 4 0.551 --- --- 25
686 betulinic acid 0.189 4 0.549 --- --- 25
687 trihexyphenidyl 0 3 0.549 --- --- 0
688 sanguinarine 0 2 -0.545 --- --- 0
689 gefitinib 0 1 0.543 --- --- 0
690 droperidol -0.135 4 -0.542 --- --- 25
691 dizocilpine 0.238 5 0.541 --- --- 40
692 suramin sodium 0.14 4 0.537 --- --- 25
693 medrysone -0.152 6 -0.537 --- --- 33
694 dehydrocholic acid 0.286 5 0.537 --- --- 40
695 ampyrone 0.245 5 0.534 --- --- 40
696 PF-00539758-00 0.201 3 0.534 --- --- 33
697 diphemanil metilsulfate -0.145 5 -0.531 --- --- 40
698 aconitine 0.124 4 0.53 --- --- 25
699 naftopidil 0.181 3 0.525 --- --- 33
700 lanatoside C 0.021 6 0.525 --- --- 16
701 benzocaine 0 4 0.524 --- --- 0
702 albendazole 0.183 3 0.522 --- --- 33
703 alimemazine 0.112 4 0.522 --- --- 25
704 bethanechol 0.141 4 0.52 --- --- 25
705 AR-A014418 -0.166 3 -0.52 --- --- 33
706 thapsigargin 0 3 -0.517 --- --- 0
707 3-aminobenzamide 0 1 0.515 --- --- 0
708 levcycloserine -0.132 4 -0.513 --- --- 25
709 clofibrate 0 2 0.512 --- --- 0
710 procarbazine 0 3 0.511 --- --- 0
711 proscillaridin 0 3 0.51 --- --- 0
712 bendroflumethiazide -0.161 6 -0.507 --- --- 33
713 ganciclovir -0.092 4 -0.507 --- --- 25
714 azapropazone 0 3 0.505 --- --- 0
715 hycanthone -0.101 4 -0.505 --- --- 25
716 yohimbine 0.137 5 0.504 --- --- 40
717 iopromide 0.111 4 0.504 --- --- 25
718 phthalylsulfathiazole -0.216 5 -0.504 --- --- 40
719 salsolinol 0.187 3 0.504 --- --- 33
720 lincomycin 0.271 3 0.501 --- --- 33
721 withaferin A -0.027 4 0.498 --- --- 25
722 sulfadimethoxine 0.203 5 0.498 --- --- 40
723 ionomycin -0.169 3 -0.497 --- --- 33
724 benzthiazide 0.093 4 0.497 --- --- 25
725 PHA-00745360 0.127 8 0.496 --- --- 37
726 sulfanilamide -0.102 4 -0.495 --- --- 25
727 alfaxalone 0 3 0.495 --- --- 0
728 CP-863187 0.138 4 0.495 --- --- 25
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729 fluoxetine 0.105 4 0.495 --- --- 25
730 nicardipine 0 4 0.493 --- --- 0
731 diethylcarbamazine 0 4 0.493 --- --- 0
732 flunixin -0.181 5 -0.491 --- --- 40
733 quinpirole 0.025 4 0.49 --- --- 25
734 0316684-0000 -0.106 4 0.489 --- --- 0
735 tetracaine 0.133 3 0.489 --- --- 33
736 ajmaline 0.19 3 0.488 --- --- 33
737 dicycloverine 0.086 5 0.488 --- --- 20
738 difenidol -0.146 3 -0.488 --- --- 33
739 promethazine 0 4 0.484 --- --- 0
740 benzathine benzylpenicillin 0.064 4 0.483 --- --- 25
741 harman -0.081 4 -0.482 --- --- 25
742 parthenolide 0.179 4 0.482 --- --- 25
743 furaltadone -0.049 6 -0.482 --- --- 16
744 metitepine -0.136 4 -0.48 --- --- 25
745 sulfacetamide 0 4 0.48 --- --- 0
746 merbromin 0.187 5 0.479 --- --- 40
747 4,5-dianilinophthalimide 0 2 -0.479 --- --- 0
748 chlortetracycline 0.142 5 0.478 --- --- 20
749 paracetamol -0.11 4 -0.477 --- --- 25
750 Prestwick-675 0 4 -0.475 --- --- 0
751 pentetrazol -0.188 4 -0.474 --- --- 25
752 gallamine triethiodide -0.094 5 -0.474 --- --- 20
753 raloxifene 0 7 0.474 --- --- 0
754 oleandomycin 0.111 5 0.473 --- --- 40
755 Prestwick-665 -0.23 5 -0.472 --- --- 40
756 clofazimine -0.063 5 0.472 --- --- 0
757 PHA-00767505E 0.145 4 0.472 --- --- 25
758 ethoxyquin 0 5 0.471 --- --- 0
759 NU-1025 0 2 0.47 --- --- 0
760 leflunomide 0.112 4 0.469 --- --- 25
761 mecamylamine -0.149 3 -0.468 --- --- 33
762 homatropine 0.241 5 0.468 --- --- 40
763 thiethylperazine 0 4 0.465 --- --- 0
764 trioxysalen -0.106 4 -0.464 --- --- 25
765 atovaquone 0 3 -0.463 --- --- 0
766 rimexolone 0 4 0.461 --- --- 0
767 carbimazole 0 3 0.46 --- --- 0
768 chrysin 0 3 -0.458 --- --- 0
769 chlorhexidine 0 5 0.456 --- --- 0
770 estriol -0.12 4 -0.454 --- --- 25
771 sulfinpyrazone 0.087 4 0.454 --- --- 25
772 5155877 0.15 4 0.452 --- --- 25
773 thiamine -0.151 3 -0.451 --- --- 33
774 iproniazid 0.087 5 0.451 --- --- 20
775 moxisylyte -0.168 5 -0.451 --- --- 40
776 PHA-00846566E 0.172 3 0.45 --- --- 33
777 nalbuphine -0.174 5 -0.45 --- --- 40
778 etiocholanolone 0.202 6 0.449 --- --- 33
779 BCB000038 0.231 4 0.449 --- --- 25
780 repaglinide -0.137 4 -0.449 --- --- 25
781 Prestwick-559 -0.21 3 -0.449 --- --- 33
782 cetirizine -0.091 4 -0.449 --- --- 25
783 Prestwick-682 0 4 0.448 --- --- 0
784 timolol 0.021 4 0.448 --- --- 25
785 khellin 0.147 5 0.447 --- --- 20
786 tetracycline 0.219 5 0.447 --- --- 40
787 articaine -0.173 3 -0.446 --- --- 33
788 blebbistatin 0 2 0.446 --- --- 0
789 tubocurarine chloride 0.183 4 0.445 --- --- 25
790 fusidic acid 0.157 4 0.444 --- --- 25
791 tiratricol -0.132 4 -0.443 --- --- 25
792 harmol -0.122 4 -0.443 --- --- 25
793 fenoprofen -0.142 6 -0.443 --- --- 33
794 zidovudine -0.125 4 -0.441 --- --- 25
795 thiostrepton -0.136 4 -0.44 --- --- 25
796 karakoline 0.18 6 0.44 --- --- 33
797 piperacillin 0 5 0.44 --- --- 0
798 nomifensine -0.181 5 -0.439 --- --- 40
799 (+/-)-catechin 0.021 4 0.439 --- --- 25
800 Prestwick-1085 -0.143 4 -0.439 --- --- 25
801 prasterone 0.124 4 0.438 --- --- 25
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802 hesperetin -0.084 5 -0.437 --- --- 20
803 Prestwick-1103 0.038 4 0.437 --- --- 25
804 streptozocin 0.014 4 0.436 --- --- 25
805 pirenperone 0.205 5 0.436 --- --- 40
806 methyldopa 0.15 5 0.436 --- --- 20
807 adipiodone 0.151 4 0.435 --- --- 25
808 monobenzone -0.114 4 -0.435 --- --- 25
809 sodium phenylbutyrate 0.02 7 0.435 --- --- 14
810 meclocycline 0.096 4 0.434 --- --- 25
811 tolbutamide -0.184 7 -0.432 --- --- 42
812 propranolol 0.089 4 0.432 --- --- 25
813 aminoglutethimide -0.122 3 -0.431 --- --- 33
814 oxytetracycline 0.172 3 0.431 --- --- 33
815 nitrofurantoin -0.177 5 -0.431 --- --- 40
816 urapidil 0 4 0.431 --- --- 0
817 lumicolchicine 0.019 3 0.43 --- --- 33
818 piperidolate -0.159 3 -0.429 --- --- 33
819 isoetarine -0.118 4 -0.428 --- --- 25
820 colchicine 0.139 6 0.428 --- --- 33
821 calycanthine 0.101 4 0.428 --- --- 25
822 rifabutin -0.143 3 0.426 --- --- 0
823 nalidixic acid -0.197 5 -0.426 --- --- 40
824 piracetam -0.119 4 -0.425 --- --- 25
825 clorgiline 0 4 -0.424 --- --- 0
826 cimetidine 0.094 5 0.421 --- --- 20
827 MG-262 0.086 3 0.421 --- --- 33
828 fluocinonide -0.09 5 -0.419 --- --- 40
829 STOCK1N-28457 0.019 3 0.418 --- --- 33
830 6-bromoindirubin-3'-oxime 0.194 7 0.417 --- --- 28
831 mebeverine 0.164 4 0.415 --- --- 25
832 sulfapyridine 0.056 4 0.415 --- --- 25
833 imipenem 0.124 4 0.415 --- --- 25
834 fenoterol -0.156 3 -0.413 --- --- 33
835 valinomycin 0.124 4 0.413 --- --- 25
836 etacrynic acid 0.162 3 0.413 --- --- 33
837 reserpine 0.184 3 0.41 --- --- 33
838 lasalocid -0.057 4 0.409 --- --- 0
839 diprophylline 0.084 5 0.409 --- --- 40
840 biotin 0 3 0.407 --- --- 0
841 atropine methonitrate -0.146 3 -0.407 --- --- 33
842 guanadrel 0.128 5 0.407 --- --- 40
843 folic acid 0.026 4 0.407 --- --- 25
844 tocainide 0.143 4 0.406 --- --- 25
845 benperidol 0.14 4 0.405 --- --- 25
846 oxamniquine 0 4 0.405 --- --- 0
847 mafenide 0.216 5 0.404 --- --- 40
848 edrophonium chloride 0.101 5 0.404 --- --- 20
849 lycorine 0.303 5 0.404 --- --- 40
850 triamterene 0.102 5 0.403 --- --- 20
851 iopamidol -0.074 4 0.403 --- --- 0
852 gabapentin 0 4 -0.4 --- --- 0
853 naproxen 0.131 9 0.399 --- --- 44
854 oxolamine -0.031 4 0.398 --- --- 25
855 moroxydine 0.238 5 0.398 --- --- 40
856 famotidine -0.151 5 -0.397 --- --- 40
857 guanfacine -0.085 5 -0.397 --- --- 40
858 cortisone 0.183 3 0.397 --- --- 33
859 dexamethasone 0.106 8 0.397 --- --- 37
860 ricinine -0.137 4 -0.397 --- --- 25
861 clenbuterol 0.093 5 0.397 --- --- 20
862 gliquidone 0.144 4 0.396 --- --- 25
863 pyrazinamide 0.137 4 0.395 --- --- 25
864 nifuroxazide 0.107 4 0.395 --- --- 25
865 guanabenz 0.039 5 0.391 --- --- 40
866 sulfadimidine 0.213 6 0.391 --- --- 33
867 nifenazone 0.127 5 0.39 --- --- 20
868 cisapride -0.004 4 -0.39 --- --- 25
869 hyoscyamine -0.114 5 -0.389 --- --- 20
870 Prestwick-1082 0.223 3 0.389 --- --- 33
871 sulfamethoxypyridazine -0.086 5 -0.389 --- --- 40
872 aceclofenac 0 4 0.387 --- --- 0
873 oxybenzone 0 4 0.386 --- --- 0
874 ciclopirox 0 4 -0.385 --- --- 0
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875 metamizole sodium -0.134 6 -0.385 --- --- 33
876 selegiline -0.105 4 -0.384 --- --- 25
877 betazole 0 5 0.384 --- --- 0
878 hydroquinine -0.021 4 0.384 --- --- 25
879 terbutaline -0.079 4 -0.383 --- --- 25
880 sulfamethizole -0.12 4 -0.383 --- --- 25
881 ciprofibrate 0.099 4 0.382 --- --- 25
882 glycopyrronium bromide -0.071 5 -0.382 --- --- 40
883 lisuride 0.045 5 0.382 --- --- 20
884 oxantel 0.074 4 0.38 --- --- 25
885 azacyclonol 0.014 5 0.38 --- --- 40
886 clonidine -0.157 4 -0.38 --- --- 25
887 eucatropine -0.072 6 -0.38 --- --- 16
888 dl-alpha tocopherol 0.12 4 0.38 --- --- 25
889 vitexin -0.115 4 -0.379 --- --- 25
890 amiodarone -0.146 5 -0.379 --- --- 40
891 cefsulodin 0.159 4 0.377 --- --- 25
892 alprostadil 0.195 7 0.377 --- --- 42
893 lidoflazine 0.003 3 0.377 --- --- 33
894 palmatine 0 4 0.376 --- --- 0
895 bupivacaine -0.072 4 -0.375 --- --- 25
896 16-phenyltetranorprostaglandin E2 0.125 4 0.374 --- --- 25
897 mefenamic acid 0.049 5 0.373 --- --- 40
898 mephentermine -0.176 5 -0.373 --- --- 40
899 rifampicin -0.046 4 0.373 --- --- 25
900 succinylsulfathiazole 0.176 4 0.372 --- --- 25
901 novobiocin 0.055 9 0.372 --- --- 22
902 cefalotin -0.109 4 -0.371 --- --- 25
903 praziquantel 0 4 0.371 --- --- 0
904 loperamide -0.055 6 0.37 --- --- 16
905 tribenoside 0.14 4 0.37 --- --- 25
906 lidocaine 0.186 5 0.369 --- --- 20
907 sulmazole -0.135 3 -0.369 --- --- 33
908 benzonatate -0.149 5 -0.368 --- --- 40
909 (-)-MK-801 0 4 -0.367 --- --- 0
910 lovastatin 0.032 4 0.367 --- --- 25
911 glipizide 0.267 5 0.367 --- --- 40
912 celecoxib 0.117 5 0.366 --- --- 40
913 etynodiol 0.147 4 0.366 --- --- 25
914 rotenone -0.101 4 0.365 --- --- 0
915 salbutamol -0.173 5 -0.365 --- --- 40
916 riluzole -0.19 5 -0.364 --- --- 40
917 foliosidine 0 6 0.364 --- --- 0
918 bezafibrate 0 4 -0.364 --- --- 0
919 mexiletine 0.098 6 0.362 --- --- 16
920 gibberellic acid -0.087 4 -0.362 --- --- 25
921 tranexamic acid 0.183 5 0.361 --- --- 40
922 molsidomine -0.111 4 0.361 --- --- 0
923 clindamycin 0.1 5 0.361 --- --- 20
924 harmaline -0.103 4 -0.361 --- --- 25
925 helveticoside -0.074 6 0.36 --- --- 0
926 (-)-isoprenaline -0.122 4 0.359 --- --- 0
927 mefexamide 0.112 4 0.359 --- --- 25
928 tonzonium bromide -0.147 4 0.359 --- --- 0
929 ofloxacin -0.061 5 -0.359 --- --- 20
930 digitoxigenin -0.105 4 0.358 --- --- 0
931 methocarbamol -0.157 3 -0.358 --- --- 33
932 zimeldine 0.105 5 0.357 --- --- 20
933 ciclosporin 0.194 6 0.355 --- --- 33
934 puromycin 0.04 4 0.355 --- --- 25
935 mebendazole -0.152 5 -0.354 --- --- 40
936 morantel -0.074 5 -0.354 --- --- 40
937 quinethazone 0 4 0.354 --- --- 0
938 methapyrilene 0 4 0.353 --- --- 0
939 pirinixic acid 0.136 5 0.353 --- --- 40
940 bromocriptine 0 5 0.352 --- --- 0
941 meclofenoxate -0.175 6 -0.352 --- --- 33
942 triamcinolone -0.132 5 -0.351 --- --- 40
943 carcinine 0.11 4 0.351 --- --- 25
944 (+)-isoprenaline 0 4 -0.351 --- --- 0
945 cyanocobalamin 0 4 0.351 --- --- 0
946 amrinone 0.14 4 0.351 --- --- 25
947 sulfathiazole -0.158 5 -0.35 --- --- 40
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948 Prestwick-920 -0.008 4 0.35 --- --- 25
949 primaquine 0.014 4 0.349 --- --- 25
950 amiloride -0.084 5 -0.349 --- --- 20
951 dihydroergotamine -0.165 5 -0.349 --- --- 40
952 sisomicin -0.094 4 -0.349 --- --- 25
953 cytisine -0.101 4 -0.349 --- --- 25
954 ceforanide 0.127 4 0.347 --- --- 25
955 maprotiline -0.009 4 0.346 --- --- 25
956 Prestwick-685 0.081 5 0.346 --- --- 20
957 saquinavir -0.146 4 -0.346 --- --- 25
958 mephenesin 0.185 5 0.345 --- --- 40
959 cefixime 0.098 4 0.345 --- --- 25
960 bergenin -0.119 4 -0.344 --- --- 25
961 triflupromazine 0 4 0.344 --- --- 0
962 indoprofen -0.109 4 -0.343 --- --- 25
963 Prestwick-864 0.169 4 0.343 --- --- 25
964 iodixanol 0.056 3 0.343 --- --- 33
965 metanephrine -0.208 5 -0.342 --- --- 40
966 arachidonic acid 0.073 3 0.341 --- --- 33
967 hemicholinium 0.079 4 0.341 --- --- 25
968 6-benzylaminopurine -0.16 5 -0.341 --- --- 40
969 fenspiride -0.17 5 -0.34 --- --- 40
970 dextromethorphan -0.024 4 -0.34 --- --- 25
971 flumetasone -0.065 6 -0.34 --- --- 33
972 alfadolone -0.141 3 -0.339 --- --- 33
973 citalopram -0.024 4 0.339 --- --- 25
974 AH-23848 -0.188 3 -0.339 --- --- 33
975 metrifonate 0.039 5 0.339 --- --- 40
976 tacrolimus -0.086 3 0.339 --- --- 0
977 amoxapine -0.146 5 -0.338 --- --- 40
978 heptaminol 0.028 5 0.338 --- --- 20
979 ketorolac -0.152 4 -0.337 --- --- 25
980 meglumine 0.003 4 0.336 --- --- 25
981 rolipram -0.02 4 0.335 --- --- 25
982 sparteine -0.105 4 -0.335 --- --- 25
983 PHA-00851261E -0.035 8 0.335 --- --- 0
984 sulfaquinoxaline 0.096 3 0.335 --- --- 33
985 rottlerin 0.002 3 0.335 --- --- 33
986 fenbufen -0.115 6 -0.335 --- --- 33
987 prednisolone 0.115 5 0.334 --- --- 40
988 testosterone 0.172 5 0.334 --- --- 40
989 rosiglitazone 0.192 14 0.334 --- --- 42
990 santonin -0.058 4 -0.333 --- --- 25
991 scopolamine 0.02 4 0.332 --- --- 25
992 PF-00562151-00 -0.029 8 0.332 --- --- 25
993 metyrapone -0.152 4 -0.331 --- --- 25
994 SB-202190 -0.099 5 -0.331 --- --- 40
995 etifenin 0.027 4 0.331 --- --- 25
996 glycocholic acid 0.012 4 0.331 --- --- 25
997 Prestwick-984 -0.084 4 -0.33 --- --- 25
998 omeprazole -0.118 4 -0.33 --- --- 25
999 betonicine 0.101 6 0.329 --- --- 33

1000 metformin 0.056 10 0.329 --- --- 20
1001 adrenosterone -0.1 4 -0.329 --- --- 25
1002 hexetidine -0.163 4 0.328 --- --- 0
1003 midecamycin 0.116 5 0.327 --- --- 40
1004 gossypol -0.163 6 -0.327 --- --- 33
1005 Gly-His-Lys -0.103 3 -0.326 --- --- 33
1006 cobalt chloride -0.101 3 0.326 --- --- 0
1007 indapamide -0.133 6 -0.325 --- --- 33
1008 naphazoline -0.005 5 0.325 --- --- 20
1009 meprylcaine 0.012 4 0.324 --- --- 25
1010 tetrahydroalstonine -0.094 4 -0.323 --- --- 25
1011 ergocalciferol -0.114 4 -0.323 --- --- 25
1012 paromomycin -0.103 4 0.323 --- --- 0
1013 tinidazole -0.083 6 -0.323 --- --- 16
1014 debrisoquine 0.072 4 0.323 --- --- 25
1015 trapidil -0.108 3 -0.322 --- --- 33
1016 dexibuprofen 0.03 4 0.322 --- --- 25
1017 clobetasol 0.048 3 -0.321 --- --- 33
1018 spironolactone -0.097 5 0.321 --- --- 0
1019 hydrastine hydrochloride -0.039 4 0.32 --- --- 25
1020 isopropamide iodide 0.054 4 -0.32 --- --- 25
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1021 PNU-0251126 -0.001 6 -0.32 --- --- 16
1022 serotonin -0.187 5 -0.319 --- --- 40
1023 beclometasone -0.106 3 0.319 --- --- 0
1024 etomidate -0.147 3 -0.318 --- --- 33
1025 rofecoxib 0 6 0.318 --- --- 16
1026 chlorambucil -0.149 4 -0.318 --- --- 25
1027 fludroxycortide -0.073 5 -0.317 --- --- 20
1028 nisoxetine -0.121 4 -0.317 --- --- 25
1029 naloxone -0.084 6 -0.316 --- --- 33
1030 minoxidil -0.092 5 -0.316 --- --- 20
1031 cefazolin -0.11 5 -0.316 --- --- 40
1032 iopanoic acid -0.092 4 -0.316 --- --- 25
1033 tridihexethyl 0.032 4 0.316 --- --- 25
1034 picrotoxinin -0.116 4 -0.315 --- --- 25
1035 oxedrine -0.143 4 -0.314 --- --- 25
1036 indometacin 0.02 8 0.314 --- --- 12
1037 fenofibrate 0.064 3 0.314 --- --- 33
1038 levobunolol -0.098 4 0.313 --- --- 0
1039 propofol -0.1 4 -0.313 --- --- 25
1040 depudecin -0.164 2 0.313 --- --- 0
1041 terguride -0.111 8 0.313 --- --- 0
1042 norethisterone -0.082 4 0.313 --- --- 0
1043 2,6-dimethylpiperidine -0.087 5 -0.312 --- --- 40
1044 fluorocurarine -0.094 4 -0.312 --- --- 25
1045 fipexide -0.021 3 -0.312 --- --- 33
1046 deferoxamine -0.005 8 -0.311 --- --- 12
1047 apomorphine -0.138 5 -0.31 --- --- 40
1048 aminohippuric acid -0.119 4 -0.31 --- --- 25
1049 diperodon -0.052 3 -0.31 --- --- 33
1050 ethionamide -0.15 3 0.309 --- --- 0
1051 lynestrenol 0.008 5 -0.309 --- --- 40
1052 enalapril 0.071 4 0.309 --- --- 25
1053 metolazone 0.135 5 0.309 --- --- 40
1054 cefoperazone 0.068 3 0.308 --- --- 33
1055 acenocoumarol 0.063 5 0.308 --- --- 40
1056 ceftazidime 0.11 3 0.308 --- --- 33
1057 ethosuximide -0.034 4 -0.308 --- --- 25
1058 IC-86621 0.076 4 0.307 --- --- 25
1059 PNU-0293363 -0.159 3 -0.307 --- --- 33
1060 cefapirin 0.085 4 0.307 --- --- 25
1061 cotinine 0.002 6 -0.307 --- --- 16
1062 bromperidol 0.067 3 -0.307 --- --- 33
1063 ranitidine 0.008 5 -0.307 --- --- 40
1064 propoxycaine 0.019 4 0.306 --- --- 25
1065 gabexate -0.084 4 0.306 --- --- 0
1066 risperidone 0.107 3 0.306 --- --- 33
1067 Prestwick-1100 -0.17 4 -0.305 --- --- 25
1068 ioxaglic acid 0.09 3 0.304 --- --- 33
1069 pizotifen -0.131 4 0.303 --- --- 0
1070 amitriptyline -0.134 6 0.303 --- --- 0
1071 4-hydroxyphenazone -0.164 5 -0.303 --- --- 40
1072 anabasine 0.093 3 0.302 --- --- 33
1073 diethylstilbestrol -0.057 6 0.302 --- --- 0
1074 eldeline -0.008 6 -0.302 --- --- 16
1075 oxymetazoline -0.116 4 -0.301 --- --- 25
1076 chlorogenic acid 0.056 4 0.301 --- --- 25
1077 mimosine -0.164 3 -0.301 --- --- 33
1078 imidurea 0.047 3 0.301 --- --- 33
1079 chloropyramine 0.034 4 0.3 --- --- 25
1080 SR-95639A -0.034 4 0.3 --- --- 25
1081 levocabastine -0.096 4 -0.299 --- --- 25
1082 oxyphenbutazone -0.057 4 0.299 --- --- 25
1083 cefalonium 0.046 3 0.298 --- --- 33
1084 CP-320650-01 0.058 8 0.298 --- --- 37
1085 ifenprodil -0.007 4 0.298 --- --- 25
1086 ipratropium bromide -0.153 3 -0.298 --- --- 33
1087 chlorcyclizine -0.017 6 0.297 --- --- 33
1088 lithocholic acid 0.13 6 0.297 --- --- 33
1089 chenodeoxycholic acid 0.055 4 0.296 --- --- 25
1090 drofenine 0.091 4 -0.296 --- --- 25
1091 baclofen 0.01 5 0.295 --- --- 20
1092 trimethobenzamide -0.14 5 -0.295 --- --- 40
1093 ribavirin 0.009 4 0.295 --- --- 25
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1094 vigabatrin -0.133 3 0.294 --- --- 0
1095 (-)-atenolol -0.088 4 0.294 --- --- 0
1096 acebutolol -0.071 5 0.293 --- --- 0
1097 probucol 0.081 6 0.293 --- --- 33
1098 sulfachlorpyridazine 0.131 5 0.293 --- --- 40
1099 fluticasone -0.008 4 0.293 --- --- 25
1100 hydralazine 0.018 6 0.292 --- --- 16
1101 nitrofural -0.061 4 0.292 --- --- 25
1102 ticarcillin -0.022 3 -0.292 --- --- 33
1103 H-89 0.088 3 0.291 --- --- 33
1104 phenformin 0.036 7 0.291 --- --- 28
1105 azlocillin 0.046 4 -0.291 --- --- 25
1106 triprolidine -0.127 4 -0.291 --- --- 25
1107 tetryzoline -0.008 3 -0.291 --- --- 33
1108 SC-58125 0.018 4 0.289 --- --- 25
1109 cefalexin 0.143 5 0.289 --- --- 40
1110 valdecoxib -0.192 3 -0.289 --- --- 33
1111 dicoumarol 0.024 6 -0.288 --- --- 33
1112 betahistine -0.12 4 -0.288 --- --- 25
1113 trazodone 0.072 3 0.287 --- --- 33
1114 terfenadine -0.164 3 0.287 --- --- 0
1115 roxithromycin 0.023 4 0.286 --- --- 25
1116 flucloxacillin -0.09 4 0.286 --- --- 0
1117 lorglumide -0.183 5 -0.286 --- --- 40
1118 pentolonium -0.11 5 -0.286 --- --- 40
1119 flufenamic acid -0.005 6 -0.286 --- --- 33
1120 etofylline -0.214 5 -0.285 --- --- 40
1121 mevalolactone 0.052 3 0.284 --- --- 33
1122 AG-028671 0.044 3 0.284 --- --- 33
1123 letrozole -0.096 4 -0.284 --- --- 25
1124 10-methoxyharmalan 0.041 4 0.283 --- --- 25
1125 florfenicol 0.003 4 0.282 --- --- 25
1126 doxylamine 0.1 5 0.282 --- --- 40
1127 epirizole -0.078 5 -0.282 --- --- 20
1128 chlorpromazine -0.159 19 -0.281 --- --- 42
1129 bemegride -0.096 4 -0.281 --- --- 25
1130 Prestwick-857 -0.006 4 0.28 --- --- 25
1131 nadide -0.092 4 0.28 --- --- 0
1132 bufexamac 0.031 4 0.28 --- --- 25
1133 meclozine -0.2 5 -0.28 --- --- 40
1134 thalidomide -0.202 7 -0.279 --- --- 42
1135 valproic acid 0.107 57 0.279 --- --- 31
1136 nifedipine -0.157 7 -0.279 --- --- 42
1137 cefotaxime -0.161 5 -0.278 --- --- 40
1138 atractyloside -0.075 5 -0.278 --- --- 20
1139 memantine -0.118 4 -0.278 --- --- 25
1140 acetazolamide -0.15 4 -0.278 --- --- 25
1141 halcinonide -0.033 5 -0.277 --- --- 40
1142 etodolac -0.082 5 -0.277 --- --- 40
1143 iloprost 0.002 3 -0.276 --- --- 33
1144 pipenzolate bromide 0.039 4 0.276 --- --- 25
1145 benserazide 0.066 5 0.275 --- --- 40
1146 pipemidic acid 0.053 3 0.275 --- --- 33
1147 amylocaine -0.222 5 -0.275 --- --- 40
1148 dioxybenzone -0.105 4 0.274 --- --- 0
1149 metaraminol -0.128 4 -0.274 --- --- 25
1150 mesalazine -0.037 5 0.274 --- --- 20
1151 N-acetylmuramic acid 0.07 4 -0.274 --- --- 25
1152 tetraethylenepentamine -0.086 6 -0.274 --- --- 33
1153 diflorasone -0.15 4 -0.273 --- --- 25
1154 furosemide 0.009 4 0.273 --- --- 25
1155 vinpocetine 0.076 4 0.273 --- --- 25
1156 minaprine -0.054 5 -0.272 --- --- 40
1157 perhexiline -0.056 4 0.271 --- --- 25
1158 cefmetazole -0.024 4 0.271 --- --- 25
1159 quercetin 0.063 6 0.271 --- --- 33
1160 Prestwick-983 -0.13 3 0.27 --- --- 0
1161 pentetic acid -0.09 5 -0.269 --- --- 40
1162 thioproperazine -0.007 5 0.269 --- --- 20
1163 dicloxacillin -0.104 4 -0.268 --- --- 25
1164 AG-013608 0.074 8 0.267 --- --- 25
1165 solanine -0.135 4 -0.267 --- --- 25
1166 cefamandole -0.041 4 0.266 --- --- 25
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1167 bupropion 0.095 4 0.266 --- --- 25
1168 glibenclamide 0.018 4 -0.266 --- --- 25
1169 primidone 0.003 4 0.266 --- --- 25
1170 oxolinic acid 0.017 5 0.266 --- --- 20
1171 neostigmine bromide 0.013 4 0.265 --- --- 25
1172 aminophenazone -0.088 5 -0.265 --- --- 40
1173 isoxsuprine -0.052 5 0.265 --- --- 20
1174 isosorbide -0.139 4 -0.265 --- --- 25
1175 amikacin 0.032 4 0.264 --- --- 25
1176 cyclopenthiazide 0.032 4 0.264 --- --- 25
1177 calcium folinate -0.055 5 0.263 --- --- 20
1178 CP-690334-01 0.031 8 0.263 --- --- 37
1179 naftifine 0.036 4 0.263 --- --- 25
1180 carisoprodol 0.062 4 -0.262 --- --- 25
1181 spectinomycin -0.144 4 -0.262 --- --- 25
1182 PNU-0230031 0.141 8 0.262 --- --- 37
1183 hydrochlorothiazide 0.056 5 0.261 --- --- 40
1184 cinnarizine 0.016 4 -0.261 --- --- 25
1185 scoulerine 0.012 4 0.26 --- --- 25
1186 disulfiram 0.043 5 0.26 --- --- 40
1187 aztreonam -0.083 5 0.259 --- --- 20
1188 sulfabenzamide -0.007 4 0.259 --- --- 25
1189 altizide -0.014 4 0.259 --- --- 25
1190 todralazine 0.015 5 0.258 --- --- 40
1191 dienestrol 0.027 3 0.258 --- --- 33
1192 prazosin 0.068 6 0.257 --- --- 33
1193 clozapine 0.068 17 0.257 --- --- 35
1194 SB-203580 -0.206 5 0.257 --- --- 0
1195 sulfadiazine -0.039 5 0.257 --- --- 20
1196 caffeic acid -0.015 3 -0.255 --- --- 33
1197 mephenytoin -0.107 4 -0.255 --- --- 25
1198 simvastatin -0.002 4 0.255 --- --- 25
1199 STOCK1N-35215 0.051 3 0.253 --- --- 33
1200 parbendazole 0.017 4 -0.253 --- --- 25
1201 aciclovir -0.062 6 0.253 --- --- 16
1202 sulfamethoxazole -0.032 5 -0.253 --- --- 40
1203 proglumide 0.017 5 0.252 --- --- 20
1204 papaverine -0.081 4 0.251 --- --- 25
1205 propantheline bromide -0.025 4 0.25 --- --- 25
1206 sulfaphenazole -0.004 4 -0.25 --- --- 25
1207 sulfaguanidine -0.084 5 -0.25 --- --- 40
1208 15(S)-15-methylprostaglandin E2 0.036 4 0.249 --- --- 25
1209 aminocaproic acid 0.053 3 0.249 --- --- 33
1210 dexpropranolol -0.141 3 -0.249 --- --- 33
1211 fendiline 0.018 3 0.248 --- --- 33
1212 buflomedil 0.095 4 0.248 --- --- 25
1213 lomefloxacin 0.082 6 0.248 --- --- 33
1214 isocorydine 0.052 4 0.248 --- --- 25
1215 flupentixol 0.008 4 0.246 --- --- 25
1216 orlistat -0.087 5 -0.246 --- --- 40
1217 methanthelinium bromide -0.073 4 -0.246 --- --- 25
1218 piribedil -0.005 4 0.246 --- --- 25
1219 bisoprolol -0.13 4 -0.244 --- --- 25
1220 sulindac -0.156 7 0.243 --- --- 0
1221 F0447-0125 0.001 4 0.242 --- --- 25
1222 hydrastinine -0.087 5 -0.242 --- --- 20
1223 napelline -0.106 4 -0.242 --- --- 25
1224 picotamide 0.044 5 -0.242 --- --- 20
1225 clotrimazole -0.081 5 -0.241 --- --- 40
1226 velnacrine 0.03 4 0.241 --- --- 25
1227 lisinopril 0.019 3 -0.241 --- --- 33
1228 clomipramine 0.002 4 0.24 --- --- 25
1229 nizatidine -0.109 4 -0.24 --- --- 25
1230 ethisterone -0.003 6 0.24 --- --- 33
1231 labetalol 0.063 4 0.239 --- --- 25
1232 griseofulvin 0.054 5 0.237 --- --- 40
1233 buspirone -0.131 4 -0.237 --- --- 25
1234 pentoxyverine -0.024 4 -0.237 --- --- 25
1235 Prestwick-860 -0.017 4 0.236 --- --- 25
1236 octopamine -0.102 4 -0.235 --- --- 25
1237 flurbiprofen -0.072 5 -0.235 --- --- 40
1238 tiapride -0.123 5 -0.235 --- --- 40
1239 trimethadione -0.021 4 -0.234 --- --- 25
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1240 terazosin -0.078 4 0.233 --- --- 25
1241 coralyne -0.106 4 0.232 --- --- 25
1242 pirenzepine 0.001 5 -0.232 --- --- 20
1243 PF-01378883-00 -0.126 4 -0.231 --- --- 25
1244 isoxicam 0.001 5 0.23 --- --- 20
1245 nimesulide -0.14 4 -0.23 --- --- 25
1246 hexamethonium bromide -0.062 5 -0.229 --- --- 40
1247 monorden -0.162 22 -0.228 --- --- 45
1248 colforsin -0.121 5 0.227 --- --- 20
1249 2-aminobenzenesulfonamide -0.046 4 0.227 --- --- 25
1250 clofilium tosylate -0.147 3 -0.226 --- --- 33
1251 sulfametoxydiazine 0.005 4 0.226 --- --- 25
1252 tetramisole -0.104 4 -0.226 --- --- 25
1253 tolazoline -0.054 5 0.225 --- --- 20
1254 diflunisal 0.023 5 0.225 --- --- 20
1255 tolmetin 0 4 0.224 --- --- 25
1256 ciclacillin 0.001 4 0.224 --- --- 25
1257 neomycin -0.064 5 -0.223 --- --- 40
1258 tropicamide -0.063 6 -0.223 --- --- 33
1259 piretanide -0.018 4 0.223 --- --- 25
1260 pheniramine -0.095 5 -0.222 --- --- 40
1261 iobenguane -0.055 4 -0.222 --- --- 25
1262 amprolium -0.013 5 0.221 --- --- 20
1263 prednisone -0.06 5 -0.221 --- --- 40
1264 7-aminocephalosporanic acid -0.104 4 0.22 --- --- 0
1265 azaperone -0.014 4 0.219 --- --- 25
1266 ciprofloxacin -0.034 5 0.218 --- --- 40
1267 protoveratrine A -0.048 4 -0.217 --- --- 25
1268 lysergol -0.082 4 0.215 --- --- 25
1269 ketoprofen -0.089 6 0.214 --- --- 16
1270 trimetazidine -0.021 4 0.213 --- --- 25
1271 ethambutol 0.061 5 0.213 --- --- 20
1272 pindolol 0.044 5 0.213 --- --- 20
1273 flunarizine 0.016 4 -0.209 --- --- 25
1274 ornidazole -0.03 5 -0.209 --- --- 20
1275 ethotoin 0.011 6 0.207 --- --- 16
1276 glimepiride -0.003 4 0.207 --- --- 25
1277 R-atenolol 0.024 4 0.207 --- --- 25
1278 verapamil -0.076 6 -0.206 --- --- 33
1279 diclofenac -0.007 5 0.206 --- --- 40
1280 procaine -0.107 5 -0.204 --- --- 40
1281 fluvastatin -0.059 4 0.203 --- --- 25
1282 aminophylline -0.027 4 0.203 --- --- 25
1283 diclofenamide -0.054 4 0.2 --- --- 25
1284 demeclocycline 0.096 6 0.199 --- --- 33
1285 cinchocaine -0.109 5 -0.198 --- --- 40
1286 metoclopramide -0.044 6 -0.198 --- --- 33
1287 isradipine -0.008 4 -0.197 --- --- 25
1288 syrosingopine 0.028 4 0.197 --- --- 25
1289 thiamazole 0 6 0.195 --- --- 33
1290 denatonium benzoate -0.003 4 -0.195 --- --- 25
1291 monocrotaline -0.013 4 -0.194 --- --- 25
1292 naringin 0.035 4 0.194 --- --- 25
1293 benzamil -0.048 6 0.191 --- --- 16
1294 Prestwick-674 0.019 6 0.189 --- --- 33
1295 diltiazem -0.008 5 -0.186 --- --- 20
1296 3-acetylcoumarin 0.045 5 0.186 --- --- 20
1297 ticlopidine -0.084 5 -0.182 --- --- 40
1298 troglitazone 0.051 16 0.179 --- --- 37
1299 dilazep -0.101 5 0.178 --- --- 20
1300 flecainide -0.096 6 -0.176 --- --- 33
1301 ketanserin 0.017 4 0.176 --- --- 25
1302 piperine 0.029 4 0.176 --- --- 25
1303 guaifenesin -0.028 6 -0.176 --- --- 33
1304 acetylsalicylic acid -0.087 13 -0.161 --- --- 38
1305 0317956-0000 -0.013 8 0.156 --- --- 25
1306 estradiol 0.054 37 0.152 --- --- 29
1307 genistein 0.003 17 0.141 --- --- 23
1308 15-delta prostaglandin J2 -0.04 15 -0.128 --- --- 40
1309 haloperidol -0.078 32 0.114 --- --- 12
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Anexo IB 

A seguir, são anexadas as tabelas suplementares do Capítulo II. 



Dataset Regulon Target Gene Coefficient Coefficient Standard Error exp(Coefficient) Confidence Interval (lower95) exp(Coefficient) Confidence Interval (upper95) exp(Coefficient) z pvalue
TCGA_biolinks FOXA2 RTKN2 -0.000420677 0.042485934 0.999579411 0.919714873 1.086379082 -0.009901559 0.992099828
TCGA_biolinks FOXA2 CHIA -0.034029999 0.032990085 0.966542509 0.906024095 1.031103286 -1.031522007 0.302296093
TCGA_biolinks FOXA2 TWIST1 0.047101676 0.043676019 1.048228584 0.962230023 1.141913198 1.078433376 0.280840399
TCGA_biolinks FOXA2 CPB2 -0.007488419 0.029431485 0.99253955 0.936905299 1.05147741 -0.254435636 0.799159023
TCGA_biolinks FOXA2 HHIP 0.000701491 0.02827268 1.000701737 0.946757828 1.057719235 0.02481161 0.980205231
TCGA_biolinks FOXA2 APOH -0.000514839 0.035217052 0.999485293 0.932823759 1.0709106 -0.014619032 0.988336116
TCGA_biolinks FOXA2 EPB41L5 -0.112957996 0.10620177 0.893188177 0.72534372 1.099871822 -1.063616892 0.287502287
TCGA_biolinks FOXA2 SEC14L4 -0.13094443 0.042806985 0.877266523 0.806666804 0.95404515 -3.058950086 0.002221142
TCGA_biolinks FOXA2 SSTR1 -0.028289757 0.040758404 0.972106652 0.897470741 1.052949471 -0.694084019 0.48762952
TCGA_biolinks FOXA2 CFTR -0.045087349 0.03232317 0.95591398 0.897233088 1.018432724 -1.394892534 0.163048249
TCGA_biolinks FOXA2 ITLN2 -0.018181137 0.026879419 0.981983143 0.931588738 1.035103638 -0.676396222 0.498789115
TCGA_biolinks FOXA2 C2orf54 -0.010563693 0.051603756 0.989491907 0.894307865 1.094806691 -0.204707836 0.837800398
TCGA_biolinks FOXA2 PCSK9 0.086873422 0.038769174 1.090758605 1.010946719 1.176871453 2.240785995 0.025039941
TCGA_biolinks FOXA2 SLC46A2 -0.075154747 0.03879673 0.927599932 0.859680096 1.000885839 -1.937141269 0.052728077
TCGA_biolinks FOXA2 MS4A15 -0.04198029 0.026876529 0.95888868 0.909684613 1.010754154 -1.561968422 0.118295428
TCGA_biolinks FOXA2 ANKRD29 -0.064749029 0.045328629 0.93730267 0.85762228 1.024386045 -1.428435614 0.153166515
TCGA_biolinks FOXA2 FZD8 -0.026975584 0.087139571 0.973385007 0.820561837 1.154670287 -0.309567555 0.756889832
TCGA_biolinks FOXA2 CX3CR1 -0.08686636 0.054366097 0.916799608 0.824134156 1.019884342 -1.597803889 0.110086629
TCGA_biolinks FOXA2 PLA2G3 -0.058354247 0.03487461 0.943315722 0.880991565 1.010048888 -1.673258752 0.094276369
TCGA_biolinks FOXA2 SEMA5A 0.064789794 0.054845624 1.066934724 0.958193388 1.188016657 1.181311987 0.237478807
TCGA_biolinks FOXA2 SCTR -0.0399531 0.034495283 0.960834501 0.898020294 1.028042401 -1.158219236 0.24677458
TCGA_biolinks FOXA2 ST6GALNAC5 0.020279668 0.05300268 1.020486698 0.919795721 1.132200418 0.382615904 0.702004576
TCGA_biolinks FOXA2 LRRC36 -0.041586673 0.041879552 0.959266189 0.883672211 1.041326874 -0.993006636 0.320706721
TCGA_biolinks FOXA2 NR0B2 -0.070075334 0.035613536 0.932323581 0.869465536 0.999725951 -1.967660115 0.049107158
TCGA_biolinks FOXA2 CYS1 -0.003594546 0.053070876 0.996411907 0.897976346 1.105637907 -0.067731045 0.945999736
TCGA_biolinks FOXA2 ESYT3 -0.186938294 0.05859716 0.82949492 0.739495844 0.930447178 -3.190227906 0.001421606
TCGA_biolinks FOXA2 PLA2G4F -0.064779549 0.044771602 0.937274064 0.858532901 1.023237047 -1.446889244 0.147927946
TCGA_biolinks FOXA2 TRAK1 -0.134167527 0.161362076 0.87444356 0.637353149 1.199729758 -0.831468772 0.405708862
TCGA_biolinks FOXA2 TMPRSS13 -0.03200336 0.073931661 0.968503328 0.837857908 1.119520013 -0.432877597 0.665103696
TCGA_biolinks FOXA2 NCKAP5 -0.081432592 0.040687461 0.921794844 0.851140086 0.998314788 -2.001417377 0.04534743
TCGA_biolinks FOXA2 RAB11FIP1 -0.100663245 0.075511756 0.904237488 0.779842293 1.048475367 -1.333080442 0.182505407
TCGA_biolinks FOXA2 HIST1H2BD 0.027940831 0.063864878 1.028334837 0.90734545 1.165457475 0.43749916 0.661749385
TCGA_biolinks FOXA2 HAS3 -0.045738342 0.053224387 0.95529189 0.860659587 1.06032932 -0.859349343 0.390147809
TCGA_biolinks FOXA2 FAM167A -0.074698562 0.047310412 0.928023185 0.845839827 1.01819163 -1.578903217 0.114358258
TCGA_biolinks FOXA2 SLC16A11 -0.077406004 0.053436402 0.925514015 0.833485122 1.027704238 -1.448563174 0.147459612
TCGA_biolinks FOXA2 SCEL -0.023129157 0.051658724 0.977136272 0.883045637 1.08125249 -0.447729922 0.654348124
TCGA_biolinks FOXA2 LRRN3 -0.009363674 0.045164068 0.990680029 0.906754425 1.082373454 -0.207325744 0.83575547
TCGA_biolinks FOXA2 IRX2 -0.076208316 0.034996473 0.926623156 0.865195191 0.992412443 -2.177599879 0.029435839
TCGA_biolinks FOXA2 HSD17B6 -0.006976295 0.043173433 0.993047983 0.91247493 1.080735771 -0.161587686 0.871630555
TCGA_biolinks FOXA2 WIF1 -0.045604924 0.026363605 0.955419351 0.907304974 1.006085232 -1.729844035 0.083658144
TCGA_biolinks FOXA2 CRTAC1 -0.108349334 0.035071621 0.897314079 0.837705688 0.961164009 -3.089373416 0.002005792
TCGA_biolinks FOXA2 LGI3 -0.010439048 0.025702051 0.98961525 0.940998115 1.040744212 -0.406156228 0.684627814
TCGA_biolinks FOXA2 PARD6B 0.008312648 0.101234168 1.008347294 0.82687423 1.229648028 0.082113071 0.934556799
TCGA_biolinks FOXA2 MMP28 0.031095259 0.039821308 1.031583766 0.954132173 1.115322486 0.780869845 0.43487905
TCGA_biolinks FOXA2 WNT7A 0.076672067 0.032891255 1.079687953 1.012281195 1.151583258 2.3310776 0.019749268
TCGA_biolinks FOXA2 WWC1 0.042527517 0.116542815 1.043444768 0.830363101 1.311205884 0.364908953 0.715179371
TCGA_biolinks FOXA2 ZBTB42 0.076546377 0.123634321 1.079552255 0.84723901 1.375565878 0.619135333 0.535827208
TCGA_biolinks FOXA2 CGN -0.121502717 0.084211315 0.885588647 0.750846635 1.044510577 -1.442831243 0.149068016
TCGA_biolinks FOXA2 GOLT1A -0.034508216 0.062418139 0.966080402 0.854836104 1.091801504 -0.552855572 0.580362312
TCGA_biolinks FOXA2 C16orf89 -0.127881892 0.032460606 0.879957303 0.825716726 0.937760894 -3.939602693 8.16E-05
TCGA_biolinks FOXA2 NRGN -0.042075939 0.050730452 0.958796968 0.868050144 1.059030556 -0.829402011 0.406876964
TCGA_biolinks FOXA2 FLRT3 0.033730424 0.048088413 1.034305746 0.941273876 1.136532525 0.701425192 0.483037705
TCGA_biolinks FOXA2 STAC -0.005454739 0.044455042 0.994560111 0.911571704 1.085103683 -0.122702378 0.90234278
TCGA_biolinks FOXA2 SULT2B1 0.103944905 0.061392086 1.109539323 0.983752073 1.251410334 1.693131996 0.090430345
TCGA_biolinks FOXA2 YIF1B 0.027470226 0.134658542 1.027851011 0.789420879 1.338294602 0.203999133 0.838354176
TCGA_biolinks FOXA2 MFSD2A -0.089676733 0.059982006 0.914226677 0.812825114 1.028278288 -1.495060588 0.13489863
TCGA_biolinks FOXA2 RAP1GAP -0.15103439 0.057422945 0.859818129 0.768295163 0.962243746 -2.630209771 0.00853322
TCGA_biolinks FOXA2 TGFB2 0.053967497 0.057510449 1.055450297 0.942941616 1.181383142 0.938394646 0.348041636
TCGA_biolinks FOXA2 PRDM16 -0.110119128 0.042811471 0.895727423 0.823634786 0.974130318 -2.572187464 0.010105815
TCGA_biolinks FOXA2 GPRIN2 -0.019438275 0.052628829 0.98074943 0.884627271 1.087316066 -0.369346528 0.711869449
TCGA_biolinks FOXA2 AMOTL2 -0.070513986 0.103668366 0.931914706 0.76056002 1.141875718 -0.680188072 0.496385384
TCGA_biolinks FOXA2 TACSTD2 0.075144209 0.088108633 1.078039603 0.907061035 1.281247172 0.852858645 0.393737697
TCGA_biolinks FOXA2 SFTPB -0.114792616 0.02778997 0.891551018 0.844289396 0.941458251 -4.130721061 3.62E-05
TCGA_biolinks FOXA2 ADRB2 -0.083587049 0.051258944 0.919811014 0.831891934 1.017021884 -1.630682227 0.102957389
TCGA_biolinks FOXA2 STARD10 -0.108095356 0.097730577 0.897542006 0.741082172 1.087034183 -1.106054621 0.268702878
TCGA_biolinks FOXA2 EXPH5 -0.252084902 0.094175395 0.777178751 0.646187684 0.934723497 -2.676759693 0.007433793
TCGA_biolinks FOXA2 DRAM1 0.007724084 0.080049916 1.007753991 0.861421912 1.178943899 0.096490842 0.923130747
TCGA_biolinks FOXA2 HPN -0.098988086 0.059780877 0.905753499 0.805609252 1.018346549 -1.655848656 0.097752471
TCGA_biolinks FOXA2 ATP2A2 0.025186586 0.13586466 1.025506448 0.785760489 1.338402082 0.185379967 0.85293102
TCGA_biolinks FOXA2 EFNB2 0.064900692 0.08211671 1.067053052 0.908423043 1.253383239 0.790346958 0.42932517
TCGA_biolinks FOXA2 LIPH 0.04661983 0.068362304 1.04772362 0.916339981 1.197944874 0.681952285 0.495269123
TCGA_biolinks FOXA2 C4BPA -0.059080553 0.031215748 0.942630835 0.886687834 1.002103398 -1.892652174 0.05840414
TCGA_biolinks FOXA2 CMTM8 -0.309056185 0.146799178 0.734139521 0.550583152 0.9788909 -2.105299154 0.035265276
TCGA_biolinks FOXA2 C1orf116 -0.077215397 0.051300144 0.925690441 0.83714178 1.023605336 -1.505169194 0.132280583
TCGA_biolinks FOXA2 CRB3 -0.026913229 0.119933746 0.973445705 0.769527144 1.231401059 -0.224400802 0.822445447
TCGA_biolinks FOXA2 CTNNBIP1 0.025119314 0.138462421 1.025437462 0.781717354 1.345143463 0.181416111 0.856040974
TCGA_biolinks FOXA2 PLLP -0.023216581 0.072219887 0.97705085 0.848093017 1.125617525 -0.32147075 0.747853675
TCGA_biolinks FOXA2 KIAA1324L -0.042618694 0.061438894 0.958276717 0.849559997 1.080905728 -0.69367612 0.487885345
TCGA_biolinks FOXA2 SEMA3B -0.043626068 0.055060415 0.95731186 0.859381359 1.066401997 -0.792330899 0.428167759
TCGA_biolinks FOXA2 PRSS8 -0.106156391 0.092482919 0.899283997 0.750196894 1.077999275 -1.14784862 0.251031062
TCGA_biolinks FOXA2 EVPL -0.053569438 0.074064773 0.947840123 0.819768148 1.095920719 -0.723278228 0.469508966
TCGA_biolinks FOXA2 SUSD2 -0.063319716 0.039067515 0.938643327 0.869453315 1.013339394 -1.62077662 0.105065554
TCGA_biolinks FOXA2 ELAVL1 0.217415607 0.266506703 1.242860537 0.7371765 2.095430761 0.815797897 0.414615736
TCGA_biolinks FOXA2 SFTA3 -0.143186463 0.033299323 0.866592466 0.811840053 0.925037511 -4.299981208 1.71E-05
TCGA_biolinks FOXA2 AP1M2 -0.168919773 0.11930339 0.844576659 0.668479118 1.067063597 -1.415884101 0.156809441
TCGA_biolinks FOXA2 INPP5K -0.200383946 0.155898559 0.818416465 0.602938844 1.110901242 -1.285348286 0.198670604
TCGA_biolinks FOXA2 CLDN4 -0.033106635 0.092971476 0.967435392 0.806277439 1.16080544 -0.356094542 0.721769765
TCGA_biolinks FOXA2 SULT1A2 -0.097980579 0.056830979 0.906666512 0.811097305 1.013496357 -1.724069884 0.084695228
TCGA_biolinks FOXA2 RILP -0.099385527 0.104719688 0.905393587 0.737394433 1.111667665 -0.949062487 0.342588832
TCGA_biolinks FOXA2 SFTPA1 -0.034921838 0.023620879 0.965680892 0.921992757 1.011439166 -1.478430941 0.139292469
TCGA_biolinks FOXA2 LAMA3 0.095714162 0.05044436 1.10044447 0.996850004 1.214804661 1.89742046 0.057772467
TCGA_biolinks FOXA2 TMEM54 0.000118941 0.107050294 1.000118948 0.81083088 1.233596221 0.001111071 0.999113494
TCGA_biolinks FOXA2 ST7 -0.005359597 0.169144829 0.99465474 0.713996392 1.385634527 -0.031686436 0.974722112
TCGA_biolinks FOXA2 BFSP1 0.049476653 0.102361871 1.050721061 0.859719653 1.284156695 0.483350419 0.628846946
TCGA_biolinks FOXA2 RASSF7 -0.024986176 0.095340153 0.975323395 0.809086502 1.175715725 -0.262074009 0.793264384
TCGA_biolinks FOXA2 RAB17 -0.121718756 0.090609155 0.885397346 0.741329979 1.057462241 -1.343338379 0.17916243
TCGA_biolinks FOXA2 TMEM63B -0.161416287 0.124575767 0.850937763 0.666589874 1.08626774 -1.295727827 0.195069271
TCGA_biolinks FOXA2 SCNN1B -0.141209062 0.048306248 0.868307762 0.789869474 0.954535394 -2.923204905 0.003464484
TCGA_biolinks FOXA2 FAM189A2 -0.126827561 0.04805413 0.880885559 0.801707119 0.967883843 -2.639264513 0.008308612
TCGA_biolinks FOXA2 EPCAM -0.118395023 0.096220845 0.888345067 0.735662067 1.072716663 -1.230450872 0.218528313
TCGA_biolinks FOXA2 COBL 0.007144935 0.054870882 1.007170521 0.90447554 1.121525584 0.130213601 0.896397434
TCGA_biolinks FOXA2 VSIG2 -0.084126616 0.03621086 0.919314849 0.856330741 0.986931509 -2.323242699 0.020166118
TCGA_biolinks FOXA2 CPAMD8 -0.051095153 0.043624685 0.950188253 0.87232086 1.03500645 -1.171244044 0.241500696
TCGA_biolinks FOXA2 C19orf33 0.146526128 0.062207768 1.157805181 1.024906249 1.307937033 2.355431378 0.018501214
TCGA_biolinks FOXA2 CEACAM6 -0.045864407 0.044891933 0.955171468 0.874720407 1.043021892 -1.021662546 0.306940644
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TCGA_biolinks FOXA2 SFTA2 -0.113998598 0.041436596 0.892259207 0.82265955 0.967747219 -2.751157422 0.00593851
TCGA_biolinks FOXA2 FAM129B 0.25696736 0.154892296 1.293002923 0.954453874 1.75163683 1.659006719 0.097114438
TCGA_biolinks FOXA2 SH2D4A -0.071112678 0.109979851 0.931356943 0.750760021 1.15539684 -0.646597328 0.517892588
TCGA_biolinks FOXA2 TMEM125 -0.196246988 0.072423553 0.821809232 0.713056554 0.947148456 -2.709712249 0.00673416
TCGA_biolinks FOXA2 PPP1R13L 0.153263481 0.105528 1.16563206 0.947841866 1.433464957 1.452348961 0.1464046
TCGA_biolinks FOXA2 PTK7 -0.223318099 0.102791217 0.799860374 0.653910242 0.978385988 -2.172540666 0.029814906
TCGA_biolinks FOXA2 PDZK1IP1 -0.093575673 0.050523686 0.910669102 0.824811604 1.005463804 -1.852114929 0.064009321
TCGA_biolinks FOXA2 LAMB3 0.024147178 0.06845746 1.024441082 0.895809969 1.17154259 0.352732611 0.724288909
TCGA_biolinks FOXA2 ITGA3 -0.035020064 0.08774559 0.965586042 0.813021064 1.146780134 -0.39910911 0.68981281
TCGA_biolinks FOXA2 FAAH -0.289681983 0.096470415 0.748501566 0.619550835 0.904291565 -3.002806416 0.002675025
TCGA_biolinks FOXA2 AATK -0.029433196 0.051503481 0.970995742 0.87776343 1.074130795 -0.57147974 0.56767449
TCGA_biolinks FOXA2 CCNJL -0.093540694 0.069798219 0.910700957 0.794261372 1.044210712 -1.340158757 0.180193737
TCGA_biolinks FOXA2 N4BP1 -0.115051601 0.167378919 0.89132015 0.642037701 1.237390902 -0.687372113 0.491848266
TCGA_biolinks FOXA2 MLPH -0.030846026 0.068196008 0.969624859 0.848311187 1.108287125 -0.452314246 0.651042614
TCGA_biolinks FOXA2 NAPSA -0.125076222 0.033499567 0.88242964 0.826352231 0.94231254 -3.733666794 0.000188712
TCGA_biolinks FOXA2 ST6GALNAC6 -0.25078358 0.117922794 0.778190769 0.617603873 0.980532829 -2.126676042 0.033447009
TCGA_biolinks FOXA2 HYAL1 -0.005557864 0.049015945 0.994457552 0.903366127 1.094734231 -0.113388901 0.909722239
TCGA_biolinks FOXA2 LAMP3 -0.007175258 0.047210995 0.992850422 0.905102475 1.089105364 -0.151982782 0.879200515
TCGA_biolinks FOXA2 NINJ2 -0.185640357 0.071922218 0.830572251 0.721368401 0.956307848 -2.581126713 0.009847843
TCGA_biolinks FOXA2 TBC1D2 -0.053652221 0.096289591 0.947761661 0.784760776 1.14461909 -0.557196482 0.577393193
TCGA_biolinks FOXA2 MALL -0.161985072 0.061232054 0.8504539 0.754275425 0.958896197 -2.64542932 0.008158733
TCGA_biolinks FOXA2 FKBP1B -0.030167448 0.080323141 0.970283048 0.828947951 1.13571569 -0.375576047 0.707232101
TCGA_biolinks FOXA2 EFNA1 -0.050165374 0.09860157 0.951072129 0.783941484 1.153833817 -0.50876851 0.610914494
TCGA_biolinks FOXA2 UNC13B -0.187248511 0.085034688 0.829237636 0.701935726 0.979626811 -2.202025028 0.027663541
TCGA_biolinks FOXA2 SFTPD -0.079872708 0.032378474 0.923233859 0.866465183 0.98372188 -2.466845942 0.013630899
TCGA_biolinks FOXA2 NFATC3 -0.16323702 0.126184904 0.849389842 0.663282102 1.087716828 -1.293633516 0.19579204
TCGA_biolinks FOXA2 NKX2.1 -0.159699912 0.033023598 0.852399546 0.798975518 0.909395806 -4.835933142 1.33E-06
TCGA_biolinks FOXA2 WWC3 -0.136188601 0.099055741 0.872678029 0.718683448 1.059669518 -1.374868327 0.16917227
TCGA_biolinks FOXA2 WFS1 0.030467228 0.096425409 1.030936104 0.853403249 1.245400989 0.315966802 0.752027706
TCGA_biolinks FOXA2 JUP -0.038802009 0.105795668 0.961941146 0.781798919 1.183591773 -0.366763682 0.7137953
TCGA_biolinks FOXA2 CCND3 0.092306287 0.10654299 1.096700676 0.890017515 1.351380566 0.866375975 0.386284014
TCGA_biolinks FOXA2 PPL -0.015711092 0.089490538 0.984411683 0.826042278 1.173143782 -0.175561492 0.860638458
TCGA_biolinks FOXA2 CGNL1 -0.177217856 0.066905083 0.837597289 0.734658576 0.954959544 -2.648795075 0.00807793
TCGA_biolinks FOXA2 SELENBP1 -0.14420446 0.056288809 0.865710727 0.775281958 0.966687093 -2.561867303 0.010411109
TCGA_biolinks FOXA2 MRPL14 0.02672905 0.123244028 1.027089475 0.806682753 1.307717049 0.216879064 0.828302593
TCGA_biolinks FOXA2 CD55 -0.073805941 0.082605578 0.928851929 0.790009824 1.09209516 -0.893474056 0.37160336
TCGA_biolinks FOXA2 CTSH -0.152142693 0.07224096 0.858865718 0.745475974 0.989502475 -2.106044727 0.035200467
TCGA_biolinks FOXA2 LPCAT1 -0.182764441 0.077099849 0.832964345 0.716141599 0.968844152 -2.370490262 0.017764512
TCGA_biolinks FOXA2 FOXA2 -0.012850393 0.035576498 0.987231821 0.920738653 1.05852694 -0.361204542 0.717946547
TCGA_biolinks UHRF1 ASPM 0.087453837 0.049199691 1.091391881 0.991064377 1.201875747 1.777528176 0.075481379
TCGA_biolinks UHRF1 GINS2 0.09447132 0.062971109 1.099077641 0.971465245 1.243453297 1.500232754 0.133554121
TCGA_biolinks UHRF1 MAGEA12 0.049244688 0.027855708 1.050477359 0.994662798 1.1094239 1.767849118 0.077086131
TCGA_biolinks UHRF1 CENPF 0.077221576 0.051978679 1.080281415 0.975646684 1.196137857 1.485639465 0.13737451
TCGA_biolinks UHRF1 KIF14 0.097442167 0.050420143 1.102347687 0.998621453 1.216847905 1.932603928 0.053285008
TCGA_biolinks UHRF1 SHCBP1 0.168307882 0.0664714 1.183300872 1.038758586 1.347956083 2.532034567 0.011340281
TCGA_biolinks UHRF1 DLGAP5 0.125461852 0.052262131 1.133671921 1.023297194 1.255951869 2.400626394 0.016367037
TCGA_biolinks UHRF1 ANLN 0.113719533 0.050541383 1.120437834 1.014768231 1.237111 2.250028117 0.024447161
TCGA_biolinks UHRF1 CDCA2 0.103075453 0.055640186 1.108575051 0.99404052 1.236306387 1.852536073 0.063948882
TCGA_biolinks UHRF1 CDK1 0.166762711 0.06409308 1.181473881 1.042000667 1.339615777 2.601883258 0.009271341
TCGA_biolinks UHRF1 BUB1 0.112932556 0.060448036 1.119556424 0.99447192 1.260374034 1.868258504 0.061726048
TCGA_biolinks UHRF1 TPX2 0.115344884 0.050559432 1.12226042 1.01638297 1.239167211 2.281372209 0.022526431
TCGA_biolinks UHRF1 BIRC5 0.095572943 0.049605379 1.100289078 0.99834955 1.212637453 1.926664905 0.054021404
TCGA_biolinks UHRF1 MKI67 0.086211484 0.052678514 1.090036829 0.983107795 1.208596143 1.63655877 0.101722697
TCGA_biolinks UHRF1 BUB1B 0.071690646 0.053983111 1.074322946 0.966461024 1.194222803 1.328019894 0.184171535
TCGA_biolinks UHRF1 HIST1H2AJ 0.003756947 0.04647388 1.003764013 0.916374474 1.099487406 0.080839968 0.935569222
TCGA_biolinks UHRF1 KIF4A 0.09543078 0.049716423 1.100132668 0.997990403 1.212728985 1.919502116 0.054920819
TCGA_biolinks UHRF1 TTK 0.086849558 0.05441455 1.090732576 0.980393752 1.213489528 1.596072339 0.110472644
TCGA_biolinks UHRF1 MCM10 0.084462183 0.050110695 1.088131693 0.986341165 1.200427016 1.685512095 0.091889813
TCGA_biolinks UHRF1 KIF18B 0.058841316 0.047049176 1.060606926 0.967177373 1.163061795 1.250634353 0.211067911
TCGA_biolinks UHRF1 RRM2 0.115916331 0.05453871 1.122901916 1.009063247 1.249583429 2.125395523 0.033553624
TCGA_biolinks UHRF1 GPR37 0.098738733 0.044975506 1.103777881 1.010644616 1.205493595 2.195389042 0.028135702
TCGA_biolinks UHRF1 TUBB3 0.032185125 0.039936949 1.032708667 0.954956148 1.116791796 0.805898426 0.420301419
TCGA_biolinks UHRF1 GTSE1 0.083165311 0.053952839 1.086721441 0.977672717 1.20793336 1.541444578 0.123208622
TCGA_biolinks UHRF1 CKAP2L 0.116801181 0.055212774 1.123895956 1.0086231 1.252343041 2.11547389 0.034389578
TCGA_biolinks UHRF1 CCNB2 0.118374161 0.060599475 1.125665213 0.999601453 1.267627381 1.953385934 0.050773882
TCGA_biolinks UHRF1 CDCA3 0.10779559 0.058962052 1.113820046 0.992262184 1.250269449 1.828219787 0.067516573
TCGA_biolinks UHRF1 KIF20A 0.113839738 0.060298922 1.120572526 0.995665444 1.261149308 1.887923264 0.059036253
TCGA_biolinks UHRF1 CDT1 0.119123074 0.060367803 1.126508553 1.000804678 1.268001188 1.973288221 0.048462734
TCGA_biolinks UHRF1 KIF15 0.077479851 0.060679112 1.08056046 0.959398241 1.217024234 1.276878453 0.201645162
TCGA_biolinks UHRF1 GPD1 -0.041437719 0.038852219 0.959409087 0.889063454 1.035320698 -1.066547014 0.286176438
TCGA_biolinks UHRF1 HJURP 0.097615774 0.048931774 1.10253908 1.001712724 1.213514009 1.994936328 0.046049825
TCGA_biolinks UHRF1 CEP55 0.108696849 0.054421407 1.114824339 1.002034919 1.240309378 1.997317883 0.045790662
TCGA_biolinks UHRF1 EXO1 0.115699777 0.052109297 1.122658773 1.013659886 1.243378316 2.220328855 0.026396453
TCGA_biolinks UHRF1 CENPA 0.097058856 0.049117563 1.101925227 1.000790513 1.213280091 1.976051936 0.048148895
TCGA_biolinks UHRF1 NEIL3 0.073983583 0.043842118 1.076789128 0.988125674 1.173408258 1.687500206 0.09150721
TCGA_biolinks UHRF1 SPC25 0.194953485 0.065703051 1.215254458 1.068416742 1.382272796 2.967190763 0.003005344
TCGA_biolinks UHRF1 SKA1 0.107989955 0.054518703 1.114036555 1.001135905 1.2396693 1.980787305 0.047615131
TCGA_biolinks UHRF1 UBE2C 0.093627015 0.046624422 1.098150076 1.002247349 1.203229512 2.008111019 0.044631496
TCGA_biolinks UHRF1 KIF11 0.118261705 0.063321202 1.125538632 0.994171483 1.274264284 1.867647837 0.061811174
TCGA_biolinks UHRF1 ASF1B 0.123415353 0.06682691 1.131354234 0.992465543 1.289679438 1.846791241 0.064777402
TCGA_biolinks UHRF1 CCNA2 0.153515966 0.060629678 1.165926402 1.035292484 1.313043798 2.532026732 0.011340535
TCGA_biolinks UHRF1 CDC20 0.096451392 0.0493253 1.10125605 0.999775606 1.213037086 1.955414199 0.050534202
TCGA_biolinks UHRF1 CDC25A 0.136911578 0.064388155 1.146726748 1.010770703 1.300969874 2.126347263 0.033474355
TCGA_biolinks UHRF1 MS4A15 -0.04198029 0.026876529 0.95888868 0.909684613 1.010754154 -1.561968422 0.118295428
TCGA_biolinks UHRF1 NUSAP1 0.105584997 0.064285577 1.111360563 0.979794504 1.260593211 1.642436795 0.100499515
TCGA_biolinks UHRF1 CDCA5 0.106882537 0.056965939 1.112803534 0.995242701 1.244250978 1.876253418 0.06062049
TCGA_biolinks UHRF1 CYS1 -0.003594546 0.053070876 0.996411907 0.897976346 1.105637907 -0.067731045 0.945999736
TCGA_biolinks UHRF1 TMEM8B -0.249362588 0.106476457 0.779297359 0.6325142 0.960143461 -2.341950465 0.019183261
TCGA_biolinks UHRF1 FAM111B 0.086938219 0.057771042 1.090829286 0.974051655 1.221607216 1.504875385 0.132356118
TCGA_biolinks UHRF1 NDC80 0.1230575 0.056513528 1.130949449 1.01236889 1.263419558 2.177487489 0.029444214
TCGA_biolinks UHRF1 SLC16A11 -0.077406004 0.053436402 0.925514015 0.833485122 1.027704238 -1.448563174 0.147459612
TCGA_biolinks UHRF1 RAD51 0.154787461 0.069771153 1.167409815 1.018202191 1.338482364 2.218502268 0.026520605
TCGA_biolinks UHRF1 DSTN 0.047275328 0.15213981 1.048410627 0.778089891 1.412645062 0.310736081 0.756001266
TCGA_biolinks UHRF1 PRC1 0.144640866 0.067772387 1.155624472 1.011879436 1.319789565 2.134215323 0.032825159
TCGA_biolinks UHRF1 KCMF1 0.408230954 0.220400592 1.504154512 0.976533456 2.31684924 1.852222584 0.063993867
TCGA_biolinks UHRF1 CGN -0.121502717 0.084211315 0.885588647 0.750846635 1.044510577 -1.442831243 0.149068016
TCGA_biolinks UHRF1 SPATA2L 0.084001081 0.125213354 1.08763007 0.850940914 1.390154297 0.670863595 0.50230743
TCGA_biolinks UHRF1 SLC25A4 -0.212843746 0.131437262 0.808282425 0.624717304 1.045785788 -1.619356208 0.105370643
TCGA_biolinks UHRF1 TMOD1 -0.081736075 0.066097387 0.921515137 0.809543659 1.048973874 -1.236600699 0.21623536
TCGA_biolinks UHRF1 ATOH8 -0.046729285 0.040884074 0.954345718 0.880856457 1.033966138 -1.142970372 0.253050893
TCGA_biolinks UHRF1 LIMS2 -0.078976635 0.067882731 0.924061515 0.808945006 1.055559621 -1.163427485 0.244656104
TCGA_biolinks UHRF1 DUSP8 -0.048283375 0.08754621 0.952863731 0.802622495 1.131228311 -0.551518739 0.581278125
TCGA_biolinks UHRF1 PRDM16 -0.110119128 0.042811471 0.895727423 0.823634786 0.974130318 -2.572187464 0.010105815
TCGA_biolinks UHRF1 CENPH 0.216293098 0.093600043 1.241466197 1.033385583 1.491445539 2.310822644 0.020842653
TCGA_biolinks UHRF1 ADRB2 -0.083587049 0.051258944 0.919811014 0.831891934 1.017021884 -1.630682227 0.102957389
TCGA_biolinks UHRF1 ARHGEF4 0.0365852 0.054151451 1.037262675 0.932813776 1.153406911 0.675608848 0.499289022
TCGA_biolinks UHRF1 TK1 0.139758743 0.063841806 1.149996321 1.01473866 1.303282894 2.189141421 0.028586563
TCGA_biolinks UHRF1 EFNB2 0.064900692 0.08211671 1.067053052 0.908423043 1.253383239 0.790346958 0.42932517
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TCGA_biolinks UHRF1 INCA1 -0.250188806 0.12668539 0.778653755 0.607448666 0.998111781 -1.974882865 0.048281442
TCGA_biolinks UHRF1 CTNNBIP1 0.025119314 0.138462421 1.025437462 0.781717354 1.345143463 0.181416111 0.856040974
TCGA_biolinks UHRF1 PTTG1 0.155513406 0.070967722 1.168257597 1.016554764 1.342599398 2.191325891 0.028428218
TCGA_biolinks UHRF1 SEMA3B -0.043626068 0.055060415 0.95731186 0.859381359 1.066401997 -0.792330899 0.428167759
TCGA_biolinks UHRF1 PPP1R13B -0.345905274 0.099138346 0.70757951 0.582624222 0.859333933 -3.489116867 0.000484619
TCGA_biolinks UHRF1 MCM2 0.120541878 0.0742657 1.128107983 0.975294094 1.304865507 1.623116435 0.104564517
TCGA_biolinks UHRF1 ELAVL1 0.217415607 0.266506703 1.242860537 0.7371765 2.095430761 0.815797897 0.414615736
TCGA_biolinks UHRF1 HDAC5 -0.331178405 0.138914089 0.718077049 0.546924224 0.942789926 -2.38405195 0.017123185
TCGA_biolinks UHRF1 EIF4B -0.077679659 0.181031928 0.925260778 0.648887633 1.319346317 -0.429093694 0.667855041
TCGA_biolinks UHRF1 NPR1 0.031103362 0.057903273 1.031592126 0.920917367 1.155567646 0.537160689 0.591156623
TCGA_biolinks UHRF1 SASH1 -0.113802387 0.086255579 0.892434295 0.753625126 1.056810533 -1.319362628 0.18704791
TCGA_biolinks UHRF1 FAM189A2 -0.126827561 0.04805413 0.880885559 0.801707119 0.967883843 -2.639264513 0.008308612
TCGA_biolinks UHRF1 COBL 0.007144935 0.054870882 1.007170521 0.90447554 1.121525584 0.130213601 0.896397434
TCGA_biolinks UHRF1 CPAMD8 -0.051095153 0.043624685 0.950188253 0.87232086 1.03500645 -1.171244044 0.241500696
TCGA_biolinks UHRF1 PLXNA2 -0.154178133 0.076017698 0.857119326 0.738473484 0.994827242 -2.028187347 0.042541131
TCGA_biolinks UHRF1 STK24 0.11571707 0.138573051 1.122678188 0.855660906 1.473020802 0.83506186 0.403682879
TCGA_biolinks UHRF1 ZNF324 -0.203033058 0.182990495 0.816251257 0.570245768 1.168384146 -1.109527891 0.267202519
TCGA_biolinks UHRF1 ST6GALNAC6 -0.25078358 0.117922794 0.778190769 0.617603873 0.980532829 -2.126676042 0.033447009
TCGA_biolinks UHRF1 CKB -0.04449067 0.064061576 0.956484524 0.843623434 1.084444324 -0.694498528 0.487369623
TCGA_biolinks UHRF1 NEDD4L -0.119417626 0.095834101 0.887437106 0.735467437 1.070808275 -1.246086986 0.212732462
TCGA_biolinks UHRF1 CRY2 -0.189256002 0.10449106 0.827574619 0.67431716 1.015664128 -1.811217172 0.070107241
TCGA_biolinks UHRF1 MAN2A2 -0.252154463 0.12852179 0.777124692 0.604077642 0.99974365 -1.961958843 0.049767276
TCGA_biolinks UHRF1 ANXA11 -0.217139478 0.195304306 0.804817707 0.548850667 1.180159889 -1.111800769 0.266223821
TCGA_biolinks UHRF1 MEPCE 0.114444948 0.177636056 1.121250912 0.791587129 1.588206228 0.644266429 0.519402681
TCGA_biolinks UHRF1 FBXW4 -0.141812505 0.134381927 0.867783946 0.666845935 1.129269802 -1.05529448 0.291290665
TCGA_biolinks UHRF1 WFS1 0.030467228 0.096425409 1.030936104 0.853403249 1.245400989 0.315966802 0.752027706
TCGA_biolinks UHRF1 STT3A -0.013906026 0.148197656 0.986190216 0.737589314 1.318580846 -0.093834321 0.925240768
TCGA_biolinks UHRF1 CDK2AP1 0.094174326 0.157808308 1.09875127 0.806441214 1.497014702 0.596764055 0.550664919
TCGA_biolinks UHRF1 CSRP1 -0.035051998 0.15920319 0.965555208 0.706745594 1.319140674 -0.220171458 0.825737625
TCGA_biolinks UHRF1 UHRF1 0.068253001 0.053396973 1.070636146 0.964251485 1.188758094 1.278218549 0.201172378
TCGA_biolinks FOXM1 PBK 0.113750497 0.050780867 1.120472529 1.014323437 1.237730138 2.240026666 0.025089192
TCGA_biolinks FOXM1 HELLS 0.087436991 0.069061768 1.091373496 0.953208528 1.249565099 1.266069398 0.205488237
TCGA_biolinks FOXM1 NEK2 0.098769327 0.051144509 1.103811651 0.998529013 1.220195051 1.931181432 0.053460619
TCGA_biolinks FOXM1 SKA3 0.116290193 0.056578063 1.123321805 1.005413829 1.255057213 2.055393674 0.039840996
TCGA_biolinks FOXM1 ASPM 0.087453837 0.049199691 1.091391881 0.991064377 1.201875747 1.777528176 0.075481379
TCGA_biolinks FOXM1 GINS2 0.09447132 0.062971109 1.099077641 0.971465245 1.243453297 1.500232754 0.133554121
TCGA_biolinks FOXM1 DEPDC1 0.101840169 0.049492588 1.107206491 1.004848194 1.219991459 2.057685267 0.039620356
TCGA_biolinks FOXM1 HMMR 0.163508579 0.060564946 1.177635458 1.0458223 1.326062059 2.699723018 0.006939723
TCGA_biolinks FOXM1 CENPF 0.077221576 0.051978679 1.080281415 0.975646684 1.196137857 1.485639465 0.13737451
TCGA_biolinks FOXM1 SHCBP1 0.168307882 0.0664714 1.183300872 1.038758586 1.347956083 2.532034567 0.011340281
TCGA_biolinks FOXM1 BRIP1 0.097156714 0.060960483 1.102033064 0.977923691 1.241893294 1.593765482 0.110988571
TCGA_biolinks FOXM1 DLGAP5 0.125461852 0.052262131 1.133671921 1.023297194 1.255951869 2.400626394 0.016367037
TCGA_biolinks FOXM1 ANLN 0.113719533 0.050541383 1.120437834 1.014768231 1.237111 2.250028117 0.024447161
TCGA_biolinks FOXM1 COL1A1 -0.004011579 0.047090656 0.995996457 0.908184645 1.092298739 -0.085188428 0.93211159
TCGA_biolinks FOXM1 CDCA8 0.078844 0.058243043 1.082035511 0.965305868 1.212880691 1.353706745 0.175829955
TCGA_biolinks FOXM1 MELK 0.117962728 0.05046825 1.125202172 1.019229322 1.242193391 2.33736512 0.019420207
TCGA_biolinks FOXM1 CDCA2 0.103075453 0.055640186 1.108575051 0.99404052 1.236306387 1.852536073 0.063948882
TCGA_biolinks FOXM1 BUB1 0.112932556 0.060448036 1.119556424 0.99447192 1.260374034 1.868258504 0.061726048
TCGA_biolinks FOXM1 MND1 0.130382483 0.063638408 1.139264049 1.005669507 1.290605478 2.048801774 0.040481502
TCGA_biolinks FOXM1 CD72 -0.058343018 0.085736685 0.943326314 0.797411969 1.11594078 -0.68049071 0.496193802
TCGA_biolinks FOXM1 TPX2 0.115344884 0.050559432 1.12226042 1.01638297 1.239167211 2.281372209 0.022526431
TCGA_biolinks FOXM1 BIRC5 0.095572943 0.049605379 1.100289078 0.99834955 1.212637453 1.926664905 0.054021404
TCGA_biolinks FOXM1 MKI67 0.086211484 0.052678514 1.090036829 0.983107795 1.208596143 1.63655877 0.101722697
TCGA_biolinks FOXM1 BUB1B 0.071690646 0.053983111 1.074322946 0.966461024 1.194222803 1.328019894 0.184171535
TCGA_biolinks FOXM1 KIFC1 0.102514931 0.058407388 1.107953845 0.988109808 1.242333303 1.75517062 0.079230128
TCGA_biolinks FOXM1 PRR11 0.115274152 0.064884001 1.122181044 0.988174327 1.274360465 1.77661905 0.075630939
TCGA_biolinks FOXM1 KIF4A 0.09543078 0.049716423 1.100132668 0.997990403 1.212728985 1.919502116 0.054920819
TCGA_biolinks FOXM1 MCM10 0.084462183 0.050110695 1.088131693 0.986341165 1.200427016 1.685512095 0.091889813
TCGA_biolinks FOXM1 KIF18B 0.058841316 0.047049176 1.060606926 0.967177373 1.163061795 1.250634353 0.211067911
TCGA_biolinks FOXM1 HIST1H3C 0.039363475 0.045921352 1.040148483 0.950620147 1.138108496 0.857193295 0.391338068
TCGA_biolinks FOXM1 GRIN2D 0.017904681 0.048342575 1.01806593 0.926033354 1.11924504 0.37037085 0.711106191
TCGA_biolinks FOXM1 CHEK1 0.164387958 0.071175064 1.178671501 1.025199671 1.355117979 2.309628507 0.02090873
TCGA_biolinks FOXM1 TROAP 0.073016914 0.049206263 1.075748732 0.97684666 1.184664269 1.483894723 0.137836852
TCGA_biolinks FOXM1 ZWINT 0.118786478 0.066921576 1.12612944 0.987698884 1.283961676 1.775010167 0.075896208
TCGA_biolinks FOXM1 CCNB2 0.118374161 0.060599475 1.125665213 0.999601453 1.267627381 1.953385934 0.050773882
TCGA_biolinks FOXM1 KIF2C 0.098972436 0.053852018 1.104035868 0.993445991 1.22693655 1.837859363 0.066083131
TCGA_biolinks FOXM1 CCNB1 0.138003361 0.062979206 1.147979408 1.014672991 1.298799449 2.191252774 0.028433506
TCGA_biolinks FOXM1 CDCA3 0.10779559 0.058962052 1.113820046 0.992262184 1.250269449 1.828219787 0.067516573
TCGA_biolinks FOXM1 KIF20A 0.113839738 0.060298922 1.120572526 0.995665444 1.261149308 1.887923264 0.059036253
TCGA_biolinks FOXM1 CDT1 0.119123074 0.060367803 1.126508553 1.000804678 1.268001188 1.973288221 0.048462734
TCGA_biolinks FOXM1 KIF15 0.077479851 0.060679112 1.08056046 0.959398241 1.217024234 1.276878453 0.201645162
TCGA_biolinks FOXM1 CDC6 0.083004949 0.053800758 1.086547186 0.977807363 1.207379726 1.542821187 0.122874167
TCGA_biolinks FOXM1 IKBKE -0.21288038 0.112343743 0.808252815 0.648515049 1.007336088 -1.894901971 0.05810539
TCGA_biolinks FOXM1 CDC25C 0.113791521 0.054053456 1.120518496 1.007879575 1.245745753 2.10516642 0.035276824
TCGA_biolinks FOXM1 ESPL1 0.088113744 0.052108659 1.092112336 0.986080435 1.209545704 1.690961659 0.090844126
TCGA_biolinks FOXM1 AURKB 0.085025237 0.05058696 1.088744543 0.985975884 1.202224821 1.680773786 0.092806862
TCGA_biolinks FOXM1 SKA1 0.107989955 0.054518703 1.114036555 1.001135905 1.2396693 1.980787305 0.047615131
TCGA_biolinks FOXM1 ERCC6L 0.113044101 0.05801278 1.119681311 0.999341358 1.254512512 1.948606846 0.051342394
TCGA_biolinks FOXM1 KIF23 0.120054292 0.061705041 1.127558068 0.999115027 1.272513336 1.945615645 0.051700926
TCGA_biolinks FOXM1 UBE2C 0.093627015 0.046624422 1.098150076 1.002247349 1.203229512 2.008111019 0.044631496
TCGA_biolinks FOXM1 KIF11 0.118261705 0.063321202 1.125538632 0.994171483 1.274264284 1.867647837 0.061811174
TCGA_biolinks FOXM1 ASF1B 0.123415353 0.06682691 1.131354234 0.992465543 1.289679438 1.846791241 0.064777402
TCGA_biolinks FOXM1 UBE2T 0.103606596 0.059688022 1.10916402 0.986709334 1.246815836 1.735802134 0.082598827
TCGA_biolinks FOXM1 CDC20 0.096451392 0.0493253 1.10125605 0.999775606 1.213037086 1.955414199 0.050534202
TCGA_biolinks FOXM1 CENPI 0.070930612 0.058697168 1.073506734 0.956845135 1.204392087 1.208416245 0.226887194
TCGA_biolinks FOXM1 CDC25A 0.136911578 0.064388155 1.146726748 1.010770703 1.300969874 2.126347263 0.033474355
TCGA_biolinks FOXM1 SLC17A9 -0.136116005 0.056762627 0.872741385 0.780852733 0.975443246 -2.397986344 0.01648548
TCGA_biolinks FOXM1 NUSAP1 0.105584997 0.064285577 1.111360563 0.979794504 1.260593211 1.642436795 0.100499515
TCGA_biolinks FOXM1 E2F2 0.046157697 0.059748978 1.047239544 0.931510192 1.177346929 0.772526973 0.439802378
TCGA_biolinks FOXM1 CCNE1 0.085130331 0.051540744 1.088858969 0.984237873 1.204600928 1.651709396 0.098593806
TCGA_biolinks FOXM1 CDCA5 0.106882537 0.056965939 1.112803534 0.995242701 1.244250978 1.876253418 0.06062049
TCGA_biolinks FOXM1 KIF26B -0.073298391 0.051081517 0.929323487 0.840787501 1.027182423 -1.434929804 0.151307102
TCGA_biolinks FOXM1 XRCC2 0.032562229 0.055709536 1.03309818 0.92623578 1.152289592 0.584500103 0.558883896
TCGA_biolinks FOXM1 SLC25A35 -0.104376747 0.107588085 0.900885827 0.72960972 1.112369055 -0.970151547 0.331970958
TCGA_biolinks FOXM1 EME1 0.042195043 0.062329552 1.043097907 0.923145301 1.178637039 0.676966887 0.498426964
TCGA_biolinks FOXM1 MEX3A -0.045516351 0.043828085 0.955503979 0.876851333 1.041211685 -1.038520184 0.299027943
TCGA_biolinks FOXM1 RAD51 0.154787461 0.069771153 1.167409815 1.018202191 1.338482364 2.218502268 0.026520605
TCGA_biolinks FOXM1 PRC1 0.144640866 0.067772387 1.155624472 1.011879436 1.319789565 2.134215323 0.032825159
TCGA_biolinks FOXM1 ADAP2 -0.165671937 0.113873875 0.847324164 0.677828732 1.05920302 -1.454872213 0.145704642
TCGA_biolinks FOXM1 EPHB2 0.082764195 0.061111259 1.086285627 0.963664888 1.22450914 1.354319912 0.175634336
TCGA_biolinks FOXM1 C1orf112 0.142317675 0.097934526 1.152942851 0.951580998 1.39691442 1.45319205 0.146170439
TCGA_biolinks FOXM1 SPAG5 0.072122351 0.059282724 1.074786837 0.956887305 1.20721295 1.21658294 0.223762937
TCGA_biolinks FOXM1 C1QTNF6 0.133260531 0.0716645 1.142547629 0.992826544 1.314847082 1.859505478 0.062955524
TCGA_biolinks FOXM1 DENND1C -0.408346461 0.131294127 0.66474853 0.513924855 0.859835059 -3.110165471 0.001869826
TCGA_biolinks FOXM1 E2F1 0.186154517 0.073191044 1.204608378 1.043627586 1.390420649 2.543405688 0.010977769
TCGA_biolinks FOXM1 FANCI 0.134707672 0.07886038 1.144202253 0.980339996 1.335453822 1.708179345 0.08760307
TCGA_biolinks FOXM1 PAQR4 0.091790049 0.083451084 1.096134664 0.930743947 1.29091487 1.099926389 0.271364196
TCGA_biolinks FOXM1 FANCG 0.22276588 0.110393154 1.249527999 1.006419794 1.551360805 2.017932022 0.043598342
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TCGA_biolinks FOXM1 MTA3 0.028830787 0.144603207 1.029250417 0.775237155 1.366493356 0.199378613 0.841966589
TCGA_biolinks FOXM1 TRAIP 0.039685947 0.088056902 1.040483956 0.875550534 1.236487011 0.450685252 0.652216413
TCGA_biolinks FOXM1 TCF19 0.137369376 0.090927851 1.147251837 0.959977016 1.37106072 1.510751376 0.130851807
TCGA_biolinks FOXM1 EFNA4 -0.035693189 0.076369504 0.964936301 0.830792956 1.120738998 -0.467374898 0.640231679
TCGA_biolinks FOXM1 TIMELESS 0.131448084 0.084053188 1.140478697 0.96725498 1.344724696 1.563867926 0.117848588
TCGA_biolinks FOXM1 HAUS8 0.103183355 0.143678698 1.108694675 0.836589544 1.469303427 0.718153466 0.472662666
TCGA_biolinks FOXM1 MCM2 0.120541878 0.0742657 1.128107983 0.975294094 1.304865507 1.623116435 0.104564517
TCGA_biolinks FOXM1 KNTC1 0.025404851 0.073650788 1.025730304 0.887853932 1.185017737 0.344936582 0.730142048
TCGA_biolinks FOXM1 NPM3 0.130593143 0.092271611 1.139504072 0.950986044 1.365392835 1.415312263 0.156976961
TCGA_biolinks FOXM1 GMPPA -0.092625035 0.144523854 0.91153523 0.68668021 1.210019546 -0.640897904 0.521589018
TCGA_biolinks FOXM1 R3HDM1 0.147564227 0.146306365 1.159007722 0.870061849 1.543911965 1.008597452 0.31316773
TCGA_biolinks FOXM1 DNMT1 -0.008090513 0.115668521 0.991942127 0.79073163 1.244352883 -0.069945675 0.944236898
TCGA_biolinks FOXM1 RNASEH2A 0.239903257 0.096269489 1.271126172 1.052552879 1.535088429 2.49199679 0.012702719
TCGA_biolinks FOXM1 RFC4 0.194402269 0.087163986 1.214584775 1.023843821 1.440860554 2.23030495 0.025727205
TCGA_biolinks FOXM1 LIMK1 -0.016378262 0.101502792 0.983755133 0.806283326 1.200290432 -0.161357747 0.871811643
TCGA_biolinks FOXM1 NCAPD2 0.122939865 0.103758526 1.130816418 0.92272585 1.385834992 1.184865183 0.236070755
TCGA_biolinks FOXM1 CKAP5 0.015444831 0.124714559 1.015564718 0.795335521 1.296775599 0.12384144 0.90144082
TCGA_biolinks FOXM1 MAGED1 -0.053051103 0.119257628 0.948331549 0.750668033 1.198043192 -0.444844525 0.656432115
TCGA_biolinks FOXM1 FOXM1 0.100718428 0.053423816 1.105965189 0.996017624 1.228049553 1.885272075 0.059393114
GSE11969 FOXA2 BDNF 1.247275636 1.150360902 3.480846932 0.365170723 33.17981045 1.084247243 0.27825519
GSE11969 FOXA2 SH3GL2 -4.083868346 3.467197404 0.016842188 1.88E-05 15.05505314 -1.177858619 0.238852975
GSE11969 FOXA2 CHIA -3.675385742 1.5632765 0.025339629 0.001183414 0.542579801 -2.351078483 0.018719085
GSE11969 FOXA2 TWIST1 -4.233089882 2.985850769 0.014507495 4.17E-05 5.048393575 -1.417716493 0.156273553
GSE11969 FOXA2 CPB2 0.211392475 0.654481252 1.235397122 0.342539874 4.455557336 0.322992407 0.746700993
GSE11969 FOXA2 HHIP -0.000951365 0.739348858 0.999049087 0.234558912 4.255217036 -0.001286761 0.998973314
GSE11969 FOXA2 APOH -0.453215048 0.558094203 0.635581439 0.212872989 1.897675071 -0.81207625 0.41674788
GSE11969 FOXA2 EPB41L5 3.319528229 1.179891964 27.64730428 2.737328578 279.2406582 2.8134171 0.004901802
GSE11969 FOXA2 PRKG2 -0.379877501 0.468078303 0.683945187 0.273270231 1.71178916 -0.811568274 0.417039402
GSE11969 FOXA2 SSTR1 4.263778469 4.34087944 71.07804288 0.014347366 352126.5236 0.982238398 0.325982415
GSE11969 FOXA2 CFTR -0.305755688 0.363590226 0.736566549 0.361179781 1.502105904 -0.84093484 0.400384439
GSE11969 FOXA2 ITLN2 -2.700236859 1.651865628 0.067189596 0.002637737 1.711483058 -1.634658905 0.102120572
GSE11969 FOXA2 PCSK9 -3.468543856 3.045787694 0.031162375 7.96E-05 12.19578413 -1.138800272 0.254786468
GSE11969 FOXA2 GYPE 5.8851299 3.044673357 359.6494835 0.920976993 140446.2348 1.932926528 0.053245249
GSE11969 FOXA2 F11 -2.181677063 1.830628331 0.112852112 0.003120873 4.080781583 -1.191764066 0.233353769
GSE11969 FOXA2 FZD8 -4.380193502 1.635171347 0.012522935 0.000507979 0.308721237 -2.678736703 0.007390048
GSE11969 FOXA2 CX3CR1 -1.134295856 5.943589551 0.321648528 2.81E-06 36861.5987 -0.190843571 0.848648151
GSE11969 FOXA2 PLA2G3 -2.495432363 1.466658867 0.082460791 0.004653987 1.461065836 -1.701440205 0.088860357
GSE11969 FOXA2 SEMA5A -2.071027879 1.14263419 0.126056145 0.013426167 1.183521103 -1.812502984 0.069908513
GSE11969 FOXA2 SCTR -0.635617825 0.445203876 0.529608182 0.221307667 1.267397694 -1.427700562 0.153378064
GSE11969 FOXA2 NR0B2 -5.796361445 1.930237721 0.003038591 6.91E-05 0.133565267 -3.002926211 0.002673973
GSE11969 FOXA2 RAB11FIP1 1.625587854 0.830897539 5.081405286 0.997062924 25.89674038 1.95642396 0.050415232
GSE11969 FOXA2 HIST1H2BD 0.16999616 0.884039075 1.1853003 0.209571861 6.703842756 0.192294849 0.847511253
GSE11969 FOXA2 HAS3 -0.951134038 0.697278639 0.386302693 0.098492482 1.515138694 -1.364065933 0.172546815
GSE11969 FOXA2 SLC16A11 -5.200606225 3.084483264 0.005513221 1.31E-05 2.327674925 -1.686054285 0.091785344
GSE11969 FOXA2 SCEL 0.646236277 0.750341426 1.908344815 0.438495428 8.305171956 0.861256296 0.3890969
GSE11969 FOXA2 LRRN3 -1.247031194 1.171249054 0.287356638 0.028936915 2.853581206 -1.064701986 0.287010811
GSE11969 FOXA2 IRX2 0.06214848 0.664642009 1.064120333 0.289232065 3.915029563 0.093506698 0.925501029
GSE11969 FOXA2 WIF1 -0.492112115 0.934755452 0.611333822 0.097861787 3.818947672 -0.526460812 0.598568073
GSE11969 FOXA2 CRTAC1 -3.216576807 1.683413385 0.040092066 0.001479566 1.086381879 -1.910746841 0.056037122
GSE11969 FOXA2 LGI3 -9.706862265 4.089459295 6.09E-05 2.01E-08 0.184211757 -2.373629755 0.017614203
GSE11969 FOXA2 PARD6B 1.512459871 3.006318053 4.537879673 0.012527673 1643.749153 0.503093766 0.61489835
GSE11969 FOXA2 MMP28 -0.276686394 0.474764733 0.758292265 0.299030958 1.92290177 -0.582786325 0.560037152
GSE11969 FOXA2 WNT7A -1.848436772 1.021100308 0.157483156 0.021284917 1.165188709 -1.810240148 0.070258554
GSE11969 FOXA2 CGN 0.423404598 0.693303438 1.527152054 0.392411137 5.943239567 0.610706042 0.541394205
GSE11969 FOXA2 NRGN -3.828247718 2.108089127 0.02174769 0.000349144 1.354633648 -1.815980012 0.069373438
GSE11969 FOXA2 FLRT3 -0.133770769 0.507185378 0.874790571 0.323733108 2.363856286 -0.263751233 0.791971614
GSE11969 FOXA2 STAC -1.527800839 0.812742008 0.217012388 0.044124244 1.067312948 -1.87981035 0.060133929
GSE11969 FOXA2 SULT2B1 -0.008809013 1.598748627 0.991229673 0.043183416 22.75262941 -0.005509942 0.995603724
GSE11969 FOXA2 NMUR1 3.76278782 1.588847767 43.06832551 1.913058787 969.588951 2.368249431 0.017872482
GSE11969 FOXA2 TGFB2 -0.298636638 1.763126867 0.741828913 0.023416795 23.50066039 -0.169378984 0.865498553
GSE11969 FOXA2 PRDM16 -0.408593189 0.485432988 0.664584538 0.256654524 1.720883778 -0.841708742 0.399951004
GSE11969 FOXA2 WNT3A -0.511826496 1.23332387 0.599399777 0.053445285 6.722390839 -0.41499764 0.67814363
GSE11969 FOXA2 AMOTL2 1.449250649 0.915729203 4.259921144 0.707834049 25.63726369 1.582619234 0.113508277
GSE11969 FOXA2 TACSTD2 0.145467109 0.706713808 1.156579693 0.289480743 4.620951883 0.205835951 0.836919058
GSE11969 FOXA2 SFTPB -0.469209485 0.252492689 0.625496538 0.381331554 1.025999329 -1.85830919 0.06312512
GSE11969 FOXA2 ADRB2 -0.530770471 0.956546948 0.588151641 0.090214236 3.834454173 -0.554881778 0.578975527
GSE11969 FOXA2 STARD10 -4.072835313 2.148128182 0.017029037 0.000252755 1.147308263 -1.895992682 0.057961012
GSE11969 FOXA2 HPN -0.985245158 0.778833285 0.373347687 0.081127739 1.718136084 -1.26502703 0.205861638
GSE11969 FOXA2 ATP2A2 -3.141451068 4.610985292 0.043220037 5.14E-06 363.5489813 -0.681297135 0.495683496
GSE11969 FOXA2 LIPH -0.124605326 0.543431079 0.88284527 0.304309298 2.56126177 -0.229293706 0.818640645
GSE11969 FOXA2 C4BPA -0.994280269 0.339471415 0.369989642 0.190208961 0.719694458 -2.928907191 0.00340156
GSE11969 FOXA2 CRB3 -0.942851882 0.878715528 0.389515398 0.069592208 2.180161387 -1.072988757 0.283276161
GSE11969 FOXA2 CTNNBIP1 -4.732610568 1.892143249 0.008803459 0.000215803 0.359127448 -2.50119042 0.012377661
GSE11969 FOXA2 SEMA3B -0.408820104 0.71798282 0.66443375 0.162668552 2.713937044 -0.569400956 0.569084068
GSE11969 FOXA2 PRSS8 -1.335216465 1.439979482 0.263101217 0.015646244 4.424208792 -0.927246868 0.353798374
GSE11969 FOXA2 EVPL -6.86592869 3.335364192 0.001042714 1.51E-06 0.719833749 -2.058524435 0.039539818
GSE11969 FOXA2 SUSD2 -4.529939533 1.87325217 0.010781328 0.000274257 0.423825805 -2.418221959 0.01559656
GSE11969 FOXA2 ELAVL1 2.96431684 1.261622718 19.38145807 1.63490018 229.7638239 2.349606422 0.018793271
GSE11969 FOXA2 AP1M2 -2.150008745 1.703460638 0.116483139 0.004133089 3.282852647 -1.262141723 0.206897794
GSE11969 FOXA2 CLDN4 1.104557896 0.755986859 3.017889953 0.685813798 13.28007659 1.461080816 0.143993264
GSE11969 FOXA2 SULT1A2 -2.53752199 2.454248364 0.079062074 0.000644033 9.70572981 -1.033930399 0.301168703
GSE11969 FOXA2 RILP -3.151810231 1.430602649 0.042774625 0.002590926 0.706183216 -2.203134625 0.027585261
GSE11969 FOXA2 SFTPA1 -0.435569025 0.65513743 0.646896462 0.179135139 2.336085681 -0.664851381 0.506145555
GSE11969 FOXA2 LAMA3 -0.246510159 0.631210437 0.781523422 0.226806084 2.692956241 -0.390535619 0.696140522
GSE11969 FOXA2 ST7 -1.390744909 2.036538383 0.248889835 0.004597297 13.47447257 -0.682896488 0.494672253
GSE11969 FOXA2 BFSP1 1.708820546 1.593981324 5.522444166 0.242846569 125.5829545 1.072045526 0.283699584
GSE11969 FOXA2 RAB17 -1.154668589 1.100995381 0.315161968 0.036422088 2.727110721 -1.048749712 0.294293328
GSE11969 FOXA2 DLX4 -0.148225113 0.808290001 0.862236992 0.176851584 4.203822278 -0.183381105 0.854499001
GSE11969 FOXA2 SCNN1B -2.861173278 1.583508888 0.057201607 0.002567574 1.274363847 -1.806856469 0.070784661
GSE11969 FOXA2 VSIG2 -7.846299653 2.885079047 0.000391197 1.37E-06 0.111732391 -2.719613406 0.006535828
GSE11969 FOXA2 CPAMD8 -0.879129244 0.62503821 0.415144244 0.121945431 1.41329398 -1.406520802 0.159569532
GSE11969 FOXA2 C19orf33 4.232894562 1.466751333 68.91642662 3.888855023 1221.303913 2.88589788 0.003902988
GSE11969 FOXA2 CEACAM6 0.024308559 0.305872581 1.024606421 0.562597581 1.866019965 0.079472829 0.936656543
GSE11969 FOXA2 SH2D4A -0.452378108 0.92677842 0.636113605 0.103433081 3.912099619 -0.488118949 0.62546559
GSE11969 FOXA2 PTK7 -0.598678744 1.735899812 0.549537236 0.018297701 16.50432335 -0.344880932 0.730183886
GSE11969 FOXA2 LAMB3 0.741190346 0.532913167 2.098431888 0.738377352 5.963639567 1.390827609 0.164277709
GSE11969 FOXA2 ITGA3 0.152574048 0.97128416 1.164828713 0.173581522 7.816649585 0.157084872 0.87517796
GSE11969 FOXA2 FAAH -1.119434297 1.440830563 0.326464424 0.019382003 5.498865041 -0.776936807 0.437196054
GSE11969 FOXA2 AATK -0.842253267 1.072458331 0.430738859 0.052642423 3.524457196 -0.785348244 0.432249417
GSE11969 FOXA2 N4BP1 -0.771396936 0.850785243 0.46236672 0.087256313 2.45005751 -0.906688195 0.364571708
GSE11969 FOXA2 MLPH -1.297732555 1.171085853 0.273150445 0.027515146 2.711639789 -1.108144677 0.267799339
GSE11969 FOXA2 NAPSA -0.870381033 0.343851903 0.418791945 0.213457319 0.8216476 -2.531267168 0.011365124
GSE11969 FOXA2 HYAL1 -7.335763315 2.702460588 0.000651806 3.26E-06 0.130153873 -2.714475596 0.006638079
GSE11969 FOXA2 LAMP3 -0.743625383 0.485512488 0.475387326 0.183560242 1.2311659 -1.531629777 0.12561382
GSE11969 FOXA2 NINJ2 -4.774001341 2.771444487 0.008446515 3.70E-05 1.930791531 -1.722567911 0.084966692
GSE11969 FOXA2 TBC1D2 0.835737176 0.706324426 2.306513727 0.577738889 9.208321739 1.183219983 0.236721975
GSE11969 FOXA2 FKBP1B 0.834362414 2.723608012 2.303344999 0.011066739 479.4003369 0.306344529 0.759342339
GSE11969 FOXA2 EFNA1 0.649317712 0.605246397 1.914234324 0.584532189 6.268761785 1.072815492 0.283353908
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GSE11969 FOXA2 CYP2B6 -1.193076912 1.297847851 0.303286641 0.023829953 3.859965071 -0.919273327 0.357952626
GSE11969 FOXA2 MAL2 0.373717617 0.73603134 1.453126755 0.343393829 6.14914185 0.507746881 0.611630866
GSE11969 FOXA2 UNC13B -3.444426707 1.325013572 0.031923058 0.002378214 0.428507162 -2.599540699 0.009334861
GSE11969 FOXA2 SFTPD -0.893659738 0.359337392 0.409155607 0.202311218 0.827479131 -2.486965615 0.012883785
GSE11969 FOXA2 NFATC3 -4.729769728 4.952686757 0.008828504 5.37E-07 145.0847338 -0.954990687 0.339582407
GSE11969 FOXA2 WFS1 -3.618254277 2.384470004 0.026829472 0.000250581 2.872610081 -1.51742495 0.129159428
GSE11969 FOXA2 JUP -4.565855307 2.05659642 0.010400979 0.000184712 0.585669059 -2.220102721 0.026411796
GSE11969 FOXA2 CCND3 0.697956797 3.722850346 2.009642403 0.001362143 2964.932057 0.187479144 0.851284974
GSE11969 FOXA2 PPL 0.174225084 0.906317499 1.190323458 0.20146803 7.032728406 0.19223405 0.847558875
GSE11969 FOXA2 SELENBP1 -6.213696964 2.196365158 0.002001823 2.70E-05 0.148243312 -2.829081922 0.004668175
GSE11969 FOXA2 MRPL14 0.657262216 0.975207666 1.929502534 0.285329768 13.04799026 0.673971543 0.500329406
GSE11969 FOXA2 CTSH -0.801858641 0.482315887 0.448494598 0.174264606 1.154264249 -1.662517579 0.096409042
GSE11969 FOXA2 FOXA2 -0.981508115 0.915116738 0.374745513 0.062342995 2.252605922 -1.072549626 0.283473237
GSE11969 UHRF1 ASPM 2.195037528 0.806648215 8.980338067 1.847874534 43.64282872 2.721183146 0.006504871
GSE11969 UHRF1 MAGEA12 -0.598654451 0.690646101 0.549550586 0.141947794 2.127583932 -0.866803491 0.386049689
GSE11969 UHRF1 CENPF 1.930671019 0.577104427 6.894134787 2.224577762 21.36544529 3.345444828 0.000821507
GSE11969 UHRF1 KIF14 1.429660253 0.913409328 4.177279734 0.697265423 25.02585873 1.565191212 0.117538081
GSE11969 UHRF1 SHCBP1 3.431720095 1.002350267 30.92979922 4.336856045 220.5866347 3.423673548 0.000617808
GSE11969 UHRF1 ANLN 2.136394645 0.548996295 8.468849316 2.887472868 24.83881651 3.891455488 9.96E-05
GSE11969 UHRF1 CDCA2 3.590759545 1.678394939 36.26160778 1.351433542 972.9699295 2.139400841 0.032403219
GSE11969 UHRF1 BUB1 2.624999631 0.960176439 13.80456909 2.102418591 90.64138252 2.733872156 0.006259434
GSE11969 UHRF1 TPX2 -0.085641493 1.230129549 0.917923255 0.082360354 10.23044541 -0.069619897 0.9444962
GSE11969 UHRF1 BIRC5 1.838031711 0.597670898 6.284157043 1.947639793 20.27614648 3.075324093 0.002102739
GSE11969 UHRF1 MKI67 1.497170921 0.600593663 4.469027938 1.377167664 14.50238139 2.492818379 0.012673365
GSE11969 UHRF1 BUB1B 4.108474494 2.258186228 60.85381389 0.727974555 5086.972666 1.81936921 0.068855121
GSE11969 UHRF1 HIST1H2AJ 1.696864632 1.181849513 5.456811432 0.538203871 55.32622974 1.435770471 0.151067665
GSE11969 UHRF1 KIF4A 1.841748976 2.001215717 6.307560393 0.124860052 318.6392887 0.920315067 0.357408138
GSE11969 UHRF1 TTK 2.479795842 0.677007936 11.93882676 3.167316409 45.00200363 3.662875589 0.0002494
GSE11969 UHRF1 MCM10 3.150683251 3.266795666 23.35201442 0.038692148 14093.72724 0.964456787 0.334816964
GSE11969 UHRF1 RRM2 2.268641337 0.643273033 9.666258701 2.73970256 34.10463553 3.52671606 0.000420748
GSE11969 UHRF1 GPR37 -6.98563975 6.262792686 0.000925071 4.32E-09 198.1864706 -1.115419287 0.264670789
GSE11969 UHRF1 GTSE1 -0.039314543 1.581680003 0.961448244 0.043310924 21.34294623 -0.024856193 0.980169669
GSE11969 UHRF1 CCNB2 2.230288868 0.804054187 9.302552897 1.923933177 44.97946782 2.773804185 0.005540502
GSE11969 UHRF1 CDCA3 -3.166290711 2.604623333 0.042159691 0.000255763 6.949552123 -1.215642458 0.224121153
GSE11969 UHRF1 KIF20A 3.483500517 1.181271738 32.57354699 3.216360546 329.8871342 2.94894088 0.00318865
GSE11969 UHRF1 CDT1 2.046680983 0.7047109 7.742162047 1.945410482 30.81152986 2.904284556 0.003680934
GSE11969 UHRF1 GPD1 -1.932210065 1.731310816 0.144827766 0.004865835 4.310684811 -1.116038811 0.264405522
GSE11969 UHRF1 ACTN2 -1.764042186 2.159899819 0.17135083 0.002485285 11.81398111 -0.816724077 0.414086129
GSE11969 UHRF1 EXO1 2.996083477 0.839807445 20.00702529 3.857777074 103.7595106 3.567583847 0.000360288
GSE11969 UHRF1 CENPA 3.210653124 1.554927731 24.79527534 1.177096454 522.3069674 2.064824661 0.038939594
GSE11969 UHRF1 UBE2C 0.800318571 1.274654876 2.226250034 0.183056747 27.07460548 0.627870795 0.530088584
GSE11969 UHRF1 KIF11 2.151637441 0.784492754 8.598927108 1.847918549 40.01342346 2.742711682 0.006093416
GSE11969 UHRF1 E2F7 4.494797917 1.263630248 89.55007059 7.524227452 1065.785849 3.557051538 0.000375041
GSE11969 UHRF1 ASF1B -12.85663404 6.570813369 2.61E-06 6.66E-12 1.022165596 -1.956627486 0.050391281
GSE11969 UHRF1 CCNA2 2.24341345 1.493930962 9.425449738 0.50427303 176.1726238 1.501684821 0.133178526
GSE11969 UHRF1 CDC20 2.900208077 1.187833279 18.17792738 1.771980117 186.4789796 2.441595238 0.014622531
GSE11969 UHRF1 HOXA10 1.262220955 1.262716211 3.533259992 0.29740592 41.9760514 0.999607785 0.317500354
GSE11969 UHRF1 CDC25A -0.05575691 1.079710302 0.945769015 0.113955163 7.8493945 -0.051640621 0.958815052
GSE11969 UHRF1 NUSAP1 2.570711614 1.449425936 13.07512557 0.763294749 223.974957 1.773606743 0.076128222
GSE11969 UHRF1 CDCA5 2.211514107 0.635858972 9.129529016 2.625452923 31.74625579 3.477994658 0.00050518
GSE11969 UHRF1 SLC16A11 -5.200606225 3.084483264 0.005513221 1.31E-05 2.327674925 -1.686054285 0.091785344
GSE11969 UHRF1 RAD51 4.679982142 1.358905027 107.7681481 7.512567095 1545.939436 3.443936147 0.000573311
GSE11969 UHRF1 DSTN 0.673375753 0.783405655 1.96084549 0.422286571 9.104990065 0.859549262 0.390037554
GSE11969 UHRF1 PRC1 3.310180361 1.296196754 27.39006512 2.159078275 347.4703422 2.55376381 0.010656552
GSE11969 UHRF1 KCMF1 4.28292244 1.185634854 72.45186716 7.093088277 740.0546631 3.612345256 0.00030344
GSE11969 UHRF1 CGN 0.423404598 0.693303438 1.527152054 0.392411137 5.943239567 0.610706042 0.541394205
GSE11969 UHRF1 SLC25A4 -0.996587366 0.906659654 0.369137024 0.062436351 2.182416833 -1.099185744 0.271687056
GSE11969 UHRF1 ATOH8 -1.427441686 1.593784789 0.239921933 0.010554505 5.453835374 -0.895630135 0.370450335
GSE11969 UHRF1 LIMS2 -1.042825689 0.984506293 0.352457339 0.051179175 2.427279756 -1.0592372 0.289491767
GSE11969 UHRF1 PRDM16 -0.408593189 0.485432988 0.664584538 0.256654524 1.720883778 -0.841708742 0.399951004
GSE11969 UHRF1 WNT3A -0.511826496 1.23332387 0.599399777 0.053445285 6.722390839 -0.41499764 0.67814363
GSE11969 UHRF1 CENPH 4.455381213 2.743892921 86.08896284 0.397504076 18644.61263 1.623744563 0.104430336
GSE11969 UHRF1 ADRB2 -0.530770471 0.956546948 0.588151641 0.090214236 3.834454173 -0.554881778 0.578975527
GSE11969 UHRF1 ARHGEF4 0.968781737 0.648299192 2.634732707 0.739440596 9.387929836 1.494343583 0.135085839
GSE11969 UHRF1 TK1 1.705209054 0.628752956 5.502535874 1.604602247 18.86941209 2.712049363 0.006686863
GSE11969 UHRF1 CTNNBIP1 -4.732610568 1.892143249 0.008803459 0.000215803 0.359127448 -2.50119042 0.012377661
GSE11969 UHRF1 PTTG1 2.663906854 0.909297282 14.35225187 2.415042609 85.2933745 2.929632483 0.003393631
GSE11969 UHRF1 SEMA3B -0.408820104 0.71798282 0.66443375 0.162668552 2.713937044 -0.569400956 0.569084068
GSE11969 UHRF1 PPP1R13B -3.084994786 1.930195488 0.045730272 0.001040443 2.009968106 -1.598281006 0.109980453
GSE11969 UHRF1 MCM2 2.269325811 1.134549103 9.672877269 1.046708449 89.38931821 2.000200613 0.045478606
GSE11969 UHRF1 ELAVL1 2.96431684 1.261622718 19.38145807 1.63490018 229.7638239 2.349606422 0.018793271
GSE11969 UHRF1 HDAC5 -4.734652683 2.830896012 0.0087855 3.42E-05 2.256469773 -1.672492618 0.094427222
GSE11969 UHRF1 EIF4B -2.064469764 1.846610692 0.126885552 0.003400747 4.734237534 -1.117977803 0.263576474
GSE11969 UHRF1 NPR1 -3.274144585 2.172255147 0.037849232 0.000535834 2.673523506 -1.507255992 0.131745053
GSE11969 UHRF1 SASH1 2.640398776 2.792384988 14.01879285 0.058861077 3338.820179 0.945571183 0.344367348
GSE11969 UHRF1 CPAMD8 -0.879129244 0.62503821 0.415144244 0.121945431 1.41329398 -1.406520802 0.159569532
GSE11969 UHRF1 PLXNA2 0.067682048 0.572976508 1.070025037 0.3480771 3.289367732 0.118123599 0.905969725
GSE11969 UHRF1 STK24 1.954007582 1.081378755 7.056912142 0.847507295 58.76056676 1.806959469 0.070768599
GSE11969 UHRF1 ZNF324 -1.306926712 2.414514141 0.270650567 0.002383256 30.73598273 -0.541279378 0.588315032
GSE11969 UHRF1 CKB -0.643320181 0.669451164 0.525544621 0.141504982 1.951854586 -0.960966558 0.336568983
GSE11969 UHRF1 NEDD4L 0.491663587 0.553569392 1.635033981 0.552494123 4.83866888 0.888169749 0.374449449
GSE11969 UHRF1 CRY2 -0.342647429 1.140308935 0.709888454 0.075955178 6.634723635 -0.30048649 0.7638061
GSE11969 UHRF1 MAN2A2 -0.10056901 0.877338031 0.904322703 0.162006317 5.047948549 -0.114629717 0.908738624
GSE11969 UHRF1 ANXA11 -0.178727727 1.095198671 0.836333579 0.097756295 7.155077351 -0.16319206 0.870367218
GSE11969 UHRF1 WFS1 -3.618254277 2.384470004 0.026829472 0.000250581 2.872610081 -1.51742495 0.129159428
GSE11969 UHRF1 CDK2AP1 -0.995214874 1.279123097 0.369644009 0.030129513 4.534978428 -0.778044644 0.436542695
GSE11969 UHRF1 CSRP1 -0.513342641 1.321390482 0.598491689 0.044904359 7.976782338 -0.38848671 0.697655887
GSE11969 UHRF1 UHRF1 1.742388345 0.529127724 5.710966906 2.024488471 16.11031304 3.292944717 0.00099144
GSE11969 FOXM1 HELLS 7.396938159 2.134055546 1630.982967 24.8850233 106895.8388 3.466141345 0.000527986
GSE11969 FOXM1 NEK2 1.958553977 0.601422861 7.089068691 2.18100729 23.04205728 3.25653397 0.001127814
GSE11969 FOXM1 POLQ 4.444113429 2.586556114 85.12437559 0.535024147 13543.61174 1.718158522 0.085767705
GSE11969 FOXM1 ASPM 2.195037528 0.806648215 8.980338067 1.847874534 43.64282872 2.721183146 0.006504871
GSE11969 FOXM1 DEPDC1 2.602916549 1.399865922 13.50306301 0.868688879 209.8941464 1.859404182 0.062969869
GSE11969 FOXM1 HMMR 3.503792224 1.407849059 33.2412716 2.10530168 524.8569115 2.488755596 0.012819106
GSE11969 FOXM1 CENPF 1.930671019 0.577104427 6.894134787 2.224577762 21.36544529 3.345444828 0.000821507
GSE11969 FOXM1 SHCBP1 3.431720095 1.002350267 30.92979922 4.336856045 220.5866347 3.423673548 0.000617808
GSE11969 FOXM1 BRIP1 4.79311102 1.647636223 120.6762114 4.776955235 3048.541859 2.9090833 0.003624903
GSE11969 FOXM1 ANLN 2.136394645 0.548996295 8.468849316 2.887472868 24.83881651 3.891455488 9.96E-05
GSE11969 FOXM1 COL1A1 0.396928297 0.491479114 1.487249286 0.567591638 3.89701026 0.807619867 0.419309446
GSE11969 FOXM1 CDCA8 2.813027881 0.995994494 16.66028729 2.365322894 117.3476878 2.824340794 0.004737798
GSE11969 FOXM1 MELK 1.910976651 0.713031675 6.759687429 1.671063496 27.34388864 2.680072593 0.00736062
GSE11969 FOXM1 CDCA2 3.590759545 1.678394939 36.26160778 1.351433542 972.9699295 2.139400841 0.032403219
GSE11969 FOXM1 BUB1 2.624999631 0.960176439 13.80456909 2.102418591 90.64138252 2.733872156 0.006259434
GSE11969 FOXM1 CD72 0.577312755 1.075339175 1.78124535 0.216467838 14.65730444 0.536865734 0.591360362
GSE11969 FOXM1 TPX2 -0.085641493 1.230129549 0.917923255 0.082360354 10.23044541 -0.069619897 0.9444962
GSE11969 FOXM1 BIRC5 1.838031711 0.597670898 6.284157043 1.947639793 20.27614648 3.075324093 0.002102739
GSE11969 FOXM1 MKI67 1.497170921 0.600593663 4.469027938 1.377167664 14.50238139 2.492818379 0.012673365
GSE11969 FOXM1 BUB1B 4.108474494 2.258186228 60.85381389 0.727974555 5086.972666 1.81936921 0.068855121
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GSE11969 FOXM1 KIFC1 2.778271968 1.003174355 16.09119081 2.252602833 114.9454391 2.769480654 0.005614574
GSE11969 FOXM1 KIF4A 1.841748976 2.001215717 6.307560393 0.124860052 318.6392887 0.920315067 0.357408138
GSE11969 FOXM1 MCM10 3.150683251 3.266795666 23.35201442 0.038692148 14093.72724 0.964456787 0.334816964
GSE11969 FOXM1 HIST1H3C 2.538391571 0.905259599 12.65929301 2.14709413 74.639345 2.804048225 0.005046536
GSE11969 FOXM1 GRIN2D -1.085596247 0.666614574 0.337700373 0.091434098 1.247253968 -1.628521622 0.103414328
GSE11969 FOXM1 CHEK1 2.864086454 0.80655574 17.53302866 3.608406461 85.19192538 3.551008704 0.000383758
GSE11969 FOXM1 TROAP -3.6223066 2.403777175 0.026720971 0.0002403 2.971331265 -1.506922787 0.13183045
GSE11969 FOXM1 ZWINT 2.935205824 1.017403685 18.82537745 2.562879019 138.2799709 2.884996257 0.003914183
GSE11969 FOXM1 CCNB2 2.230288868 0.804054187 9.302552897 1.923933177 44.97946782 2.773804185 0.005540502
GSE11969 FOXM1 KIF2C 3.5963111 1.942376909 36.46347592 0.81003511 1641.391909 1.85150013 0.064097636
GSE11969 FOXM1 CCNB1 2.653294095 1.012076851 14.20074027 1.953572831 103.2267755 2.621633023 0.00875096
GSE11969 FOXM1 CDCA3 -3.166290711 2.604623333 0.042159691 0.000255763 6.949552123 -1.215642458 0.224121153
GSE11969 FOXM1 KIF20A 3.483500517 1.181271738 32.57354699 3.216360546 329.8871342 2.94894088 0.00318865
GSE11969 FOXM1 CDT1 2.046680983 0.7047109 7.742162047 1.945410482 30.81152986 2.904284556 0.003680934
GSE11969 FOXM1 CDC6 1.442353745 0.646021655 4.230641959 1.192646237 15.00724257 2.232670891 0.025570655
GSE11969 FOXM1 IKBKE 1.27845648 0.61074359 3.591092523 1.084827557 11.8875534 2.09327859 0.036324293
GSE11969 FOXM1 CDC25C 0.737177696 1.940532165 2.090028486 0.046598102 93.7424239 0.379884296 0.704031305
GSE11969 FOXM1 ESPL1 -3.586868695 3.626849645 0.027684885 2.26E-05 33.83940618 -0.988976397 0.32267469
GSE11969 FOXM1 AURKB -2.111864035 1.689569895 0.121012185 0.004412296 3.318895704 -1.2499418 0.211320809
GSE11969 FOXM1 KIF23 3.541568086 1.730309884 34.52100868 1.162093396 1025.476992 2.046782555 0.040679439
GSE11969 FOXM1 UBE2C 0.800318571 1.274654876 2.226250034 0.183056747 27.07460548 0.627870795 0.530088584
GSE11969 FOXM1 KIF11 2.151637441 0.784492754 8.598927108 1.847918549 40.01342346 2.742711682 0.006093416
GSE11969 FOXM1 ASF1B -12.85663404 6.570813369 2.61E-06 6.66E-12 1.022165596 -1.956627486 0.050391281
GSE11969 FOXM1 CDC20 2.900208077 1.187833279 18.17792738 1.771980117 186.4789796 2.441595238 0.014622531
GSE11969 FOXM1 CDC25A -0.05575691 1.079710302 0.945769015 0.113955163 7.8493945 -0.051640621 0.958815052
GSE11969 FOXM1 NUSAP1 2.570711614 1.449425936 13.07512557 0.763294749 223.974957 1.773606743 0.076128222
GSE11969 FOXM1 E2F2 2.002347968 1.096330988 7.406425753 0.863793726 63.50490958 1.826408257 0.067788789
GSE11969 FOXM1 CCNE1 0.818159326 1.17437982 2.266324432 0.226823562 22.64414858 0.696673523 0.486007132
GSE11969 FOXM1 CDCA5 2.211514107 0.635858972 9.129529016 2.625452923 31.74625579 3.477994658 0.00050518
GSE11969 FOXM1 ARHGAP22 0.043564356 1.58784956 1.044527213 0.046487882 23.46927938 0.027436073 0.978111927
GSE11969 FOXM1 XRCC2 -7.214133511 6.326172059 0.000736108 3.03E-09 178.5620008 -1.140363152 0.254135038
GSE11969 FOXM1 RAD51 4.679982142 1.358905027 107.7681481 7.512567095 1545.939436 3.443936147 0.000573311
GSE11969 FOXM1 PRC1 3.310180361 1.296196754 27.39006512 2.159078275 347.4703422 2.55376381 0.010656552
GSE11969 FOXM1 EPHB2 0.633762965 2.06175958 1.884689272 0.033133462 107.2044207 0.307389364 0.758547023
GSE11969 FOXM1 SPAG5 1.698485734 0.686091849 5.465664654 1.42442813 20.97226914 2.475595269 0.013301427
GSE11969 FOXM1 C1QTNF6 -11.53399126 4.710957692 9.79E-06 9.57E-10 0.100190306 -2.448332592 0.014351911
GSE11969 FOXM1 E2F1 3.924492433 1.789280367 50.62737477 1.518263663 1688.19892 2.193335659 0.028283204
GSE11969 FOXM1 PAQR4 2.7221752 0.945001546 15.21337843 2.386925665 96.96442858 2.880603966 0.00396914
GSE11969 FOXM1 FANCG 1.302738007 1.40815233 3.679356994 0.232889812 58.12906863 0.925139972 0.354893103
GSE11969 FOXM1 MTA3 3.027113679 1.537827157 20.63757987 1.013113069 420.397008 1.968435572 0.049017942
GSE11969 FOXM1 TCF19 -1.83725966 1.504294695 0.159253237 0.00834892 3.03770946 -1.22134291 0.221956213
GSE11969 FOXM1 EFNA4 1.490966388 1.219413871 4.441385545 0.406959795 48.47138662 1.222691018 0.221446421
GSE11969 FOXM1 TIMELESS 2.279014813 0.749168235 9.767053296 2.249419212 42.4088714 3.042060125 0.00234965
GSE11969 FOXM1 MCM2 2.269325811 1.134549103 9.672877269 1.046708449 89.38931821 2.000200613 0.045478606
GSE11969 FOXM1 KNTC1 2.730992197 1.072741566 15.34810781 1.87471634 125.6533632 2.545806262 0.010902568
GSE11969 FOXM1 NPM3 2.475362474 1.170671044 11.88601471 1.198282631 117.8998526 2.114481679 0.034474148
GSE11969 FOXM1 GMPPA -0.689041966 1.8881825 0.502056826 0.012403065 20.32248138 -0.364923394 0.715168591
GSE11969 FOXM1 DNMT1 1.09521089 0.793305846 2.989813139 0.63151095 14.15491307 1.380565762 0.167412517
GSE11969 FOXM1 RNASEH2A 0.985886842 2.300871912 2.680187735 0.029488962 243.5964404 0.428484018 0.668298767
GSE11969 FOXM1 RFC4 2.188022897 0.696153777 8.917564733 2.278657757 34.89903673 3.143016628 0.001672163
GSE11969 FOXM1 LIMK1 0.251632056 0.739794744 1.286122729 0.301694912 5.482729772 0.340137664 0.733752859
GSE11969 FOXM1 MAGED1 -0.110592825 1.039208764 0.89530322 0.116786876 6.863509675 -0.10642022 0.915248951
GSE11969 FOXM1 FOXM1 4.533247394 3.904452275 93.06027433 0.044186391 195992.8058 1.161045667 0.245623329
GSE14814 FOXA2 BDNF 0.828600892 0.575789917 2.290112383 0.740872593 7.078969822 1.439068083 0.150131234
GSE14814 FOXA2 SH3GL2 0.808440109 0.602359517 2.244404229 0.689241991 7.308536639 1.342122249 0.179556361
GSE14814 FOXA2 CHIA 0.023034802 0.258606943 1.023302151 0.616420763 1.698754091 0.089072634 0.929024186
GSE14814 FOXA2 TWIST1 0.548489779 0.187642617 1.730637398 1.198076084 2.499929549 2.92305547 0.003466148
GSE14814 FOXA2 CPB2 -0.075638164 0.186577094 0.927151623 0.643185214 1.336489261 -0.405398979 0.685184261
GSE14814 FOXA2 APOH -0.126458064 0.259187653 0.881211103 0.530223571 1.464538829 -0.487901577 0.625619558
GSE14814 FOXA2 EPB41L5 1.606595909 0.729853555 4.985810156 1.192568312 20.84434296 2.201257907 0.027717771
GSE14814 FOXA2 PRKG2 -1.15010654 0.986409582 0.316603037 0.045801713 2.188509489 -1.16595232 0.243633723
GSE14814 FOXA2 SEC14L4 0.131720281 0.386664352 1.140789174 0.534658035 2.434079081 0.340657938 0.733361107
GSE14814 FOXA2 SSTR1 0.030348985 0.517165171 1.03081421 0.374083545 2.840482963 0.058683351 0.953204321
GSE14814 FOXA2 CFTR -0.514051964 1.485571554 0.598067315 0.032525896 10.996915 -0.346029757 0.729320352
GSE14814 FOXA2 C2orf54 0.625594834 0.411705197 1.869357584 0.834157935 4.189251978 1.519521343 0.12863132
GSE14814 FOXA2 GYPE 1.920455705 1.218520893 6.824067524 0.626377936 74.34472851 1.576054803 0.115013174
GSE14814 FOXA2 F11 1.131052818 0.554566057 3.09891738 1.04511123 9.188772117 2.039527671 0.041397392
GSE14814 FOXA2 CX3CR1 0.008089036 0.282157523 1.00812184 0.579882636 1.752612653 0.028668509 0.977128972
GSE14814 FOXA2 PLA2G3 -0.681398798 0.579667709 0.505908833 0.162426996 1.575746354 -1.175498974 0.239795147
GSE14814 FOXA2 SEMA5A 0.027724909 0.50491038 1.028112821 0.382173246 2.765803168 0.054910556 0.956209722
GSE14814 FOXA2 SCTR -0.519903311 0.452417552 0.594578034 0.244968556 1.443136395 -1.149166978 0.250487134
GSE14814 FOXA2 ST6GALNAC5 0.396823394 0.527018668 1.487093277 0.529345355 4.177700614 0.752958894 0.451474616
GSE14814 FOXA2 LRRC36 -0.451073207 0.394121576 0.636944212 0.294187694 1.379044526 -1.144502699 0.252415219
GSE14814 FOXA2 NR0B2 0.283727763 0.472953877 1.328071332 0.525584238 3.355834017 0.599905778 0.548569032
GSE14814 FOXA2 TRAK1 0.884872747 0.827301891 2.42267608 0.478734477 12.26015604 1.069588692 0.284804487
GSE14814 FOXA2 RAB11FIP1 -0.316083427 0.189880648 0.72899863 0.502458285 1.057677857 -1.664642662 0.095984069
GSE14814 FOXA2 HIST1H2BD -0.089373644 0.339339148 0.914503811 0.470261596 1.778408502 -0.263375578 0.792261112
GSE14814 FOXA2 SCEL -0.134558497 0.221912711 0.874101745 0.565808602 1.350375124 -0.606357773 0.544277202
GSE14814 FOXA2 LRRN3 0.063900204 0.648594338 1.065986012 0.29899712 3.800458614 0.098521064 0.921518547
GSE14814 FOXA2 HSD17B6 -0.087646718 0.158224825 0.916084456 0.67182212 1.249156147 -0.553937839 0.579621388
GSE14814 FOXA2 WIF1 -0.054118538 0.102338765 0.947319806 0.775149913 1.157730654 -0.528817578 0.596932003
GSE14814 FOXA2 CRTAC1 0.092257435 0.341892685 1.096647101 0.561109103 2.143317331 0.269843255 0.787280844
GSE14814 FOXA2 PARD6B -0.311703297 1.026348467 0.732198741 0.097948904 5.473414984 -0.303701235 0.761355517
GSE14814 FOXA2 MMP28 0.554517104 0.212089064 1.741100012 1.14892897 2.638482735 2.614548317 0.008934552
GSE14814 FOXA2 WNT7A 0.99607444 0.760330382 2.707631968 0.610091871 12.01666703 1.310054766 0.190177309
GSE14814 FOXA2 WWC1 -0.152707002 0.497227788 0.858381189 0.32392102 2.274684941 -0.307116789 0.758754479
GSE14814 FOXA2 NRGN -0.323161859 0.249974942 0.723856682 0.443479482 1.181494337 -1.292777013 0.196088193
GSE14814 FOXA2 FLRT3 -0.210434494 0.145561298 0.810232129 0.609126451 1.077733697 -1.445676128 0.148268063
GSE14814 FOXA2 STAC 0.544596398 0.454324937 1.723912468 0.707608633 4.199884028 1.198693609 0.230647104
GSE14814 FOXA2 SULT2B1 0.616810845 0.358472157 1.853009076 0.917794589 3.741188582 1.720665978 0.085311453
GSE14814 FOXA2 YIF1B 1.332216378 0.702816159 3.789432902 0.955731768 15.02492875 1.895540334 0.058020853
GSE14814 FOXA2 NMUR1 -0.560621342 0.516584223 0.570854258 0.20739962 1.571240021 -1.085246736 0.27781239
GSE14814 FOXA2 RAP1GAP 0.435821415 0.644243899 1.546232636 0.437414761 5.465831467 0.676485125 0.498732687
GSE14814 FOXA2 TGFB2 2.345605214 0.800418465 10.439589 2.174532827 50.11881961 2.93047364 0.003384457
GSE14814 FOXA2 PRDM16 -0.807536661 0.623633434 0.445955253 0.131357097 1.514010984 -1.294889941 0.195358199
GSE14814 FOXA2 GPRIN2 0.252953167 0.532180454 1.287822963 0.453798798 3.6546769 0.475314652 0.634562717
GSE14814 FOXA2 AMOTL2 -0.296025144 0.282526876 0.743768726 0.427514255 1.293973034 -1.047776937 0.294741391
GSE14814 FOXA2 TACSTD2 1.904154989 1.429160221 6.713732052 0.40781258 110.5267474 1.332359354 0.182742132
GSE14814 FOXA2 SFTPB -0.084395779 0.119715341 0.919067436 0.726851173 1.162115415 -0.704970462 0.480828618
GSE14814 FOXA2 ADRB2 -0.122616396 0.30350184 0.884602934 0.487985751 1.60357623 -0.404005447 0.686208714
GSE14814 FOXA2 EXPH5 1.687631431 0.671840437 5.40665948 1.448963352 20.17440034 2.511952746 0.012006516
GSE14814 FOXA2 DRAM1 0.064426703 0.224887 1.066547401 0.686366377 1.657312182 0.286484782 0.774506847
GSE14814 FOXA2 HPN -0.093278678 0.232761517 0.910939606 0.577248247 1.437528776 -0.400747853 0.688605775
GSE14814 FOXA2 ATP2A2 0.455254674 0.637948036 1.576574845 0.451535854 5.5047417 0.713623444 0.475460057
GSE14814 FOXA2 EFNB2 0.528272918 0.261105808 1.696000646 1.016652063 2.829304434 2.023213966 0.043051092
GSE14814 FOXA2 C4BPA -0.111056896 0.118016292 0.894887832 0.710089274 1.127779648 -0.941030206 0.34668938
GSE14814 FOXA2 C1orf116 -0.106439009 0.173576656 0.899029879 0.639772265 1.263347551 -0.613210393 0.539737234
GSE14814 FOXA2 CTNNBIP1 -0.273100996 0.506107037 0.761015924 0.282224462 2.052073139 -0.539611142 0.589465231
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GSE14814 FOXA2 PLLP 0.018053194 0.270527952 1.018217138 0.599192808 1.730271335 0.066733194 0.946794108
GSE14814 FOXA2 SEMA3B -0.099010211 0.510898939 0.90573346 0.332753358 2.465348828 -0.193796078 0.846335558
GSE14814 FOXA2 PRSS8 -0.228621919 0.179162145 0.795629289 0.560025326 1.13035239 -1.276061515 0.201933775
GSE14814 FOXA2 EVPL 0.050060116 0.331907972 1.051334296 0.548555096 2.014936711 0.150825289 0.880113537
GSE14814 FOXA2 ELAVL1 -0.497682574 0.364026267 0.60793788 0.297851289 1.240848971 -1.367161161 0.171574796
GSE14814 FOXA2 AP1M2 -0.775937568 0.518343333 0.460272042 0.16664794 1.271244951 -1.496956782 0.134404504
GSE14814 FOXA2 INPP5K 0.005725854 0.917838855 1.005742279 0.166425878 6.077886099 0.006238409 0.995022502
GSE14814 FOXA2 CLDN4 -0.007373492 0.223146584 0.992653626 0.640995553 1.537235657 -0.033043265 0.973640086
GSE14814 FOXA2 SULT1A2 0.68739996 0.353980025 1.988538527 0.99363222 3.979626862 1.941917371 0.052147104
GSE14814 FOXA2 LAMA3 0.46525533 0.16068017 1.59242073 1.162215369 2.181870806 2.895536708 0.003785108
GSE14814 FOXA2 BFSP1 -0.531198681 0.654727583 0.587899843 0.162928934 2.121331168 -0.811327787 0.417177457
GSE14814 FOXA2 RASSF7 0.424461653 0.615991458 1.528767192 0.457097108 5.112981647 0.689070681 0.49077879
GSE14814 FOXA2 RAB17 0.075992313 0.428665323 1.07895428 0.465717393 2.499675461 0.177276558 0.859291163
GSE14814 FOXA2 DLX4 -0.703597158 0.683501434 0.494802217 0.129608702 1.88898762 -1.029401145 0.303291211
GSE14814 FOXA2 SCNN1B -0.145415779 0.217379933 0.864662709 0.564693248 1.323978291 -0.668947577 0.50352892
GSE14814 FOXA2 FAM189A2 -0.2210449 0.384898593 0.801680684 0.377029336 1.704620457 -0.574293864 0.565768961
GSE14814 FOXA2 EPCAM -0.001789197 0.175217867 0.998212403 0.708071709 1.407241651 -0.010211271 0.991852726
GSE14814 FOXA2 COBL 0.092957475 0.284279714 1.097415067 0.628624911 1.915800356 0.326992996 0.743673183
GSE14814 FOXA2 CEACAM6 -0.053747776 0.10819921 0.947671101 0.766581444 1.171539598 -0.496748323 0.619366541
GSE14814 FOXA2 SH2D4A 0.64102164 0.413086262 1.89841939 0.844836167 4.265911336 1.551786393 0.120713343
GSE14814 FOXA2 PPP1R13L 0.215406061 0.492416676 1.240365459 0.472502194 3.256083234 0.437446723 0.661787405
GSE14814 FOXA2 PTK7 0.010627272 0.311848602 1.010683942 0.548490809 1.862350315 0.034078306 0.972814707
GSE14814 FOXA2 PDZK1IP1 -0.154576684 0.145056716 0.856777789 0.644756455 1.138520093 -1.06562928 0.286591258
GSE14814 FOXA2 LAMB3 0.12575369 0.184215528 1.134002817 0.790332045 1.627116599 0.68264435 0.494831603
GSE14814 FOXA2 ITGA3 0.448361458 0.205088298 1.565744545 1.047488905 2.34041236 2.186187426 0.028801896
GSE14814 FOXA2 FAAH 0.239447711 0.384327379 1.270547248 0.598205995 2.69855254 0.623030583 0.533264425
GSE14814 FOXA2 AATK 0.846550366 0.71811063 2.331589832 0.570683447 9.525966051 1.178857868 0.238454777
GSE14814 FOXA2 CCNJL 0.23911353 0.387513942 1.270122725 0.594282883 2.714551913 0.617044973 0.537205062
GSE14814 FOXA2 N4BP1 0.347250275 1.021704886 1.415170863 0.191043428 10.48300164 0.339873363 0.733951897
GSE14814 FOXA2 MLPH 0.09613892 0.199546527 1.100911992 0.744557583 1.627822002 0.481786989 0.629957273
GSE14814 FOXA2 HYAL1 -0.032244862 0.26696632 0.968269461 0.573791474 1.633948553 -0.120782507 0.903863306
GSE14814 FOXA2 LAMP3 -0.125955245 0.127570088 0.881654304 0.686610556 1.132103644 -0.98734152 0.323475243
GSE14814 FOXA2 NINJ2 -0.228025225 0.261187332 0.796104178 0.477141118 1.328290183 -0.873033249 0.382644955
GSE14814 FOXA2 TBC1D2 0.020179649 0.357037813 1.020384635 0.506818867 2.05435289 0.056519642 0.954927848
GSE14814 FOXA2 MALL 0.012359819 0.152969174 1.012436517 0.750170884 1.366392275 0.080799409 0.935601478
GSE14814 FOXA2 FKBP1B 0.268774636 0.255041118 1.308360251 0.79366266 2.156843999 1.053848252 0.291952398
GSE14814 FOXA2 EFNA1 -0.384498601 0.222438215 0.680791899 0.440224924 1.052820011 -1.728563599 0.083887229
GSE14814 FOXA2 CYP2B6 0.526623315 0.626699938 1.693205223 0.49574877 5.783058082 0.840311738 0.400733622
GSE14814 FOXA2 UNC13B -0.101617228 0.226667032 0.903375272 0.579333806 1.408664357 -0.448310577 0.653929068
GSE14814 FOXA2 SFTPD -0.078127236 0.10700781 0.924846745 0.74986755 1.140656777 -0.730107794 0.465324298
GSE14814 FOXA2 NFATC3 -0.37117729 0.564851567 0.689921614 0.228032751 2.087383644 -0.657123592 0.511101451
GSE14814 FOXA2 NKX2.1 -0.208060467 0.287769654 0.812157926 0.462051637 1.427547148 -0.723010451 0.469673463
GSE14814 FOXA2 WWC3 -0.209427781 0.318242404 0.81104821 0.434668577 1.513335067 -0.658076292 0.510489109
GSE14814 FOXA2 WFS1 -0.487635104 0.379816761 0.614076907 0.291690411 1.292776289 -1.283869366 0.199187668
GSE14814 FOXA2 JUP -0.125092397 0.294721286 0.882415366 0.495228749 1.5723176 -0.424443035 0.671242741
GSE14814 FOXA2 CCND3 -0.316407506 0.256547446 0.728762415 0.440770362 1.204923704 -1.233329394 0.217452896
GSE14814 FOXA2 PPL 0.123449529 0.215083533 1.1313929 0.742222327 1.724617878 0.573960857 0.56599429
GSE14814 FOXA2 SELENBP1 -0.036200065 0.130275934 0.964447322 0.747114965 1.245000678 -0.277872233 0.78111044
GSE14814 FOXA2 CD55 -0.024874998 0.164245788 0.975431836 0.706953189 1.345870252 -0.151449836 0.879620879
GSE14814 FOXA2 CTSH -0.268884739 0.180145095 0.764231336 0.536889683 1.087838999 -1.492600949 0.135541675
GSE14814 FOXA2 LPCAT1 -0.154794865 0.177358374 0.856590876 0.605070143 1.2126659 -0.872780134 0.38278293
GSE14814 FOXA2 FOXA2 0.341582571 0.444102042 1.40717278 0.589287301 3.360220437 0.769153346 0.441802283
GSE14814 UHRF1 ASPM 0.550482282 0.29332435 1.734089136 0.975872945 3.081410489 1.876701617 0.060559001
GSE14814 UHRF1 GINS2 0.054492302 0.374159844 1.056004347 0.507201196 2.198624903 0.145639097 0.884206302
GSE14814 UHRF1 MAGEA12 0.052269131 0.141122841 1.053659277 0.799054157 1.389390022 0.370380379 0.711099091
GSE14814 UHRF1 CENPF 2.635938625 1.869278199 13.95640615 0.357800639 544.3849214 1.410137146 0.158499191
GSE14814 UHRF1 KIF14 1.094151544 0.531987957 2.986647568 1.052822136 8.47252674 2.056722391 0.039712937
GSE14814 UHRF1 SHCBP1 0.914501258 0.717917271 2.495530316 0.611041295 10.19189965 1.273825405 0.202725299
GSE14814 UHRF1 DLGAP5 0.514204909 0.258055604 1.672308335 1.00846081 2.773152054 1.992612834 0.046303859
GSE14814 UHRF1 CDK1 0.570092177 0.278109088 1.768430053 1.025323714 3.050104868 2.049886903 0.040375469
GSE14814 UHRF1 BUB1 2.204366973 1.754351897 9.064511674 0.291096759 282.2613762 1.256513575 0.208929827
GSE14814 UHRF1 TPX2 0.162080969 0.227497263 1.175955453 0.752913092 1.836694358 0.71245239 0.476184684
GSE14814 UHRF1 BIRC5 0.279736291 0.450102031 1.322780938 0.547470073 3.196064029 0.621495288 0.534273794
GSE14814 UHRF1 MKI67 0.757597735 0.526693331 2.133145679 0.759798338 5.988839746 1.438403887 0.15031949
GSE14814 UHRF1 BUB1B 0.417435578 0.240207925 1.518063604 0.948035524 2.430834127 1.737809346 0.082244413
GSE14814 UHRF1 HIST1H2AJ 0.064834012 0.509533828 1.066981904 0.393043912 2.896496675 0.127241822 0.898749005
GSE14814 UHRF1 KIF4A 0.614940697 0.302244892 1.849546913 1.022807804 3.344542123 2.034577634 0.04189339
GSE14814 UHRF1 TTK 0.546558122 0.350934139 1.727297627 0.868263403 3.436235 1.557437882 0.119366558
GSE14814 UHRF1 MCM10 0.51441346 0.36441832 1.672657133 0.818867229 3.416648984 1.411601535 0.15806732
GSE14814 UHRF1 KIF18B 0.728755842 0.416551726 2.072500486 0.916062634 4.688825965 1.749496632 0.08020521
GSE14814 UHRF1 RRM2 0.16754587 0.229939852 1.182399525 0.753423375 1.855621532 0.728650857 0.466215261
GSE14814 UHRF1 GPR37 0.868273825 1.60796367 2.382794182 0.101949564 55.69134262 0.539983484 0.589208422
GSE14814 UHRF1 TUBB3 0.045094756 0.316573932 1.046126982 0.562491785 1.945595814 0.142446208 0.886727566
GSE14814 UHRF1 GTSE1 0.010477694 0.462574331 1.010532777 0.408137425 2.502040811 0.022650832 0.981928796
GSE14814 UHRF1 CCNB2 -0.020487313 0.280390626 0.979721126 0.565501211 1.697350008 -0.073067041 0.941752769
GSE14814 UHRF1 CDCA3 0.103831688 0.283174177 1.109413711 0.636876512 1.932554834 0.36667075 0.713864627
GSE14814 UHRF1 KIF20A 0.006795065 0.298417551 1.006818203 0.560967342 1.807026574 0.022770325 0.981833479
GSE14814 UHRF1 CDT1 -0.148489089 0.33426957 0.862009413 0.447693959 1.659750402 -0.444219581 0.656883837
GSE14814 UHRF1 KIF15 1.160597049 0.646235633 3.191838391 0.899423284 11.32707202 1.795934781 0.07250489
GSE14814 UHRF1 GPD1 0.40459043 0.396881073 1.498688556 0.688470933 3.262399731 1.019424854 0.308001312
GSE14814 UHRF1 HJURP 1.006571041 0.478573574 2.736202583 1.070990662 6.990541415 2.103273344 0.035441882
GSE14814 UHRF1 ACTN2 -0.158558499 0.711159502 0.853373041 0.211738023 3.439370682 -0.222957717 0.823568415
GSE14814 UHRF1 CEP55 0.137864707 0.241117934 1.147820248 0.715540012 1.841254577 0.571772928 0.56747582
GSE14814 UHRF1 EXO1 1.008083897 0.610033797 2.740345196 0.828979068 9.058723056 1.652504996 0.098431647
GSE14814 UHRF1 CENPA 0.159260327 0.593705558 1.172643178 0.366271219 3.75429996 0.268247998 0.788508431
GSE14814 UHRF1 NEIL3 1.026410476 0.352807928 2.791029365 1.397828056 5.572820552 2.909261369 0.003622838
GSE14814 UHRF1 SPC25 0.391682533 0.832868903 1.479467954 0.289178677 7.569110717 0.470281135 0.638154174
GSE14814 UHRF1 CUX2 0.364236084 0.671386756 1.439413997 0.386100424 5.366253243 0.542513061 0.587465112
GSE14814 UHRF1 SKA1 0.6458324 0.866528596 1.907574234 0.349052674 10.42490067 0.745309969 0.456084356
GSE14814 UHRF1 UBE2C 0.068848794 0.18034717 1.071274214 0.752296189 1.525500805 0.381756998 0.702641618
GSE14814 UHRF1 KIF11 0.911856154 0.40551845 2.488938102 1.124180806 5.510512938 2.24861817 0.024536799
GSE14814 UHRF1 ASF1B 0.170881194 0.408641732 1.186349795 0.532569495 2.642708323 0.41816873 0.675823757
GSE14814 UHRF1 CCNA2 0.518505577 0.354419867 1.679515866 0.838496729 3.364084135 1.462969841 0.143475632
GSE14814 UHRF1 CDC20 0.111136661 0.201937761 1.117547621 0.752274437 1.660182274 0.550351059 0.582078609
GSE14814 UHRF1 ERC2 0.550307965 0.687192885 1.733786881 0.45087491 6.667075238 0.800805679 0.423244151
GSE14814 UHRF1 HOXA10 -0.161070943 0.394656284 0.85123168 0.39274959 1.844929673 -0.40812968 0.683178471
GSE14814 UHRF1 CDC25A 1.149854563 0.495398737 3.157733626 1.195890242 8.337957202 2.321068821 0.02028313
GSE14814 UHRF1 NUSAP1 0.239565436 0.258923724 1.270696831 0.764972237 2.110756911 0.925235556 0.354843392
GSE14814 UHRF1 TMEM8B 0.034773562 0.603439459 1.035385232 0.317287796 3.378707259 0.057625602 0.954046856
GSE14814 UHRF1 NDC80 0.786577206 0.303464129 2.195867547 1.21142632 3.980295129 2.591994015 0.009542143
GSE14814 UHRF1 RAD51 0.780379238 1.207989294 2.182299719 0.204489986 23.28931675 0.646015028 0.518269623
GSE14814 UHRF1 DSTN -0.284153223 0.268289559 0.752651312 0.444862027 1.273392564 -1.059128893 0.289541083
GSE14814 UHRF1 PRC1 0.026485564 0.187346972 1.026839424 0.711266743 1.482424438 0.141371723 0.887576292
GSE14814 UHRF1 KCMF1 -0.094874168 0.314207623 0.90948737 0.491295356 1.683645623 -0.301947379 0.762692177
GSE14814 UHRF1 SPATA2L -0.666388369 0.372756195 0.513560022 0.247343533 1.066306011 -1.787732509 0.073819174
GSE14814 UHRF1 SLC25A4 0.867834054 0.667711553 2.381746528 0.643485013 8.815615614 1.299714 0.19369901
GSE14814 UHRF1 TMOD1 -0.463648603 0.563111872 0.628984539 0.208601908 1.896538506 -0.823368545 0.410298445
GSE14814 UHRF1 LIMS2 0.905645382 0.506288598 2.473527778 0.916986952 6.672221078 1.788792766 0.073648196
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GSE14814 UHRF1 PRDM16 -0.807536661 0.623633434 0.445955253 0.131357097 1.514010984 -1.294889941 0.195358199
GSE14814 UHRF1 ADRB2 -0.122616396 0.30350184 0.884602934 0.487985751 1.60357623 -0.404005447 0.686208714
GSE14814 UHRF1 ARHGEF4 -0.782821493 0.847885419 0.457114445 0.086756809 2.40849818 -0.923263303 0.355870007
GSE14814 UHRF1 TK1 0.109989167 0.301294008 1.116265977 0.618451665 2.014789194 0.365055937 0.715069651
GSE14814 UHRF1 EFNB2 0.528272918 0.261105808 1.696000646 1.016652063 2.829304434 2.023213966 0.043051092
GSE14814 UHRF1 CTNNBIP1 -0.273100996 0.506107037 0.761015924 0.282224462 2.052073139 -0.539611142 0.589465231
GSE14814 UHRF1 PTTG1 0.02543062 0.277864353 1.025756737 0.59501212 1.76832849 0.091521708 0.927078059
GSE14814 UHRF1 SEMA3B -0.099010211 0.510898939 0.90573346 0.332753358 2.465348828 -0.193796078 0.846335558
GSE14814 UHRF1 PPP1R13B -0.068249117 0.368357424 0.934027762 0.453746593 1.922676389 -0.185279603 0.853009736
GSE14814 UHRF1 MCM2 -0.082753724 0.233600063 0.920577836 0.582397874 1.455128169 -0.35425386 0.723148643
GSE14814 UHRF1 ELAVL1 -0.497682574 0.364026267 0.60793788 0.297851289 1.240848971 -1.367161161 0.171574796
GSE14814 UHRF1 HDAC5 -0.562421206 0.482663842 0.569827722 0.221258196 1.467532678 -1.165244125 0.243920189
GSE14814 UHRF1 EIF4B 0.286752692 0.384314154 1.332094735 0.627200377 2.829201718 0.746141376 0.455582017
GSE14814 UHRF1 NPR1 1.343929485 0.61384866 3.834079901 1.151203849 12.76938807 2.189349872 0.02857142
GSE14814 UHRF1 SASH1 -0.574568583 0.430487268 0.562947682 0.242123313 1.308878886 -1.334693556 0.181976664
GSE14814 UHRF1 FAM189A2 -0.2210449 0.384898593 0.801680684 0.377029336 1.704620457 -0.574293864 0.565768961
GSE14814 UHRF1 COBL 0.092957475 0.284279714 1.097415067 0.628624911 1.915800356 0.326992996 0.743673183
GSE14814 UHRF1 PLXNA2 0.889728116 0.832204343 2.434467669 0.476464327 12.43877557 1.069122174 0.285014621
GSE14814 UHRF1 STK24 0.72173364 0.503652393 2.057997948 0.766893829 5.522740428 1.432999526 0.151857973
GSE14814 UHRF1 ZNF324 -0.623917576 0.622685529 0.535841122 0.158126681 1.815795447 -1.001978602 0.316353928
GSE14814 UHRF1 CKB -0.278821493 0.195388051 0.756674963 0.515934718 1.109746987 -1.427014046 0.153575846
GSE14814 UHRF1 NEDD4L -0.410890371 0.308510058 0.663059618 0.362199913 1.213827065 -1.331854051 0.182908152
GSE14814 UHRF1 CRY2 -1.062305612 0.552915655 0.345657938 0.116950983 1.021619545 -1.921279681 0.054696457
GSE14814 UHRF1 MAN2A2 0.274618254 0.552295897 1.31602819 0.445810274 3.884904183 0.497230299 0.619026657
GSE14814 UHRF1 ANXA11 -0.427981241 0.400531268 0.651823642 0.29730162 1.429101063 -1.068533907 0.285279744
GSE14814 UHRF1 MEPCE -0.641213647 0.429632855 0.526652865 0.226892584 1.22244295 -1.492468837 0.135576281
GSE14814 UHRF1 FBXW4 -0.457139772 0.538847156 0.633091845 0.22019081 1.820263455 -0.848366308 0.396234
GSE14814 UHRF1 WFS1 -0.487635104 0.379816761 0.614076907 0.291690411 1.292776289 -1.283869366 0.199187668
GSE14814 UHRF1 STT3A -0.696224183 0.448353666 0.498463863 0.20701144 1.200253583 -1.55284597 0.120459937
GSE14814 UHRF1 CDK2AP1 0.209301808 0.296761086 1.232817017 0.689120431 2.205474876 0.705287244 0.480631497
GSE14814 UHRF1 CSRP1 0.141201634 0.330581816 1.151656837 0.602464329 2.201480496 0.427130673 0.669284153
GSE14814 FOXM1 PBK 0.575585735 0.284738782 1.778171759 1.01766214 3.107018214 2.021451838 0.043233013
GSE14814 FOXM1 HELLS 0.170560032 0.324528765 1.185968845 0.627818191 2.240333463 0.525562139 0.599192469
GSE14814 FOXM1 NEK2 0.687295459 0.53153215 1.988330733 0.701532247 5.635463117 1.293045884 0.19599519
GSE14814 FOXM1 POLQ 0.348807502 0.741873519 1.417376321 0.331132104 6.066931026 0.470171118 0.638232767
GSE14814 FOXM1 ASPM 0.550482282 0.29332435 1.734089136 0.975872945 3.081410489 1.876701617 0.060559001
GSE14814 FOXM1 GINS2 0.054492302 0.374159844 1.056004347 0.507201196 2.198624903 0.145639097 0.884206302
GSE14814 FOXM1 DEPDC1 1.051326532 0.638100421 2.861444399 0.819281689 9.993954656 1.647587899 0.099437265
GSE14814 FOXM1 HMMR 0.643268857 0.562386223 1.902690348 0.631922901 5.728911799 1.143820441 0.252698111
GSE14814 FOXM1 CENPF 2.635938625 1.869278199 13.95640615 0.357800639 544.3849214 1.410137146 0.158499191
GSE14814 FOXM1 SHCBP1 0.914501258 0.717917271 2.495530316 0.611041295 10.19189965 1.273825405 0.202725299
GSE14814 FOXM1 BRIP1 2.345623505 1.05018209 10.43977995 1.332829906 81.77262905 2.233539808 0.025513368
GSE14814 FOXM1 DLGAP5 0.514204909 0.258055604 1.672308335 1.00846081 2.773152054 1.992612834 0.046303859
GSE14814 FOXM1 COL1A1 0.980568455 0.516883203 2.665971295 0.968018571 7.342217555 1.897079359 0.057817465
GSE14814 FOXM1 CDCA8 0.592585522 0.469160731 1.808658703 0.721117914 4.536354235 1.263075709 0.206561973
GSE14814 FOXM1 MELK 0.452649522 0.297276235 1.572472973 0.878094384 2.815951559 1.522656266 0.127844725
GSE14814 FOXM1 BUB1 2.204366973 1.754351897 9.064511674 0.291096759 282.2613762 1.256513575 0.208929827
GSE14814 FOXM1 CD72 -0.599128042 0.463387787 0.549290385 0.221495852 1.362192224 -1.292930153 0.196035218
GSE14814 FOXM1 TPX2 0.162080969 0.227497263 1.175955453 0.752913092 1.836694358 0.71245239 0.476184684
GSE14814 FOXM1 BIRC5 0.279736291 0.450102031 1.322780938 0.547470073 3.196064029 0.621495288 0.534273794
GSE14814 FOXM1 MKI67 0.757597735 0.526693331 2.133145679 0.759798338 5.988839746 1.438403887 0.15031949
GSE14814 FOXM1 BUB1B 0.417435578 0.240207925 1.518063604 0.948035524 2.430834127 1.737809346 0.082244413
GSE14814 FOXM1 KIFC1 1.170468029 0.549310249 3.223500979 1.098383688 9.460226581 2.130795905 0.03310596
GSE14814 FOXM1 PRR11 -0.065134867 0.315249979 0.936941093 0.505092614 1.73801514 -0.20661339 0.836311802
GSE14814 FOXM1 KIF4A 0.614940697 0.302244892 1.849546913 1.022807804 3.344542123 2.034577634 0.04189339
GSE14814 FOXM1 MCM10 0.51441346 0.36441832 1.672657133 0.818867229 3.416648984 1.411601535 0.15806732
GSE14814 FOXM1 KIF18B 0.728755842 0.416551726 2.072500486 0.916062634 4.688825965 1.749496632 0.08020521
GSE14814 FOXM1 HIST1H3C -0.055703013 0.943840759 0.945819991 0.148733836 6.014606224 -0.059017384 0.952938261
GSE14814 FOXM1 GRIN2D -0.047406343 0.518144314 0.953699789 0.345435086 2.633036786 -0.091492548 0.927101228
GSE14814 FOXM1 CHEK1 0.443799332 0.527171631 1.55861769 0.55463886 4.379947523 0.8418498 0.399872033
GSE14814 FOXM1 TROAP 1.27086941 0.556947825 3.56394975 1.196345786 10.61711252 2.281846438 0.022498408
GSE14814 FOXM1 ZWINT 0.148159004 0.202251886 1.159697278 0.7801669 1.723859058 0.732546961 0.463834791
GSE14814 FOXM1 CCNB2 -0.020487313 0.280390626 0.979721126 0.565501211 1.697350008 -0.073067041 0.941752769
GSE14814 FOXM1 KIF2C 0.485112321 0.416282437 1.624357449 0.718358693 3.673007854 1.165344195 0.243879696
GSE14814 FOXM1 CCNB1 -0.087601228 0.218700589 0.916126129 0.59675627 1.406415191 -0.400553235 0.688749082
GSE14814 FOXM1 CDCA3 0.103831688 0.283174177 1.109413711 0.636876512 1.932554834 0.36667075 0.713864627
GSE14814 FOXM1 KIF20A 0.006795065 0.298417551 1.006818203 0.560967342 1.807026574 0.022770325 0.981833479
GSE14814 FOXM1 CDT1 -0.148489089 0.33426957 0.862009413 0.447693959 1.659750402 -0.444219581 0.656883837
GSE14814 FOXM1 KIF15 1.160597049 0.646235633 3.191838391 0.899423284 11.32707202 1.795934781 0.07250489
GSE14814 FOXM1 CDC6 0.44022373 0.53458843 1.553054645 0.544683526 4.428220453 0.823481589 0.410234183
GSE14814 FOXM1 IKBKE -0.183520625 0.889067588 0.832334709 0.145721054 4.754159062 -0.206419205 0.83646347
GSE14814 FOXM1 CDC25C -0.453206697 0.657197 0.635586746 0.175294275 2.304527701 -0.689605548 0.490442278
GSE14814 FOXM1 ESPL1 1.163787154 0.441892351 3.202036949 1.346749701 7.613174606 2.633644032 0.0084474
GSE14814 FOXM1 AURKB 0.14855203 0.316230833 1.160153159 0.624222119 2.156212207 0.469758211 0.638527774
GSE14814 FOXM1 SKA1 0.6458324 0.866528596 1.907574234 0.349052674 10.42490067 0.745309969 0.456084356
GSE14814 FOXM1 ERCC6L 0.316945955 1.035296363 1.372928369 0.180468753 10.44464638 0.306140315 0.759497814
GSE14814 FOXM1 KIF23 1.236127531 0.460860294 3.442257585 1.394949136 8.494314938 2.682217469 0.00731359
GSE14814 FOXM1 UBE2C 0.068848794 0.18034717 1.071274214 0.752296189 1.525500805 0.381756998 0.702641618
GSE14814 FOXM1 KIF11 0.911856154 0.40551845 2.488938102 1.124180806 5.510512938 2.24861817 0.024536799
GSE14814 FOXM1 ASF1B 0.170881194 0.408641732 1.186349795 0.532569495 2.642708323 0.41816873 0.675823757
GSE14814 FOXM1 CDC20 0.111136661 0.201937761 1.117547621 0.752274437 1.660182274 0.550351059 0.582078609
GSE14814 FOXM1 CENPI 3.430979979 0.918031159 30.90691605 5.112415386 186.8466053 3.737324104 0.000185989
GSE14814 FOXM1 CDC25A 1.149854563 0.495398737 3.157733626 1.195890242 8.337957202 2.321068821 0.02028313
GSE14814 FOXM1 SLC17A9 -0.372204236 0.562983945 0.689213466 0.228634072 2.077622104 -0.66112762 0.508530474
GSE14814 FOXM1 NUSAP1 0.239565436 0.258923724 1.270696831 0.764972237 2.110756911 0.925235556 0.354843392
GSE14814 FOXM1 E2F2 0.218714977 0.763407232 1.244476521 0.278723312 5.556484684 0.286498434 0.774496392
GSE14814 FOXM1 CCNE1 0.040898966 0.316439334 1.041746849 0.56028442 1.936938558 0.129247416 0.897161878
GSE14814 FOXM1 KIF26B 0.058318986 0.637697014 1.060053083 0.303751849 3.699442627 0.091452499 0.927133048
GSE14814 FOXM1 ARHGAP22 1.66204182 0.883173575 5.270060381 0.933376541 29.75598293 1.881897135 0.059849984
GSE14814 FOXM1 XRCC2 0.076135738 0.605191537 1.079109041 0.329553069 3.533501674 0.125804367 0.899886785
GSE14814 FOXM1 RAD51 0.780379238 1.207989294 2.182299719 0.204489986 23.28931675 0.646015028 0.518269623
GSE14814 FOXM1 PRC1 0.026485564 0.187346972 1.026839424 0.711266743 1.482424438 0.141371723 0.887576292
GSE14814 FOXM1 ADAP2 -0.104873413 0.532331412 0.9004385 0.317199677 2.556085488 -0.197007748 0.843821475
GSE14814 FOXM1 EPHB2 0.814837647 0.698396407 2.258808919 0.574649978 8.878826977 1.166726575 0.243320807
GSE14814 FOXM1 C1orf112 0.341858282 0.533384617 1.407560807 0.494822406 4.003916157 0.64092265 0.521572939
GSE14814 FOXM1 SPAG5 0.423027337 0.429185419 1.526576028 0.658256487 3.540313565 0.9856517 0.324304059
GSE14814 FOXM1 DENND1C -0.352921285 0.458332471 0.702632499 0.286150775 1.725287754 -0.770011526 0.441293056
GSE14814 FOXM1 E2F1 -0.079631053 0.66410305 0.92345699 0.251264499 3.393924789 -0.119907676 0.904556284
GSE14814 FOXM1 FANCI 0.591213177 0.390812167 1.8061783 0.839654656 3.885264053 1.512780887 0.130335325
GSE14814 FOXM1 PAQR4 1.236837364 0.479161902 3.444701882 1.346754055 8.81079289 2.581251471 0.009844284
GSE14814 FOXM1 FANCG -0.119592475 0.418553521 0.887281953 0.390650374 2.015278405 -0.285728035 0.775086431
GSE14814 FOXM1 TRAIP 0.186915274 0.611457142 1.205525142 0.36366626 3.996221343 0.305688268 0.759842007
GSE14814 FOXM1 EFNA4 -0.632862233 0.303125238 0.531069579 0.293177579 0.961993406 -2.087791292 0.036816665
GSE14814 FOXM1 TIMELESS -0.142127983 0.719818006 0.867510223 0.211623749 3.556188709 -0.197449885 0.843475495
GSE14814 FOXM1 MCM2 -0.082753724 0.233600063 0.920577836 0.582397874 1.455128169 -0.35425386 0.723148643
GSE14814 FOXM1 KNTC1 1.144805547 0.554688271 3.141830358 1.059329874 9.318247546 2.063871921 0.039029862
GSE14814 FOXM1 NPM3 0.205282009 0.523196698 1.227871287 0.440359132 3.423723474 0.392361056 0.694791456
GSE14814 FOXM1 GMPPA -0.009190148 0.408584317 0.990851952 0.444857757 2.2069697 -0.022492661 0.982054966
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GSE14814 FOXM1 R3HDM1 1.165129153 0.771376114 3.206336963 0.706988945 14.54138257 1.510455316 0.130927283
GSE14814 FOXM1 DNMT1 -0.176811295 0.384519704 0.837937893 0.394373809 1.780391844 -0.459823756 0.64564273
GSE14814 FOXM1 RNASEH2A -0.143418339 0.315766744 0.866391547 0.466587465 1.608775139 -0.454190767 0.649691528
GSE14814 FOXM1 RFC4 -0.002456742 0.22602207 0.997546273 0.640534779 1.553543383 -0.010869478 0.991327582
GSE14814 FOXM1 LIMK1 -0.034125948 0.735615733 0.966449775 0.228571481 4.086359169 -0.046390998 0.962998611
GSE14814 FOXM1 NCAPD2 -0.141441785 0.304402034 0.868105711 0.478040985 1.576449613 -0.464654532 0.642178874
GSE14814 FOXM1 CKAP5 0.317044411 0.533096927 1.373063549 0.482967282 3.903584322 0.594721887 0.552029389
GSE14814 FOXM1 MAGED1 -0.060438585 0.290944182 0.94135158 0.532230452 1.664960721 -0.207732579 0.835437778
GSE14814 FOXM1 FOXM1 0.01893875 0.173915928 1.019119226 0.724748773 1.433053819 0.108896009 0.913284972
GSE26939 FOXA2 LHFPL3 0.14405998 0.190589427 1.15495338 0.794940164 1.678009707 0.755865537 0.449729818
GSE26939 FOXA2 BDNF -0.157959351 0.108114329 0.853884491 0.690831357 1.055422161 -1.461039925 0.144004485
GSE26939 FOXA2 SH3GL2 0.185371927 0.161588597 1.203666033 0.876923164 1.652153779 1.147184459 0.251305393
GSE26939 FOXA2 CHIA -0.09326406 0.077817797 0.910952923 0.782091029 1.061046855 -1.198492674 0.230725273
GSE26939 FOXA2 TWIST1 -0.044083151 0.170695272 0.956874389 0.684792274 1.337060347 -0.258256428 0.796209011
GSE26939 FOXA2 CPB2 -0.020931275 0.0936562 0.979286264 0.815059589 1.176603036 -0.22349054 0.823153745
GSE26939 FOXA2 OVCH2 0.235729673 0.434833966 1.265832075 0.539814757 2.968297589 0.542114212 0.587739829
GSE26939 FOXA2 HHIP -0.087684182 0.083337086 0.916050136 0.778005358 1.078588783 -1.052162805 0.292724861
GSE26939 FOXA2 APOH -0.036128648 0.089085389 0.964516202 0.809990465 1.14852155 -0.405550772 0.685072706
GSE26939 FOXA2 EPB41L5 0.307770183 0.367440103 1.360388312 0.662059938 2.795300324 0.837606402 0.402251796
GSE26939 FOXA2 PRKG2 -0.216661135 0.252286944 0.805202778 0.491086764 1.320238218 -0.858788536 0.390457194
GSE26939 FOXA2 SEC14L4 -0.264896381 0.172780102 0.767285451 0.546872738 1.076533758 -1.533141708 0.125240943
GSE26939 FOXA2 SSTR1 -0.048294799 0.092775603 0.952852845 0.794429018 1.142869311 -0.520554954 0.602676836
GSE26939 FOXA2 CFTR -0.082333668 0.066987768 0.920964611 0.807649355 1.050178285 -1.229085108 0.219039898
GSE26939 FOXA2 ITLN2 -0.013866572 0.10801757 0.986229126 0.798055512 1.218772221 -0.128373298 0.897853562
GSE26939 FOXA2 C2orf54 0.112852189 0.100150692 1.119466451 0.919946686 1.362258439 1.126823853 0.259816963
GSE26939 FOXA2 PCSK9 0.019236171 0.094005932 1.019422378 0.84788347 1.225666052 0.2046272 0.837863402
GSE26939 FOXA2 SLC46A2 -0.047981297 0.089643417 0.953151613 0.799571622 1.136230918 -0.535246185 0.592479634
GSE26939 FOXA2 GYPE 0.177536885 0.256937879 1.194272108 0.72176758 1.97610132 0.69097202 0.489583125
GSE26939 FOXA2 F11 -0.11749914 0.099272742 0.889141276 0.73193019 1.08011969 -1.183599222 0.236571749
GSE26939 FOXA2 ANKRD29 -0.153801442 0.119221433 0.857442256 0.678771212 1.083144378 -1.290048599 0.197033785
GSE26939 FOXA2 FZD8 0.172003859 0.217849129 1.187682417 0.77493774 1.820261746 0.789554954 0.429787724
GSE26939 FOXA2 CX3CR1 -0.017630373 0.092857417 0.982524132 0.819035733 1.178646586 -0.189864999 0.84941492
GSE26939 FOXA2 PLA2G3 -0.123688934 0.197053285 0.883654673 0.600551863 1.300213402 -0.627692832 0.530205182
GSE26939 FOXA2 SEMA5A -0.1741361 0.206180349 0.840182541 0.560883445 1.258562202 -0.844581456 0.398344567
GSE26939 FOXA2 SCTR -0.113502642 0.064083408 0.892701838 0.787333142 1.012172012 -1.771170518 0.07653235
GSE26939 FOXA2 ST6GALNAC5 -0.232505586 0.205514917 0.792545323 0.5297726 1.185656049 -1.131331922 0.257915413
GSE26939 FOXA2 LRRC36 -0.073697118 0.101193875 0.928953014 0.761828764 1.132739723 -0.728276471 0.466444363
GSE26939 FOXA2 NR0B2 0.027643346 0.090968395 1.028028969 0.860147466 1.228677177 0.303878573 0.761220403
GSE26939 FOXA2 PLA2G4F -0.813444654 0.40481183 0.44332832 0.200515995 0.980171183 -2.009438937 0.044490604
GSE26939 FOXA2 TRAK1 0.040138014 0.299382678 1.04095443 0.578890896 1.871831346 0.134069258 0.893347808
GSE26939 FOXA2 TMPRSS13 -0.254400972 0.283448134 0.775380834 0.444880707 1.351408204 -0.897522126 0.369440372
GSE26939 FOXA2 RAB11FIP1 0.162658788 0.144432865 1.176635139 0.886544085 1.561648512 1.126189584 0.260085281
GSE26939 FOXA2 HIST1H2BD 0.083683456 0.176844791 1.087284666 0.768798813 1.537707817 0.473202831 0.636068478
GSE26939 FOXA2 HAS3 -0.10032818 0.227902409 0.904540517 0.578678228 1.413900692 -0.440224307 0.659774657
GSE26939 FOXA2 SLC16A11 -0.40128002 0.42010082 0.669462572 0.293856861 1.525164782 -0.955199324 0.339476907
GSE26939 FOXA2 SCEL 0.060890489 0.076159459 1.062782521 0.915413586 1.233875817 0.799513139 0.423992931
GSE26939 FOXA2 LRRN3 -0.200193868 0.168774697 0.818572043 0.588024776 1.139510131 -1.186160432 0.235558949
GSE26939 FOXA2 IRX2 -0.036900612 0.06968987 0.963771918 0.840725351 1.104827289 -0.529497501 0.596460377
GSE26939 FOXA2 HSD17B6 -0.094621229 0.084465225 0.909717444 0.770920496 1.07350347 -1.120238876 0.262611982
GSE26939 FOXA2 WIF1 -0.083778714 0.066092093 0.919634736 0.807900126 1.046822523 -1.267605706 0.204938793
GSE26939 FOXA2 CRTAC1 -0.036269849 0.088289346 0.964380022 0.81114067 1.146569098 -0.410806627 0.681214333
GSE26939 FOXA2 LGI3 0.223616797 0.237793166 1.250591697 0.784703575 1.993083301 0.940383616 0.347020823
GSE26939 FOXA2 MMP28 -0.254774939 0.179988481 0.775090921 0.544685955 1.102958376 -1.415506906 0.156919925
GSE26939 FOXA2 WNT7A 0.34560695 0.140419462 1.412847187 1.072926393 1.860460501 2.46124679 0.013845509
GSE26939 FOXA2 WWC1 0.207684778 0.188720154 1.230825125 0.850271196 1.781702704 1.100490721 0.27111837
GSE26939 FOXA2 CGN 0.166361407 0.102651499 1.180999846 0.965767813 1.444198718 1.620642751 0.105094278
GSE26939 FOXA2 GOLT1A 0.022179208 0.100841571 1.022426995 0.839065389 1.245858754 0.219941117 0.825917013
GSE26939 FOXA2 NRGN -0.134152437 0.201111468 0.874456755 0.589592492 1.296954465 -0.667055134 0.504736917
GSE26939 FOXA2 FLRT3 0.019640576 0.088634298 1.019834721 0.857203909 1.213320247 0.221591153 0.82463217
GSE26939 FOXA2 STAC 0.131851445 0.095891356 1.140938815 0.945452001 1.376845549 1.375008668 0.169128757
GSE26939 FOXA2 YIF1B -0.106838701 0.304960338 0.898670616 0.494330983 1.633741165 -0.350336381 0.726086265
GSE26939 FOXA2 NMUR1 -0.456097222 0.184465704 0.63375222 0.441470819 0.909781256 -2.472531277 0.013415997
GSE26939 FOXA2 RAP1GAP -0.414020874 0.387488441 0.660987154 0.309287423 1.412614883 -1.068472838 0.285307276
GSE26939 FOXA2 TGFB2 -0.149933999 0.168266772 0.860764786 0.618949983 1.197053133 -0.891049356 0.372902692
GSE26939 FOXA2 PRDM16 -0.065465787 0.087759391 0.936631091 0.788619735 1.112421819 -0.745969026 0.455686126
GSE26939 FOXA2 GPRIN2 -0.153142182 0.10663424 0.85800772 0.696183884 1.057446551 -1.436144543 0.150961215
GSE26939 FOXA2 WNT3A 0.14228408 0.347129833 1.152904118 0.583869435 2.27651565 0.409887212 0.681888687
GSE26939 FOXA2 AMOTL2 0.02757928 0.145930477 1.027963109 0.772255984 1.368339224 0.188989175 0.850101301
GSE26939 FOXA2 TACSTD2 0.305419127 0.125613062 1.35719372 1.06101081 1.736056575 2.431428077 0.015039434
GSE26939 FOXA2 SFTPB -0.142985368 0.070829404 0.866766751 0.754418181 0.995846363 -2.018728948 0.0435154
GSE26939 FOXA2 ADRB2 -0.190247574 0.119427458 0.826754425 0.654213786 1.044800483 -1.592996936 0.111160878
GSE26939 FOXA2 STARD10 0.042398694 0.162163805 1.043310357 0.759240625 1.433664725 0.261455965 0.793740903
GSE26939 FOXA2 EXPH5 0.144810667 0.121906343 1.155820714 0.910172284 1.467767748 1.187884599 0.234878878
GSE26939 FOXA2 HPN 0.029128063 0.096162996 1.029556435 0.852699615 1.243094794 0.302903037 0.761963757
GSE26939 FOXA2 ATP2A2 0.739277856 0.23599794 2.094422493 1.318810762 3.326182728 3.132560629 0.001732886
GSE26939 FOXA2 EFNB2 0.001886649 0.145856707 1.00188843 0.752776247 1.333437964 0.01293495 0.989679691
GSE26939 FOXA2 LIPH 0.091531727 0.089305962 1.095851544 0.919886724 1.305476616 1.02492291 0.305399564
GSE26939 FOXA2 C11orf52 0.012793257 0.129166619 1.012875441 0.786337913 1.30467658 0.099044608 0.921102852
GSE26939 FOXA2 C4BPA -0.090812545 0.051914619 0.913188877 0.82484208 1.010998281 -1.749267275 0.08024483
GSE26939 FOXA2 CMTM8 -0.066711608 0.210765735 0.935464943 0.618904155 1.413942131 -0.31652018 0.75160771
GSE26939 FOXA2 C1orf116 -0.090024778 0.07855821 0.91390854 0.783490737 1.066035347 -1.145962697 0.251810587
GSE26939 FOXA2 CRB3 0.028619615 0.120933442 1.029033092 0.811877693 1.304271706 0.236655925 0.812923731
GSE26939 FOXA2 CTNNBIP1 0.170502381 0.254778371 1.185900476 0.719748057 1.953961425 0.669218431 0.503356151
GSE26939 FOXA2 PLLP 0.084555374 0.226969711 1.088233103 0.697469087 1.697926557 0.372540344 0.70949058
GSE26939 FOXA2 KIAA1324L -0.328240661 0.161839859 0.720189677 0.52443124 0.989020355 -2.028181829 0.042541694
GSE26939 FOXA2 SEMA3B 0.080882298 0.119276136 1.084243271 0.858220145 1.369792446 0.678109639 0.49770218
GSE26939 FOXA2 PRSS8 0.135514357 0.217022312 1.145125637 0.748382133 1.752196726 0.624425923 0.532347905
GSE26939 FOXA2 EVPL 0.148791019 0.270279547 1.160430457 0.683213991 1.97097668 0.550507877 0.581971075
GSE26939 FOXA2 SUSD2 -0.554313011 0.316295816 0.574466778 0.309053333 1.067815953 -1.752514523 0.079685375
GSE26939 FOXA2 ELAVL1 0.041832184 0.250078124 1.042719479 0.63870542 1.702293227 0.167276462 0.867152524
GSE26939 FOXA2 AP1M2 0.12275761 0.151400334 1.13061034 0.840312367 1.521195915 0.810814662 0.417472113
GSE26939 FOXA2 CLDN4 0.206757909 0.169125123 1.22968484 0.88274294 1.712984308 1.222514461 0.221513139
GSE26939 FOXA2 SULT1A2 -0.300756068 0.165758281 0.740258324 0.534920934 1.024417536 -1.814425591 0.069612229
GSE26939 FOXA2 RILP 0.156172313 0.227362441 1.169027624 0.748675313 1.825391545 0.686887033 0.492153919
GSE26939 FOXA2 LAMA3 0.030824563 0.173047701 1.031304559 0.734663506 1.447722779 0.178127548 0.858622808
GSE26939 FOXA2 TMEM54 0.556044179 0.203391181 1.743760833 1.170469311 2.597848413 2.733865726 0.006259556
GSE26939 FOXA2 ST7 0.36513381 0.189924519 1.440706776 0.992913818 2.090449318 1.922520646 0.054540278
GSE26939 FOXA2 BFSP1 0.256311905 0.156631807 1.292155695 0.950582052 1.756467354 1.636397546 0.101756413
GSE26939 FOXA2 RASSF7 0.07712112 0.15942899 1.080172899 0.790291071 1.476384506 0.483733355 0.628575118
GSE26939 FOXA2 RAB17 -0.008253125 0.084219632 0.991780838 0.840868013 1.169778391 -0.097995264 0.921936054
GSE26939 FOXA2 DLX4 0.016064105 0.1250804 1.016193826 0.795257773 1.298509649 0.128430231 0.897808508
GSE26939 FOXA2 TMEM63B 0.0506045 0.194185313 1.051906782 0.718929686 1.539104449 0.260599009 0.794401754
GSE26939 FOXA2 SCNN1B -0.021649866 0.120012501 0.97858281 0.773468723 1.238090548 -0.180396761 0.856841097
GSE26939 FOXA2 COBL 0.327907967 0.384539905 1.388061218 0.653262396 2.949372193 0.852728057 0.393810128
GSE26939 FOXA2 VSIG2 -0.145189033 0.139131451 0.864858791 0.65844014 1.135988959 -1.043538549 0.296698937
GSE26939 FOXA2 CPAMD8 -0.064737807 0.088759463 0.937313188 0.787648655 1.115416126 -0.729362319 0.465780061
GSE26939 FOXA2 C19orf33 0.166865542 0.087085641 1.18159538 0.996188105 1.401510051 1.916108554 0.05535128
GSE26939 FOXA2 CEACAM6 -0.05438783 0.049042663 0.947064735 0.8602694 1.04261713 -1.108990151 0.267434431

135



GSE26939 FOXA2 FAM129B 0.319313621 0.206138859 1.376182857 0.918777664 2.061303108 1.549021968 0.121376439
GSE26939 FOXA2 SH2D4A 0.360856377 0.137294348 1.43455741 1.096106549 1.877513609 2.628341099 0.008580243
GSE26939 FOXA2 TMEM125 -0.040613314 0.084572585 0.960200354 0.813529952 1.133313799 -0.480218428 0.631072085
GSE26939 FOXA2 PPP1R13L 0.355434323 0.194681113 1.426800212 0.974204881 2.089661922 1.825725759 0.067891581
GSE26939 FOXA2 PTK7 0.067057339 0.264686447 1.069356792 0.636533288 1.796487271 0.253346327 0.8000006
GSE26939 FOXA2 PDZK1IP1 0.015499281 0.115265505 1.015620018 0.810246337 1.273049903 0.134465909 0.893034167
GSE26939 FOXA2 LAMB3 0.35278228 0.130052868 1.42302129 1.102834124 1.836168784 2.712606689 0.006675629
GSE26939 FOXA2 ITGA3 0.256258861 0.138065051 1.292087156 0.985758714 1.69360838 1.856073348 0.063443104
GSE26939 FOXA2 FAAH -0.062209493 0.182208619 0.939686009 0.65748599 1.343009294 -0.341419046 0.732788139
GSE26939 FOXA2 AATK 0.404694035 0.331861685 1.498843836 0.782123271 2.872351363 1.21946598 0.222667381
GSE26939 FOXA2 CCNJL 0.008639122 0.10333552 1.008676547 0.823744578 1.235126038 0.083602641 0.933372367
GSE26939 FOXA2 N4BP1 0.049567864 0.319550098 1.050816903 0.561727277 1.965751367 0.155117662 0.876728558
GSE26939 FOXA2 MLPH -0.037399882 0.0891775 0.963290855 0.8088154 1.14726954 -0.419386977 0.67493334
GSE26939 FOXA2 NAPSA -0.133247112 0.083134188 0.875248781 0.743648259 1.030138131 -1.602795626 0.108979783
GSE26939 FOXA2 ST6GALNAC6 -0.059077546 0.217323671 0.942633669 0.615682349 1.443208879 -0.271841286 0.785744058
GSE26939 FOXA2 HYAL1 0.025964769 0.30750578 1.02630479 0.56172915 1.875105683 0.084436686 0.932709241
GSE26939 FOXA2 LAMP3 -0.099895381 0.080387848 0.904932086 0.773018213 1.059356773 -1.242667685 0.213990317
GSE26939 FOXA2 NINJ2 -0.060738432 0.196598537 0.941069361 0.640142492 1.383460015 -0.308946512 0.757362214
GSE26939 FOXA2 TBC1D2 0.042259751 0.152802541 1.043165406 0.773192117 1.4074045 0.276564449 0.782114566
GSE26939 FOXA2 MALL 0.06551314 0.135091045 1.067706767 0.819336474 1.391367009 0.484955458 0.627707942
GSE26939 FOXA2 FKBP1B 0.071680633 0.142323168 1.074312189 0.812802074 1.419960304 0.503646973 0.614509478
GSE26939 FOXA2 EFNA1 0.08059261 0.138957783 1.083929225 0.825505264 1.423252663 0.579979105 0.561928708
GSE26939 FOXA2 CYP2B6 -0.112614338 0.244920152 0.893495181 0.552860806 1.444004764 -0.459800213 0.645659631
GSE26939 FOXA2 MAL2 0.100604085 0.106458187 1.105838737 0.897582602 1.362414234 0.945010319 0.344653608
GSE26939 FOXA2 UNC13B -0.059551099 0.144532354 0.942187388 0.709759353 1.25072966 -0.412026079 0.680320309
GSE26939 FOXA2 SFTPD -0.105656454 0.060947238 0.899733695 0.798427712 1.013893568 -1.733572472 0.082993968
GSE26939 FOXA2 NFATC3 0.342175263 0.395478623 1.408007048 0.648593832 3.056587572 0.865218101 0.386919092
GSE26939 FOXA2 NKX2.1 -0.312152749 0.098316024 0.731869727 0.603596944 0.887402269 -3.174993623 0.001498398
GSE26939 FOXA2 WWC3 -0.584606595 0.210570969 0.557325073 0.368867377 0.842067518 -2.776292471 0.005498272
GSE26939 FOXA2 WFS1 0.415973868 0.226089548 1.515846256 0.973211838 2.361037733 1.839863323 0.065788306
GSE26939 FOXA2 JUP 0.555976157 0.252534592 1.743642223 1.062917464 2.86032388 2.201584156 0.027694696
GSE26939 FOXA2 CCND3 0.253786034 0.172091721 1.288895994 0.91988415 1.805937068 1.474713789 0.140289507
GSE26939 FOXA2 PPL 0.289323328 0.177230735 1.335523471 0.943609816 1.890212366 1.632467014 0.102581142
GSE26939 FOXA2 CGNL1 -0.229066149 0.148399697 0.795275925 0.594565608 1.06374097 -1.54357559 0.122691182
GSE26939 FOXA2 SELENBP1 -0.059786631 0.089208915 0.941965499 0.790861129 1.121940336 -0.670186726 0.502738765
GSE26939 FOXA2 MRPL14 0.199212463 0.32268438 1.220441237 0.648406607 2.297133924 0.617360105 0.53699723
GSE26939 FOXA2 CD55 0.097295408 0.167528734 1.10218592 0.793695909 1.530578385 0.580768477 0.561396503
GSE26939 FOXA2 CTSH -0.216687982 0.110668242 0.805181161 0.648175522 1.000217811 -1.957996055 0.050230476
GSE26939 FOXA2 FOXA2 -0.133249185 0.158134763 0.875246967 0.641986743 1.193260237 -0.842630563 0.399435093
GSE26939 UHRF1 ASPM -0.019052068 0.113425119 0.981128275 0.785557819 1.22538745 -0.16797045 0.866606526
GSE26939 UHRF1 GINS2 -0.028254061 0.107907204 0.972141352 0.786825885 1.201102844 -0.261836653 0.79344738
GSE26939 UHRF1 MAGEA12 0.011319033 0.096715801 1.011383336 0.836741202 1.222476255 0.117033957 0.906833145
GSE26939 UHRF1 CENPF 0.046282231 0.122485333 1.04736997 0.82383533 1.331557185 0.377859371 0.705535066
GSE26939 UHRF1 KIF14 0.060006182 0.128479983 1.061843111 0.825463727 1.365911978 0.467046933 0.6404663
GSE26939 UHRF1 SHCBP1 0.185068566 0.153653674 1.203300943 0.890397666 1.626164595 1.204452594 0.228414695
GSE26939 UHRF1 ANLN 0.224390278 0.1348483 1.251559381 0.960878284 1.630176172 1.664020073 0.096108418
GSE26939 UHRF1 BUB1 0.122038817 0.122143414 1.129797956 0.889266889 1.435388451 0.999143654 0.317725107
GSE26939 UHRF1 TPX2 0.088466742 0.123662938 1.092497918 0.857350755 1.392139325 0.715386065 0.474370521
GSE26939 UHRF1 BIRC5 0.161428202 0.125532739 1.175188079 0.918869246 1.503007123 1.285945032 0.198462246
GSE26939 UHRF1 MKI67 0.282593707 0.132212736 1.326566078 1.023738894 1.718971088 2.137416688 0.032564115
GSE26939 UHRF1 BUB1B 0.221624606 0.155718354 1.248102759 0.919819558 1.693550092 1.423240098 0.154666565
GSE26939 UHRF1 HIST1H2AJ 0.065244529 0.258904812 1.067420007 0.642621369 1.773027675 0.252001994 0.801039523
GSE26939 UHRF1 KIF4A 0.315386111 0.189808671 1.370788485 0.944941699 1.988547096 1.661600124 0.096592979
GSE26939 UHRF1 TTK 0.128871396 0.110399569 1.137543822 0.91621174 1.412343775 1.167317923 0.243082003
GSE26939 UHRF1 MCM10 0.123757558 0.118947165 1.131741456 0.896394563 1.428878281 1.040441419 0.298134867
GSE26939 UHRF1 RRM2 0.143681508 0.127275581 1.154516346 0.899627899 1.481621451 1.128900825 0.258939673
GSE26939 UHRF1 GPR37 0.223049066 0.150308287 1.249881899 0.930949949 1.678075993 1.483943899 0.137823804
GSE26939 UHRF1 TUBB3 0.380957092 0.19712817 1.463684801 0.99460757 2.153988428 1.932535019 0.053293504
GSE26939 UHRF1 GTSE1 0.56912287 0.229442949 1.766716731 1.126846419 2.769932044 2.480454818 0.013121489
GSE26939 UHRF1 CCNB2 -0.037288149 0.131356679 0.963398493 0.744723322 1.24628386 -0.283869453 0.776510427
GSE26939 UHRF1 CDCA3 0.520893711 0.249461079 1.683531568 1.032475154 2.745130022 2.088076079 0.036790972
GSE26939 UHRF1 KIF20A 0.197385931 0.16688621 1.218214097 0.878354481 1.689574788 1.182757586 0.236905234
GSE26939 UHRF1 CDT1 0.096853836 0.142573569 1.101699333 0.83311364 1.456873784 0.679325326 0.496931753
GSE26939 UHRF1 KIF15 0.034341376 0.130532642 1.034937849 0.801317604 1.33666894 0.263086501 0.792483908
GSE26939 UHRF1 GPD1 -0.043715394 0.388580995 0.957226351 0.446944815 2.050101616 -0.112500083 0.910426904
GSE26939 UHRF1 OVCH2 0.235729673 0.434833966 1.265832075 0.539814757 2.968297589 0.542114212 0.587739829
GSE26939 UHRF1 ACTN2 -0.168966439 0.130940226 0.844537247 0.653374658 1.091629668 -1.290408944 0.196908708
GSE26939 UHRF1 CEP55 0.110709097 0.12760715 1.1170699 0.869883207 1.434497358 0.867577535 0.385625649
GSE26939 UHRF1 EXO1 0.051464631 0.146543609 1.052811949 0.789973749 1.403101055 0.351189874 0.725445906
GSE26939 UHRF1 CENPA 0.003812402 0.115705472 1.003819679 0.800141929 1.259344012 0.032949196 0.973715101
GSE26939 UHRF1 SPC25 0.096572224 0.09938878 1.101389125 0.906443839 1.338260522 0.971661235 0.331219108
GSE26939 UHRF1 UBE2C 0.140915623 0.141934288 1.151327498 0.871734416 1.520595014 0.992822979 0.320796229
GSE26939 UHRF1 KIF11 0.29448974 0.198566592 1.34244119 0.909651583 1.98114133 1.483077982 0.138053693
GSE26939 UHRF1 E2F7 -0.008615621 0.098299583 0.991421388 0.81768405 1.202073549 -0.087646562 0.930157594
GSE26939 UHRF1 ASF1B 0.422394125 0.210016037 1.525609687 1.010828464 2.302551816 2.011247003 0.044299373
GSE26939 UHRF1 CCNA2 0.18001133 0.144917558 1.197230928 0.901205592 1.590493786 1.242163697 0.214176171
GSE26939 UHRF1 CDC20 0.251202839 0.166063952 1.285570822 0.928414928 1.780122539 1.51268735 0.130359094
GSE26939 UHRF1 ERC2 -0.197775216 0.176124817 0.820554279 0.581018016 1.158844144 -1.122926459 0.261468729
GSE26939 UHRF1 HOXA10 0.176858674 0.130933427 1.193462414 0.923332264 1.54262186 1.350752655 0.176774679
GSE26939 UHRF1 CDC25A -0.015310695 0.162695255 0.984805918 0.715919509 1.354681193 -0.094106588 0.925024487
GSE26939 UHRF1 NUSAP1 0.039254751 0.175353496 1.0400354 0.737542338 1.46659192 0.223860672 0.822865718
GSE26939 UHRF1 CDCA5 0.070680761 0.12772032 1.073238552 0.83556556 1.378516593 0.553402633 0.579987736
GSE26939 UHRF1 FAM111B 0.085676066 0.157211618 1.08945336 0.800552597 1.482611671 0.544972867 0.585772179
GSE26939 UHRF1 NDC80 0.198481134 0.144064999 1.219549019 0.919540605 1.617437883 1.377719326 0.168289962
GSE26939 UHRF1 SLC16A11 -0.40128002 0.42010082 0.669462572 0.293856861 1.525164782 -0.955199324 0.339476907
GSE26939 UHRF1 RAD51 0.134774989 0.132465635 1.14427928 0.882626741 1.483498074 1.017433609 0.308947201
GSE26939 UHRF1 DSTN 0.027606068 0.213387285 1.027990646 0.676633626 1.561797593 0.129370726 0.89706431
GSE26939 UHRF1 PRC1 0.087520683 0.137741848 1.091464839 0.833227656 1.429735903 0.635396465 0.525169873
GSE26939 UHRF1 KCMF1 0.379171886 0.320446537 1.461074152 0.779664339 2.738021441 1.183260985 0.23670573
GSE26939 UHRF1 CGN 0.166361407 0.102651499 1.180999846 0.965767813 1.444198718 1.620642751 0.105094278
GSE26939 UHRF1 SPATA2L 0.265469237 0.358192708 1.304042737 0.646245659 2.631394793 0.741135235 0.458611448
GSE26939 UHRF1 SLC25A4 0.183869304 0.197421311 1.201858734 0.816221631 1.769696322 0.931354894 0.351670015
GSE26939 UHRF1 TMOD1 -0.136683728 0.153191909 0.872246049 0.646013839 1.177704137 -0.892238559 0.372265079
GSE26939 UHRF1 ATOH8 0.034710637 0.107469183 1.035320082 0.838680805 1.278063914 0.322982235 0.746708696
GSE26939 UHRF1 LIMS2 -0.194580677 0.183367918 0.823179764 0.574660876 1.17917358 -1.061148971 0.288622206
GSE26939 UHRF1 DUSP8 -0.220963197 0.223589552 0.801746186 0.517269809 1.242672461 -0.98825368 0.323028424
GSE26939 UHRF1 PRDM16 -0.065465787 0.087759391 0.936631091 0.788619735 1.112421819 -0.745969026 0.455686126
GSE26939 UHRF1 WNT3A 0.14228408 0.347129833 1.152904118 0.583869435 2.27651565 0.409887212 0.681888687
GSE26939 UHRF1 CENPH 0.183455932 0.154800226 1.201362022 0.886967501 1.627196832 1.185114107 0.235972334
GSE26939 UHRF1 ADRB2 -0.190247574 0.119427458 0.826754425 0.654213786 1.044800483 -1.592996936 0.111160878
GSE26939 UHRF1 ARHGEF4 0.378609135 0.254147686 1.460252163 0.887354091 2.403027609 1.489720964 0.13629762
GSE26939 UHRF1 TK1 0.204653055 0.143760832 1.227099255 0.925785235 1.626481527 1.423566153 0.154572099
GSE26939 UHRF1 EFNB2 0.001886649 0.145856707 1.00188843 0.752776247 1.333437964 0.01293495 0.989679691
GSE26939 UHRF1 CTNNBIP1 0.170502381 0.254778371 1.185900476 0.719748057 1.953961425 0.669218431 0.503356151
GSE26939 UHRF1 PTTG1 -0.025899508 0.196285253 0.974433007 0.663244528 1.431628374 -0.131948314 0.895025174
GSE26939 UHRF1 SEMA3B 0.080882298 0.119276136 1.084243271 0.858220145 1.369792446 0.678109639 0.49770218
GSE26939 UHRF1 PPP1R13B -0.144332165 0.218548333 0.865600178 0.564012408 1.328452455 -0.660413021 0.508988819
GSE26939 UHRF1 MCM2 0.092620473 0.152894724 1.097045298 0.812980887 1.48036492 0.605779393 0.544661255
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GSE26939 UHRF1 ELAVL1 0.041832184 0.250078124 1.042719479 0.63870542 1.702293227 0.167276462 0.867152524
GSE26939 UHRF1 HDAC5 -0.311578099 0.210302557 0.732290417 0.484923789 1.105842336 -1.481570661 0.13845457
GSE26939 UHRF1 EIF4B -0.208467004 0.272115815 0.811827821 0.476253883 1.383850999 -0.766096614 0.443618818
GSE26939 UHRF1 NPR1 0.023669373 0.169146964 1.023951715 0.735023664 1.426453552 0.139933772 0.888712318
GSE26939 UHRF1 SASH1 0.039267772 0.292015143 1.040048942 0.586799906 1.843391232 0.134471698 0.89302959
GSE26939 UHRF1 COBL 0.327907967 0.384539905 1.388061218 0.653262396 2.949372193 0.852728057 0.393810128
GSE26939 UHRF1 CPAMD8 -0.064737807 0.088759463 0.937313188 0.787648655 1.115416126 -0.729362319 0.465780061
GSE26939 UHRF1 PLXNA2 -0.227201092 0.15246234 0.796760544 0.590951229 1.074246627 -1.490211234 0.136168703
GSE26939 UHRF1 STK24 0.206166643 0.286469422 1.228957984 0.700960945 2.154667441 0.719681148 0.471721336
GSE26939 UHRF1 ZNF324 -1.027596674 0.32454556 0.357865997 0.189437849 0.676042682 -3.166263238 0.00154411
GSE26939 UHRF1 ST6GALNAC6 -0.059077546 0.217323671 0.942633669 0.615682349 1.443208879 -0.271841286 0.785744058
GSE26939 UHRF1 CKB 0.343837703 0.17338829 1.410349722 1.004010921 1.98114014 1.983050311 0.04736181
GSE26939 UHRF1 NEDD4L 0.308739596 0.143676735 1.36170773 1.02750997 1.804603358 2.148848916 0.031646378
GSE26939 UHRF1 CRY2 -0.087640477 0.186348857 0.916090173 0.635795997 1.319953583 -0.47030327 0.638138361
GSE26939 UHRF1 MAN2A2 0.305299268 0.287209412 1.357031058 0.772888228 2.382664434 1.062984897 0.2877888
GSE26939 UHRF1 ANXA11 0.219791063 0.209097729 1.245816406 0.826931881 1.876887991 1.051140362 0.293194129
GSE26939 UHRF1 MEPCE 0.325436268 0.274235927 1.384634586 0.808919177 2.370092082 1.186701802 0.235345264
GSE26939 UHRF1 FBXW4 0.402960107 0.28872884 1.496247201 0.849643847 2.634934266 1.395635113 0.162824403
GSE26939 UHRF1 WFS1 0.415973868 0.226089548 1.515846256 0.973211838 2.361037733 1.839863323 0.065788306
GSE26939 UHRF1 STT3A -0.280084558 0.279598186 0.755719837 0.436884277 1.307239702 -1.001739539 0.316469405
GSE26939 UHRF1 CDK2AP1 0.036741443 0.236137715 1.037424753 0.653064113 1.648000705 0.155593287 0.876353617
GSE26939 UHRF1 CSRP1 0.079255593 0.210532534 1.082480961 0.71649745 1.63540712 0.376452946 0.70658019
GSE26939 UHRF1 UHRF1 0.127008474 0.121695348 1.13542664 0.894482425 1.44127332 1.043659242 0.296643073
GSE26939 FOXM1 PBK 0.087813839 0.112927625 1.091784855 0.87500976 1.362263857 0.77761167 0.436797979
GSE26939 FOXM1 HELLS 0.111108251 0.202266763 1.117515872 0.751768146 1.66120596 0.549315415 0.58278901
GSE26939 FOXM1 NEK2 0.194290705 0.136937505 1.214449278 0.928577092 1.588330212 1.418827548 0.155949299
GSE26939 FOXM1 POLQ 0.159541511 0.151487871 1.172972953 0.871648301 1.578464096 1.053163596 0.29226602
GSE26939 FOXM1 ASPM -0.019052068 0.113425119 0.981128275 0.785557819 1.22538745 -0.16797045 0.866606526
GSE26939 FOXM1 GINS2 -0.028254061 0.107907204 0.972141352 0.786825885 1.201102844 -0.261836653 0.79344738
GSE26939 FOXM1 DEPDC1 0.124210373 0.106462598 1.132254042 0.919015321 1.394970449 1.166704317 0.243329799
GSE26939 FOXM1 HMMR 0.257265642 0.188206012 1.29338866 0.894391784 1.870381924 1.366936366 0.171645252
GSE26939 FOXM1 CENPF 0.046282231 0.122485333 1.04736997 0.82383533 1.331557185 0.377859371 0.705535066
GSE26939 FOXM1 SHCBP1 0.185068566 0.153653674 1.203300943 0.890397666 1.626164595 1.204452594 0.228414695
GSE26939 FOXM1 BRIP1 0.044298668 0.105225115 1.045294505 0.850493281 1.284713972 0.420989497 0.673762751
GSE26939 FOXM1 ANLN 0.224390278 0.1348483 1.251559381 0.960878284 1.630176172 1.664020073 0.096108418
GSE26939 FOXM1 COL1A1 0.073564939 0.111675022 1.076338431 0.864750648 1.339697658 0.658741211 0.510061964
GSE26939 FOXM1 CDCA8 0.120688392 0.140849003 1.128273279 0.856097865 1.486980221 0.856863659 0.391520239
GSE26939 FOXM1 MELK 0.059177032 0.12812282 1.060963049 0.825357148 1.363824853 0.461877379 0.644169257
GSE26939 FOXM1 BUB1 0.122038817 0.122143414 1.129797956 0.889266889 1.435388451 0.999143654 0.317725107
GSE26939 FOXM1 MND1 0.032523836 0.112409358 1.033058517 0.82878504 1.287679974 0.289333883 0.772325885
GSE26939 FOXM1 CD72 -0.172047769 0.11882675 0.841938954 0.667014217 1.062737772 -1.447887522 0.14764851
GSE26939 FOXM1 TPX2 0.088466742 0.123662938 1.092497918 0.857350755 1.392139325 0.715386065 0.474370521
GSE26939 FOXM1 BIRC5 0.161428202 0.125532739 1.175188079 0.918869246 1.503007123 1.285945032 0.198462246
GSE26939 FOXM1 MKI67 0.282593707 0.132212736 1.326566078 1.023738894 1.718971088 2.137416688 0.032564115
GSE26939 FOXM1 BUB1B 0.221624606 0.155718354 1.248102759 0.919819558 1.693550092 1.423240098 0.154666565
GSE26939 FOXM1 KIFC1 0.236977964 0.140871747 1.267413189 0.961629933 1.67043073 1.682224923 0.092525233
GSE26939 FOXM1 KIF4A 0.315386111 0.189808671 1.370788485 0.944941699 1.988547096 1.661600124 0.096592979
GSE26939 FOXM1 MCM10 0.123757558 0.118947165 1.131741456 0.896394563 1.428878281 1.040441419 0.298134867
GSE26939 FOXM1 GRIN2D 0.233632015 0.163220491 1.263179575 0.917342598 1.739396647 1.431388997 0.15231876
GSE26939 FOXM1 CHEK1 0.089878497 0.101478079 1.094041346 0.896717072 1.334787198 0.88569372 0.375782593
GSE26939 FOXM1 TROAP 0.133296982 0.174588845 1.142589276 0.811483791 1.608794 0.76349083 0.445170729
GSE26939 FOXM1 ZWINT 0.076134141 0.136702576 1.079107317 0.82547361 1.410672111 0.556932745 0.577573381
GSE26939 FOXM1 CCNB2 -0.037288149 0.131356679 0.963398493 0.744723322 1.24628386 -0.283869453 0.776510427
GSE26939 FOXM1 KIF2C 0.175403739 0.154995538 1.191727266 0.879517398 1.614764961 1.131669605 0.257773365
GSE26939 FOXM1 CCNB1 0.168100766 0.138735972 1.183055817 0.901390468 1.552735595 1.211659553 0.225642728
GSE26939 FOXM1 CDCA3 0.520893711 0.249461079 1.683531568 1.032475154 2.745130022 2.088076079 0.036790972
GSE26939 FOXM1 KIF20A 0.197385931 0.16688621 1.218214097 0.878354481 1.689574788 1.182757586 0.236905234
GSE26939 FOXM1 CDT1 0.096853836 0.142573569 1.101699333 0.83311364 1.456873784 0.679325326 0.496931753
GSE26939 FOXM1 KIF15 0.034341376 0.130532642 1.034937849 0.801317604 1.33666894 0.263086501 0.792483908
GSE26939 FOXM1 CDC6 0.025310014 0.131624385 1.025633032 0.792415788 1.327488842 0.192289704 0.847515283
GSE26939 FOXM1 IKBKE 0.090937059 0.235807462 1.09520007 0.68988037 1.738653896 0.385641141 0.69976246
GSE26939 FOXM1 CDC25C 0.107130741 0.182808777 1.11307977 0.777891769 1.592697884 0.586026245 0.557857878
GSE26939 FOXM1 ESPL1 0.338911146 0.20205838 1.403418641 0.944484502 2.085353308 1.677293202 0.093485161
GSE26939 FOXM1 AURKB 0.248482691 0.190593998 1.282078631 0.882431 1.862724243 1.303727789 0.192326411
GSE26939 FOXM1 ERCC6L 0.297377217 0.151695256 1.346323059 1.00005998 1.812477067 1.960359368 0.049953801
GSE26939 FOXM1 KIF23 0.154944804 0.163503393 1.167593513 0.84745634 1.608666485 0.947654976 0.343305129
GSE26939 FOXM1 UBE2C 0.140915623 0.141934288 1.151327498 0.871734416 1.520595014 0.992822979 0.320796229
GSE26939 FOXM1 KIF11 0.29448974 0.198566592 1.34244119 0.909651583 1.98114133 1.483077982 0.138053693
GSE26939 FOXM1 ASF1B 0.422394125 0.210016037 1.525609687 1.010828464 2.302551816 2.011247003 0.044299373
GSE26939 FOXM1 UBE2T 0.01582125 0.127134462 1.015947069 0.791870258 1.30343126 0.124445018 0.900962931
GSE26939 FOXM1 CDC20 0.251202839 0.166063952 1.285570822 0.928414928 1.780122539 1.51268735 0.130359094
GSE26939 FOXM1 CENPI 0.306997824 0.195637203 1.35933801 0.926404747 1.994592355 1.569220063 0.116596671
GSE26939 FOXM1 CDC25A -0.015310695 0.162695255 0.984805918 0.715919509 1.354681193 -0.094106588 0.925024487
GSE26939 FOXM1 NUSAP1 0.039254751 0.175353496 1.0400354 0.737542338 1.46659192 0.223860672 0.822865718
GSE26939 FOXM1 E2F2 0.073116326 0.189747589 1.075855679 0.741721002 1.560513238 0.385334676 0.699989474
GSE26939 FOXM1 CCNE1 0.186692855 0.116609479 1.20525704 0.959006406 1.514739131 1.601009257 0.109374869
GSE26939 FOXM1 CDCA5 0.070680761 0.12772032 1.073238552 0.83556556 1.378516593 0.553402633 0.579987736
GSE26939 FOXM1 KIF26B 0.621573998 0.502053219 1.861856294 0.695981478 4.980748724 1.238063961 0.215692345
GSE26939 FOXM1 ARHGAP22 -0.272591123 0.18950094 0.761404044 0.525184242 1.103871885 -1.438468448 0.150301184
GSE26939 FOXM1 XRCC2 0.066766582 0.18384353 1.069045914 0.745604399 1.532795634 0.36317069 0.716477381
GSE26939 FOXM1 SLC25A35 -0.259385346 0.314446114 0.771525662 0.416575149 1.428918284 -0.824896013 0.40943063
GSE26939 FOXM1 EME1 0.126639288 0.190814454 1.135007534 0.78086721 1.649758223 0.66367765 0.506896647
GSE26939 FOXM1 MEX3A -0.089705251 0.117857103 0.914200605 0.725640238 1.1517591 -0.76113572 0.446576007
GSE26939 FOXM1 RAD51 0.134774989 0.132465635 1.14427928 0.882626741 1.483498074 1.017433609 0.308947201
GSE26939 FOXM1 PRC1 0.087520683 0.137741848 1.091464839 0.833227656 1.429735903 0.635396465 0.525169873
GSE26939 FOXM1 EPHB2 0.065690565 0.197140229 1.067896222 0.725642955 1.57157502 0.333217456 0.738970143
GSE26939 FOXM1 C1orf112 -0.105493422 0.167162673 0.899880392 0.648478622 1.248745438 -0.631082404 0.527986646
GSE26939 FOXM1 SPAG5 0.095849143 0.164882673 1.10059302 0.796669825 1.520460493 0.581317256 0.561026652
GSE26939 FOXM1 C1QTNF6 0.193374075 0.174150372 1.213336587 0.862470458 1.706940406 1.110385655 0.266832877
GSE26939 FOXM1 DENND1C -0.540253489 0.175188618 0.582600551 0.413285405 0.821280881 -3.083838975 0.002043482
GSE26939 FOXM1 E2F1 0.020981125 0.14460305 1.021202777 0.769175864 1.355808418 0.145094625 0.884636162
GSE26939 FOXM1 FANCI 0.040246114 0.132934709 1.041066964 0.802277174 1.350930152 0.302750988 0.762079637
GSE26939 FOXM1 PIF1 -0.209957269 0.176366035 0.810618884 0.573711659 1.145354054 -1.190463172 0.233864397
GSE26939 FOXM1 PAQR4 0.152261179 0.208532188 1.164464331 0.77379028 1.752383317 0.730156725 0.465294391
GSE26939 FOXM1 FANCG -0.241778157 0.254710119 0.785230356 0.476636651 1.293620017 -0.949228707 0.342504304
GSE26939 FOXM1 MTA3 0.571051574 0.210659613 1.770127493 1.171360999 2.674966424 2.710778616 0.006712543
GSE26939 FOXM1 TRAIP 0.153050057 0.277947774 1.165383314 0.675894981 2.009362853 0.550643222 0.581878274
GSE26939 FOXM1 TCF19 0.285723252 0.237277532 1.330724129 0.83582822 2.118649102 1.204173227 0.228522632
GSE26939 FOXM1 EFNA4 -0.077134011 0.167320042 0.925765783 0.666926612 1.285062357 -0.460996843 0.64480087
GSE26939 FOXM1 TIMELESS -0.074317832 0.178270656 0.928376579 0.654605905 1.316644208 -0.416882024 0.676764703
GSE26939 FOXM1 MCM2 0.092620473 0.152894724 1.097045298 0.812980887 1.48036492 0.605779393 0.544661255
GSE26939 FOXM1 KNTC1 -0.080593346 0.193400685 0.922568782 0.631503546 1.347788405 -0.416716962 0.676885446
GSE26939 FOXM1 NPM3 -0.05459604 0.239646223 0.946867568 0.591973147 1.514525102 -0.227819321 0.819786706
GSE26939 FOXM1 GMPPA 1.168542189 0.333485975 3.217299004 1.673507441 6.18522071 3.504021985 0.000458288
GSE26939 FOXM1 R3HDM1 -0.007235414 0.232379751 0.992790698 0.629586919 1.565523901 -0.031136166 0.975160948
GSE26939 FOXM1 DNMT1 -0.314394638 0.303813165 0.730230794 0.402581588 1.324543965 -1.034828885 0.300748831
GSE26939 FOXM1 RNASEH2A 0.171096715 0.245244952 1.186605506 0.733759061 1.91893048 0.697656419 0.485392089
GSE26939 FOXM1 RFC4 -0.083560164 0.140849981 0.919835744 0.697940757 1.212277383 -0.593256484 0.553009517
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GSE26939 FOXM1 LIMK1 0.253677708 0.173642892 1.288756381 0.91699239 1.811239688 1.460916167 0.144038449
GSE26939 FOXM1 NCAPD2 0.263023933 0.180617235 1.300857852 0.913036572 1.853410044 1.456250468 0.145323393
GSE26939 FOXM1 CKAP5 0.355739693 0.214754136 1.42723598 0.936907538 2.174176704 1.656497514 0.097621108
GSE26939 FOXM1 MAGED1 0.026097319 0.243141347 1.026440836 0.637340669 1.653088907 0.107333942 0.914524058
GSE26939 FOXM1 FOXM1 0.171559052 0.149777167 1.187154244 0.885149429 1.592200315 1.145428604 0.252031655
GSE29013 FOXA2 LHFPL3 -0.449617253 0.34149352 0.637872249 0.326628365 1.245700156 -1.316620161 0.187965977
GSE29013 FOXA2 BDNF -0.234723743 0.315951527 0.79078928 0.425718326 1.468923575 -0.742910615 0.457535798
GSE29013 FOXA2 EXD1 -0.092314122 0.312308058 0.911818683 0.494391944 1.681688627 -0.295586743 0.767545699
GSE29013 FOXA2 RTKN2 0.225938282 0.353320886 1.253498299 0.627157277 2.50536515 0.639470495 0.522516902
GSE29013 FOXA2 SH3GL2 -0.05390795 0.340486499 0.947519322 0.486144572 1.84676106 -0.158326248 0.874199726
GSE29013 FOXA2 CHIA -0.104648361 0.296796712 0.900641168 0.503405522 1.611334157 -0.352592723 0.724393794
GSE29013 FOXA2 TWIST1 0.991518964 0.475678482 2.695325467 1.06099407 6.847144183 2.084430978 0.037120982
GSE29013 FOXA2 CPB2 -0.034366689 0.228999518 0.966217138 0.616807994 1.513559435 -0.150073194 0.880706869
GSE29013 FOXA2 HHIP 0.033719118 0.302415277 1.034294051 0.57177831 1.870942226 0.111499385 0.911220353
GSE29013 FOXA2 APOH -0.203332082 0.476653223 0.816007215 0.320601862 2.076930472 -0.426582831 0.669683205
GSE29013 FOXA2 EPB41L5 -1.109482865 0.866735459 0.329729432 0.060310254 1.802703384 -1.28007093 0.200520191
GSE29013 FOXA2 PRKG2 0.04003165 0.375591596 1.040843716 0.498518614 2.173149833 0.106582922 0.915119867
GSE29013 FOXA2 SEC14L4 -0.314744902 0.441761824 0.729975066 0.307099903 1.735147395 -0.712476463 0.476169782
GSE29013 FOXA2 SSTR1 -0.333004278 0.294279201 0.716767128 0.402612421 1.276053814 -1.131592979 0.257805593
GSE29013 FOXA2 CFTR 0.323197323 0.32296027 1.381537933 0.733598668 2.60175917 1.000734001 0.316955425
GSE29013 FOXA2 C2orf54 -0.660150604 0.464128738 0.516773501 0.208081341 1.283415658 -1.422343737 0.154926488
GSE29013 FOXA2 PCSK9 2.23227603 1.141709774 9.321056958 0.994580729 87.35550599 1.955204449 0.050558944
GSE29013 FOXA2 SLC46A2 -0.410740195 0.282992219 0.663159201 0.380832836 1.15478521 -1.45141869 0.146663309
GSE29013 FOXA2 C10orf67 0.057411618 0.536739691 1.059091662 0.369879188 3.032544638 0.106963615 0.914817845
GSE29013 FOXA2 GYPE 0.499216782 0.414439132 1.647430467 0.731199465 3.711746625 1.204559953 0.228373224
GSE29013 FOXA2 F11 -0.54583051 0.469541851 0.579360419 0.230820338 1.454198091 -1.162474672 0.245042707
GSE29013 FOXA2 MS4A15 0.542212105 0.371708699 1.719807052 0.830004997 3.563516251 1.458701684 0.144647233
GSE29013 FOXA2 ANKRD29 -0.238893749 0.30646699 0.78749855 0.431901376 1.435869392 -0.779508909 0.435679991
GSE29013 FOXA2 CX3CR1 -0.234319044 0.382109859 0.791109377 0.374096832 1.672973392 -0.613224282 0.539728051
GSE29013 FOXA2 PLA2G3 1.080583077 0.618681726 2.946397026 0.876331509 9.906360026 1.746589613 0.08070855
GSE29013 FOXA2 SEMA5A 0.393375821 0.391962469 1.481975242 0.687387911 3.195067271 1.003605834 0.315568641
GSE29013 FOXA2 SCTR 0.067360348 0.426041713 1.069680866 0.464094973 2.465480607 0.158107401 0.874372169
GSE29013 FOXA2 ST6GALNAC5 -0.46455305 0.336795421 0.628415913 0.324762885 1.215984268 -1.379333034 0.167792096
GSE29013 FOXA2 LRRC36 0.413253442 0.366243762 1.511728112 0.737439564 3.098995492 1.128356262 0.259169492
GSE29013 FOXA2 NR0B2 -0.390468913 0.37237806 0.676739468 0.326176544 1.404074931 -1.048581951 0.294370566
GSE29013 FOXA2 CYS1 -0.085103568 0.299369494 0.918417161 0.51075922 1.651443671 -0.284276019 0.776198862
GSE29013 FOXA2 ESYT3 0.365400802 0.383821013 1.441091485 0.679176286 3.057740252 0.952008332 0.341092756
GSE29013 FOXA2 PLA2G4F -0.088869607 0.374573899 0.914964871 0.439103136 1.906524107 -0.237255204 0.812458812
GSE29013 FOXA2 TRAK1 0.335950217 0.538075105 1.399269364 0.487406106 4.017091143 0.624355622 0.532394062
GSE29013 FOXA2 TMPRSS13 -0.163614265 0.410269195 0.849069474 0.379945632 1.897426665 -0.398797343 0.690042535
GSE29013 FOXA2 NCKAP5 -0.065834878 0.220431371 0.936285453 0.607822473 1.442247514 -0.29866383 0.765196557
GSE29013 FOXA2 RAB11FIP1 0.565434051 0.71541863 1.760211638 0.433111231 7.153693525 0.790354104 0.429320998
GSE29013 FOXA2 HIST1H2BD -0.243979389 0.616315062 0.783503783 0.2341169 2.622101082 -0.395867964 0.692202436
GSE29013 FOXA2 HAS3 -0.269798395 0.313598281 0.763533411 0.412945469 1.411768171 -0.860331232 0.389606482
GSE29013 FOXA2 FAM167A 0.029930486 0.318076657 1.030382906 0.552396991 1.921967263 0.094098343 0.925031037
GSE29013 FOXA2 SLC16A11 -0.186921124 0.337817787 0.829509162 0.427828947 1.60831906 -0.553319368 0.580044741
GSE29013 FOXA2 SCEL -0.254319864 0.239849074 0.775443726 0.484607782 1.240824011 -1.060332896 0.288993178
GSE29013 FOXA2 LRRN3 0.039327428 0.610207242 1.04011099 0.314535985 3.439450245 0.064449298 0.948612478
GSE29013 FOXA2 IRX2 -0.830827112 0.33812908 0.435688774 0.224574466 0.845263984 -2.457130019 0.014005199
GSE29013 FOXA2 HSD17B6 -0.358727896 0.250740746 0.698564407 0.427341967 1.141924429 -1.430672527 0.152524091
GSE29013 FOXA2 WIF1 -0.133401861 0.233660016 0.875113348 0.553569995 1.383426448 -0.570922929 0.568051887
GSE29013 FOXA2 CRTAC1 -0.165050875 0.370341739 0.847850569 0.410283315 1.752083404 -0.445671815 0.655834327
GSE29013 FOXA2 LGI3 -0.028192802 0.355210234 0.972200907 0.484619096 1.950345357 -0.07936934 0.936738855
GSE29013 FOXA2 PARD6B -0.764721107 0.410945142 0.465463728 0.20801215 1.041556858 -1.860883674 0.062760606
GSE29013 FOXA2 MMP28 0.737749356 0.574930564 2.091223614 0.677670673 6.45330598 1.283197316 0.199422956
GSE29013 FOXA2 WNT7A -0.495967027 0.426932671 0.608981721 0.263753668 1.406079919 -1.161698459 0.245357972
GSE29013 FOXA2 WWC1 0.049538684 0.573148759 1.05078624 0.341703375 3.231316407 0.086432507 0.931122607
GSE29013 FOXA2 ZBTB42 -0.529049134 0.35819723 0.58916492 0.291970414 1.188871497 -1.476977181 0.139681754
GSE29013 FOXA2 CGN -0.663901346 0.695028648 0.514838847 0.131844449 2.01039209 -0.955214361 0.339469305
GSE29013 FOXA2 GOLT1A -1.227625701 0.588352794 0.292987392 0.092478787 0.928230295 -2.086546905 0.036929111
GSE29013 FOXA2 C16orf89 -0.198928238 0.162641521 0.819608708 0.595889661 1.12732017 -1.223108569 0.221288692
GSE29013 FOXA2 NRGN 0.130223874 0.343944608 1.139083366 0.580482764 2.235227292 0.378618741 0.704971004
GSE29013 FOXA2 FLRT3 0.619138981 0.519447473 1.857328159 0.671017973 5.14094708 1.191918363 0.233293257
GSE29013 FOXA2 STAC -0.170622471 0.770828937 0.843139824 0.18610962 3.819709923 -0.221349332 0.824820441
GSE29013 FOXA2 SULT2B1 0.436070496 0.441434011 1.546617822 0.651079017 3.673942217 0.987849793 0.323226217
GSE29013 FOXA2 YIF1B 0.308288267 0.782458809 1.361093291 0.293668759 6.308382802 0.393999356 0.693581514
GSE29013 FOXA2 MFSD2A -1.175152544 0.76597941 0.308771875 0.068807357 1.385608664 -1.534182942 0.124984653
GSE29013 FOXA2 NMUR1 0.500178377 0.363619329 1.64901539 0.808558366 3.363086539 1.375554975 0.168959455
GSE29013 FOXA2 RAP1GAP -0.417080964 0.370783758 0.658967565 0.318604812 1.362936888 -1.124863091 0.260647054
GSE29013 FOXA2 TGFB2 -0.056164756 0.610151367 0.945383366 0.285921077 3.125861573 -0.092050528 0.926657894
GSE29013 FOXA2 PRDM16 -0.713416046 0.343465297 0.489967584 0.249924687 0.960562303 -2.077112454 0.037791181
GSE29013 FOXA2 GPRIN2 0.178425081 0.539066335 1.195333327 0.415561143 3.438294907 0.3309891 0.740652719
GSE29013 FOXA2 AMOTL2 -0.901897072 0.657892675 0.405799099 0.111766543 1.473364966 -1.370887846 0.170409921
GSE29013 FOXA2 TACSTD2 -0.085730855 0.442949305 0.91784123 0.385237389 2.186788062 -0.193545524 0.846531757
GSE29013 FOXA2 SFTPB -0.657557541 0.405581984 0.518115266 0.233988427 1.14725088 -1.621269106 0.104959938
GSE29013 FOXA2 SLFNL1 0.642880488 0.566346163 1.901951545 0.626793841 5.771306995 1.135137006 0.256317919
GSE29013 FOXA2 ADRB2 0.046400769 0.330578853 1.04749413 0.547977047 2.002353854 0.140362181 0.888373837
GSE29013 FOXA2 STARD10 -0.609231432 0.412174282 0.543768632 0.242421294 1.219712672 -1.478091813 0.139383205
GSE29013 FOXA2 EXPH5 -0.586303032 0.81856478 0.556380408 0.11184285 2.767804639 -0.716257339 0.473832463
GSE29013 FOXA2 DRAM1 -1.165162471 0.787563976 0.311871988 0.066619397 1.459997257 -1.479451203 0.139019764
GSE29013 FOXA2 HPN 1.074205704 0.639908097 2.927666543 0.835277629 10.26153591 1.67868747 0.093212969
GSE29013 FOXA2 ATP2A2 1.267687059 0.634465376 3.552626039 1.024451935 12.31990623 1.998039777 0.045712348
GSE29013 FOXA2 EFNB2 1.383088586 0.533351827 3.987197432 1.40177349 11.34116423 2.593201177 0.009508713
GSE29013 FOXA2 LIPH -0.543649206 0.53847504 0.580625559 0.202090252 1.668195457 -1.009608926 0.312682692
GSE29013 FOXA2 C4BPA -0.114289917 0.260205844 0.891999312 0.535644813 1.48542981 -0.439228865 0.660495712
GSE29013 FOXA2 CMTM8 -0.13483519 0.79644883 0.87385992 0.183443931 4.162749659 -0.169295484 0.865564228
GSE29013 FOXA2 C1orf116 -0.525673213 0.362685 0.591157255 0.29039223 1.203430617 -1.44939331 0.147227776
GSE29013 FOXA2 CRB3 -0.466555674 0.740735947 0.627158691 0.146845913 2.678508486 -0.629854236 0.528789957
GSE29013 FOXA2 CTNNBIP1 -0.070282474 0.333145107 0.93213048 0.485180212 1.790813413 -0.210966552 0.832913372
GSE29013 FOXA2 PLLP -1.354187875 0.576739883 0.258156865 0.083360786 0.799476232 -2.348004559 0.01887429
GSE29013 FOXA2 KIAA1324L 0.117399815 0.452209553 1.124568959 0.463515885 2.728396986 0.259613744 0.795161734
GSE29013 FOXA2 SEMA3B 2.430149817 0.996242947 11.36058396 1.612119095 80.05789918 2.439314451 0.014715157
GSE29013 FOXA2 PRSS8 0.181958758 0.340610095 1.19956472 0.615312654 2.338576184 0.534214225 0.593193329
GSE29013 FOXA2 EVPL 0.092579925 0.303919392 1.097000816 0.604658685 1.990231547 0.304619999 0.760655586
GSE29013 FOXA2 SUSD2 -0.501488499 0.320030721 0.605628511 0.323441445 1.134010186 -1.567001123 0.117114429
GSE29013 FOXA2 ELAVL1 0.229326608 0.907762842 1.257752764 0.212278568 7.452198461 0.252628326 0.800555439
GSE29013 FOXA2 SFTA3 -0.161942034 0.238992063 0.850490503 0.532401237 1.358625873 -0.677604236 0.498022659
GSE29013 FOXA2 AP1M2 -0.593853189 0.630968938 0.552195467 0.160328638 1.901842597 -0.941176584 0.346614375
GSE29013 FOXA2 INPP5K 0.412989216 0.489061358 1.511328728 0.579520969 3.941383739 0.844452765 0.398416448
GSE29013 FOXA2 CLDN4 -0.665750678 0.476738216 0.513887619 0.201868171 1.308182875 -1.396470129 0.16257297
GSE29013 FOXA2 SULT1A2 0.935728119 0.579239907 2.549068808 0.819090061 7.932890528 1.615441389 0.106215143
GSE29013 FOXA2 RILP 0.485649705 0.721520224 1.625230586 0.395144425 6.684579845 0.673092297 0.500888574
GSE29013 FOXA2 LAMA3 0.678594987 0.630913311 1.971106356 0.572368434 6.788040776 1.075575638 0.282117088
GSE29013 FOXA2 TMEM54 0.610537783 0.600771818 1.841421417 0.567251027 5.977658341 1.016255697 0.30950764
GSE29013 FOXA2 BFSP1 -0.738626193 0.442287871 0.477769828 0.200790241 1.136828201 -1.67001232 0.094916926
GSE29013 FOXA2 RASSF7 -1.002961684 1.08573497 0.36679151 0.043675712 3.080339304 -0.923762899 0.355609775
GSE29013 FOXA2 RAB17 -0.950427675 0.411858616 0.386575659 0.172448657 0.866581064 -2.307655195 0.021018322
GSE29013 FOXA2 DLX4 -0.655470981 0.840035819 0.519197473 0.100067439 2.693843464 -0.780289323 0.435220596
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GSE29013 FOXA2 TMEM63B -0.891328316 0.663611217 0.410110634 0.111695104 1.505802184 -1.343148357 0.17922394
GSE29013 FOXA2 SCNN1B -0.368418471 0.350064897 0.691827611 0.34835505 1.373958678 -1.052429062 0.292602741
GSE29013 FOXA2 FAM189A2 0.151890089 0.462244816 1.164032289 0.470437059 2.880239012 0.328592303 0.742463866
GSE29013 FOXA2 EPCAM 0.571732034 0.705516088 1.771332403 0.444389393 7.060516142 0.810374198 0.417725143
GSE29013 FOXA2 COBL 0.238346228 0.491022939 1.269148531 0.484789235 3.322553136 0.485407521 0.627387298
GSE29013 FOXA2 VSIG2 -0.112337173 0.256238886 0.893742861 0.540880906 1.476806248 -0.438407982 0.661090561
GSE29013 FOXA2 CPAMD8 -0.857723801 0.696118414 0.424126381 0.108382264 1.659710551 -1.23215215 0.217892254
GSE29013 FOXA2 C19orf33 0.78739996 0.526552165 2.197674948 0.782999424 6.168299785 1.495388325 0.134813126
GSE29013 FOXA2 CEACAM6 -0.248515232 0.293715458 0.77995798 0.438591444 1.387018511 -0.846108794 0.397492055
GSE29013 FOXA2 SFTA2 -0.717277699 0.362990505 0.488079147 0.239613992 0.994187575 -1.97602331 0.048152137
GSE29013 FOXA2 FAM129B 0.90337162 1.059603848 2.467909954 0.30930923 19.69090786 0.852556002 0.393905571
GSE29013 FOXA2 SH2D4A -0.651152464 0.553303714 0.521444484 0.176293014 1.542343306 -1.176844558 0.239257554
GSE29013 FOXA2 TMEM125 -0.748328799 0.527200873 0.473156632 0.168364582 1.329716716 -1.419437709 0.155771445
GSE29013 FOXA2 PPP1R13L 0.621956482 0.662028738 1.862568561 0.508853053 6.817609964 0.939470519 0.347489222
GSE29013 FOXA2 PTK7 0.419843058 0.487433475 1.521722715 0.585371262 3.955848486 0.861334069 0.389054077
GSE29013 FOXA2 PDZK1IP1 0.405849405 0.369376529 1.500576557 0.727518909 3.095081071 1.098741726 0.271880737
GSE29013 FOXA2 LAMB3 -0.059165052 0.291131325 0.942551187 0.532713266 1.667694042 -0.203224616 0.838959473
GSE29013 FOXA2 ITGA3 -0.383141894 0.282880774 0.681716161 0.391575074 1.186839907 -1.354428895 0.175599584
GSE29013 FOXA2 FAAH -0.737111424 0.39100877 0.478494088 0.222356233 1.029683716 -1.885153175 0.059409161
GSE29013 FOXA2 AATK -1.692679224 1.039437236 0.184025816 0.023994305 1.411397465 -1.628457366 0.103427942
GSE29013 FOXA2 CCNJL -0.089299801 0.46532308 0.914571343 0.367395528 2.276676437 -0.191909246 0.847813295
GSE29013 FOXA2 N4BP1 1.053671062 1.325745388 2.868161013 0.213366881 38.5549415 0.794776336 0.426743618
GSE29013 FOXA2 MLPH -0.861575507 0.570983166 0.422495912 0.137975113 1.29373183 -1.508933291 0.131315831
GSE29013 FOXA2 NAPSA -0.284660301 0.252558719 0.752269756 0.45855901 1.234104606 -1.12710542 0.259697912
GSE29013 FOXA2 ST6GALNAC6 0.315497984 0.357548087 1.370941848 0.680257831 2.76289587 0.882393152 0.377564237
GSE29013 FOXA2 HYAL1 -0.411566731 0.306120709 0.662611303 0.363654043 1.207339084 -1.344458963 0.178800018
GSE29013 FOXA2 LAMP3 0.036421033 0.389968103 1.037092405 0.482920902 2.227198393 0.093394902 0.92558984
GSE29013 FOXA2 NINJ2 -0.504077176 0.279989858 0.604062762 0.348942819 1.045706634 -1.80034084 0.071806836
GSE29013 FOXA2 TBC1D2 -0.030953226 0.304780338 0.96952092 0.533491729 1.761922 -0.101559131 0.919106621
GSE29013 FOXA2 MALL -0.325764446 0.263611718 0.721975231 0.430661052 1.210344496 -1.235773769 0.216542668
GSE29013 FOXA2 FKBP1B 0.130613409 0.316582717 1.139527165 0.612701559 2.119338757 0.41257277 0.679919655
GSE29013 FOXA2 EFNA1 -0.495067471 0.473947609 0.60952978 0.240752049 1.543191653 -1.044561596 0.296225637
GSE29013 FOXA2 CYP2B6 0.582854758 0.558203568 1.791144423 0.599772938 5.349021506 1.044161649 0.296410607
GSE29013 FOXA2 MAL2 -2.783409113 1.281706646 0.061827371 0.005014067 0.762379933 -2.17164288 0.02988261
GSE29013 FOXA2 UNC13B 0.110983217 0.722182284 1.117376153 0.271316824 4.601739953 0.153677567 0.877863973
GSE29013 FOXA2 SFTPD -0.755588544 0.565686628 0.469734074 0.155002511 1.423525973 -1.335701617 0.181646821
GSE29013 FOXA2 NFATC3 -1.612901772 0.807877543 0.199308427 0.040912786 0.97093973 -1.996468134 0.045882991
GSE29013 FOXA2 NKX2.1 -0.855895925 0.39045528 0.42490234 0.197666461 0.91336688 -2.192045976 0.028376187
GSE29013 FOXA2 WWC3 -1.032650243 0.548406811 0.356062058 0.121540488 1.043110751 -1.883000397 0.059700314
GSE29013 FOXA2 WFS1 -1.511130326 1.005063065 0.220660419 0.030776073 1.582106336 -1.503517917 0.13270554
GSE29013 FOXA2 JUP -0.742862444 0.839813169 0.475750156 0.09173365 2.46734117 -0.884556793 0.376395719
GSE29013 FOXA2 CCND3 -0.089534721 0.62410382 0.914356517 0.269077529 3.107089043 -0.143461261 0.885925904
GSE29013 FOXA2 PPL -0.303534467 0.470275715 0.738204445 0.293681941 1.855564564 -0.645439383 0.518642488
GSE29013 FOXA2 SELENBP1 -0.362858236 0.254680078 0.69568505 0.422307306 1.146032005 -1.424760971 0.154226308
GSE29013 FOXA2 MRPL14 -0.339076257 0.273705796 0.712428119 0.416641241 1.218203516 -1.23883477 0.215406694
GSE29013 FOXA2 CD55 -0.803295117 0.417522322 0.447850809 0.197577606 1.015147169 -1.923957297 0.054359936
GSE29013 FOXA2 CTSH -0.568870943 0.501822044 0.56616431 0.211734092 1.513889537 -1.133610906 0.256957796
GSE29013 FOXA2 LPCAT1 -0.992285942 0.468509229 0.370728258 0.147999385 0.928648731 -2.117964557 0.034178069
GSE29013 FOXA2 FOXA2 0.946038308 0.701193131 2.57548614 0.651632207 10.17925262 1.34918365 0.177277985
GSE29013 UHRF1 ASPM 0.472515253 0.528618662 1.604023649 0.569180151 4.520347139 0.8938679 0.371392575
GSE29013 UHRF1 GINS2 1.868962312 0.854276086 6.481567061 1.214839477 34.58128614 2.187773183 0.028686128
GSE29013 UHRF1 MAGEA12 0.047756047 0.203952011 1.048914738 0.703292395 1.564387921 0.23415335 0.814865929
GSE29013 UHRF1 CENPF 0.072471495 0.609117931 1.075162158 0.325830584 3.5477752 0.118977773 0.905292965
GSE29013 UHRF1 KIF14 1.00534037 0.641285097 2.73283729 0.777590437 9.604541542 1.567696449 0.116951991
GSE29013 UHRF1 SHCBP1 0.434913791 0.407773026 1.544829875 0.694678136 3.435402987 1.066558509 0.286171245
GSE29013 UHRF1 DLGAP5 0.05228086 0.295207967 1.053671636 0.590777317 1.87925955 0.177098406 0.859431094
GSE29013 UHRF1 ANLN 0.854119668 0.436401437 2.349305301 0.998789302 5.525925627 1.957188028 0.050325366
GSE29013 UHRF1 CDCA2 0.035070347 0.446736404 1.035692565 0.431487424 2.485956784 0.078503447 0.937427589
GSE29013 UHRF1 CDK1 0.685863617 0.573659833 1.985485796 0.6450103 6.11176883 1.19559289 0.231855467
GSE29013 UHRF1 BUB1 -0.40544646 0.281256166 0.666679099 0.384159128 1.156971131 -1.441555808 0.149427723
GSE29013 UHRF1 TPX2 0.397904012 0.396577827 1.488701125 0.684289472 3.238733212 1.003344072 0.315694879
GSE29013 UHRF1 BIRC5 0.757370944 0.597061146 2.132661955 0.661763261 6.872921612 1.268498124 0.20462012
GSE29013 UHRF1 MKI67 0.759745607 0.664415204 2.137732326 0.581302349 7.861484661 1.143480165 0.252839286
GSE29013 UHRF1 BUB1B 0.296164402 0.391139597 1.344691208 0.624717882 2.894417621 0.75718338 0.448940006
GSE29013 UHRF1 HIST1H2AJ 0.375829501 0.390756609 1.456198831 0.677030213 3.132083319 0.961799474 0.336150342
GSE29013 UHRF1 KIF4A 0.918476622 0.546347898 2.505470701 0.858691482 7.310406089 1.681120445 0.092739522
GSE29013 UHRF1 TTK 0.605068605 0.325733468 1.831377845 0.967192957 3.467710128 1.857557371 0.063231897
GSE29013 UHRF1 MCM10 0.177804176 0.670623678 1.194591369 0.320910157 4.446878693 0.265132566 0.790907341
GSE29013 UHRF1 KIF18B 1.345597676 0.766035496 3.840481217 0.855726633 17.23599034 1.75657353 0.078990528
GSE29013 UHRF1 RRM2 0.555579042 0.517171648 1.742949933 0.632510307 4.802885323 1.074264306 0.282704238
GSE29013 UHRF1 GPR37 0.701861781 0.334698847 2.017505366 1.046932117 3.887862294 2.096994914 0.035994026
GSE29013 UHRF1 TUBB3 -0.190251867 0.399112185 0.826750876 0.378137506 1.807588509 -0.476687694 0.633584527
GSE29013 UHRF1 GTSE1 5.004439745 2.105188163 149.0735405 2.406917212 9232.939281 2.37719356 0.017444931
GSE29013 UHRF1 CKAP2L 0.856562588 0.542324446 2.355051481 0.813528928 6.817541813 1.57942832 0.114237846
GSE29013 UHRF1 CCNB2 1.058499859 0.788844489 2.882044271 0.614094208 13.52590379 1.341835905 0.179649207
GSE29013 UHRF1 CDCA3 0.538280464 0.347042549 1.713058662 0.867698969 3.382013905 1.551050339 0.120889621
GSE29013 UHRF1 KIF20A 1.066530062 0.707914874 2.905280846 0.725454013 11.6349991 1.506579536 0.131918466
GSE29013 UHRF1 CDT1 0.633712627 0.450874638 1.884594404 0.778812135 4.560401549 1.405518462 0.159867163
GSE29013 UHRF1 KIF15 -0.040587066 0.240597206 0.960225557 0.599206545 1.53875676 -0.168693008 0.866038119
GSE29013 UHRF1 GPD1 0.298824735 0.353949057 1.348273298 0.673745612 2.698111652 0.844259163 0.3985246
GSE29013 UHRF1 HJURP 1.785062262 0.747106458 5.959951017 1.378175485 25.7739428 2.389301074 0.016880463
GSE29013 UHRF1 ACTN2 0.353853203 0.488188 1.424546053 0.547179873 3.708709979 0.724829785 0.468556461
GSE29013 UHRF1 CEP55 -0.364124391 0.339986382 0.694804762 0.356833692 1.352881379 -1.070996988 0.284170784
GSE29013 UHRF1 EXO1 -0.206215993 0.344052882 0.813657313 0.414555983 1.596981466 -0.599372958 0.548924206
GSE29013 UHRF1 CENPA 0.001610816 0.321566758 1.001612114 0.533312113 1.881125148 0.005009274 0.996003195
GSE29013 UHRF1 NEIL3 -0.175430365 0.28150722 0.839095826 0.483272609 1.456904015 -0.623182472 0.533164619
GSE29013 UHRF1 SPC25 -0.378585863 0.393938179 0.684829167 0.316418205 1.48218712 -0.961028616 0.33653778
GSE29013 UHRF1 CUX2 0.556333926 0.45813713 1.744266155 0.710633575 4.281340664 1.21433931 0.22461818
GSE29013 UHRF1 SKA1 0.279133261 0.25052974 1.321983501 0.809048829 2.160117306 1.114172159 0.265205337
GSE29013 UHRF1 UBE2C 0.09732183 0.489402823 1.102215042 0.422363029 2.876383387 0.198858333 0.842373564
GSE29013 UHRF1 KIF11 0.063890844 0.246850384 1.065976035 0.657094774 1.729286174 0.258824164 0.795770913
GSE29013 UHRF1 E2F7 0.9813586 0.626774851 2.668078633 0.781064509 9.114027724 1.565727467 0.117412433
GSE29013 UHRF1 ASF1B -0.004886223 0.819385942 0.995125695 0.199717151 4.958388119 -0.005963275 0.995242023
GSE29013 UHRF1 CCNA2 1.094503942 0.594403345 2.987700244 0.931922887 9.578424217 1.841348893 0.065570447
GSE29013 UHRF1 CDC20 0.501745942 0.462344552 1.651602356 0.667355275 4.087463521 1.085220837 0.277823858
GSE29013 UHRF1 ERC2 -0.047463211 0.24283567 0.953645556 0.592495276 1.534931811 -0.195454033 0.84503752
GSE29013 UHRF1 HOXA10 0.536524499 0.266014402 1.710053231 1.015261132 2.88032503 2.016900197 0.043705929
GSE29013 UHRF1 CDC25A 0.869805575 0.470266599 2.386446825 0.949423784 5.998510403 1.849601008 0.064371077
GSE29013 UHRF1 C10orf67 0.057411618 0.536739691 1.059091662 0.369879188 3.032544638 0.106963615 0.914817845
GSE29013 UHRF1 MS4A15 0.542212105 0.371708699 1.719807052 0.830004997 3.563516251 1.458701684 0.144647233
GSE29013 UHRF1 NUSAP1 0.854873635 0.491131437 2.351077267 0.897873317 6.156285318 1.740620881 0.081750055
GSE29013 UHRF1 CDCA5 0.186623922 0.361083888 1.20517396 0.593874361 2.445709679 0.516843669 0.605265293
GSE29013 UHRF1 CYS1 -0.085103568 0.299369494 0.918417161 0.51075922 1.651443671 -0.284276019 0.776198862
GSE29013 UHRF1 TMEM8B 0.169077112 0.363463781 1.184211452 0.580829045 2.414405367 0.465182835 0.64180053
GSE29013 UHRF1 FAM111B -0.297355233 0.353543707 0.742780105 0.37146963 1.485241968 -0.841070643 0.40030836
GSE29013 UHRF1 NDC80 0.948581996 0.348520315 2.58204571 1.304075982 5.112401531 2.7217409 0.006493904
GSE29013 UHRF1 SLC16A11 -0.186921124 0.337817787 0.829509162 0.427828947 1.60831906 -0.553319368 0.580044741
GSE29013 UHRF1 RAD51 0.175663111 0.450411785 1.192036407 0.493058345 2.881912071 0.390005584 0.696532418
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GSE29013 UHRF1 DSTN -0.404979404 0.637355162 0.666990548 0.191250237 2.326148183 -0.635406172 0.525163544
GSE29013 UHRF1 PRC1 -0.34615709 0.231980275 0.707401352 0.448956142 1.114622624 -1.492183293 0.135651101
GSE29013 UHRF1 KCMF1 3.56322952 1.419975969 35.27694095 2.181750992 570.3962401 2.50935903 0.012095048
GSE29013 UHRF1 CGN -0.663901346 0.695028648 0.514838847 0.131844449 2.01039209 -0.955214361 0.339469305
GSE29013 UHRF1 SPATA2L -3.64730433 1.551168666 0.026061287 0.001246346 0.544945434 -2.351326719 0.0187066
GSE29013 UHRF1 SLC25A4 0.61587002 0.94551055 1.851266538 0.290167596 11.81106313 0.651362399 0.514812577
GSE29013 UHRF1 TMOD1 -0.167378454 0.492245818 0.845879425 0.322335443 2.219774515 -0.34003022 0.73383377
GSE29013 UHRF1 ATOH8 -0.549312878 0.693365214 0.577346381 0.148334751 2.247139263 -0.792241762 0.428219722
GSE29013 UHRF1 LIMS2 0.029257946 0.496689047 1.029690165 0.388977142 2.725768997 0.058905962 0.953027009
GSE29013 UHRF1 PRDM16 -0.713416046 0.343465297 0.489967584 0.249924687 0.960562303 -2.077112454 0.037791181
GSE29013 UHRF1 CENPH 0.439798176 0.319685181 1.552393877 0.829631822 2.904814744 1.375722751 0.168907485
GSE29013 UHRF1 ADRB2 0.046400769 0.330578853 1.04749413 0.547977047 2.002353854 0.140362181 0.888373837
GSE29013 UHRF1 RADIL -0.24820591 0.417733663 0.780199276 0.344056688 1.769216909 -0.594172632 0.552396656
GSE29013 UHRF1 ARHGEF4 0.702043529 0.523626229 2.017872077 0.723073053 5.631253584 1.340734078 0.180006806
GSE29013 UHRF1 TK1 0.16437505 0.48902375 1.178656287 0.451990603 3.073583017 0.33612897 0.736773613
GSE29013 UHRF1 EFNB2 1.383088586 0.533351827 3.987197432 1.40177349 11.34116423 2.593201177 0.009508713
GSE29013 UHRF1 CTNNBIP1 -0.070282474 0.333145107 0.93213048 0.485180212 1.790813413 -0.210966552 0.832913372
GSE29013 UHRF1 PTTG1 0.209511333 0.457731831 1.233075349 0.502767938 3.024207992 0.457716328 0.647156256
GSE29013 UHRF1 SEMA3B 2.430149817 0.996242947 11.36058396 1.612119095 80.05789918 2.439314451 0.014715157
GSE29013 UHRF1 PPP1R13B -1.353309291 0.836830141 0.258383777 0.050113431 1.332221229 -1.617185167 0.105838317
GSE29013 UHRF1 MCM2 0.049165559 0.711711896 1.050394238 0.260340699 4.238016028 0.069080704 0.94492538
GSE29013 UHRF1 ELAVL1 0.229326608 0.907762842 1.257752764 0.212278568 7.452198461 0.252628326 0.800555439
GSE29013 UHRF1 ASPRV1 -0.243814293 0.386729534 0.783633147 0.367221434 1.672236019 -0.630451703 0.528399092
GSE29013 UHRF1 HDAC5 0.671424284 0.604731055 1.957022692 0.598201991 6.402415694 1.110285768 0.266875904
GSE29013 UHRF1 EIF4B 1.375617358 1.236051124 3.957519175 0.350989725 44.62226922 1.112912995 0.265745799
GSE29013 UHRF1 NPR1 0.306950303 0.678566938 1.359273414 0.35950886 5.139300923 0.452350808 0.651016279
GSE29013 UHRF1 SASH1 -0.204807575 0.478472754 0.81480409 0.318989548 2.081277297 -0.428044383 0.668618807
GSE29013 UHRF1 FAM189A2 0.151890089 0.462244816 1.164032289 0.470437059 2.880239012 0.328592303 0.742463866
GSE29013 UHRF1 COBL 0.238346228 0.491022939 1.269148531 0.484789235 3.322553136 0.485407521 0.627387298
GSE29013 UHRF1 CPAMD8 -0.857723801 0.696118414 0.424126381 0.108382264 1.659710551 -1.23215215 0.217892254
GSE29013 UHRF1 PLXNA2 0.654696823 0.719908276 1.924558946 0.469401186 7.890749429 0.909416998 0.363130053
GSE29013 UHRF1 STK24 1.112019293 0.64684374 3.040491842 0.855755016 10.80284716 1.719146719 0.08558766
GSE29013 UHRF1 ZNF324 0.692737891 0.67390578 1.999181588 0.533608334 7.490001129 1.027944724 0.30397583
GSE29013 UHRF1 ST6GALNAC6 0.315497984 0.357548087 1.370941848 0.680257831 2.76289587 0.882393152 0.377564237
GSE29013 UHRF1 CKB -0.495414625 0.536658888 0.609318216 0.212833157 1.744411881 -0.923146222 0.35593101
GSE29013 UHRF1 NEDD4L -0.159596141 0.419600716 0.852488005 0.374561814 1.940229276 -0.380352404 0.70368384
GSE29013 UHRF1 CRY2 -0.117431453 0.320260239 0.889201462 0.474672595 1.665736023 -0.366675092 0.713861388
GSE29013 UHRF1 MAN2A2 -1.934065864 0.860933604 0.144559244 0.026743476 0.781400851 -2.246475054 0.024673596
GSE29013 UHRF1 ANXA11 -0.045584651 0.759048357 0.95543872 0.215823984 4.229664989 -0.060055003 0.952111828
GSE29013 UHRF1 MEPCE 0.394936575 0.367130504 1.484290047 0.722797637 3.048041155 1.07573893 0.282044031
GSE29013 UHRF1 FBXW4 -0.45452436 0.751795511 0.634749809 0.145436388 2.770333653 -0.604585095 0.545454713
GSE29013 UHRF1 WFS1 -1.511130326 1.005063065 0.220660419 0.030776073 1.582106336 -1.503517917 0.13270554
GSE29013 UHRF1 STT3A -1.333558485 0.611829082 0.263537796 0.079442527 0.874244216 -2.179625852 0.029285207
GSE29013 UHRF1 CDK2AP1 -0.377007014 0.464919461 0.685911263 0.275757779 1.706114196 -0.810908223 0.417418378
GSE29013 UHRF1 CSRP1 -1.080698677 0.904324221 0.339358341 0.057662883 1.997196059 -1.195034537 0.232073536
GSE29013 UHRF1 UHRF1 1.457487892 0.724669564 4.295156067 1.037860773 17.77537616 2.011244799 0.044299606
GSE29013 FOXM1 PBK 0.565210001 0.399929528 1.759817307 0.803612999 3.853791512 1.413273993 0.157575178
GSE29013 FOXM1 HELLS 0.315739492 0.53926819 1.371272981 0.476538511 3.945934161 0.585496229 0.558214102
GSE29013 FOXM1 NEK2 0.616807897 0.430854476 1.853003612 0.796401871 4.311419289 1.431592177 0.15226057
GSE29013 FOXM1 POLQ 1.372599131 0.954249891 3.945592492 0.607929543 25.60773745 1.43840638 0.150318784
GSE29013 FOXM1 SKA3 0.853460856 0.594308553 2.34775806 0.732448313 7.525401877 1.436056829 0.150986171
GSE29013 FOXM1 ASPM 0.472515253 0.528618662 1.604023649 0.569180151 4.520347139 0.8938679 0.371392575
GSE29013 FOXM1 GINS2 1.868962312 0.854276086 6.481567061 1.214839477 34.58128614 2.187773183 0.028686128
GSE29013 FOXM1 DEPDC1 0.820760339 0.585619859 2.272226844 0.721059592 7.160316413 1.401524088 0.161057409
GSE29013 FOXM1 HMMR 1.041735252 0.545849106 2.83413068 0.972282055 8.26128249 1.908467451 0.056330826
GSE29013 FOXM1 CENPF 0.072471495 0.609117931 1.075162158 0.325830584 3.5477752 0.118977773 0.905292965
GSE29013 FOXM1 SHCBP1 0.434913791 0.407773026 1.544829875 0.694678136 3.435402987 1.066558509 0.286171245
GSE29013 FOXM1 BRIP1 0.100129014 0.302486693 1.10531351 0.610953755 1.999689739 0.331019567 0.740629705
GSE29013 FOXM1 DLGAP5 0.05228086 0.295207967 1.053671636 0.590777317 1.87925955 0.177098406 0.859431094
GSE29013 FOXM1 ANLN 0.854119668 0.436401437 2.349305301 0.998789302 5.525925627 1.957188028 0.050325366
GSE29013 FOXM1 COL1A1 -0.312413655 0.953727828 0.731678803 0.11285112 4.743895049 -0.327571081 0.743235991
GSE29013 FOXM1 CDCA8 -0.143898393 0.374418804 0.865975733 0.415718985 1.803896374 -0.384324697 0.700737806
GSE29013 FOXM1 MELK 0.944426158 0.676055728 2.571337414 0.683438422 9.674282109 1.396964953 0.16242411
GSE29013 FOXM1 CDCA2 0.035070347 0.446736404 1.035692565 0.431487424 2.485956784 0.078503447 0.937427589
GSE29013 FOXM1 BUB1 -0.40544646 0.281256166 0.666679099 0.384159128 1.156971131 -1.441555808 0.149427723
GSE29013 FOXM1 MND1 -0.28412866 0.247528321 0.7526698 0.463348757 1.222646699 -1.147863237 0.251025027
GSE29013 FOXM1 CD72 0.912328006 0.483452363 2.490112788 0.965391835 6.422948143 1.887110451 0.059145471
GSE29013 FOXM1 TPX2 0.397904012 0.396577827 1.488701125 0.684289472 3.238733212 1.003344072 0.315694879
GSE29013 FOXM1 BIRC5 0.757370944 0.597061146 2.132661955 0.661763261 6.872921612 1.268498124 0.20462012
GSE29013 FOXM1 MKI67 0.759745607 0.664415204 2.137732326 0.581302349 7.861484661 1.143480165 0.252839286
GSE29013 FOXM1 BUB1B 0.296164402 0.391139597 1.344691208 0.624717882 2.894417621 0.75718338 0.448940006
GSE29013 FOXM1 KIFC1 0.335463937 0.293026107 1.398589092 0.787527743 2.483787353 1.144826105 0.252281199
GSE29013 FOXM1 PRR11 0.220879498 1.812679808 1.247173135 0.03572489 43.53941578 0.121852462 0.903015865
GSE29013 FOXM1 KIF4A 0.918476622 0.546347898 2.505470701 0.858691482 7.310406089 1.681120445 0.092739522
GSE29013 FOXM1 MCM10 0.177804176 0.670623678 1.194591369 0.320910157 4.446878693 0.265132566 0.790907341
GSE29013 FOXM1 KIF18B 1.345597676 0.766035496 3.840481217 0.855726633 17.23599034 1.75657353 0.078990528
GSE29013 FOXM1 HIST1H3C -0.080769245 0.333052974 0.922406517 0.48020553 1.771811711 -0.242511706 0.808383688
GSE29013 FOXM1 GRIN2D 0.639990202 0.462410509 1.896462299 0.766195637 4.694061249 1.384030402 0.166349146
GSE29013 FOXM1 CHEK1 0.036415814 1.02901892 1.037086992 0.138010679 7.793233343 0.035388867 0.971769662
GSE29013 FOXM1 TROAP -0.205127783 0.291315908 0.814543225 0.460198909 1.441725853 -0.704142058 0.48134431
GSE29013 FOXM1 ZWINT 0.576744335 0.481528154 1.780233143 0.692786434 4.574613313 1.197737517 0.231019219
GSE29013 FOXM1 CCNB2 1.058499859 0.788844489 2.882044271 0.614094208 13.52590379 1.341835905 0.179649207
GSE29013 FOXM1 KIF2C 0.490288126 0.603837072 1.6327866 0.499968198 5.332323322 0.811954331 0.416817837
GSE29013 FOXM1 CCNB1 0.931968041 0.52329541 2.539502108 0.910581279 7.082367169 1.78095971 0.074919033
GSE29013 FOXM1 CDCA3 0.538280464 0.347042549 1.713058662 0.867698969 3.382013905 1.551050339 0.120889621
GSE29013 FOXM1 KIF20A 1.066530062 0.707914874 2.905280846 0.725454013 11.6349991 1.506579536 0.131918466
GSE29013 FOXM1 CDT1 0.633712627 0.450874638 1.884594404 0.778812135 4.560401549 1.405518462 0.159867163
GSE29013 FOXM1 KIF15 -0.040587066 0.240597206 0.960225557 0.599206545 1.53875676 -0.168693008 0.866038119
GSE29013 FOXM1 CDC6 0.982877152 0.527524923 2.672133327 0.950228594 7.514293472 1.86318619 0.062436075
GSE29013 FOXM1 IKBKE -0.665587401 0.492588015 0.513971532 0.195725489 1.349679785 -1.351205024 0.176629766
GSE29013 FOXM1 CDC25C -0.401519379 0.419951199 0.669302349 0.293872698 1.524352677 -0.956109616 0.339016857
GSE29013 FOXM1 ESPL1 3.186549309 1.653123407 24.20476001 0.947893588 618.0761372 1.927593121 0.053905755
GSE29013 FOXM1 AURKB 0.281161335 0.295459528 1.324667302 0.742354269 2.363754794 0.951606932 0.341296364
GSE29013 FOXM1 SKA1 0.279133261 0.25052974 1.321983501 0.809048829 2.160117306 1.114172159 0.265205337
GSE29013 FOXM1 ERCC6L 0.174814847 0.308345628 1.191025674 0.650813943 2.179643156 0.566944464 0.570751914
GSE29013 FOXM1 KIF23 0.942756707 0.468071044 2.567048272 1.025678473 6.424758832 2.014131657 0.043995713
GSE29013 FOXM1 UBE2C 0.09732183 0.489402823 1.102215042 0.422363029 2.876383387 0.198858333 0.842373564
GSE29013 FOXM1 KIF11 0.063890844 0.246850384 1.065976035 0.657094774 1.729286174 0.258824164 0.795770913
GSE29013 FOXM1 ASF1B -0.004886223 0.819385942 0.995125695 0.199717151 4.958388119 -0.005963275 0.995242023
GSE29013 FOXM1 UBE2T -0.137401664 0.250313248 0.871620057 0.533654521 1.423620517 -0.548918865 0.583061131
GSE29013 FOXM1 CDC20 0.501745942 0.462344552 1.651602356 0.667355275 4.087463521 1.085220837 0.277823858
GSE29013 FOXM1 CENPI 2.377797538 0.790217222 10.78113166 2.291027125 50.73392567 3.009042922 0.002620721
GSE29013 FOXM1 CDC25A 0.869805575 0.470266599 2.386446825 0.949423784 5.998510403 1.849601008 0.064371077
GSE29013 FOXM1 SLC17A9 -0.323408779 0.431342672 0.723677969 0.310731874 1.685407414 -0.749772281 0.453391866
GSE29013 FOXM1 NUSAP1 0.854873635 0.491131437 2.351077267 0.897873317 6.156285318 1.740620881 0.081750055
GSE29013 FOXM1 E2F2 0.585668016 0.477936843 1.796190469 0.703933785 4.583243863 1.225408807 0.22042123
GSE29013 FOXM1 CCNE1 0.925952036 0.584120228 2.524270313 0.803399986 7.931218223 1.585207961 0.112919092
GSE29013 FOXM1 CDCA5 0.186623922 0.361083888 1.20517396 0.593874361 2.445709679 0.516843669 0.605265293
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GSE29013 FOXM1 KIF26B -0.372707694 0.428258625 0.688866563 0.297577919 1.594665164 -0.870286488 0.384143861
GSE29013 FOXM1 ARHGAP22 0.146652321 0.321794242 1.157951297 0.616280658 2.175715218 0.455733203 0.648581843
GSE29013 FOXM1 XRCC2 1.155043003 0.747221342 3.174159914 0.733825575 13.72981742 1.545784279 0.122156675
GSE29013 FOXM1 CCDC150 -0.018349052 0.468491979 0.981818267 0.391967458 2.459303929 -0.039166203 0.968757879
GSE29013 FOXM1 SLC25A35 -1.045851264 0.570689607 0.351392564 0.114820833 1.075386156 -1.832609621 0.066860646
GSE29013 FOXM1 EME1 2.24782363 1.105833606 9.467109463 1.083752536 82.69984026 2.032696074 0.042083238
GSE29013 FOXM1 MEX3A -0.747709649 0.548874953 0.473449678 0.161462108 1.388279887 -1.362258645 0.173116274
GSE29013 FOXM1 RAD51 0.175663111 0.450411785 1.192036407 0.493058345 2.881912071 0.390005584 0.696532418
GSE29013 FOXM1 PRC1 -0.34615709 0.231980275 0.707401352 0.448956142 1.114622624 -1.492183293 0.135651101
GSE29013 FOXM1 ADAP2 -0.379355168 1.340601206 0.684302527 0.049445449 9.470435694 -0.282973912 0.777196835
GSE29013 FOXM1 EPHB2 0.301803186 0.511396043 1.35229505 0.496329807 3.684449082 0.590155497 0.555086405
GSE29013 FOXM1 C1orf112 -0.174865435 0.404265882 0.83956999 0.380141395 1.854251541 -0.432550564 0.66534131
GSE29013 FOXM1 SPAG5 0.575497933 0.556207156 1.778015639 0.597710916 5.289077928 1.03468272 0.300817109
GSE29013 FOXM1 C1QTNF6 0.473909175 0.578438417 1.606261092 0.516949913 4.990956822 0.819290631 0.412620617
GSE29013 FOXM1 DENND1C 1.301376637 0.918251823 3.674351437 0.607523838 22.22276336 1.417232838 0.156414864
GSE29013 FOXM1 E2F1 0.102349157 0.556232743 1.10777019 0.372377563 3.295458474 0.184004193 0.854010165
GSE29013 FOXM1 FANCI 0.634858002 0.574633445 1.886754208 0.611767571 5.81894433 1.104805173 0.269244019
GSE29013 FOXM1 PIF1 -0.024640148 0.284021424 0.975660942 0.559164312 1.70238739 -0.08675454 0.930866623
GSE29013 FOXM1 PAQR4 0.276425386 0.499340166 1.318408578 0.495462626 3.508238739 0.553581316 0.579865416
GSE29013 FOXM1 FANCG 0.995389428 1.145925606 2.705777842 0.286337673 25.56853119 0.868633551 0.385047597
GSE29013 FOXM1 MTA3 0.507585505 0.412351646 1.661275207 0.740367296 3.727656975 1.230953022 0.218340435
GSE29013 FOXM1 TRAIP 0.456870466 0.385764494 1.579124321 0.741400697 3.363408791 1.184324824 0.236284506
GSE29013 FOXM1 TCF19 0.934279383 0.686881014 2.545378555 0.662335758 9.78197525 1.360176457 0.173774091
GSE29013 FOXM1 EFNA4 -0.470110211 0.481958686 0.62493339 0.242990756 1.607228803 -0.975415995 0.329353953
GSE29013 FOXM1 TIMELESS 0.840354402 0.653126215 2.317188047 0.6441978 8.334956202 1.286664632 0.198211206
GSE29013 FOXM1 HAUS8 0.492483055 0.323630798 1.636374387 0.867776007 3.085728474 1.521743473 0.12807337
GSE29013 FOXM1 MCM2 0.049165559 0.711711896 1.050394238 0.260340699 4.238016028 0.069080704 0.94492538
GSE29013 FOXM1 KNTC1 0.061256236 0.368390729 1.063171302 0.516450246 2.188658495 0.166280612 0.867936123
GSE29013 FOXM1 NPM3 -0.110464604 0.336693017 0.895418024 0.462841419 1.732285412 -0.328087005 0.742845879
GSE29013 FOXM1 GMPPA -0.149198929 0.279183145 0.861397741 0.498382294 1.488829112 -0.53441238 0.593056256
GSE29013 FOXM1 R3HDM1 0.003715317 1.119898397 1.003722228 0.111777476 9.013070865 0.003317549 0.997352984
GSE29013 FOXM1 DNMT1 1.963411869 1.281013377 7.12359041 0.578493358 87.72017803 1.532702081 0.125349276
GSE29013 FOXM1 RNASEH2A 0.646280746 0.526508583 1.908429679 0.680003649 5.356006316 1.22748378 0.219640814
GSE29013 FOXM1 RFC4 1.179671982 0.882433891 3.253306885 0.577026745 18.34231392 1.336838934 0.181275217
GSE29013 FOXM1 LIMK1 0.11310463 0.391307295 1.119749087 0.520043106 2.411027089 0.28904299 0.77254848
GSE29013 FOXM1 NCAPD2 -0.250433752 0.419108944 0.77846305 0.342366942 1.770044493 -0.597538553 0.550147875
GSE29013 FOXM1 CKAP5 -0.449778624 0.499427508 0.637769323 0.239634951 1.697372222 -0.900588409 0.3678072
GSE29013 FOXM1 MAGED1 -0.19543507 0.545959975 0.822476745 0.28209907 2.397980243 -0.35796593 0.72036881
GSE29013 FOXM1 FOXM1 0.158847711 0.306689868 1.172159426 0.642586793 2.138166756 0.51794248 0.604498402
GSE37745 FOXA2 LHFPL3 -0.422840143 0.436394581 0.65518336 0.278549972 1.541070828 -0.96893995 0.332575151
GSE37745 FOXA2 BDNF 0.1791939 0.238251709 1.196252675 0.749933406 1.908196716 0.752120106 0.451978834
GSE37745 FOXA2 EXD1 -1.464551101 0.728072745 0.231181745 0.055490277 0.963141691 -2.011545016 0.04426792
GSE37745 FOXA2 RTKN2 0.239335947 0.586292647 1.270405253 0.402614188 4.008625521 0.408219253 0.683112714
GSE37745 FOXA2 SH3GL2 0.061089556 0.166259608 1.062994107 0.767379904 1.4724864 0.36743474 0.713294762
GSE37745 FOXA2 CHIA 0.030785641 0.083691137 1.031264419 0.875249777 1.215088915 0.367848283 0.712986365
GSE37745 FOXA2 TWIST1 -0.082847994 0.086153994 0.920491056 0.777472722 1.089818023 -0.961626857 0.336237076
GSE37745 FOXA2 CPB2 -0.047259663 0.073085016 0.953839688 0.826542731 1.100741822 -0.646639569 0.517865243
GSE37745 FOXA2 HHIP -0.148574809 0.122558001 0.861935525 0.677880624 1.095964129 -1.212281592 0.225404608
GSE37745 FOXA2 APOH -1.530159429 0.673473195 0.216501148 0.057836071 0.810441416 -2.272042064 0.02308397
GSE37745 FOXA2 EPB41L5 -0.071454008 0.365309402 0.931039097 0.455004815 1.905109072 -0.195598601 0.844924355
GSE37745 FOXA2 PRKG2 0.187258131 0.290826349 1.205938536 0.681982666 2.132440931 0.643882964 0.519651329
GSE37745 FOXA2 SEC14L4 -0.244863133 0.348003754 0.782811672 0.395763702 1.548383821 -0.703622103 0.481668143
GSE37745 FOXA2 SSTR1 0.085188935 0.49683267 1.088922783 0.411237158 2.883379589 0.171464036 0.863858907
GSE37745 FOXA2 CFTR 0.339091985 1.203555318 1.403672456 0.132677608 14.85025537 0.281741919 0.778141409
GSE37745 FOXA2 C2orf54 -0.349165756 0.203242757 0.705276217 0.473542203 1.050412273 -1.717973919 0.085801372
GSE37745 FOXA2 PCSK9 0.286842729 0.175364921 1.332214679 0.944720464 1.878646666 1.635690463 0.101904386
GSE37745 FOXA2 SLC46A2 -0.001306401 0.089134449 0.998694452 0.838612356 1.189334502 -0.01465652 0.988306208
GSE37745 FOXA2 C10orf67 0.717415622 0.545698244 2.049130634 0.703186393 5.971299211 1.314674603 0.188619285
GSE37745 FOXA2 GYPE 0.439370037 0.986971538 1.551729379 0.224235457 10.73810581 0.445169917 0.656196965
GSE37745 FOXA2 F11 -0.442306615 0.903743794 0.642552589 0.109305135 3.777259222 -0.489415936 0.624547256
GSE37745 FOXA2 MS4A15 0.002273887 0.18289536 1.002276474 0.70033644 1.434393634 0.01243272 0.99008038
GSE37745 FOXA2 ANKRD29 0.001521694 0.076556854 1.001522852 0.861976748 1.163660187 0.019876653 0.984141769
GSE37745 FOXA2 CX3CR1 -0.571204192 0.587858267 0.564844847 0.178460994 1.787783956 -0.971669914 0.331214789
GSE37745 FOXA2 PLA2G3 0.108347642 0.258738489 1.114435103 0.671144726 1.8505183 0.418753478 0.675396307
GSE37745 FOXA2 SEMA5A -0.324972921 0.187559376 0.722546919 0.500282399 1.043558701 -1.732640237 0.083159633
GSE37745 FOXA2 SCTR 0.15243577 0.622027466 1.164667653 0.344136925 3.941601851 0.245062764 0.806407834
GSE37745 FOXA2 ST6GALNAC5 0.229982561 0.733051351 1.258578061 0.29916151 5.29486142 0.31373322 0.753723668
GSE37745 FOXA2 LRRC36 -0.118528868 0.160957094 0.888226174 0.64791292 1.217672487 -0.736400396 0.461487064
GSE37745 FOXA2 NR0B2 -0.049650103 0.180471566 0.951562315 0.66806629 1.355360766 -0.275113162 0.7832293
GSE37745 FOXA2 CYS1 -0.141863803 0.129290363 0.867739432 0.673499344 1.117999192 -1.097249629 0.272532284
GSE37745 FOXA2 ESYT3 -0.523399077 0.628770459 0.592503157 0.172774754 2.031894026 -0.832416775 0.405173737
GSE37745 FOXA2 PLA2G4F -0.351868866 0.372464011 0.703372352 0.33895602 1.459577749 -0.944705679 0.344809157
GSE37745 FOXA2 TRAK1 0.352067225 0.25041657 1.422004115 0.870454113 2.323035381 1.405926231 0.159746031
GSE37745 FOXA2 TMPRSS13 0.434727018 0.405224975 1.544541369 0.698025713 3.417650662 1.072804108 0.283359017
GSE37745 FOXA2 NCKAP5 -0.027685845 0.108712334 0.972693895 0.786031742 1.20368347 -0.254670692 0.798977454
GSE37745 FOXA2 RAB11FIP1 -0.565637413 0.246425389 0.567997982 0.350420191 0.920671001 -2.295369873 0.021711936
GSE37745 FOXA2 HIST1H2BD 0.015923033 0.12351889 1.01605048 0.797582865 1.294359022 0.12891172 0.897427503
GSE37745 FOXA2 HAS3 0.282265188 0.450420851 1.326130347 0.548513461 3.206159595 0.626669896 0.530875641
GSE37745 FOXA2 FAM167A -1.35197727 0.68340764 0.258728179 0.067783828 0.987555175 -1.978288202 0.047896203
GSE37745 FOXA2 SLC16A11 -0.442424148 0.436684307 0.642477072 0.272992853 1.512042471 -1.013144142 0.310991316
GSE37745 FOXA2 SCEL 0.638639501 1.147401167 1.893902474 0.199842552 17.94846262 0.556596524 0.577803129
GSE37745 FOXA2 LRRN3 -0.021154937 0.150744405 0.979067259 0.728615923 1.315607673 -0.140336463 0.888394156
GSE37745 FOXA2 IRX2 -2.187185093 0.518111729 0.112232228 0.0406537 0.309838289 -4.221454509 2.43E-05
GSE37745 FOXA2 HSD17B6 -0.106999224 0.08179701 0.89852637 0.765429306 1.054767085 -1.308106784 0.190837093
GSE37745 FOXA2 WIF1 0.014363475 0.053394511 1.014467125 0.913668154 1.126386582 0.269006585 0.787924616
GSE37745 FOXA2 CRTAC1 -0.143659507 0.3771021 0.866182627 0.41363719 1.8138416 -0.380956529 0.703235505
GSE37745 FOXA2 LGI3 0.086934647 0.421815214 1.090825388 0.477205539 2.493474888 0.206096517 0.836715519
GSE37745 FOXA2 PARD6B -0.726395661 0.476166213 0.483649087 0.190202822 1.229826334 -1.525508617 0.127132286
GSE37745 FOXA2 MMP28 0.074880991 0.250070373 1.07775588 0.66017658 1.759465229 0.299439674 0.764604595
GSE37745 FOXA2 WNT7A 0.817034854 0.418306767 2.263777446 0.997172661 5.139218637 1.953195403 0.050796446
GSE37745 FOXA2 WWC1 -0.081632495 0.378752458 0.921610593 0.438684996 1.936163973 -0.215529941 0.829354171
GSE37745 FOXA2 ZBTB42 -0.098088953 0.191011018 0.906568258 0.623464365 1.318224508 -0.513525107 0.607584053
GSE37745 FOXA2 CGN 0.081208712 0.148590895 1.084597241 0.810564719 1.451273596 0.546525491 0.58470477
GSE37745 FOXA2 GOLT1A -0.15473556 0.12573762 0.856641678 0.6695317 1.09604215 -1.230622628 0.218464038
GSE37745 FOXA2 C16orf89 -0.033692577 0.055005067 0.966868697 0.868054717 1.076931048 -0.612535872 0.540183272
GSE37745 FOXA2 NRGN -0.376137181 0.138332025 0.68650815 0.52347659 0.900314264 -2.71908968 0.006546186
GSE37745 FOXA2 FLRT3 -0.013508012 0.091933602 0.986582812 0.82390952 1.181374438 -0.146932255 0.883185492
GSE37745 FOXA2 STAC -0.227268164 0.183721451 0.796707106 0.555795092 1.142043571 -1.237025738 0.216077528
GSE37745 FOXA2 SULT2B1 -0.080349995 0.178539242 0.922793317 0.650326667 1.309415021 -0.450041088 0.652680814
GSE37745 FOXA2 YIF1B 0.705091141 0.486706504 2.024031149 0.779707774 5.254150629 1.448698826 0.147421708
GSE37745 FOXA2 MFSD2A -0.406060951 0.279968549 0.666269556 0.384893262 1.153346046 -1.450380595 0.146952415
GSE37745 FOXA2 NMUR1 -0.419657261 0.393375602 0.657272054 0.304020765 1.420977127 -1.066810595 0.286057373
GSE37745 FOXA2 RAP1GAP -0.124477069 0.368954788 0.882958508 0.428435463 1.819680664 -0.337377568 0.735832292
GSE37745 FOXA2 TGFB2 -0.970248073 0.652231629 0.37898901 0.105547037 1.360840372 -1.487582064 0.136861147
GSE37745 FOXA2 PRDM16 0.098874514 0.332506614 1.103927763 0.575321379 2.118218705 0.297361045 0.766190881
GSE37745 FOXA2 GPRIN2 -0.129674528 0.2468361 0.878381273 0.541471745 1.424919524 -0.52534669 0.599342206
GSE37745 FOXA2 AMOTL2 -0.160601982 0.184148829 0.851630968 0.593613375 1.221797446 -0.872131433 0.38313668
GSE37745 FOXA2 TACSTD2 1.128753697 0.740347073 3.091800778 0.724480884 13.19459527 1.524627756 0.12735197
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GSE37745 FOXA2 SFTPB -0.030959283 0.056924894 0.969515048 0.867161517 1.083949655 -0.543861944 0.586536479
GSE37745 FOXA2 SLFNL1 -0.260255351 0.370964001 0.770854722 0.372569593 1.594915459 -0.701564977 0.4829505
GSE37745 FOXA2 ADRB2 -0.27293085 0.122230169 0.761145419 0.598997665 0.967186323 -2.232925405 0.025553864
GSE37745 FOXA2 STARD10 -0.022668475 0.452794327 0.977586524 0.402472282 2.37451237 -0.050063514 0.960071775
GSE37745 FOXA2 EXPH5 -1.196844554 0.874101674 0.302146115 0.054472878 1.675921638 -1.369228077 0.170927992
GSE37745 FOXA2 DRAM1 -0.285636782 0.134772779 0.751535537 0.577072959 0.978742212 -2.119395204 0.034057082
GSE37745 FOXA2 HPN 0.008942363 0.133926278 1.008982466 0.776042247 1.311843034 0.06677079 0.946764178
GSE37745 FOXA2 ATP2A2 -0.30707888 0.442279754 0.735592575 0.309149201 1.750276033 -0.69430915 0.487488354
GSE37745 FOXA2 EFNB2 0.036139816 0.113098476 1.036800797 0.830664643 1.294091307 0.319542905 0.749314861
GSE37745 FOXA2 LIPH 0.049572318 0.10941213 1.050821583 0.848002652 1.30214923 0.453078816 0.650491989
GSE37745 FOXA2 C4BPA -0.177849144 0.067978783 0.837068691 0.732651517 0.956367354 -2.616244903 0.008890277
GSE37745 FOXA2 CMTM8 0.035335948 0.158578547 1.035967682 0.759213468 1.413606427 0.222829312 0.823668354
GSE37745 FOXA2 C1orf116 -0.145225124 0.093474138 0.864827578 0.720052562 1.03871131 -1.553639621 0.120270403
GSE37745 FOXA2 CRB3 -0.309978399 0.302520071 0.733462799 0.405389541 1.327038868 -1.024653994 0.305526478
GSE37745 FOXA2 CTNNBIP1 -0.093046269 0.194605796 0.911151341 0.622216846 1.334256333 -0.478126915 0.632559877
GSE37745 FOXA2 PLLP -0.088691209 0.120185593 0.915128113 0.723068987 1.15820133 -0.737952088 0.460543564
GSE37745 FOXA2 KIAA1324L 0.293834323 0.167996129 1.341561619 0.965188326 1.864700939 1.749054122 0.080281665
GSE37745 FOXA2 SEMA3B -0.864785338 0.434988714 0.421141946 0.179541742 0.987851275 -1.988063849 0.046804629
GSE37745 FOXA2 PRSS8 -0.145816037 0.107730236 0.864316691 0.699798097 1.067512681 -1.353529357 0.175886578
GSE37745 FOXA2 EVPL -0.255293426 0.186011971 0.774689151 0.538014273 1.115478363 -1.372456969 0.169921226
GSE37745 FOXA2 SUSD2 -0.027046979 0.14072503 0.973315515 0.738700314 1.282445768 -0.192197358 0.847587615
GSE37745 FOXA2 ELAVL1 0.030799599 0.380627876 1.031278814 0.489085808 2.174538651 0.080917876 0.935507264
GSE37745 FOXA2 SFTA3 -0.07124849 0.059231752 0.931230462 0.829161284 1.045864285 -1.202876621 0.229024069
GSE37745 FOXA2 AP1M2 0.08266006 0.200073239 1.086172512 0.733831175 1.607686845 0.413149007 0.679497446
GSE37745 FOXA2 INPP5K -0.741962967 0.529168665 0.476178275 0.168787544 1.343379638 -1.402129447 0.160876595
GSE37745 FOXA2 CLDN4 0.043803499 0.698322876 1.044777035 0.265833744 4.106171907 0.062726713 0.949984125
GSE37745 FOXA2 SULT1A2 -0.348460402 0.200509622 0.705773862 0.47642163 1.045537633 -1.73787372 0.082233067
GSE37745 FOXA2 RILP -0.437412099 0.330863354 0.645705282 0.337600391 1.234996528 -1.322032476 0.186157337
GSE37745 FOXA2 LAMA3 0.034251595 0.470034358 1.034844935 0.411890056 2.599975463 0.072870406 0.941909244
GSE37745 FOXA2 TMEM54 0.144378888 0.160662759 1.155321763 0.843231003 1.582921371 0.898645641 0.36884144
GSE37745 FOXA2 BFSP1 0.02487093 0.207436843 1.025182792 0.682701327 1.539472262 0.119896398 0.904565218
GSE37745 FOXA2 RASSF7 -0.084079434 0.3941964 0.919358225 0.424564992 1.990789539 -0.213293257 0.831098233
GSE37745 FOXA2 RAB17 0.204683512 0.197224034 1.227136629 0.833710973 1.806218648 1.037822356 0.299352767
GSE37745 FOXA2 DLX4 -0.321659465 0.40762293 0.724945017 0.32608874 1.611663374 -0.78911033 0.430047525
GSE37745 FOXA2 TMEM63B 0.2323091 0.399225759 1.261509601 0.576858077 2.758748705 0.581899075 0.560634664
GSE37745 FOXA2 SCNN1B -0.13103662 0.094487801 0.877185652 0.728892291 1.055649341 -1.38680992 0.165499731
GSE37745 FOXA2 FAM189A2 -0.271619815 0.155888648 0.762143962 0.561493011 1.034498038 -1.742396369 0.081439111
GSE37745 FOXA2 EPCAM -0.181933848 0.178015033 0.833656486 0.588112571 1.181717873 -1.022013958 0.306774294
GSE37745 FOXA2 COBL 0.005129215 0.10877616 1.005142392 0.812151694 1.243993252 0.04715385 0.962390609
GSE37745 FOXA2 VSIG2 0.151011474 0.150303562 1.163010002 0.866253148 1.561428398 1.004709883 0.315036568
GSE37745 FOXA2 CPAMD8 -0.200371438 0.18063147 0.818426702 0.574415307 1.16609404 -1.10928311 0.267308069
GSE37745 FOXA2 C19orf33 0.015366898 0.073770081 1.015485575 0.878780784 1.173456422 0.208307992 0.834988492
GSE37745 FOXA2 CEACAM6 -0.129237518 0.071817149 0.878765218 0.763382133 1.011588135 -1.799535632 0.071933993
GSE37745 FOXA2 SFTA2 -0.179568065 0.071901115 0.835631072 0.725792106 0.962092702 -2.497430881 0.012509685
GSE37745 FOXA2 FAM129B 0.136888467 0.367219612 1.146700247 0.558305628 2.355200073 0.372770034 0.709319607
GSE37745 FOXA2 SH2D4A 0.072859608 0.200581708 1.075579524 0.725950596 1.593595099 0.363241538 0.716424461
GSE37745 FOXA2 TMEM125 -0.03623913 0.135167979 0.964409647 0.73995678 1.25694634 -0.268104401 0.788618959
GSE37745 FOXA2 PPP1R13L -0.108335678 0.195265913 0.897326333 0.611983575 1.315712677 -0.554811007 0.579023937
GSE37745 FOXA2 PTK7 -0.143568111 0.211881838 0.866261796 0.571866971 1.312209897 -0.677585737 0.498034392
GSE37745 FOXA2 PDZK1IP1 -0.070230756 0.08678361 0.93217869 0.786373424 1.105018409 -0.809262897 0.418363943
GSE37745 FOXA2 LAMB3 -0.229016686 0.121339891 0.795315263 0.626981338 1.00884401 -1.887398146 0.059106794
GSE37745 FOXA2 ITGA3 -0.126755796 0.136877866 0.880948778 0.673658829 1.15202342 -0.926050349 0.354419815
GSE37745 FOXA2 FAAH 0.254564676 0.238705681 1.289899974 0.807921918 2.05940934 1.066437444 0.286225943
GSE37745 FOXA2 AATK -0.259127981 0.420394235 0.77172425 0.338549304 1.759147962 -0.616392804 0.537635302
GSE37745 FOXA2 CCNJL -0.271495684 0.143868207 0.762238573 0.574950006 1.010535937 -1.887113835 0.059145016
GSE37745 FOXA2 N4BP1 -0.419027333 0.524799912 0.657686219 0.23513011 1.839624721 -0.798451606 0.424608466
GSE37745 FOXA2 MLPH 0.054501812 0.100368241 1.05601439 0.867433588 1.28559282 0.543018506 0.587117061
GSE37745 FOXA2 NAPSA -0.077461764 0.057912745 0.92546241 0.826158481 1.036702633 -1.337559871 0.181039953
GSE37745 FOXA2 ST6GALNAC6 -0.899122078 0.367616382 0.406926753 0.19797056 0.836434379 -2.445816131 0.014452468
GSE37745 FOXA2 HYAL1 0.096555417 0.116395537 1.101370614 0.876712955 1.383596789 0.829545697 0.40679569
GSE37745 FOXA2 LAMP3 -0.013270697 0.092746268 0.986816971 0.822793483 1.183538462 -0.143086044 0.886222227
GSE37745 FOXA2 NINJ2 -0.179699976 0.111956109 0.83552085 0.670903534 1.040529757 -1.605093087 0.10847332
GSE37745 FOXA2 TBC1D2 -0.110779802 0.233699143 0.895135834 0.566192187 1.415187598 -0.474027422 0.635480353
GSE37745 FOXA2 MALL -0.130765556 0.090484719 0.877423457 0.734832757 1.047683184 -1.445167284 0.148410903
GSE37745 FOXA2 FKBP1B 0.011425441 0.101202765 1.011490961 0.829503182 1.233405712 0.11289653 0.910112588
GSE37745 FOXA2 EFNA1 -0.198203756 0.161089358 0.820202715 0.598138411 1.124710404 -1.230396339 0.218548724
GSE37745 FOXA2 CYP2B6 -0.399682952 0.292705696 0.670532603 0.377805572 1.190067075 -1.365477191 0.172103117
GSE37745 FOXA2 MAL2 0.063062161 0.127529962 1.065093044 0.829533345 1.367543812 0.494488981 0.620960887
GSE37745 FOXA2 UNC13B -0.015306221 0.129827114 0.984810324 0.763560675 1.270169361 -0.117896952 0.906149309
GSE37745 FOXA2 SFTPD -0.075105306 0.06772427 0.927645794 0.812335022 1.059324906 -1.108986575 0.267435974
GSE37745 FOXA2 NFATC3 -0.443814613 0.433780007 0.641584351 0.27416976 1.501370832 -1.023132937 0.306244996
GSE37745 FOXA2 NKX2.1 0.067097895 0.154222837 1.069400161 0.790433847 1.446821527 0.43507107 0.663510842
GSE37745 FOXA2 WWC3 0.104925819 0.144491399 1.110628219 0.836714706 1.474212217 0.726173455 0.467732443
GSE37745 FOXA2 WFS1 -0.159223335 0.249839409 0.852805876 0.522620564 1.391598252 -0.63730272 0.52392768
GSE37745 FOXA2 JUP 0.234929768 0.205145243 1.264819934 0.84607479 1.890813302 1.145187501 0.252131495
GSE37745 FOXA2 CCND3 0.1181596 0.208022969 1.125423714 0.748594428 1.691942245 0.568012274 0.570026634
GSE37745 FOXA2 PPL -0.078301037 0.120160498 0.92468602 0.7306569 1.170240416 -0.651637089 0.514635316
GSE37745 FOXA2 SELENBP1 -0.139815562 0.113921484 0.869518593 0.69551857 1.087048737 -1.227297587 0.219710762
GSE37745 FOXA2 MRPL14 0.072945325 0.270559557 1.075671723 0.632964043 1.828017989 0.269609124 0.78746098
GSE37745 FOXA2 CD55 -0.244260677 0.11333176 0.783283423 0.627264583 0.978108661 -2.155271197 0.031140618
GSE37745 FOXA2 CTSH -0.140546003 0.11893258 0.868883693 0.688218038 1.096976293 -1.181728361 0.237313501
GSE37745 FOXA2 LPCAT1 -0.275565945 0.130842458 0.759142369 0.587421623 0.981062177 -2.10608964 0.035196567
GSE37745 FOXA2 FOXA2 -0.162835205 0.368823776 0.849731209 0.41241856 1.750753232 -0.441498664 0.658852028
GSE37745 UHRF1 ASPM 0.042382564 0.150093118 1.043293529 0.777404447 1.400122411 0.282375135 0.777655879
GSE37745 UHRF1 GINS2 0.298211048 0.492698677 1.347446133 0.513009654 3.539136286 0.6052605 0.545005923
GSE37745 UHRF1 MAGEA12 -0.032664681 0.049852715 0.967863048 0.877766902 1.067206882 -0.655223716 0.512323727
GSE37745 UHRF1 CENPF 0.324200484 0.269757663 1.382924534 0.815042664 2.34647872 1.201821223 0.229432801
GSE37745 UHRF1 KIF14 0.173023311 0.104731754 1.188893819 0.968267241 1.459791731 1.652061621 0.09852199
GSE37745 UHRF1 SHCBP1 0.119593889 0.114219629 1.127039056 0.900979774 1.409817479 1.047051986 0.295075602
GSE37745 UHRF1 DLGAP5 0.197930575 0.091872062 1.218877771 1.01802517 1.459357846 2.154415299 0.031207618
GSE37745 UHRF1 ANLN 0.116384074 0.088871609 1.123427269 0.943837678 1.337188436 1.309575415 0.19033951
GSE37745 UHRF1 CDCA2 0.399989304 0.221576276 1.491808741 0.966289097 2.303134049 1.805199141 0.071043525
GSE37745 UHRF1 CDK1 0.15555933 0.108705655 1.16831125 0.944122044 1.445735948 1.431014155 0.152426158
GSE37745 UHRF1 BUB1 0.795777934 0.489365375 2.216164356 0.849284902 5.782964521 1.626142705 0.103919301
GSE37745 UHRF1 TPX2 0.15310034 0.089521297 1.165441913 0.977889915 1.388964988 1.710211378 0.087226792
GSE37745 UHRF1 BIRC5 0.149088299 0.144294979 1.16077548 0.874830905 1.540183031 1.033218898 0.301501471
GSE37745 UHRF1 MKI67 0.205978298 0.141863073 1.228726538 0.930467422 1.622591904 1.451951478 0.146515097
GSE37745 UHRF1 BUB1B 0.194974092 0.112156968 1.215279501 0.975456681 1.514064431 1.738403728 0.0821397
GSE37745 UHRF1 HIST1H2AJ -0.042764507 0.298616895 0.958136998 0.533635175 1.720326077 -0.143208597 0.88612544
GSE37745 UHRF1 KIF4A 0.166442342 0.108449125 1.181095435 0.954933059 1.460821167 1.534750447 0.124845139
GSE37745 UHRF1 TTK 0.181058833 0.086374922 1.198485688 1.011836602 1.419565117 2.096196785 0.036064738
GSE37745 UHRF1 MCM10 0.212880592 0.14698455 1.237236907 0.927554401 1.650313083 1.448319513 0.147527713
GSE37745 UHRF1 KIF18B 0.114320834 0.126171851 1.121111758 0.875490087 1.435643411 0.906072418 0.364897523
GSE37745 UHRF1 RRM2 0.215405468 0.113878128 1.240364723 0.992238714 1.550538822 1.891543812 0.058551788
GSE37745 UHRF1 GPR37 -0.163662686 0.131974846 0.849028363 0.65551858 1.09966244 -1.240105143 0.214936507
GSE37745 UHRF1 TUBB3 0.235499009 0.207490647 1.265540128 0.842673935 1.900606804 1.134986142 0.256381125
GSE37745 UHRF1 GTSE1 0.109536767 0.519919423 1.115761093 0.402730942 3.091202304 0.210680274 0.833136768
GSE37745 UHRF1 CKAP2L 0.409905718 0.137247239 1.506675726 1.151316501 1.971718237 2.986622677 0.002820776
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GSE37745 UHRF1 CCNB2 0.789795782 0.570928645 2.202946499 0.719496368 6.744958685 1.383352873 0.166556693
GSE37745 UHRF1 CDCA3 0.057278095 0.132426881 1.058950258 0.816871221 1.372769197 0.432526198 0.665359016
GSE37745 UHRF1 KIF20A 0.17458329 0.117047736 1.190749916 0.946649796 1.497792919 1.491556314 0.135815498
GSE37745 UHRF1 CDT1 0.585328712 0.191836335 1.795581118 1.232859669 2.615148855 3.051187945 0.002279378
GSE37745 UHRF1 KIF15 0.202491559 0.109417746 1.22444975 0.988107994 1.517321182 1.850628143 0.064223068
GSE37745 UHRF1 GPD1 -1.213601396 0.531018821 0.297125284 0.104938674 0.841285978 -2.285420682 0.022288172
GSE37745 UHRF1 HJURP 0.296417098 0.127004962 1.345031049 1.048637757 1.725198728 2.333901716 0.019600869
GSE37745 UHRF1 ACTN2 0.952411787 0.618461593 2.591953368 0.771243863 8.710892339 1.539969172 0.123567868
GSE37745 UHRF1 CEP55 0.074654397 0.084933545 1.077511695 0.912276374 1.27267513 0.878974217 0.379415255
GSE37745 UHRF1 EXO1 0.252506389 0.118374633 1.287247721 1.020707865 1.623389758 2.13311233 0.032915513
GSE37745 UHRF1 CENPA 0.306015115 0.208738396 1.358002832 0.902032595 2.044462365 1.466022164 0.142642249
GSE37745 UHRF1 NEIL3 0.193466229 0.099725383 1.213448406 0.998010052 1.47539299 1.939989831 0.052380926
GSE37745 UHRF1 SPC25 0.197072374 0.108316609 1.217832177 0.984891025 1.505867322 1.819410484 0.068848828
GSE37745 UHRF1 CUX2 0.196390244 0.454414979 1.21700174 0.499450517 2.965445391 0.432182592 0.665608711
GSE37745 UHRF1 SKA1 0.147994603 0.15396291 1.159506638 0.857471654 1.567930132 0.961235418 0.336433812
GSE37745 UHRF1 UBE2C 0.049216011 0.080874513 1.050447235 0.896465813 1.230877271 0.608547859 0.542824174
GSE37745 UHRF1 KIF11 0.201163361 0.114506519 1.222824517 0.977003259 1.530496226 1.756785232 0.078954423
GSE37745 UHRF1 E2F7 -0.39207184 0.426587582 0.675655573 0.292828508 1.558968613 -0.919088733 0.358049162
GSE37745 UHRF1 ASF1B 0.186475774 0.159598748 1.20499543 0.881322179 1.647540503 1.168403743 0.242643946
GSE37745 UHRF1 CCNA2 0.131553723 0.125902461 1.140599182 0.891178471 1.459827112 1.044886027 0.296075649
GSE37745 UHRF1 CDC20 0.165437198 0.096153766 1.179908859 0.977242235 1.42460576 1.720548292 0.085332823
GSE37745 UHRF1 ERC2 -0.078244305 0.181565663 0.92473848 0.647843278 1.319981677 -0.430942195 0.666510402
GSE37745 UHRF1 HOXA10 0.30982018 0.167016951 1.363179964 0.982625675 1.891116487 1.855022363 0.063593033
GSE37745 UHRF1 CDC25A 0.519835791 0.414951948 1.681751468 0.745682717 3.792883939 1.252761419 0.210292546
GSE37745 UHRF1 C10orf67 0.717415622 0.545698244 2.049130634 0.703186393 5.971299211 1.314674603 0.188619285
GSE37745 UHRF1 MS4A15 0.002273887 0.18289536 1.002276474 0.70033644 1.434393634 0.01243272 0.99008038
GSE37745 UHRF1 NUSAP1 0.20463501 0.116018182 1.227077112 0.977500526 1.540375886 1.763818443 0.077762551
GSE37745 UHRF1 CDCA5 0.212609305 0.134160718 1.236901306 0.950905235 1.608914102 1.584735898 0.113026352
GSE37745 UHRF1 CYS1 -0.141863803 0.129290363 0.867739432 0.673499344 1.117999192 -1.097249629 0.272532284
GSE37745 UHRF1 TMEM8B -0.170071249 0.369299593 0.843604709 0.409063389 1.739752136 -0.460523791 0.645140298
GSE37745 UHRF1 FAM111B 0.526262901 0.257903581 1.692595079 1.020998603 2.805956927 2.040541272 0.041296445
GSE37745 UHRF1 NDC80 0.242235521 0.10328121 1.274094233 1.040611029 1.559964358 2.345397773 0.01900679
GSE37745 UHRF1 SLC16A11 -0.442424148 0.436684307 0.642477072 0.272992853 1.512042471 -1.013144142 0.310991316
GSE37745 UHRF1 RAD51 0.720147986 0.499663701 2.054737261 0.771688065 5.471051585 1.441265366 0.149509728
GSE37745 UHRF1 DSTN 0.053912644 0.23344219 1.055392403 0.667894107 1.667709167 0.230946444 0.817356409
GSE37745 UHRF1 PRC1 0.19522858 0.117019417 1.215588814 0.966450436 1.528951832 1.668343463 0.095247565
GSE37745 UHRF1 KCMF1 -0.106771267 0.294361186 0.898731219 0.504741637 1.600259905 -0.362721963 0.716812592
GSE37745 UHRF1 CGN 0.081208712 0.148590895 1.084597241 0.810564719 1.451273596 0.546525491 0.58470477
GSE37745 UHRF1 SPATA2L -0.155017955 0.353872494 0.856399801 0.428015744 1.713536542 -0.438061612 0.661341621
GSE37745 UHRF1 SLC25A4 -0.595454267 0.575787091 0.551312066 0.178355554 1.704152114 -1.034157029 0.301062759
GSE37745 UHRF1 TMOD1 0.185533375 0.209253334 1.203860378 0.798839186 1.814232245 0.886644776 0.375270179
GSE37745 UHRF1 ATOH8 0.015211967 0.511658754 1.015328258 0.372461813 2.767777624 0.029730688 0.976281837
GSE37745 UHRF1 LIMS2 -0.79053032 0.508718532 0.453604176 0.167361302 1.229416519 -1.553964068 0.120192988
GSE37745 UHRF1 PRDM16 0.098874514 0.332506614 1.103927763 0.575321379 2.118218705 0.297361045 0.766190881
GSE37745 UHRF1 CENPH 0.410828204 0.147686488 1.508066255 1.129040331 2.014333561 2.781758913 0.005406519
GSE37745 UHRF1 ADRB2 -0.27293085 0.122230169 0.761145419 0.598997665 0.967186323 -2.232925405 0.025553864
GSE37745 UHRF1 RADIL 0.661587065 0.339230671 1.937865413 0.996712583 3.767708389 1.95025722 0.051145469
GSE37745 UHRF1 ARHGEF4 -0.240429378 0.58353879 0.786290173 0.250538071 2.467697759 -0.41201953 0.680325108
GSE37745 UHRF1 TK1 0.210134786 0.14773643 1.233844354 0.923648865 1.648214975 1.42236269 0.154920988
GSE37745 UHRF1 EFNB2 0.036139816 0.113098476 1.036800797 0.830664643 1.294091307 0.319542905 0.749314861
GSE37745 UHRF1 CTNNBIP1 -0.093046269 0.194605796 0.911151341 0.622216846 1.334256333 -0.478126915 0.632559877
GSE37745 UHRF1 PTTG1 0.211245574 0.152051281 1.235215654 0.916888451 1.664060346 1.389304798 0.164740085
GSE37745 UHRF1 SEMA3B -0.864785338 0.434988714 0.421141946 0.179541742 0.987851275 -1.988063849 0.046804629
GSE37745 UHRF1 PPP1R13B 0.049992588 0.205319879 1.051263304 0.702979899 1.572099766 0.243486349 0.807628659
GSE37745 UHRF1 MCM2 0.196633731 0.130942545 1.2172981 0.941756113 1.573459036 1.501679465 0.13317991
GSE37745 UHRF1 ELAVL1 0.030799599 0.380627876 1.031278814 0.489085808 2.174538651 0.080917876 0.935507264
GSE37745 UHRF1 ASPRV1 -0.134239581 0.620308448 0.874380555 0.259234609 2.949225629 -0.216407791 0.828669894
GSE37745 UHRF1 HDAC5 -0.589675776 0.53077673 0.55450704 0.195933679 1.56929661 -1.110967648 0.266582275
GSE37745 UHRF1 EIF4B 0.038183176 0.285054198 1.038921521 0.594215764 1.816441083 0.133950583 0.893441651
GSE37745 UHRF1 NPR1 0.049525118 0.444630993 1.050771985 0.439579973 2.511765396 0.111384764 0.911311241
GSE37745 UHRF1 SASH1 0.334744492 0.255828229 1.397583246 0.846479223 2.307485969 1.308473634 0.190712712
GSE37745 UHRF1 FAM189A2 -0.271619815 0.155888648 0.762143962 0.561493011 1.034498038 -1.742396369 0.081439111
GSE37745 UHRF1 COBL 0.005129215 0.10877616 1.005142392 0.812151694 1.243993252 0.04715385 0.962390609
GSE37745 UHRF1 CPAMD8 -0.200371438 0.18063147 0.818426702 0.574415307 1.16609404 -1.10928311 0.267308069
GSE37745 UHRF1 PLXNA2 -0.311482019 0.149038396 0.732360779 0.546843891 0.980814304 -2.089944785 0.03662276
GSE37745 UHRF1 STK24 0.69479509 0.318412488 2.003298536 1.073278606 3.739201549 2.1820598 0.02910512
GSE37745 UHRF1 ZNF324 -0.434888092 0.306935474 0.647337105 0.354704381 1.181393157 -1.416871389 0.156520533
GSE37745 UHRF1 ST6GALNAC6 -0.899122078 0.367616382 0.406926753 0.19797056 0.836434379 -2.445816131 0.014452468
GSE37745 UHRF1 CKB 0.192900208 0.121659787 1.212761764 0.955473173 1.539332696 1.585570822 0.112836699
GSE37745 UHRF1 NEDD4L -0.092362251 0.182778273 0.911774798 0.637245 1.304574039 -0.505324016 0.613331277
GSE37745 UHRF1 CRY2 -0.718001332 0.344419098 0.487726085 0.248316693 0.95795708 -2.084673399 0.037098957
GSE37745 UHRF1 MAN2A2 -0.277157317 0.41737474 0.757935252 0.334473784 1.717521292 -0.664049091 0.506658892
GSE37745 UHRF1 ANXA11 -0.765533505 0.315016748 0.465085739 0.250836239 0.862334507 -2.430135888 0.015093163
GSE37745 UHRF1 MEPCE 0.262506127 0.289588809 1.300184435 0.737066244 2.293524603 0.906478839 0.36468246
GSE37745 UHRF1 FBXW4 -0.340272322 0.286500011 0.711576519 0.405837671 1.247644511 -1.187686939 0.234956771
GSE37745 UHRF1 WFS1 -0.159223335 0.249839409 0.852805876 0.522620564 1.391598252 -0.63730272 0.52392768
GSE37745 UHRF1 STT3A 0.04408069 0.14350132 1.045066678 0.788851862 1.38449868 0.307179684 0.758706608
GSE37745 UHRF1 CDK2AP1 -0.273976351 0.30154494 0.760350057 0.421054259 1.37305869 -0.908575519 0.363574234
GSE37745 UHRF1 CSRP1 -0.120048399 0.317220412 0.886877512 0.47626113 1.651513571 -0.378438444 0.705104914
GSE37745 UHRF1 UHRF1 0.229201702 0.120268929 1.257595673 0.993500149 1.591893949 1.905743275 0.056683522
GSE37745 FOXM1 PBK 0.12970481 0.078098301 1.138492262 0.976905803 1.326806155 1.660789149 0.096755801
GSE37745 FOXM1 HELLS 0.650163657 0.183544238 1.915854346 1.336993666 2.745336772 3.542272228 0.000396696
GSE37745 FOXM1 NEK2 0.313424213 0.121399029 1.368101774 1.078408656 1.735615208 2.581768694 0.009829544
GSE37745 FOXM1 POLQ 0.34236784 0.176428479 1.408278223 0.996580235 1.990053066 1.940547475 0.05231319
GSE37745 FOXM1 SKA3 0.651190626 0.227575531 1.917822879 1.227710166 2.995857408 2.861426367 0.004217395
GSE37745 FOXM1 ASPM 0.042382564 0.150093118 1.043293529 0.777404447 1.400122411 0.282375135 0.777655879
GSE37745 FOXM1 GINS2 0.298211048 0.492698677 1.347446133 0.513009654 3.539136286 0.6052605 0.545005923
GSE37745 FOXM1 DEPDC1 0.325202221 0.125319459 1.384310554 1.082832827 1.769724433 2.594985842 0.009459482
GSE37745 FOXM1 HMMR 0.292218259 0.113303101 1.339395321 1.072667205 1.672447723 2.579084393 0.009906258
GSE37745 FOXM1 CENPF 0.324200484 0.269757663 1.382924534 0.815042664 2.34647872 1.201821223 0.229432801
GSE37745 FOXM1 SHCBP1 0.119593889 0.114219629 1.127039056 0.900979774 1.409817479 1.047051986 0.295075602
GSE37745 FOXM1 BRIP1 0.348563654 0.163804189 1.417030739 1.02789533 1.953483062 2.127928813 0.033342986
GSE37745 FOXM1 DLGAP5 0.197930575 0.091872062 1.218877771 1.01802517 1.459357846 2.154415299 0.031207618
GSE37745 FOXM1 ANLN 0.116384074 0.088871609 1.123427269 0.943837678 1.337188436 1.309575415 0.19033951
GSE37745 FOXM1 COL1A1 -0.371428201 0.290126824 0.689748527 0.390601927 1.217999701 -1.280227029 0.200465303
GSE37745 FOXM1 CDCA8 0.23530063 0.136013631 1.265289096 0.969203006 1.651827828 1.729978294 0.083634153
GSE37745 FOXM1 MELK 0.16072408 0.099005246 1.174360895 0.967226447 1.425853806 1.623389536 0.10450616
GSE37745 FOXM1 CDCA2 0.399989304 0.221576276 1.491808741 0.966289097 2.303134049 1.805199141 0.071043525
GSE37745 FOXM1 BUB1 0.795777934 0.489365375 2.216164356 0.849284902 5.782964521 1.626142705 0.103919301
GSE37745 FOXM1 MND1 0.06363693 0.11708099 1.065705403 0.84718381 1.340592197 0.543529138 0.586765534
GSE37745 FOXM1 CD72 0.024013534 0.178216558 1.024304181 0.722321824 1.452536835 0.134743566 0.892814627
GSE37745 FOXM1 TPX2 0.15310034 0.089521297 1.165441913 0.977889915 1.388964988 1.710211378 0.087226792
GSE37745 FOXM1 BIRC5 0.149088299 0.144294979 1.16077548 0.874830905 1.540183031 1.033218898 0.301501471
GSE37745 FOXM1 MKI67 0.205978298 0.141863073 1.228726538 0.930467422 1.622591904 1.451951478 0.146515097
GSE37745 FOXM1 BUB1B 0.194974092 0.112156968 1.215279501 0.975456681 1.514064431 1.738403728 0.0821397
GSE37745 FOXM1 KIFC1 0.400664308 0.195340498 1.492816057 1.017963403 2.189174753 2.051107233 0.040256505
GSE37745 FOXM1 PRR11 -0.135798937 0.258862029 0.873018147 0.525629235 1.449996753 -0.524599676 0.599861512
GSE37745 FOXM1 KIF4A 0.166442342 0.108449125 1.181095435 0.954933059 1.460821167 1.534750447 0.124845139
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GSE37745 FOXM1 MCM10 0.212880592 0.14698455 1.237236907 0.927554401 1.650313083 1.448319513 0.147527713
GSE37745 FOXM1 KIF18B 0.114320834 0.126171851 1.121111758 0.875490087 1.435643411 0.906072418 0.364897523
GSE37745 FOXM1 HIST1H3C 0.501999924 0.648954459 1.652021887 0.463046664 5.893955248 0.773551852 0.439195854
GSE37745 FOXM1 GRIN2D -0.199595002 0.296087728 0.819062405 0.458444388 1.463347005 -0.674107647 0.500242878
GSE37745 FOXM1 CHEK1 -0.065645884 0.280230622 0.936462422 0.540701553 1.621896336 -0.23425664 0.814785746
GSE37745 FOXM1 TROAP 0.131467933 0.17923734 1.140501335 0.802654598 1.620551728 0.733485185 0.46326256
GSE37745 FOXM1 ZWINT 0.151456378 0.113897214 1.163527545 0.930737442 1.454541623 1.329763678 0.183596147
GSE37745 FOXM1 CCNB2 0.789795782 0.570928645 2.202946499 0.719496368 6.744958685 1.383352873 0.166556693
GSE37745 FOXM1 KIF2C 0.217832089 0.123630058 1.243378273 0.975818794 1.584299811 1.761967055 0.078074864
GSE37745 FOXM1 CCNB1 0.298427639 0.12272577 1.34773801 1.059597957 1.714232961 2.43166239 0.015029709
GSE37745 FOXM1 CDCA3 0.057278095 0.132426881 1.058950258 0.816871221 1.372769197 0.432526198 0.665359016
GSE37745 FOXM1 KIF20A 0.17458329 0.117047736 1.190749916 0.946649796 1.497792919 1.491556314 0.135815498
GSE37745 FOXM1 CDT1 0.585328712 0.191836335 1.795581118 1.232859669 2.615148855 3.051187945 0.002279378
GSE37745 FOXM1 KIF15 0.202491559 0.109417746 1.22444975 0.988107994 1.517321182 1.850628143 0.064223068
GSE37745 FOXM1 CDC6 0.187713484 0.120501228 1.206487788 0.95269108 1.527895886 1.557772375 0.119287217
GSE37745 FOXM1 IKBKE -0.64353189 0.396761708 0.52543337 0.241431245 1.143514904 -1.62196068 0.104811767
GSE37745 FOXM1 CDC25C -0.335016845 0.535683091 0.715326036 0.250339718 2.043987833 -0.625401195 0.531707778
GSE37745 FOXM1 ESPL1 0.15416671 0.150400754 1.166685368 0.868825177 1.566661262 1.025039476 0.305344562
GSE37745 FOXM1 AURKB 0.138035567 0.269620182 1.148016381 0.67677915 1.947373248 0.511963037 0.608676879
GSE37745 FOXM1 SKA1 0.147994603 0.15396291 1.159506638 0.857471654 1.567930132 0.961235418 0.336433812
GSE37745 FOXM1 ERCC6L 0.424201595 0.218118039 1.528369674 0.99670354 2.343639575 1.944825826 0.051795945
GSE37745 FOXM1 KIF23 0.37653841 0.152177084 1.457231511 1.081421962 1.963640237 2.474343707 0.013348121
GSE37745 FOXM1 UBE2C 0.049216011 0.080874513 1.050447235 0.896465813 1.230877271 0.608547859 0.542824174
GSE37745 FOXM1 KIF11 0.201163361 0.114506519 1.222824517 0.977003259 1.530496226 1.756785232 0.078954423
GSE37745 FOXM1 ASF1B 0.186475774 0.159598748 1.20499543 0.881322179 1.647540503 1.168403743 0.242643946
GSE37745 FOXM1 UBE2T 0.143415793 0.114536836 1.154209614 0.922127037 1.444703149 1.252136845 0.210520004
GSE37745 FOXM1 CDC20 0.165437198 0.096153766 1.179908859 0.977242235 1.42460576 1.720548292 0.085332823
GSE37745 FOXM1 CENPI -0.159769243 0.680569132 0.85234045 0.224549247 3.235300276 -0.234758286 0.814396346
GSE37745 FOXM1 CDC25A 0.519835791 0.414951948 1.681751468 0.745682717 3.792883939 1.252761419 0.210292546
GSE37745 FOXM1 SLC17A9 0.337794285 0.414699125 1.401852091 0.621884394 3.160055638 0.814552682 0.415328405
GSE37745 FOXM1 NUSAP1 0.20463501 0.116018182 1.227077112 0.977500526 1.540375886 1.763818443 0.077762551
GSE37745 FOXM1 E2F2 -0.425551925 0.511809192 0.653409053 0.239625136 1.781713709 -0.831465967 0.405710446
GSE37745 FOXM1 CCNE1 0.525516091 0.504742344 1.691331505 0.62891402 4.548479074 1.041157131 0.297802628
GSE37745 FOXM1 CDCA5 0.212609305 0.134160718 1.236901306 0.950905235 1.608914102 1.584735898 0.113026352
GSE37745 FOXM1 KIF26B -0.107521033 0.55535894 0.898057634 0.302400024 2.667021985 -0.193606378 0.846484104
GSE37745 FOXM1 ARHGAP22 -0.516031598 0.462962739 0.596884532 0.240888311 1.478988927 -1.114628791 0.265009527
GSE37745 FOXM1 XRCC2 -0.211599885 0.340759731 0.809288441 0.415000031 1.578187308 -0.620965054 0.534622616
GSE37745 FOXM1 CCDC150 0.538286348 0.282979287 1.713068741 0.983789957 2.982958397 1.902211124 0.057143559
GSE37745 FOXM1 SLC25A35 -0.504336053 0.332223585 0.603906404 0.314905617 1.158134138 -1.518062159 0.12899873
GSE37745 FOXM1 EME1 0.15185396 0.28186143 1.163990235 0.669928498 2.022414734 0.538753954 0.59005664
GSE37745 FOXM1 MEX3A -0.030279502 0.337342917 0.97017433 0.500844568 1.879302065 -0.08975882 0.928478873
GSE37745 FOXM1 RAD51 0.720147986 0.499663701 2.054737261 0.771688065 5.471051585 1.441265366 0.149509728
GSE37745 FOXM1 PRC1 0.19522858 0.117019417 1.215588814 0.966450436 1.528951832 1.668343463 0.095247565
GSE37745 FOXM1 ADAP2 0.066878141 0.217787727 1.069165183 0.697691703 1.638423079 0.307079476 0.75878288
GSE37745 FOXM1 EPHB2 -0.628105351 0.343058597 0.533601832 0.272398872 1.045272006 -1.830898151 0.067115746
GSE37745 FOXM1 C1orf112 0.409081018 0.174681496 1.505433683 1.068987114 2.120072865 2.341868074 0.019187496
GSE37745 FOXM1 SPAG5 0.228651842 0.128468075 1.256904362 0.977124741 1.616793137 1.77983396 0.075103138
GSE37745 FOXM1 C1QTNF6 0.268397926 0.428883347 1.307867471 0.564283786 3.03130688 0.625806359 0.53144196
GSE37745 FOXM1 DENND1C -0.511842892 0.262174901 0.59938995 0.358546738 1.002012495 -1.952295545 0.050903126
GSE37745 FOXM1 E2F1 0.027819385 0.242909588 1.028209957 0.638729227 1.655186065 0.114525675 0.908821094
GSE37745 FOXM1 FANCI 0.363653792 0.155736444 1.438576081 1.060155897 1.952072472 2.335059037 0.019540337
GSE37745 FOXM1 PIF1 -0.663454191 0.523614387 0.515069111 0.184571283 1.437364388 -1.267066388 0.205131553
GSE37745 FOXM1 PAQR4 0.303648935 0.250769738 1.354793352 0.828738411 2.214770066 1.210867534 0.225946177
GSE37745 FOXM1 FANCG 0.107299058 0.196434228 1.113267136 0.757520292 1.636079891 0.54623402 0.584905084
GSE37745 FOXM1 MTA3 0.191138777 0.228857735 1.210627447 0.773047997 1.895896273 0.835186002 0.40361299
GSE37745 FOXM1 TRAIP 0.937066939 0.356358427 2.552483837 1.269492554 5.132108668 2.629563014 0.008549469
GSE37745 FOXM1 TCF19 0.199870106 0.156269493 1.221244115 0.899053737 1.658896601 1.279009114 0.200893846
GSE37745 FOXM1 EFNA4 -0.223152094 0.160766578 0.799993166 0.583769657 1.096304094 -1.388050285 0.165121734
GSE37745 FOXM1 TIMELESS -0.248184449 0.447143269 0.78021602 0.324792373 1.874234396 -0.555044583 0.578864166
GSE37745 FOXM1 HAUS8 0.373122411 0.321709297 1.452262102 0.773046386 2.728251824 1.159812335 0.246125221
GSE37745 FOXM1 MCM2 0.196633731 0.130942545 1.2172981 0.941756113 1.573459036 1.501679465 0.13317991
GSE37745 FOXM1 KNTC1 0.098430998 0.177348144 1.103438262 0.77945137 1.562093602 0.555015663 0.578883947
GSE37745 FOXM1 NPM3 0.014513257 0.138749291 1.014619085 0.773035461 1.33170073 0.104600582 0.916692753
GSE37745 FOXM1 GMPPA 0.449825815 0.297127397 1.568039033 0.875873871 2.807192328 1.513915646 0.130047235
GSE37745 FOXM1 R3HDM1 0.627678466 0.342579361 1.873256698 0.957179113 3.66607525 1.832213311 0.066919646
GSE37745 FOXM1 DNMT1 -0.14482022 0.223206576 0.865177821 0.558613717 1.339982603 -0.648816993 0.516456672
GSE37745 FOXM1 RNASEH2A -0.03956967 0.174097296 0.961202985 0.683318571 1.352094349 -0.227284803 0.820202289
GSE37745 FOXM1 RFC4 0.325160331 0.154471268 1.384252566 1.022655023 1.873706308 2.104989074 0.035292259
GSE37745 FOXM1 LIMK1 -1.153571193 0.678609263 0.315508015 0.083440547 1.193008802 -1.699904874 0.08914882
GSE37745 FOXM1 NCAPD2 0.00391867 0.160186971 1.003926359 0.733416135 1.374210472 0.024463104 0.980483214
GSE37745 FOXM1 CKAP5 0.200048922 0.295498667 1.221462513 0.684464963 2.179761933 0.676987563 0.498413846
GSE37745 FOXM1 MAGED1 -0.015556598 0.221533164 0.984563781 0.63778527 1.519893741 -0.070222433 0.94401662
GSE37745 FOXM1 FOXM1 0.10103384 0.106938187 1.106314079 0.89712403 1.364282754 0.944787294 0.34476748
GSE41271 FOXA2 LHFPL3 0.045250937 0.127603675 1.04629038 0.814771421 1.343595923 0.354620954 0.722873576
GSE41271 FOXA2 BDNF -0.3553533 0.381006374 0.700925762 0.332168778 1.479058106 -0.932670225 0.350990263
GSE41271 FOXA2 SH3GL2 0.247548338 0.08885002 1.280881276 1.076166832 1.524537641 2.786137098 0.005334031
GSE41271 FOXA2 CHIA 0.028551394 0.278222594 1.028962892 0.596452978 1.775101596 0.102620689 0.918264022
GSE41271 FOXA2 TWIST1 0.052248809 0.119009316 1.053637864 0.83443105 1.330430776 0.439031253 0.660638891
GSE41271 FOXA2 CPB2 -0.397392027 0.165428079 0.672070504 0.485961875 0.929453081 -2.402204206 0.016296608
GSE41271 FOXA2 OVCH2 -0.35717582 0.262000647 0.699649474 0.418663555 1.169219008 -1.363263125 0.172799599
GSE41271 FOXA2 HHIP 0.387861685 0.371967246 1.473825917 0.710930416 3.055380364 1.042730748 0.297073013
GSE41271 FOXA2 APOH -0.251809381 0.116666937 0.77739291 0.618491163 0.977119436 -2.158361126 0.030899766
GSE41271 FOXA2 EPB41L5 -0.225704643 0.096936789 0.797953748 0.659880014 0.964918123 -2.3283693 0.019892502
GSE41271 FOXA2 PRKG2 0.091394406 0.195948161 1.095701071 0.746278121 1.60873112 0.466421353 0.64091393
GSE41271 FOXA2 SEC14L4 -0.206619628 0.118116769 0.813328959 0.645245612 1.0251972 -1.749282772 0.080242152
GSE41271 FOXA2 SSTR1 -0.261366746 0.266508399 0.769998474 0.456706827 1.298201853 -0.980707352 0.326737077
GSE41271 FOXA2 CFTR -0.156176143 0.087217174 0.855408503 0.720998181 1.014875939 -1.790658139 0.073348171
GSE41271 FOXA2 ITLN2 -0.136215028 0.065490559 0.872654967 0.767532724 0.992174885 -2.079918553 0.037533004
GSE41271 FOXA2 PCSK9 0.146475905 0.109790008 1.157747034 0.933598732 1.435711242 1.334146048 0.182155997
GSE41271 FOXA2 C10orf67 -0.21864756 0.147209778 0.803604891 0.602195327 1.072377668 -1.485278783 0.13746999
GSE41271 FOXA2 GYPE 0.017724384 0.336774164 1.017882393 0.526059556 1.969519524 0.052629881 0.958026808
GSE41271 FOXA2 F11 -0.118596102 0.283779335 0.888166457 0.509261634 1.54898701 -0.417916623 0.676008078
GSE41271 FOXA2 ANKRD29 -0.214366086 0.066708227 0.80705288 0.708141173 0.919780372 -3.213487973 0.001311333
GSE41271 FOXA2 FZD8 -0.017376948 0.121099362 0.98277316 0.775127819 1.246043634 -0.143493311 0.885900593
GSE41271 FOXA2 CX3CR1 0.170594121 0.186247497 1.186009275 0.823292063 1.708528557 0.915953899 0.359691075
GSE41271 FOXA2 PLA2G3 -0.092779418 0.084662049 0.911394515 0.772043807 1.075897449 -1.095879665 0.273131439
GSE41271 FOXA2 SEMA5A 0.029108611 0.111984109 1.029536408 0.826648083 1.282220616 0.259935195 0.794913763
GSE41271 FOXA2 SCTR -0.105908774 0.053641192 0.899506702 0.809738779 0.999226329 -1.974392651 0.048337113
GSE41271 FOXA2 ST6GALNAC5 0.032345674 0.129988186 1.032874482 0.800573855 1.332581233 0.248835493 0.803488035
GSE41271 FOXA2 LRRC36 -0.020342413 0.119933234 0.979863098 0.774600991 1.239517767 -0.169614476 0.865313337
GSE41271 FOXA2 NR0B2 -0.11477582 0.103923995 0.891565993 0.727265908 1.092983887 -1.104420786 0.269410648
GSE41271 FOXA2 CYS1 -0.113634064 0.359829286 0.892584525 0.440922346 1.806910311 -0.315799933 0.752154369
GSE41271 FOXA2 PLA2G4F -0.11892899 0.076247914 0.887870846 0.764623169 1.030984505 -1.559767122 0.118814924
GSE41271 FOXA2 TRAK1 -0.266683632 0.161203854 0.765915344 0.558423647 1.05050407 -1.654325414 0.098061412
GSE41271 FOXA2 TMPRSS13 0.212961497 0.09760674 1.237337009 1.021891991 1.498204202 2.181831882 0.029121943
GSE41271 FOXA2 RAB11FIP1 -0.200131967 0.141193438 0.818622715 0.620725688 1.079612399 -1.417431072 0.156356933
GSE41271 FOXA2 HIST1H2BD 0.03344494 0.101783177 1.03401051 0.847006914 1.26230107 0.328590058 0.742465564
GSE41271 FOXA2 HAS3 -0.02797814 0.207465857 0.972409623 0.647521198 1.460308139 -0.1348566 0.892725254

144



GSE41271 FOXA2 SLC16A11 -0.276704648 0.290028552 0.758278423 0.429492859 1.338756058 -0.954060028 0.340053258
GSE41271 FOXA2 SCEL -0.065824292 0.087068687 0.936295364 0.789405 1.110518694 -0.756004192 0.449646683
GSE41271 FOXA2 LRRN3 -0.151313605 0.088863526 0.859578088 0.722178518 1.023118899 -1.702763908 0.08861226
GSE41271 FOXA2 IRX2 -0.083070786 0.053768221 0.920286002 0.828238136 1.022563787 -1.544979264 0.122351279
GSE41271 FOXA2 HSD17B6 -0.149369473 0.062492969 0.861250847 0.761965926 0.973472693 -2.390180464 0.016840096
GSE41271 FOXA2 WIF1 -0.010404068 0.073085898 0.989649867 0.857572293 1.142069149 -0.142353976 0.886800414
GSE41271 FOXA2 CRTAC1 -0.058638063 0.058102232 0.943048032 0.841544534 1.056794446 -1.009222208 0.312868078
GSE41271 FOXA2 LGI3 -0.088102466 0.138912694 0.915667048 0.697420784 1.202209858 -0.634229048 0.525931353
GSE41271 FOXA2 PARD6B 0.060823408 0.155783583 1.062711231 0.783090659 1.442176773 0.390435284 0.696214701
GSE41271 FOXA2 MMP28 -0.21663744 0.094780215 0.805221858 0.668711035 0.969600031 -2.285682085 0.022272864
GSE41271 FOXA2 WNT7A 0.111797496 0.111479762 1.11828638 0.898796329 1.391376876 1.002850149 0.315933168
GSE41271 FOXA2 WWC1 0.041035654 0.142136344 1.041889252 0.788560252 1.376601485 0.288706271 0.772806163
GSE41271 FOXA2 CGN -0.01059933 0.08458506 0.989456645 0.838296853 1.167873229 -0.125309715 0.900278361
GSE41271 FOXA2 GOLT1A -0.145504205 0.067943382 0.864586255 0.756789007 0.987738174 -2.141550805 0.032229646
GSE41271 FOXA2 NRGN -0.093076549 0.07809949 0.911123752 0.781805933 1.061831917 -1.19176896 0.23335185
GSE41271 FOXA2 FLRT3 0.114600306 0.353186804 1.121425121 0.561225155 2.240801739 0.324475051 0.745578408
GSE41271 FOXA2 STAC -0.227704188 0.146687129 0.796359797 0.597377715 1.061621335 -1.55231199 0.12058759
GSE41271 FOXA2 SULT2B1 0.051990344 0.19386621 1.053365571 0.720377107 1.540275249 0.26817641 0.788563532
GSE41271 FOXA2 YIF1B 0.272893823 0.190164276 1.313760746 0.904999119 1.907148042 1.435042529 0.151274979
GSE41271 FOXA2 NMUR1 -0.370477133 0.278361253 0.690404837 0.400094238 1.191366417 -1.330922063 0.183214657
GSE41271 FOXA2 TGFB2 -0.298885588 0.150929165 0.741644258 0.551727333 0.996934847 -1.980303725 0.04766941
GSE41271 FOXA2 PRDM16 0.326959426 0.35571893 1.38674521 0.690570739 2.784743358 0.919151044 0.358016573
GSE41271 FOXA2 WNT3A -0.13219981 0.098918619 0.87616591 0.721749798 1.063618868 -1.336450228 0.181402159
GSE41271 FOXA2 AMOTL2 -0.198515689 0.224738641 0.819946907 0.527822444 1.273748279 -0.883318006 0.377064478
GSE41271 FOXA2 TACSTD2 0.044760653 0.113919261 1.045777526 0.83650984 1.307397215 0.392915586 0.69438183
GSE41271 FOXA2 SFTPB -0.098460929 0.044749343 0.906231099 0.830134096 0.989303788 -2.200276503 0.027787283
GSE41271 FOXA2 ADRB2 -0.167252362 0.104866255 0.84598609 0.688812317 1.039023906 -1.594911181 0.110732099
GSE41271 FOXA2 STARD10 0.028939378 0.139918213 1.029362191 0.782473455 1.354150117 0.206830672 0.836142101
GSE41271 FOXA2 EXPH5 -0.222100637 0.103226107 0.800834767 0.654149023 0.98041318 -2.15159365 0.031429373
GSE41271 FOXA2 HPN -0.158623139 0.336305689 0.85331788 0.441414834 1.649585261 -0.471663562 0.63716695
GSE41271 FOXA2 ATP2A2 0.199860835 0.179627675 1.221232794 0.858813976 1.736592066 1.112639435 0.265863317
GSE41271 FOXA2 EFNB2 -0.01121721 0.145216405 0.988845469 0.74390932 1.314428163 -0.077244783 0.938428816
GSE41271 FOXA2 LIPH -0.098606682 0.088693945 0.906099023 0.761516363 1.078132368 -1.111763409 0.266239888
GSE41271 FOXA2 C11orf52 -0.07208325 0.08729776 0.930453432 0.784127444 1.104085306 -0.825717069 0.408964607
GSE41271 FOXA2 C4BPA -0.069854447 0.051702337 0.932529543 0.842662156 1.031981017 -1.351088754 0.176667004
GSE41271 FOXA2 CMTM8 -0.177353048 0.148673289 0.83748406 0.625785674 1.12079835 -1.192904584 0.232906744
GSE41271 FOXA2 C1orf116 -0.09414313 0.072537674 0.910152482 0.789532439 1.049200135 -1.297851526 0.19433836
GSE41271 FOXA2 CRB3 -0.092474858 0.13774661 0.911672132 0.695966848 1.194232282 -0.671340353 0.502003733
GSE41271 FOXA2 CTNNBIP1 -0.148689098 0.11417288 0.86183702 0.689034573 1.07797646 -1.302315381 0.192808596
GSE41271 FOXA2 KIAA1324L -0.078341305 0.090467108 0.924648786 0.774410195 1.104034247 -0.865964511 0.386509624
GSE41271 FOXA2 SEMA3B -0.015377321 0.097701446 0.984740306 0.813126459 1.192573997 -0.157390928 0.874936763
GSE41271 FOXA2 PRSS8 0.010453502 0.097952842 1.010508331 0.833992774 1.224383614 0.106719742 0.91501132
GSE41271 FOXA2 EVPL -0.043976506 0.089430803 0.956976441 0.803114762 1.140315123 -0.49173779 0.62290472
GSE41271 FOXA2 SUSD2 -0.133331514 0.062401029 0.875174911 0.774424363 0.989032839 -2.136687739 0.032623398
GSE41271 FOXA2 ELAVL1 -0.154373433 0.145082745 0.856951947 0.644854616 1.138809618 -1.064037168 0.287311862
GSE41271 FOXA2 AP1M2 -0.068703257 0.153006668 0.93360368 0.691708389 1.260091455 -0.449021324 0.653416274
GSE41271 FOXA2 CLDN4 0.014629622 0.163852983 1.014737159 0.736006504 1.399025004 0.089285054 0.928855372
GSE41271 FOXA2 SULT1A2 0.10039448 0.336789234 1.105606972 0.571380287 2.139322627 0.298092902 0.765632259
GSE41271 FOXA2 RILP -0.088586465 0.160611039 0.915223973 0.668059314 1.25383316 -0.551559004 0.58125053
GSE41271 FOXA2 SFTPA1 -0.079314022 0.039178373 0.923749801 0.855471737 0.997477366 -2.024433774 0.04292554
GSE41271 FOXA2 LAMA3 -0.319898703 0.342733963 0.726222597 0.370965977 1.421691728 -0.933373222 0.350627301
GSE41271 FOXA2 TMEM54 -0.07311792 0.141586079 0.929491218 0.704250237 1.226771224 -0.516420258 0.60556092
GSE41271 FOXA2 ST7 -0.245906899 0.146064833 0.781995026 0.587318092 1.041201061 -1.683546228 0.092269398
GSE41271 FOXA2 BFSP1 0.164386707 0.143802977 1.178670027 0.889174346 1.562419159 1.143138416 0.252981127
GSE41271 FOXA2 RASSF7 0.002577969 0.135000954 1.002581295 0.769496373 1.306268994 0.019095933 0.984764576
GSE41271 FOXA2 RAB17 -0.087300557 0.094887366 0.916401623 0.760882468 1.103707826 -0.920044062 0.357549734
GSE41271 FOXA2 DLX4 0.342651102 0.264774098 1.408677191 0.838369291 2.366941933 1.294126216 0.195621827
GSE41271 FOXA2 TMEM63B 0.048096707 0.122803346 1.049272123 0.824817253 1.334807174 0.391656324 0.695312165
GSE41271 FOXA2 SCNN1B -0.071900408 0.074700238 0.930623574 0.803876054 1.077355435 -0.96251914 0.335788894
GSE41271 FOXA2 COBL -0.062569273 0.072360783 0.939347989 0.815141304 1.082480596 -0.864684855 0.387211784
GSE41271 FOXA2 VSIG2 -0.03137599 0.055506425 0.969111128 0.869213426 1.080489958 -0.565267724 0.571891679
GSE41271 FOXA2 CPAMD8 -0.156190588 0.121454 0.855396147 0.674194891 1.085298297 -1.286006127 0.198440923
GSE41271 FOXA2 C19orf33 0.007644264 0.072077499 1.007673556 0.874918065 1.160572671 0.106056178 0.91553778
GSE41271 FOXA2 CEACAM6 -0.065366119 0.061862995 0.936724448 0.829762833 1.057474082 -1.056627136 0.290681791
GSE41271 FOXA2 FAM129B 0.005910665 0.165552078 1.005928167 0.727191485 1.391506225 0.035702752 0.971519376
GSE41271 FOXA2 SH2D4A 0.05626236 0.116670614 1.057875191 0.841635849 1.329672354 0.482232481 0.629640805
GSE41271 FOXA2 TMEM125 -0.101425789 0.0900256 0.90354823 0.757393215 1.077906942 -1.126632746 0.259897788
GSE41271 FOXA2 PPP1R13L 0.14031379 0.115318906 1.1506348 0.917863023 1.442437935 1.216745762 0.223700962
GSE41271 FOXA2 PTK7 0.174247901 0.139133392 1.190350619 0.90624233 1.56352727 1.252380169 0.210431369
GSE41271 FOXA2 PDZK1IP1 0.003717142 0.060656329 1.003724059 0.891217228 1.130433697 0.061282009 0.951134618
GSE41271 FOXA2 LAMB3 0.225745619 0.097293323 1.25325682 1.035675852 1.516548498 2.32025809 0.02032692
GSE41271 FOXA2 ITGA3 -0.040552651 0.116969432 0.960258605 0.763525677 1.207682486 -0.346694436 0.728820891
GSE41271 FOXA2 FAAH 0.189408148 0.102791108 1.208534113 0.988013693 1.478273745 1.842651092 0.065379969
GSE41271 FOXA2 AATK -0.386381675 0.333112854 0.679511124 0.35371249 1.305397408 -1.159912234 0.246084541
GSE41271 FOXA2 N4BP1 -0.186896389 0.155296726 0.829529681 0.611847397 1.124658688 -1.203479258 0.228790913
GSE41271 FOXA2 MLPH -0.051004516 0.078892468 0.950274379 0.814133507 1.109180972 -0.646506792 0.5179512
GSE41271 FOXA2 NAPSA -0.098711403 0.051594207 0.90600414 0.818866517 1.002414295 -1.913226474 0.055719066
GSE41271 FOXA2 ST6GALNAC6 -0.316000005 0.190888431 0.729059447 0.501508635 1.059857478 -1.655417271 0.097839885
GSE41271 FOXA2 HYAL1 -0.094093667 0.312344554 0.910197503 0.493477633 1.678818731 -0.301249584 0.763224182
GSE41271 FOXA2 LAMP3 -0.071149427 0.070487251 0.931322717 0.811150312 1.069298737 -1.009394257 0.312785592
GSE41271 FOXA2 NINJ2 -0.237926117 0.086769213 0.788260928 0.664985096 0.934389799 -2.742056864 0.006105577
GSE41271 FOXA2 TBC1D2 -0.161595737 0.136284498 0.850785076 0.651349805 1.111284964 -1.185723535 0.235731497
GSE41271 FOXA2 MALL -0.164996121 0.087006734 0.847896993 0.714961784 1.005549285 -1.896360351 0.057912411
GSE41271 FOXA2 FKBP1B -0.306446878 0.19362879 0.736057618 0.503610396 1.075793551 -1.582651414 0.113500938
GSE41271 FOXA2 EFNA1 0.033792665 0.144240775 1.034370123 0.779646975 1.372315403 0.234279558 0.814767955
GSE41271 FOXA2 CYP2B6 0.439995033 0.270261071 1.552699507 0.914199068 2.637145281 1.628037037 0.103517033
GSE41271 FOXA2 MAL2 -0.113632432 0.104636666 0.892585981 0.727081627 1.095763811 -1.085971454 0.277491622
GSE41271 FOXA2 UNC13B -0.07244503 0.107776622 0.930116874 0.753005064 1.148886562 -0.672177592 0.501470645
GSE41271 FOXA2 SFTPD -0.112406008 0.053178263 0.893681342 0.80522504 0.991854825 -2.113758558 0.034535894
GSE41271 FOXA2 NFATC3 -0.288234896 0.269569089 0.749585497 0.441940244 1.271390024 -1.069243131 0.284960129
GSE41271 FOXA2 WWC3 -0.603360566 0.20010204 0.546970414 0.369518912 0.809638219 -3.015264442 0.002567553
GSE41271 FOXA2 WFS1 -0.315168568 0.178449493 0.729665865 0.514313053 1.035191062 -1.766149981 0.07737069
GSE41271 FOXA2 JUP 0.21394203 0.145615216 1.238550854 0.93103487 1.647637772 1.469228539 0.141770812
GSE41271 FOXA2 CCND3 -0.286367837 0.186883523 0.750986325 0.520662723 1.083197309 -1.532333249 0.12544022
GSE41271 FOXA2 PPL -0.055156629 0.103950454 0.946336913 0.771903471 1.16018853 -0.53060498 0.595692544
GSE41271 FOXA2 CGNL1 -0.422964363 0.123905586 0.655101979 0.513854644 0.835175098 -3.413602065 0.000641101
GSE41271 FOXA2 SELENBP1 -0.124388247 0.077394054 0.883036938 0.758753893 1.027677407 -1.607206766 0.108009018
GSE41271 FOXA2 MRPL14 -0.436384827 0.189799263 0.646368938 0.445577294 0.937643837 -2.299191367 0.021494075
GSE41271 FOXA2 CD55 -0.149165022 0.089242029 0.861426949 0.723195144 1.026080435 -1.671466056 0.094629658
GSE41271 FOXA2 CTSH -0.266735327 0.121182145 0.765875752 0.603959603 0.971200167 -2.201110789 0.027728182
GSE41271 FOXA2 FOXA2 0.344854699 0.356413172 1.411784771 0.702083959 2.838885883 0.967570016 0.333259158
GSE41271 UHRF1 ASPM 0.163297661 0.093513612 1.177387099 0.980212737 1.414224003 1.746244812 0.080768421
GSE41271 UHRF1 MAGEA12 0.071012342 0.114592823 1.073594476 0.857627464 1.343946115 0.619692747 0.535460092
GSE41271 UHRF1 CENPF 0.295434613 0.099659412 1.343710225 1.1052878 1.633562923 2.964442652 0.003032318
GSE41271 UHRF1 KIF14 0.310637568 0.116461811 1.364294667 1.085864683 1.71411776 2.667291235 0.007646538
GSE41271 UHRF1 SHCBP1 0.343546621 0.223498185 1.409939254 0.909826123 2.18495452 1.537133834 0.124260539
GSE41271 UHRF1 ANLN 0.357345047 0.10369017 1.42952904 1.166626264 1.751677755 3.446276994 0.000568367
GSE41271 UHRF1 CDCA2 0.316484406 0.107344908 1.372294842 1.111924449 1.693634073 2.948294535 0.003195325
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GSE41271 UHRF1 BUB1 0.182556654 0.093617878 1.20028215 0.999069417 1.442019157 1.950019133 0.051173839
GSE41271 UHRF1 TPX2 0.184691149 0.084469571 1.202846882 1.019318058 1.419420181 2.186481451 0.0287804
GSE41271 UHRF1 BIRC5 0.221849106 0.087795643 1.24838299 1.051032283 1.482789934 2.526880597 0.011508062
GSE41271 UHRF1 MKI67 0.325788246 0.12356987 1.385122033 1.087189311 1.764700064 2.636469936 0.008377362
GSE41271 UHRF1 BUB1B 0.293484787 0.165001398 1.341092777 0.970530927 1.85314016 1.77868061 0.07529214
GSE41271 UHRF1 HIST1H2AJ 0.074659243 0.349867314 1.077516917 0.542770831 2.139102989 0.213393021 0.831020423
GSE41271 UHRF1 KIF4A 0.203461132 0.092074897 1.225637518 1.023264136 1.468034767 2.209735113 0.027123551
GSE41271 UHRF1 TTK 0.34963766 0.102289718 1.418553457 1.160851162 1.733464182 3.418111485 0.000630573
GSE41271 UHRF1 MCM10 0.255387183 0.100353481 1.290961362 1.060454907 1.571571998 2.54487617 0.01093165
GSE41271 UHRF1 RRM2 0.152958957 0.095262238 1.165277151 0.966811632 1.40448335 1.605662013 0.108348192
GSE41271 UHRF1 GPR37 0.007815206 0.069839842 1.007845824 0.878913873 1.155691402 0.111901826 0.910901249
GSE41271 UHRF1 TUBB3 0.10274387 0.086255308 1.108207527 0.935837501 1.312326042 1.191159965 0.233590793
GSE41271 UHRF1 GTSE1 0.289100713 0.113876118 1.335226196 1.068128041 1.66911543 2.538729956 0.011125566
GSE41271 UHRF1 CCNB2 0.219563997 0.105654302 1.245533555 1.012563638 1.532105025 2.078135894 0.037696845
GSE41271 UHRF1 CDCA3 0.165946246 0.08854354 1.180509643 0.992432873 1.404228996 1.874176772 0.060906065
GSE41271 UHRF1 KIF20A 0.248491375 0.108259672 1.282089764 1.036973439 1.585145868 2.295327237 0.021714378
GSE41271 UHRF1 CDT1 0.157686118 0.093091028 1.170798645 0.975535289 1.405145956 1.693891685 0.090285867
GSE41271 UHRF1 KIF15 0.238030736 0.113283514 1.268748188 1.016127798 1.584172746 2.101194836 0.035623867
GSE41271 UHRF1 GPD1 -0.05171784 0.245489732 0.949596767 0.586918757 1.536386441 -0.210672113 0.833143137
GSE41271 UHRF1 OVCH2 -0.35717582 0.262000647 0.699649474 0.418663555 1.169219008 -1.363263125 0.172799599
GSE41271 UHRF1 ACTN2 0.295593551 0.189463521 1.34392381 0.927049676 1.948257201 1.560160759 0.118721896
GSE41271 UHRF1 CEP55 0.170978261 0.116830191 1.186464957 0.943645507 1.491766859 1.463476686 0.143336988
GSE41271 UHRF1 EXO1 -0.508123318 0.377199021 0.601623576 0.287244987 1.260077438 -1.347096068 0.177949294
GSE41271 UHRF1 CENPA 0.189525991 0.108271886 1.208676538 0.977572319 1.494415242 1.750463559 0.080038357
GSE41271 UHRF1 NEIL3 0.091973888 0.29286297 1.096336195 0.617530398 1.946386859 0.314050931 0.753482356
GSE41271 UHRF1 SPC25 0.264304818 0.24009062 1.302525169 0.813618131 2.085218791 1.100854411 0.270960026
GSE41271 UHRF1 UBE2C 0.224916196 0.090425092 1.25221777 1.048841552 1.49502977 2.487320609 0.012870935
GSE41271 UHRF1 KIF11 0.187652574 0.12135967 1.206414303 0.951031582 1.53037554 1.546251521 0.122043835
GSE41271 UHRF1 E2F7 0.203194907 0.095950989 1.225311267 1.015249529 1.478836145 2.117694762 0.034200927
GSE41271 UHRF1 ASF1B 0.270093594 0.104733716 1.310087061 1.066966187 1.608605904 2.578860019 0.009912695
GSE41271 UHRF1 CCNA2 0.19405031 0.107349241 1.214157365 0.983782605 1.498479543 1.807654232 0.070660332
GSE41271 UHRF1 CDC20 0.281147892 0.096219581 1.324649495 1.096980033 1.59956994 2.921940523 0.00347858
GSE41271 UHRF1 HOXA10 0.099377323 0.349492625 1.104482968 0.556762994 2.191026775 0.284347412 0.776144155
GSE41271 UHRF1 CDC25A -0.04578925 0.279646268 0.955243259 0.552177424 1.652529865 -0.163739891 0.869935913
GSE41271 UHRF1 C10orf67 -0.21864756 0.147209778 0.803604891 0.602195327 1.072377668 -1.485278783 0.13746999
GSE41271 UHRF1 NUSAP1 0.357140715 0.13964992 1.429236971 1.08701119 1.879206339 2.557400078 0.010545785
GSE41271 UHRF1 CDCA5 0.185237734 0.105443975 1.20350452 0.978799303 1.479795832 1.756740806 0.078961999
GSE41271 UHRF1 CYS1 -0.113634064 0.359829286 0.892584525 0.440922346 1.806910311 -0.315799933 0.752154369
GSE41271 UHRF1 FAM111B 0.443608653 0.206150556 1.558320523 1.040353947 2.334169883 2.151867367 0.031407802
GSE41271 UHRF1 SLC16A11 -0.276704648 0.290028552 0.758278423 0.429492859 1.338756058 -0.954060028 0.340053258
GSE41271 UHRF1 RAD51 0.363333928 0.151007797 1.438116006 1.069684863 1.933445746 2.406060713 0.016125585
GSE41271 UHRF1 DSTN -0.141320745 0.185879141 0.868210793 0.603121164 1.249815172 -0.760282964 0.447085463
GSE41271 UHRF1 PRC1 0.400270714 0.13732094 1.49222861 1.140112131 1.953094055 2.914855633 0.003558531
GSE41271 UHRF1 KCMF1 -0.001414378 0.269772238 0.998586622 0.588511831 1.694401351 -0.00524286 0.995816822
GSE41271 UHRF1 CGN -0.01059933 0.08458506 0.989456645 0.838296853 1.167873229 -0.125309715 0.900278361
GSE41271 UHRF1 SLC25A4 -0.301116763 0.156941627 0.739991364 0.544048599 1.006504236 -1.918654521 0.055028071
GSE41271 UHRF1 TMOD1 0.161723235 0.090405871 1.175534849 0.984650015 1.403424731 1.788857666 0.073637741
GSE41271 UHRF1 ATOH8 -0.13418884 0.070917683 0.874424922 0.76095204 1.004818838 -1.892177437 0.058467344
GSE41271 UHRF1 LIMS2 -0.279946831 0.136408628 0.755823927 0.578508043 0.987488101 -2.052266295 0.04014379
GSE41271 UHRF1 DUSP8 -0.035873582 0.125437107 0.964762249 0.754480539 1.233651696 -0.285988598 0.774886854
GSE41271 UHRF1 PRDM16 0.326959426 0.35571893 1.38674521 0.690570739 2.784743358 0.919151044 0.358016573
GSE41271 UHRF1 WNT3A -0.13219981 0.098918619 0.87616591 0.721749798 1.063618868 -1.336450228 0.181402159
GSE41271 UHRF1 CENPH 1.042649901 0.306590998 2.836724101 1.555415304 5.173540212 3.400784458 0.000671928
GSE41271 UHRF1 ADRB2 -0.167252362 0.104866255 0.84598609 0.688812317 1.039023906 -1.594911181 0.110732099
GSE41271 UHRF1 ARHGEF4 -0.353390863 0.286582275 0.702302636 0.400483865 1.231582681 -1.233121843 0.217530309
GSE41271 UHRF1 TK1 0.118597466 0.107516054 1.125916608 0.911986468 1.390029625 1.103067514 0.269997847
GSE41271 UHRF1 EFNB2 -0.01121721 0.145216405 0.988845469 0.74390932 1.314428163 -0.077244783 0.938428816
GSE41271 UHRF1 INCA1 -0.26489467 0.190685483 0.767286764 0.528014597 1.11498618 -1.389170614 0.164780875
GSE41271 UHRF1 CTNNBIP1 -0.148689098 0.11417288 0.86183702 0.689034573 1.07797646 -1.302315381 0.192808596
GSE41271 UHRF1 PTTG1 0.233302573 0.126119319 1.2627635 0.986209226 1.616869538 1.849855952 0.064334314
GSE41271 UHRF1 SEMA3B -0.015377321 0.097701446 0.984740306 0.813126459 1.192573997 -0.157390928 0.874936763
GSE41271 UHRF1 PPP1R13B -0.09013833 0.116937797 0.91380477 0.726634121 1.149187925 -0.770822883 0.440811922
GSE41271 UHRF1 MCM2 0.368859246 0.114580889 1.446084047 1.155213101 1.810193348 3.219203906 0.00128547
GSE41271 UHRF1 ELAVL1 -0.154373433 0.145082745 0.856951947 0.644854616 1.138809618 -1.064037168 0.287311862
GSE41271 UHRF1 HDAC5 0.240881027 0.253751396 1.272369649 0.773783956 2.092217744 0.949279612 0.34247842
GSE41271 UHRF1 EIF4B -0.348285207 0.247225974 0.70589752 0.434813006 1.145989892 -1.408772717 0.158902385
GSE41271 UHRF1 NPR1 -0.256611042 0.187468466 0.77366908 0.535774196 1.11719424 -1.368822433 0.171054787
GSE41271 UHRF1 SASH1 -0.172499085 0.131089951 0.841559059 0.650879557 1.088099392 -1.31588336 0.188213195
GSE41271 UHRF1 COBL -0.062569273 0.072360783 0.939347989 0.815141304 1.082480596 -0.864684855 0.387211784
GSE41271 UHRF1 CPAMD8 -0.156190588 0.121454 0.855396147 0.674194891 1.085298297 -1.286006127 0.198440923
GSE41271 UHRF1 PLXNA2 -0.094282014 0.172328349 0.910026086 0.649183818 1.275674863 -0.547106814 0.584305351
GSE41271 UHRF1 STK24 0.509047596 0.264055086 1.663705921 0.991545084 2.791519453 1.927808339 0.05387897
GSE41271 UHRF1 ZNF324 0.258887828 0.142323787 1.295488479 0.980138227 1.712299706 1.819006036 0.068910509
GSE41271 UHRF1 ST6GALNAC6 -0.316000005 0.190888431 0.729059447 0.501508635 1.059857478 -1.655417271 0.097839885
GSE41271 UHRF1 CKB -0.00703871 0.091950786 0.992986003 0.829228989 1.189081926 -0.076548668 0.938982596
GSE41271 UHRF1 NEDD4L -0.067303674 0.10291895 0.93491125 0.764127125 1.143866009 -0.653948319 0.513145102
GSE41271 UHRF1 CRY2 -0.228517985 0.140190682 0.795711986 0.604540464 1.047336949 -1.630051166 0.103090683
GSE41271 UHRF1 MAN2A2 -0.277958315 0.148790838 0.75732839 0.565761312 1.01376018 -1.868114454 0.061746119
GSE41271 UHRF1 ANXA11 -0.216602599 0.154886673 0.805249913 0.594416576 1.090863627 -1.398458599 0.161975397
GSE41271 UHRF1 FBXW4 -0.222508914 0.216941269 0.800507871 0.52324473 1.224690502 -1.025664296 0.305049849
GSE41271 UHRF1 WFS1 -0.315168568 0.178449493 0.729665865 0.514313053 1.035191062 -1.766149981 0.07737069
GSE41271 UHRF1 STT3A 0.095965887 0.159675663 1.100721514 0.804935877 1.505197976 0.601005095 0.547836593
GSE41271 UHRF1 CSRP1 -0.339277841 0.241749847 0.712284519 0.443481659 1.144014024 -1.40342526 0.160490065
GSE41271 UHRF1 UHRF1 0.178103501 0.11296726 1.194948993 0.95761615 1.491101728 1.57659397 0.114888981
GSE41271 FOXM1 PBK 0.198274679 0.081454181 1.219297263 1.039383156 1.430353962 2.434186635 0.014925297
GSE41271 FOXM1 HELLS 0.444966149 0.141161943 1.560437373 1.183284238 2.057802105 3.152167929 0.00162063
GSE41271 FOXM1 NEK2 0.09618549 0.128019583 1.100963262 0.856647912 1.414957169 0.751334189 0.452451559
GSE41271 FOXM1 POLQ 0.226976091 0.106208429 1.254799867 1.018989445 1.545180585 2.137081719 0.032591346
GSE41271 FOXM1 ASPM 0.163297661 0.093513612 1.177387099 0.980212737 1.414224003 1.746244812 0.080768421
GSE41271 FOXM1 DEPDC1 0.364694453 0.176335966 1.44007393 1.01926554 2.034614968 2.068179623 0.038623136
GSE41271 FOXM1 HMMR 0.203007279 0.096307421 1.225081386 1.014350192 1.479591973 2.107908999 0.035038862
GSE41271 FOXM1 CENPF 0.295434613 0.099659412 1.343710225 1.1052878 1.633562923 2.964442652 0.003032318
GSE41271 FOXM1 SHCBP1 0.343546621 0.223498185 1.409939254 0.909826123 2.18495452 1.537133834 0.124260539
GSE41271 FOXM1 BRIP1 -0.060552899 0.23084765 0.941243977 0.598693212 1.479789993 -0.262306759 0.793084952
GSE41271 FOXM1 ANLN 0.357345047 0.10369017 1.42952904 1.166626264 1.751677755 3.446276994 0.000568367
GSE41271 FOXM1 COL1A1 0.032188027 0.085221494 1.032711665 0.873853067 1.220449321 0.37769846 0.705654612
GSE41271 FOXM1 CDCA8 0.28643253 0.110309934 1.331668318 1.072753848 1.653073081 2.596615909 0.009414714
GSE41271 FOXM1 MELK 0.189663622 0.093767739 1.208842901 1.005899566 1.452730679 2.02269592 0.043104508
GSE41271 FOXM1 CDCA2 0.316484406 0.107344908 1.372294842 1.111924449 1.693634073 2.948294535 0.003195325
GSE41271 FOXM1 BUB1 0.182556654 0.093617878 1.20028215 0.999069417 1.442019157 1.950019133 0.051173839
GSE41271 FOXM1 MND1 0.177735098 0.116745949 1.194508851 0.950200031 1.501632655 1.522409123 0.1279066
GSE41271 FOXM1 CD72 -0.055584413 0.125293947 0.945932172 0.739962303 1.209234133 -0.443632065 0.657308619
GSE41271 FOXM1 TPX2 0.184691149 0.084469571 1.202846882 1.019318058 1.419420181 2.186481451 0.0287804
GSE41271 FOXM1 BIRC5 0.221849106 0.087795643 1.24838299 1.051032283 1.482789934 2.526880597 0.011508062
GSE41271 FOXM1 MKI67 0.325788246 0.12356987 1.385122033 1.087189311 1.764700064 2.636469936 0.008377362
GSE41271 FOXM1 BUB1B 0.293484787 0.165001398 1.341092777 0.970530927 1.85314016 1.77868061 0.07529214
GSE41271 FOXM1 KIFC1 0.270672133 0.102424933 1.310845217 1.072425551 1.602269903 2.642639105 0.008226267
GSE41271 FOXM1 PRR11 0.221284589 0.102473682 1.247678455 1.020650187 1.525205743 2.159428497 0.030816939
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GSE41271 FOXM1 KIF4A 0.203461132 0.092074897 1.225637518 1.023264136 1.468034767 2.209735113 0.027123551
GSE41271 FOXM1 MCM10 0.255387183 0.100353481 1.290961362 1.060454907 1.571571998 2.54487617 0.01093165
GSE41271 FOXM1 HIST1H3C 0.005551323 0.165264998 1.00556676 0.727339357 1.390223835 0.033590435 0.97320375
GSE41271 FOXM1 GRIN2D -0.0384128 0.27828117 0.962315615 0.557755898 1.660316541 -0.138035929 0.890212022
GSE41271 FOXM1 CHEK1 0.228506036 0.102355252 1.25672111 1.028286092 1.535903248 2.23247983 0.025583267
GSE41271 FOXM1 TROAP 0.144509375 0.087946755 1.155472527 0.972521499 1.372840357 1.643146187 0.100352691
GSE41271 FOXM1 ZWINT 0.209419334 0.205152103 1.232961913 0.824752944 1.843212674 1.020800328 0.307349049
GSE41271 FOXM1 CCNB2 0.219563997 0.105654302 1.245533555 1.012563638 1.532105025 2.078135894 0.037696845
GSE41271 FOXM1 KIF2C 0.262000344 0.096579818 1.29952699 1.075415802 1.57034181 2.712785646 0.006672025
GSE41271 FOXM1 CCNB1 0.253684074 0.110109081 1.288764586 1.038600611 1.599184652 2.303934172 0.021226339
GSE41271 FOXM1 CDCA3 0.165946246 0.08854354 1.180509643 0.992432873 1.404228996 1.874176772 0.060906065
GSE41271 FOXM1 KIF20A 0.248491375 0.108259672 1.282089764 1.036973439 1.585145868 2.295327237 0.021714378
GSE41271 FOXM1 CDT1 0.157686118 0.093091028 1.170798645 0.975535289 1.405145956 1.693891685 0.090285867
GSE41271 FOXM1 KIF15 0.238030736 0.113283514 1.268748188 1.016127798 1.584172746 2.101194836 0.035623867
GSE41271 FOXM1 CDC6 0.541697922 0.166978776 1.718922984 1.239149844 2.384454339 3.244112427 0.001178172
GSE41271 FOXM1 IKBKE -0.159198072 0.182586141 0.852827421 0.596270812 1.219772282 -0.871906662 0.383259299
GSE41271 FOXM1 CDC25C 0.185393909 0.135438658 1.203692492 0.923060053 1.569643936 1.368840412 0.171049166
GSE41271 FOXM1 ESPL1 0.32753094 0.171647224 1.387537982 0.991147976 1.942456321 1.908163343 0.056370108
GSE41271 FOXM1 AURKB 0.188351613 0.088847639 1.207257929 1.014314932 1.436902545 2.119939426 0.034011154
GSE41271 FOXM1 KIF23 -0.024235193 0.228397828 0.976056121 0.623824182 1.527169961 -0.106109559 0.915495427
GSE41271 FOXM1 UBE2C 0.224916196 0.090425092 1.25221777 1.048841552 1.49502977 2.487320609 0.012870935
GSE41271 FOXM1 KIF11 0.187652574 0.12135967 1.206414303 0.951031582 1.53037554 1.546251521 0.122043835
GSE41271 FOXM1 ASF1B 0.270093594 0.104733716 1.310087061 1.066966187 1.608605904 2.578860019 0.009912695
GSE41271 FOXM1 UBE2T 0.176172416 0.100856449 1.192643671 0.978726941 1.45331539 1.74676402 0.08067828
GSE41271 FOXM1 CDC20 0.281147892 0.096219581 1.324649495 1.096980033 1.59956994 2.921940523 0.00347858
GSE41271 FOXM1 CENPI -0.443605212 0.33619746 0.641718714 0.332026622 1.240270748 -1.319478179 0.187009301
GSE41271 FOXM1 CDC25A -0.04578925 0.279646268 0.955243259 0.552177424 1.652529865 -0.163739891 0.869935913
GSE41271 FOXM1 NUSAP1 0.357140715 0.13964992 1.429236971 1.08701119 1.879206339 2.557400078 0.010545785
GSE41271 FOXM1 E2F2 0.24178471 0.117766994 1.273519988 1.011025987 1.60416565 2.053077031 0.040065107
GSE41271 FOXM1 CCNE1 0.127561283 0.236342455 1.136054487 0.714865106 1.805403267 0.539730719 0.589382752
GSE41271 FOXM1 CDCA5 0.185237734 0.105443975 1.20350452 0.978799303 1.479795832 1.756740806 0.078961999
GSE41271 FOXM1 KIF26B 0.02013756 0.093271279 1.020341688 0.84987093 1.225006202 0.215903113 0.82906327
GSE41271 FOXM1 ARHGAP22 -0.062119152 0.145977558 0.939770904 0.705936556 1.251060517 -0.425539054 0.670443758
GSE41271 FOXM1 XRCC2 0.220194339 0.15313162 1.246318916 0.92317347 1.682577425 1.437941681 0.150450602
GSE41271 FOXM1 SLC25A35 -0.159365391 0.126216614 0.852684738 0.665813678 1.092004095 -1.262634022 0.206720735
GSE41271 FOXM1 EME1 0.122457904 0.117384617 1.130271539 0.897976198 1.422658814 1.043219356 0.296846711
GSE41271 FOXM1 RAD51 0.363333928 0.151007797 1.438116006 1.069684863 1.933445746 2.406060713 0.016125585
GSE41271 FOXM1 PRC1 0.400270714 0.13732094 1.49222861 1.140112131 1.953094055 2.914855633 0.003558531
GSE41271 FOXM1 EPHB2 -0.058532235 0.138664684 0.943147838 0.718700886 1.23768853 -0.4221135 0.672942175
GSE41271 FOXM1 C1orf112 0.332574225 0.141356622 1.394553406 1.057090514 1.839747095 2.352731832 0.018636069
GSE41271 FOXM1 SPAG5 0.257245795 0.157406388 1.29336299 0.950026827 1.760779565 1.634277991 0.102200493
GSE41271 FOXM1 C1QTNF6 0.367093215 0.21953089 1.443532471 0.938775021 2.219686238 1.672171124 0.094490583
GSE41271 FOXM1 DENND1C -0.089371696 0.128939261 0.914505592 0.710285694 1.17744238 -0.693130205 0.488227844
GSE41271 FOXM1 E2F1 0.248217432 0.207351373 1.281738592 0.853692865 1.924408515 1.197086026 0.231273026
GSE41271 FOXM1 PIF1 0.182974185 0.104914747 1.200783409 0.977599756 1.47491935 1.74402732 0.081154326
GSE41271 FOXM1 PAQR4 0.192252977 0.152557713 1.21197708 0.898746156 1.634375216 1.260198336 0.207597823
GSE41271 FOXM1 FANCG 0.178106194 0.177616203 1.194952212 0.843652021 1.692535254 1.002758708 0.315977296
GSE41271 FOXM1 MTA3 0.171342746 0.177351944 1.186897484 0.838399403 1.680256011 0.966117098 0.33398559
GSE41271 FOXM1 TRAIP 0.198827381 0.184821114 1.219971358 0.849238387 1.752546913 1.075782831 0.282024393
GSE41271 FOXM1 TCF19 0.314397633 0.229942841 1.36943416 0.872596478 2.149160541 1.367286023 0.171535671
GSE41271 FOXM1 EFNA4 0.302339333 0.162975012 1.353020273 0.983059313 1.862210992 1.855126919 0.063578105
GSE41271 FOXM1 TIMELESS 0.353765404 0.166974073 1.424420984 1.026856542 1.975909054 2.118684643 0.034117127
GSE41271 FOXM1 MCM2 0.368859246 0.114580889 1.446084047 1.155213101 1.810193348 3.219203906 0.00128547
GSE41271 FOXM1 KNTC1 0.125384443 0.147933026 1.133584168 0.848267742 1.514867301 0.847575734 0.396674293
GSE41271 FOXM1 NPM3 0.202577123 0.170176854 1.224554523 0.877249896 1.709357602 1.190391746 0.233892456
GSE41271 FOXM1 GMPPA 0.24474161 0.244238375 1.277291231 0.791395997 2.061512688 1.002060426 0.31631441
GSE41271 FOXM1 R3HDM1 -0.120728603 0.176047637 0.886274459 0.627648093 1.251469454 -0.685772359 0.492856669
GSE41271 FOXM1 DNMT1 0.218501898 0.196021677 1.244211379 0.847305869 1.827040284 1.114682321 0.26498658
GSE41271 FOXM1 RNASEH2A 0.298569326 0.133504732 1.347928981 1.037594299 1.751081843 2.236395082 0.025325903
GSE41271 FOXM1 RFC4 0.145028462 0.139411742 1.156072474 0.879665523 1.519331531 1.040288718 0.298205784
GSE41271 FOXM1 LIMK1 -0.112369109 0.316622122 0.893714318 0.480495668 1.662294451 -0.354899741 0.722664702
GSE41271 FOXM1 CKAP5 0.26983444 0.252353784 1.30974759 0.798699988 2.147788627 1.069270432 0.28494783
GSE41271 FOXM1 MAGED1 -0.071471009 0.180333078 0.931023269 0.653823824 1.325746012 -0.396327783 0.691863234
GSE41271 FOXM1 FOXM1 0.224704496 0.101307555 1.251952704 1.026490125 1.526936826 2.218042834 0.026551912
GSE42127 FOXA2 LHFPL3 0.096242898 0.224943169 1.101026469 0.708477051 1.711077703 0.427854283 0.668757213
GSE42127 FOXA2 BDNF 0.289136376 0.400418698 1.335273815 0.609162722 2.926896372 0.7220851 0.470242158
GSE42127 FOXA2 SH3GL2 0.38301071 0.13766796 1.466693738 1.119840726 1.920979003 2.78213398 0.005400274
GSE42127 FOXA2 CHIA 0.000615044 0.370911073 1.000615233 0.483667641 2.070080279 0.001658197 0.998676951
GSE42127 FOXA2 TWIST1 0.066734157 0.183986944 1.069011251 0.745370681 1.533176827 0.362711373 0.716820503
GSE42127 FOXA2 CPB2 -0.294073133 0.227226834 0.745221989 0.477386165 1.163326157 -1.294183119 0.195602176
GSE42127 FOXA2 OVCH2 -0.784101899 0.367327015 0.456529527 0.222228395 0.937860389 -2.134615391 0.032792439
GSE42127 FOXA2 HHIP 0.156825883 0.472707971 1.169791915 0.463168335 2.954461738 0.331760605 0.740070033
GSE42127 FOXA2 APOH -0.340373514 0.174235233 0.711504517 0.505671366 1.001121897 -1.953528616 0.05075699
GSE42127 FOXA2 EPB41L5 -0.540844451 0.186041416 0.582256358 0.404348186 0.838441913 -2.907118538 0.003647749
GSE42127 FOXA2 PRKG2 0.085445682 0.292013216 1.089202396 0.61453481 1.930503921 0.292608954 0.769821069
GSE42127 FOXA2 SEC14L4 -0.572724024 0.215548174 0.56398703 0.369652952 0.860486489 -2.657058106 0.007882586
GSE42127 FOXA2 SSTR1 -0.034295489 0.340097336 0.966285936 0.496151468 1.881902139 -0.100840216 0.919677302
GSE42127 FOXA2 CFTR -0.404773762 0.170871182 0.667127723 0.477268943 0.932512801 -2.368882556 0.017841918
GSE42127 FOXA2 ITLN2 -0.198739309 0.108433989 0.81976357 0.662810586 1.013882889 -1.832813778 0.066830269
GSE42127 FOXA2 PCSK9 0.246963285 0.20110043 1.280132112 0.863133148 1.898592619 1.228059459 0.219424648
GSE42127 FOXA2 C10orf67 -0.254064691 0.225728532 0.775641623 0.49833413 1.20726214 -1.125532023 0.260363655
GSE42127 FOXA2 GYPE 0.138477467 0.434612305 1.148523802 0.490001417 2.692047163 0.318622979 0.750012426
GSE42127 FOXA2 F11 0.10421766 0.337514407 1.109841997 0.572754316 2.150571763 0.308779886 0.757488971
GSE42127 FOXA2 ANKRD29 -0.453857979 0.157346856 0.635172934 0.466614357 0.864621181 -2.88444263 0.003921072
GSE42127 FOXA2 FZD8 -0.096719982 0.208658762 0.907810173 0.603093136 1.366487632 -0.463531852 0.642983189
GSE42127 FOXA2 CX3CR1 0.169990867 0.337935925 1.185294026 0.611187572 2.298675548 0.503026919 0.614945346
GSE42127 FOXA2 PLA2G3 -0.122347536 0.126460834 0.884840801 0.690591905 1.133727804 -0.967473738 0.333307264
GSE42127 FOXA2 SEMA5A -0.007314907 0.193679263 0.992711782 0.679145909 1.45105296 -0.037768147 0.969872541
GSE42127 FOXA2 SCTR -0.170359508 0.079111734 0.843361567 0.722227091 0.984813143 -2.153403783 0.031286959
GSE42127 FOXA2 ST6GALNAC5 0.16227796 0.261746033 1.176187129 0.704170449 1.964604118 0.619982501 0.535269308
GSE42127 FOXA2 LRRC36 -0.03279981 0.224460838 0.967732271 0.623295242 1.502507455 -0.146127092 0.883821059
GSE42127 FOXA2 NR0B2 -0.020684921 0.154679501 0.979527544 0.72335789 1.32641701 -0.133727618 0.893617965
GSE42127 FOXA2 CYS1 -0.349747582 0.431420057 0.704865988 0.30260851 1.641844313 -0.810689203 0.417544175
GSE42127 FOXA2 PLA2G4F -0.279030032 0.135950649 0.756517183 0.579558653 0.987507037 -2.052436187 0.040127291
GSE42127 FOXA2 TRAK1 -0.600127715 0.287882018 0.548741549 0.312120452 0.964747059 -2.084630774 0.037102829
GSE42127 FOXA2 TMPRSS13 0.144619588 0.156693504 1.155599883 0.85002116 1.57103276 0.922945653 0.356035528
GSE42127 FOXA2 RAB11FIP1 -0.297685832 0.183527589 0.742534584 0.51820037 1.063985362 -1.622022243 0.104798586
GSE42127 FOXA2 HIST1H2BD -0.079789511 0.122289678 0.923310673 0.726531909 1.173386313 -0.652463172 0.514102423
GSE42127 FOXA2 HAS3 -0.265235581 0.373363276 0.767025232 0.368979514 1.594472552 -0.710395473 0.477458929
GSE42127 FOXA2 SLC16A11 -0.642612136 0.442935978 0.525916862 0.220744203 1.252982148 -1.450801397 0.146835171
GSE42127 FOXA2 SCEL -0.164826227 0.153766583 0.848041058 0.627379793 1.146313037 -1.071924888 0.283753771
GSE42127 FOXA2 LRRN3 -0.277427331 0.229221509 0.757730626 0.483505189 1.187486123 -1.210302351 0.226162896
GSE42127 FOXA2 IRX2 -0.261248186 0.082478483 0.77008977 0.655142151 0.905205463 -3.167470798 0.001537712
GSE42127 FOXA2 HSD17B6 -0.309266823 0.104623581 0.7339849 0.597903881 0.901037526 -2.955995401 0.003116617
GSE42127 FOXA2 WIF1 -0.011858174 0.103046473 0.988211857 0.80748924 1.209381657 -0.11507598 0.908384898
GSE42127 FOXA2 CRTAC1 -0.087583433 0.091743046 0.916142432 0.765369543 1.096616612 -0.954660186 0.33974957
GSE42127 FOXA2 LGI3 -0.322414199 0.23966873 0.724398083 0.452867234 1.158733827 -1.34524933 0.178544731
GSE42127 FOXA2 PARD6B -0.082613105 0.312689576 0.920707295 0.498838235 1.699352342 -0.264201659 0.791624533
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GSE42127 FOXA2 MMP28 -0.532555712 0.200758545 0.587102586 0.39612113 0.870161726 -2.652717526 0.007984666
GSE42127 FOXA2 WNT7A 0.087181724 0.189585198 1.09109494 0.752466775 1.58211393 0.459855119 0.645620216
GSE42127 FOXA2 WWC1 -0.140268005 0.189289708 0.869125275 0.599734024 1.25952291 -0.741022879 0.458679568
GSE42127 FOXA2 CGN -0.126619128 0.104370945 0.881069183 0.718074165 1.081062296 -1.213164525 0.225066924
GSE42127 FOXA2 GOLT1A -0.269322087 0.100558572 0.763897174 0.627248009 0.930316054 -2.678260854 0.007400556
GSE42127 FOXA2 NRGN -0.28069956 0.133535658 0.75525521 0.581337009 0.981204403 -2.102056966 0.035548286
GSE42127 FOXA2 FLRT3 0.064228507 0.392860223 1.066336036 0.493731526 2.303017903 0.163489464 0.870133068
GSE42127 FOXA2 STAC -0.352307058 0.27809615 0.703064208 0.407642182 1.212581284 -1.266853418 0.205207707
GSE42127 FOXA2 SULT2B1 0.156304508 0.295501185 1.169182175 0.655165652 2.08647531 0.528947146 0.596842115
GSE42127 FOXA2 YIF1B 0.110207931 0.242802297 1.116510203 0.693727652 1.796951627 0.453899869 0.649900898
GSE42127 FOXA2 NMUR1 -0.683609865 0.380704999 0.50479147 0.239362066 1.064556438 -1.795641945 0.07255148
GSE42127 FOXA2 TGFB2 -0.372155491 0.253606525 0.689247062 0.419280494 1.133039862 -1.467452349 0.142253043
GSE42127 FOXA2 PRDM16 -0.331570895 0.430829171 0.717795267 0.308516315 1.670025279 -0.76961106 0.441530643
GSE42127 FOXA2 WNT3A -0.154366607 0.147099684 0.856957797 0.64231484 1.143328193 -1.049401346 0.293993439
GSE42127 FOXA2 AMOTL2 -0.084461545 0.309784956 0.919006995 0.500759716 1.686585063 -0.272645727 0.785125558
GSE42127 FOXA2 TACSTD2 -0.045595442 0.145339438 0.95542841 0.718596334 1.270314646 -0.313716926 0.753736044
GSE42127 FOXA2 SFTPB -0.189434779 0.059197455 0.827426681 0.736784627 0.929219866 -3.200049378 0.00137404
GSE42127 FOXA2 ADRB2 -0.257147688 0.145297869 0.773254005 0.581626797 1.028016176 -1.769796691 0.076761015
GSE42127 FOXA2 STARD10 0.028130061 0.165832619 1.028529447 0.743121368 1.42355323 0.16962924 0.865301726
GSE42127 FOXA2 EXPH5 -0.384076137 0.153189428 0.68107957 0.50443217 0.919587227 -2.507197412 0.012169272
GSE42127 FOXA2 HPN 0.119387927 0.408950265 1.126806952 0.50553406 2.511589247 0.291937522 0.770334394
GSE42127 FOXA2 ATP2A2 -0.442252982 0.209654835 0.642587052 0.426062638 0.96914886 -2.109433741 0.03490716
GSE42127 FOXA2 EFNB2 -0.124116215 0.186413078 0.883277185 0.612945573 1.272835011 -0.665812808 0.505530757
GSE42127 FOXA2 LIPH -0.187461714 0.148012567 0.829060859 0.620294437 1.10808975 -1.266525661 0.205324948
GSE42127 FOXA2 C11orf52 -0.193924816 0.145646198 0.823719833 0.619163368 1.095856761 -1.331478735 0.183031538
GSE42127 FOXA2 C4BPA -0.147836489 0.070583421 0.862572143 0.751129314 0.990549415 -2.094493104 0.036216077
GSE42127 FOXA2 CMTM8 -0.250070318 0.190510162 0.778746021 0.536084558 1.131249459 -1.312635061 0.189305949
GSE42127 FOXA2 C1orf116 -0.217698417 0.098016416 0.804367989 0.663778306 0.974734872 -2.221040367 0.026348227
GSE42127 FOXA2 CRB3 -0.332981901 0.180031175 0.716783167 0.503668724 1.020071496 -1.84957911 0.064374236
GSE42127 FOXA2 CTNNBIP1 -0.387981887 0.173179571 0.678424631 0.483159907 0.952603835 -2.240344429 0.025068571
GSE42127 FOXA2 KIAA1324L -0.143557933 0.149940895 0.866270613 0.645689406 1.162207043 -0.957430147 0.338350188
GSE42127 FOXA2 SEMA3B -0.12477851 0.18439724 0.882692389 0.614964671 1.266976609 -0.676683176 0.498606993
GSE42127 FOXA2 PRSS8 -0.132071666 0.110694351 0.876278193 0.705372951 1.088592171 -1.193120198 0.232822302
GSE42127 FOXA2 EVPL -0.269669713 0.128635372 0.76363167 0.593457065 0.982604069 -2.096388496 0.036047742
GSE42127 FOXA2 SUSD2 -0.242912605 0.082916721 0.784340058 0.666692477 0.922748265 -2.929597325 0.003394015
GSE42127 FOXA2 ELAVL1 -0.461539881 0.260634424 0.630312292 0.378184175 1.050529374 -1.770832395 0.076588577
GSE42127 FOXA2 AP1M2 -0.537451629 0.286104729 0.584235205 0.333468593 1.02357698 -1.878513617 0.060310936
GSE42127 FOXA2 CLDN4 -0.259395625 0.339915143 0.771517731 0.396286809 1.502042446 -0.763118768 0.445392568
GSE42127 FOXA2 SULT1A2 -0.053677927 0.44451676 0.947737298 0.396565218 2.264964111 -0.120755687 0.90388455
GSE42127 FOXA2 RILP -0.252018208 0.289823092 0.777230586 0.440404775 1.371664019 -0.869558758 0.384541585
GSE42127 FOXA2 SFTPA1 -0.164258742 0.091526942 0.848522445 0.709178336 1.015245818 -1.794649072 0.072709629
GSE42127 FOXA2 LAMA3 -0.181840386 0.344530499 0.833734405 0.424387742 1.637919736 -0.527791841 0.59764382
GSE42127 FOXA2 TMEM54 -0.279704173 0.183105199 0.756007356 0.528039721 1.082394182 -1.52755997 0.126621827
GSE42127 FOXA2 ST7 -0.51361201 0.24992511 0.598330495 0.366610162 0.976512434 -2.055063655 0.039872857
GSE42127 FOXA2 BFSP1 0.183004941 0.273883397 1.200820341 0.702017705 2.054035789 0.668185595 0.50401513
GSE42127 FOXA2 RASSF7 -0.338149114 0.179739287 0.713088949 0.501359614 1.014233765 -1.881331116 0.059926891
GSE42127 FOXA2 RAB17 -0.151970092 0.112593988 0.859013972 0.688906133 1.071125612 -1.349717641 0.177106572
GSE42127 FOXA2 DLX4 0.570879983 0.384011874 1.769823782 0.833793542 3.756656846 1.486620656 0.137115029
GSE42127 FOXA2 TMEM63B -0.258754159 0.201746068 0.772012792 0.519873801 1.14643929 -1.282573489 0.199641543
GSE42127 FOXA2 SCNN1B -0.134875142 0.116437326 0.873825009 0.69552515 1.097832545 -1.158349711 0.246721352
GSE42127 FOXA2 COBL -0.18673905 0.095943744 0.829660208 0.687436833 1.001308088 -1.946338985 0.051614034
GSE42127 FOXA2 VSIG2 -0.155058793 0.087182726 0.856364828 0.721852975 1.015941949 -1.778549481 0.075313653
GSE42127 FOXA2 CPAMD8 -0.302393592 0.196150229 0.739047125 0.503163065 1.085514202 -1.541642814 0.123160416
GSE42127 FOXA2 C19orf33 -0.152915974 0.093559532 0.85820183 0.714416404 1.030925909 -1.634424312 0.102169787
GSE42127 FOXA2 CEACAM6 -0.106169881 0.075741752 0.899271866 0.775210257 1.043187807 -1.401735224 0.160994328
GSE42127 FOXA2 FAM129B -0.428287126 0.217505604 0.651624289 0.425457475 0.99801799 -1.96908548 0.048943276
GSE42127 FOXA2 SH2D4A -0.145442118 0.167053641 0.864639935 0.623216544 1.199586605 -0.870631238 0.383955534
GSE42127 FOXA2 TMEM125 -0.177878486 0.107334687 0.83704413 0.67824235 1.033027316 -1.657232086 0.097472562
GSE42127 FOXA2 PPP1R13L -0.083227626 0.170945794 0.920141675 0.658181056 1.286364437 -0.486865596 0.626353581
GSE42127 FOXA2 PTK7 0.052760478 0.202763961 1.054177116 0.708468569 1.568579668 0.260206389 0.794704576
GSE42127 FOXA2 PDZK1IP1 -0.048333444 0.093630563 0.952816024 0.793068266 1.144741776 -0.516214385 0.605704685
GSE42127 FOXA2 LAMB3 0.056541905 0.379021831 1.058170957 0.503421629 2.224230566 0.149178493 0.88141279
GSE42127 FOXA2 ITGA3 -0.218035945 0.150297985 0.804096538 0.598927584 1.079548279 -1.450691065 0.146865905
GSE42127 FOXA2 FAAH 0.015505172 0.154136773 1.015626001 0.750813983 1.373837193 0.100593596 0.91987308
GSE42127 FOXA2 AATK -0.096877794 0.379616569 0.907666922 0.431316726 1.910102696 -0.255199067 0.798569352
GSE42127 FOXA2 N4BP1 -0.342961108 0.376177718 0.709665811 0.339508639 1.483395431 -0.911699688 0.361926828
GSE42127 FOXA2 MLPH -0.174621947 0.095145177 0.83977444 0.696907166 1.011929773 -1.835321051 0.066458134
GSE42127 FOXA2 NAPSA -0.153051355 0.064061842 0.858085654 0.756834815 0.972882027 -2.389118845 0.016888838
GSE42127 FOXA2 ST6GALNAC6 -0.434231862 0.246320079 0.647762047 0.399712258 1.049744312 -1.76287643 0.077921333
GSE42127 FOXA2 HYAL1 -0.44245279 0.440913208 0.642458671 0.270731751 1.524583437 -1.003491804 0.315623629
GSE42127 FOXA2 LAMP3 -0.091149603 0.092852421 0.91288113 0.760988522 1.095091364 -0.981661035 0.326266867
GSE42127 FOXA2 NINJ2 -0.266391833 0.117558198 0.76613887 0.608473652 0.96465766 -2.266042148 0.023448803
GSE42127 FOXA2 TBC1D2 -0.303733963 0.186054468 0.738057191 0.512531032 1.062820362 -1.632500236 0.102574149
GSE42127 FOXA2 MALL -0.274819291 0.115264515 0.759709397 0.606085879 0.952271597 -2.384248888 0.017114023
GSE42127 FOXA2 FKBP1B -0.31854333 0.305495693 0.727207567 0.399594944 1.323417261 -1.042709726 0.297082752
GSE42127 FOXA2 EFNA1 -0.089835642 0.182258518 0.914081409 0.639508239 1.306542702 -0.492902297 0.622081624
GSE42127 FOXA2 CYP2B6 0.459981192 0.377478637 1.584044193 0.755887033 3.319538363 1.218562184 0.223010409
GSE42127 FOXA2 MAL2 -0.126133354 0.140469195 0.881497288 0.669350181 1.160883332 -0.89794317 0.369215848
GSE42127 FOXA2 UNC13B -0.286306961 0.162752271 0.751032043 0.545913057 1.033221539 -1.759158006 0.078550675
GSE42127 FOXA2 SFTPD -0.263887671 0.071201245 0.76805981 0.668018409 0.883083256 -3.706222698 0.000210373
GSE42127 FOXA2 NFATC3 -0.131170574 0.376236539 0.877068156 0.419546614 1.833523439 -0.348638584 0.727360657
GSE42127 FOXA2 WWC3 -0.891832573 0.285476719 0.409903885 0.234252272 0.717266023 -3.12401157 0.001784034
GSE42127 FOXA2 WFS1 -0.557793043 0.225644559 0.57247109 0.367861691 0.890886866 -2.471998637 0.013436003
GSE42127 FOXA2 JUP -0.077376901 0.180716302 0.925540951 0.649485775 1.318929657 -0.428167797 0.66852896
GSE42127 FOXA2 CCND3 -0.628282049 0.24772136 0.533507554 0.328306718 0.866964625 -2.536244949 0.011204833
GSE42127 FOXA2 PPL -0.337311097 0.163651605 0.71368678 0.517853783 0.983576516 -2.061153612 0.039288387
GSE42127 FOXA2 CGNL1 -0.407622405 0.164516123 0.665230019 0.481876182 0.918349971 -2.477704905 0.013223046
GSE42127 FOXA2 SELENBP1 -0.233614011 0.103093867 0.791667332 0.646828379 0.968938879 -2.266032098 0.023449418
GSE42127 FOXA2 MRPL14 -0.495049209 0.24543349 0.609540912 0.376781435 0.986089253 -2.017040175 0.043691321
GSE42127 FOXA2 CD55 -0.221433245 0.122549277 0.801369416 0.630258381 1.018935979 -1.806891482 0.070779201
GSE42127 FOXA2 CTSH -0.32839829 0.147888242 0.720076163 0.538884553 0.962190655 -2.220584173 0.026379139
GSE42127 FOXA2 FOXA2 0.610897185 0.401439646 1.842083347 0.838693409 4.045901659 1.521765952 0.128067736
GSE42127 UHRF1 ASPM 0.352974349 0.136816533 1.423294634 1.088519887 1.861029494 2.579910052 0.009882605
GSE42127 UHRF1 MAGEA12 0.265310643 0.204252963 1.303835941 0.873700353 1.94573363 1.298931677 0.193967377
GSE42127 UHRF1 CENPF 0.453531677 0.136052711 1.57386075 1.205474498 2.054823775 3.333499748 0.000857607
GSE42127 UHRF1 KIF14 0.482292892 0.183951036 1.619784137 1.129477894 2.322932273 2.621854712 0.00874527
GSE42127 UHRF1 SHCBP1 0.307046973 0.30401021 1.359404822 0.749160457 2.466736536 1.009989017 0.312500552
GSE42127 UHRF1 ANLN 0.498819272 0.164982162 1.646775728 1.191794525 2.275451214 3.023473958 0.002498905
GSE42127 UHRF1 CDCA2 0.535178095 0.184247627 1.707752358 1.190126236 2.450511573 2.904667508 0.003676434
GSE42127 UHRF1 BUB1 0.48844991 0.154323834 1.629787943 1.204399079 2.205422426 3.165097037 0.001550312
GSE42127 UHRF1 TPX2 0.242059994 0.116516741 1.273870615 1.013785534 1.600680114 2.07746966 0.037758233
GSE42127 UHRF1 BIRC5 0.275546402 0.167722466 1.317250227 0.948205915 1.829927584 1.642871162 0.100409593
GSE42127 UHRF1 MKI67 0.582950355 0.222511279 1.791315658 1.158164311 2.770601509 2.619868786 0.008796361
GSE42127 UHRF1 BUB1B 0.720470572 0.364714369 2.055400198 1.005659499 4.20089501 1.975437859 0.04821848
GSE42127 UHRF1 HIST1H2AJ 0.312030647 0.465339189 1.366196562 0.548802085 3.401031257 0.670544528 0.502510731
GSE42127 UHRF1 KIF4A 0.359463849 0.148330296 1.43256114 1.071159612 1.915896938 2.423401413 0.015375926
GSE42127 UHRF1 TTK 0.534859723 0.144899554 1.707208743 1.285132487 2.267907567 3.691244787 0.000223159
GSE42127 UHRF1 MCM10 0.230006721 0.210435955 1.258608469 0.833234493 1.901139825 1.093001053 0.274393337
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GSE42127 UHRF1 RRM2 0.38882809 0.165365138 1.475250919 1.066858529 2.039975513 2.351330486 0.018706411
GSE42127 UHRF1 GPR37 0.044347039 0.106672296 1.045345068 0.848125365 1.288425457 0.415731553 0.67760645
GSE42127 UHRF1 TUBB3 0.178212139 0.11351641 1.195078817 0.956689935 1.492869661 1.569924019 0.116432789
GSE42127 UHRF1 GTSE1 0.432898392 0.188786962 1.541719562 1.064901969 2.232035698 2.293052384 0.021844989
GSE42127 UHRF1 CCNB2 0.377582686 0.13960113 1.458754057 1.10956661 1.917832944 2.704725129 0.006836093
GSE42127 UHRF1 CDCA3 0.315762655 0.139968784 1.371304745 1.042299031 1.804162383 2.25595055 0.024073728
GSE42127 UHRF1 KIF20A 0.372598433 0.152082124 1.451501348 1.077370067 1.955554762 2.449981786 0.014286344
GSE42127 UHRF1 CDT1 0.208645619 0.138748094 1.23200832 0.938665917 1.617023133 1.503772861 0.132639861
GSE42127 UHRF1 KIF15 0.592341899 0.174284565 1.808218124 1.284989346 2.544497972 3.398705429 0.000677056
GSE42127 UHRF1 GPD1 -0.223584045 0.30322695 0.799647683 0.441358439 1.448791639 -0.737348856 0.460910229
GSE42127 UHRF1 OVCH2 -0.784101899 0.367327015 0.456529527 0.222228395 0.937860389 -2.134615391 0.032792439
GSE42127 UHRF1 ACTN2 0.342746524 0.369020353 1.408811617 0.683505841 2.903779388 0.928801139 0.352992154
GSE42127 UHRF1 CEP55 0.393020615 0.164488658 1.481448928 1.073182752 2.045030003 2.389347804 0.016878315
GSE42127 UHRF1 EXO1 0.055055753 0.438255632 1.056599521 0.447575741 2.494332125 0.125624746 0.900028974
GSE42127 UHRF1 CENPA 0.342788214 0.175003331 1.408870351 0.999788012 1.985336536 1.958752516 0.050141777
GSE42127 UHRF1 NEIL3 0.302126546 0.369041893 1.352732398 0.65627047 2.788309125 0.818678182 0.412970048
GSE42127 UHRF1 SPC25 0.558780379 0.379697719 1.748538645 0.830760714 3.680226259 1.471645341 0.141116675
GSE42127 UHRF1 UBE2C 0.315561027 0.213846484 1.371028279 0.901612565 2.084840668 1.475642813 0.140039806
GSE42127 UHRF1 KIF11 0.519223319 0.179242209 1.680721757 1.182836118 2.388180055 2.896769248 0.00377027
GSE42127 UHRF1 E2F7 0.207337265 0.154469508 1.230397471 0.908993433 1.665444305 1.342253669 0.17951376
GSE42127 UHRF1 ASF1B 0.365159509 0.160946804 1.440743802 1.05096582 1.975081076 2.268821124 0.023279206
GSE42127 UHRF1 CCNA2 0.367466676 0.155512908 1.444071675 1.06467222 1.958671377 2.362933603 0.018130918
GSE42127 UHRF1 CDC20 0.367994049 0.121067473 1.444833441 1.139632864 1.831768578 3.03957817 0.002369097
GSE42127 UHRF1 HOXA10 0.303570871 0.354946285 1.354687596 0.675629072 2.716251503 0.855258623 0.392407988
GSE42127 UHRF1 CDC25A -0.275177631 0.344261152 0.759437212 0.386773089 1.491171165 -0.799328154 0.424100158
GSE42127 UHRF1 C10orf67 -0.254064691 0.225728532 0.775641623 0.49833413 1.20726214 -1.125532023 0.260363655
GSE42127 UHRF1 NUSAP1 0.543181374 0.178186132 1.721474814 1.214027047 2.441029253 3.048393086 0.002300688
GSE42127 UHRF1 CDCA5 0.346481523 0.134883574 1.414083366 1.085580185 1.841993612 2.568745135 0.010206749
GSE42127 UHRF1 CYS1 -0.349747582 0.431420057 0.704865988 0.30260851 1.641844313 -0.810689203 0.417544175
GSE42127 UHRF1 FAM111B 0.829572119 0.382558166 2.292337682 1.083039988 4.851909536 2.168486238 0.030121711
GSE42127 UHRF1 SLC16A11 -0.642612136 0.442935978 0.525916862 0.220744203 1.252982148 -1.450801397 0.146835171
GSE42127 UHRF1 RAD51 0.425603593 0.443981969 1.530513948 0.641090224 3.653889666 0.95860558 0.337757481
GSE42127 UHRF1 DSTN 0.042447648 0.22779561 1.043361433 0.667628403 1.630552378 0.18634094 0.852177404
GSE42127 UHRF1 PRC1 0.539816658 0.16981368 1.715692274 1.229967764 2.393233438 3.178876153 0.001478472
GSE42127 UHRF1 KCMF1 -0.02301599 0.391029094 0.977246857 0.454108587 2.10304638 -0.058860045 0.953063582
GSE42127 UHRF1 CGN -0.126619128 0.104370945 0.881069183 0.718074165 1.081062296 -1.213164525 0.225066924
GSE42127 UHRF1 SLC25A4 -0.330317841 0.203564863 0.718695267 0.482247582 1.071074082 -1.622666287 0.104660762
GSE42127 UHRF1 TMOD1 0.292786639 0.156885385 1.340156823 0.985404497 1.822622402 1.866245469 0.06200703
GSE42127 UHRF1 ATOH8 -0.376561864 0.119128508 0.686216665 0.543324001 0.866689691 -3.160971864 0.001572437
GSE42127 UHRF1 LIMS2 -0.544116414 0.239993949 0.58035435 0.362585159 0.928916044 -2.267208885 0.023377468
GSE42127 UHRF1 DUSP8 -0.150665883 0.206248806 0.860135036 0.57412616 1.288623184 -0.730505478 0.465081266
GSE42127 UHRF1 PRDM16 -0.331570895 0.430829171 0.717795267 0.308516315 1.670025279 -0.76961106 0.441530643
GSE42127 UHRF1 WNT3A -0.154366607 0.147099684 0.856957797 0.64231484 1.143328193 -1.049401346 0.293993439
GSE42127 UHRF1 CENPH 0.783131695 0.415304533 2.188314679 0.969620779 4.938756716 1.885680583 0.059338011
GSE42127 UHRF1 ADRB2 -0.257147688 0.145297869 0.773254005 0.581626797 1.028016176 -1.769796691 0.076761015
GSE42127 UHRF1 ARHGEF4 -0.56792974 0.405838491 0.566697436 0.255800211 1.255456292 -1.399398413 0.161693542
GSE42127 UHRF1 TK1 0.103596166 0.131833224 1.109152451 0.856593154 1.436176735 0.785812273 0.431977475
GSE42127 UHRF1 EFNB2 -0.124116215 0.186413078 0.883277185 0.612945573 1.272835011 -0.665812808 0.505530757
GSE42127 UHRF1 INCA1 -0.601983393 0.288021506 0.547724206 0.311456632 0.963221759 -2.090064041 0.036612047
GSE42127 UHRF1 CTNNBIP1 -0.387981887 0.173179571 0.678424631 0.483159907 0.952603835 -2.240344429 0.025068571
GSE42127 UHRF1 PTTG1 0.313123997 0.154224565 1.36769111 1.010908472 1.850393999 2.030312079 0.042324827
GSE42127 UHRF1 SEMA3B -0.12477851 0.18439724 0.882692389 0.614964671 1.266976609 -0.676683176 0.498606993
GSE42127 UHRF1 PPP1R13B -0.227108047 0.158568475 0.796834682 0.583975327 1.087281401 -1.432239586 0.152075266
GSE42127 UHRF1 MCM2 0.514568908 0.15353695 1.672917165 1.238179327 2.260296049 3.351433704 0.000803943
GSE42127 UHRF1 ELAVL1 -0.461539881 0.260634424 0.630312292 0.378184175 1.050529374 -1.770832395 0.076588577
GSE42127 UHRF1 HDAC5 0.459123919 0.399074032 1.582686815 0.723939966 3.460090166 1.150473051 0.249949087
GSE42127 UHRF1 EIF4B -0.467655438 0.315855885 0.626469344 0.337320556 1.163474423 -1.480597514 0.138713858
GSE42127 UHRF1 NPR1 -0.325042903 0.293694284 0.722496356 0.406296081 1.284779766 -1.10673895 0.26840681
GSE42127 UHRF1 SASH1 -0.165271084 0.22345771 0.847663885 0.547036283 1.313503481 -0.739607882 0.459537958
GSE42127 UHRF1 COBL -0.18673905 0.095943744 0.829660208 0.687436833 1.001308088 -1.946338985 0.051614034
GSE42127 UHRF1 CPAMD8 -0.302393592 0.196150229 0.739047125 0.503163065 1.085514202 -1.541642814 0.123160416
GSE42127 UHRF1 PLXNA2 -0.582676451 0.341179283 0.55840183 0.286110964 1.08983102 -1.707830691 0.087667763
GSE42127 UHRF1 STK24 0.098701594 0.346024839 1.103736889 0.560181395 2.174715422 0.285244246 0.775457025
GSE42127 UHRF1 ZNF324 0.216227335 0.196772921 1.241384557 0.844136976 1.825575304 1.098867332 0.271825938
GSE42127 UHRF1 ST6GALNAC6 -0.434231862 0.246320079 0.647762047 0.399712258 1.049744312 -1.76287643 0.077921333
GSE42127 UHRF1 CKB -0.071711213 0.121711489 0.93079966 0.733255297 1.181563926 -0.589190168 0.555733712
GSE42127 UHRF1 NEDD4L -0.383440492 0.1427501 0.681512632 0.515186892 0.901535879 -2.686096138 0.007229228
GSE42127 UHRF1 CRY2 -0.608135518 0.212579882 0.544364882 0.358873819 0.825730685 -2.86073881 0.004226551
GSE42127 UHRF1 MAN2A2 -0.66824197 0.252739429 0.512608968 0.312358989 0.84123705 -2.643995728 0.008193369
GSE42127 UHRF1 ANXA11 -0.473837137 0.260049442 0.622608644 0.373990577 1.036500778 -1.822104034 0.068439202
GSE42127 UHRF1 FBXW4 -0.636718792 0.305577553 0.529025422 0.290648748 0.962907628 -2.083656948 0.037191383
GSE42127 UHRF1 WFS1 -0.557793043 0.225644559 0.57247109 0.367861691 0.890886866 -2.471998637 0.013436003
GSE42127 UHRF1 STT3A 0.268526728 0.221661753 1.308035937 0.847112031 2.019754119 1.211425623 0.225732324
GSE42127 UHRF1 CSRP1 -0.328187661 0.295427157 0.720227849 0.40364712 1.285103073 -1.110891984 0.266614846
GSE42127 UHRF1 UHRF1 0.093140403 0.325028383 1.097615833 0.580477915 2.075463139 0.286560829 0.774448611
GSE42127 FOXM1 PBK 0.323707249 0.12401822 1.382242595 1.083976262 1.762579733 2.610158805 0.00905002
GSE42127 FOXM1 HELLS 0.979293033 0.254401106 2.662573224 1.617167283 4.383774178 3.849405566 0.000118405
GSE42127 FOXM1 NEK2 0.367488687 0.232699929 1.444103461 0.91521635 2.278624948 1.579238499 0.114281363
GSE42127 FOXM1 POLQ 0.368783173 0.151867921 1.445974043 1.073718136 1.947290321 2.428315153 0.015169155
GSE42127 FOXM1 ASPM 0.352974349 0.136816533 1.423294634 1.088519887 1.861029494 2.579910052 0.009882605
GSE42127 FOXM1 DEPDC1 0.527382791 0.216852034 1.694491662 1.107782882 2.591935693 2.431993748 0.015015967
GSE42127 FOXM1 HMMR 0.391044094 0.138196831 1.478523705 1.127703521 1.938481442 2.829616941 0.004660377
GSE42127 FOXM1 CENPF 0.453531677 0.136052711 1.57386075 1.205474498 2.054823775 3.333499748 0.000857607
GSE42127 FOXM1 SHCBP1 0.307046973 0.30401021 1.359404822 0.749160457 2.466736536 1.009989017 0.312500552
GSE42127 FOXM1 BRIP1 0.245263742 0.339422993 1.277958321 0.657051354 2.485616168 0.722590242 0.469931665
GSE42127 FOXM1 ANLN 0.498819272 0.164982162 1.646775728 1.191794525 2.275451214 3.023473958 0.002498905
GSE42127 FOXM1 COL1A1 0.051037673 0.113295256 1.052362538 0.84280729 1.314021515 0.450483763 0.65236166
GSE42127 FOXM1 CDCA8 0.421271182 0.158522313 1.523897477 1.116918058 2.079170897 2.657488237 0.007872534
GSE42127 FOXM1 MELK 0.292870065 0.117561879 1.340268632 1.064444446 1.687565764 2.491199252 0.01273127
GSE42127 FOXM1 CDCA2 0.535178095 0.184247627 1.707752358 1.190126236 2.450511573 2.904667508 0.003676434
GSE42127 FOXM1 BUB1 0.48844991 0.154323834 1.629787943 1.204399079 2.205422426 3.165097037 0.001550312
GSE42127 FOXM1 MND1 0.47799198 0.219217271 1.612832548 1.049521162 2.478491071 2.180448546 0.029224229
GSE42127 FOXM1 CD72 0.014860519 0.189077995 1.014971486 0.700664897 1.470270767 0.078594651 0.937355042
GSE42127 FOXM1 TPX2 0.242059994 0.116516741 1.273870615 1.013785534 1.600680114 2.07746966 0.037758233
GSE42127 FOXM1 BIRC5 0.275546402 0.167722466 1.317250227 0.948205915 1.829927584 1.642871162 0.100409593
GSE42127 FOXM1 MKI67 0.582950355 0.222511279 1.791315658 1.158164311 2.770601509 2.619868786 0.008796361
GSE42127 FOXM1 BUB1B 0.720470572 0.364714369 2.055400198 1.005659499 4.20089501 1.975437859 0.04821848
GSE42127 FOXM1 KIFC1 0.317272897 0.139368684 1.373377311 1.045102843 1.804765197 2.276500624 0.022816063
GSE42127 FOXM1 PRR11 0.520892738 0.168355194 1.68352993 1.210365792 2.341666498 3.094010505 0.001974705
GSE42127 FOXM1 KIF4A 0.359463849 0.148330296 1.43256114 1.071159612 1.915896938 2.423401413 0.015375926
GSE42127 FOXM1 MCM10 0.230006721 0.210435955 1.258608469 0.833234493 1.901139825 1.093001053 0.274393337
GSE42127 FOXM1 HIST1H3C 0.365958982 0.280368126 1.441896098 0.832308223 2.49795004 1.305280268 0.191797431
GSE42127 FOXM1 GRIN2D 0.088360884 0.312194001 1.092382274 0.592426708 2.014255971 0.283031974 0.777152327
GSE42127 FOXM1 CHEK1 0.49792831 0.150597639 1.645309167 1.224781379 2.210224862 3.306348719 0.000945204
GSE42127 FOXM1 TROAP 0.238320603 0.127420763 1.26911601 0.988645452 1.629153751 1.87034356 0.061436124
GSE42127 FOXM1 ZWINT 0.279845008 0.373440073 1.322924754 0.636300664 2.750476316 0.749370591 0.453633871
GSE42127 FOXM1 CCNB2 0.377582686 0.13960113 1.458754057 1.10956661 1.917832944 2.704725129 0.006836093
GSE42127 FOXM1 KIF2C 0.448480118 0.14185176 1.565930347 1.185845209 2.067839743 3.161611227 0.001568989
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GSE42127 FOXM1 CCNB1 0.53633514 0.199328023 1.709729448 1.156802108 2.526944552 2.690716202 0.007129882
GSE42127 FOXM1 CDCA3 0.315762655 0.139968784 1.371304745 1.042299031 1.804162383 2.25595055 0.024073728
GSE42127 FOXM1 KIF20A 0.372598433 0.152082124 1.451501348 1.077370067 1.955554762 2.449981786 0.014286344
GSE42127 FOXM1 CDT1 0.208645619 0.138748094 1.23200832 0.938665917 1.617023133 1.503772861 0.132639861
GSE42127 FOXM1 KIF15 0.592341899 0.174284565 1.808218124 1.284989346 2.544497972 3.398705429 0.000677056
GSE42127 FOXM1 CDC6 0.681099407 0.331627451 1.97604902 1.031610885 3.785118773 2.05380889 0.039994192
GSE42127 FOXM1 IKBKE -0.273759387 0.256280551 0.760515043 0.460215676 1.256765382 -1.068201962 0.28542942
GSE42127 FOXM1 CDC25C 0.422108596 0.23997177 1.525174144 0.95291704 2.441089906 1.758992719 0.078578745
GSE42127 FOXM1 ESPL1 0.57630382 0.248916184 1.779449096 1.092465495 2.898433956 2.315252509 0.020599117
GSE42127 FOXM1 AURKB 0.284354384 0.124833025 1.32890379 1.040484169 1.697272612 2.277877867 0.022733855
GSE42127 FOXM1 KIF23 0.236677456 0.298770451 1.267032378 0.705462356 2.275629642 0.792171566 0.428260645
GSE42127 FOXM1 UBE2C 0.315561027 0.213846484 1.371028279 0.901612565 2.084840668 1.475642813 0.140039806
GSE42127 FOXM1 KIF11 0.519223319 0.179242209 1.680721757 1.182836118 2.388180055 2.896769248 0.00377027
GSE42127 FOXM1 ASF1B 0.365159509 0.160946804 1.440743802 1.05096582 1.975081076 2.268821124 0.023279206
GSE42127 FOXM1 UBE2T 0.38131625 0.143928876 1.464210589 1.104310144 1.941404469 2.64933806 0.008064961
GSE42127 FOXM1 CDC20 0.367994049 0.121067473 1.444833441 1.139632864 1.831768578 3.03957817 0.002369097
GSE42127 FOXM1 CENPI 0.227800869 0.386123092 1.255835225 0.589201833 2.676709449 0.589969557 0.555211059
GSE42127 FOXM1 CDC25A -0.275177631 0.344261152 0.759437212 0.386773089 1.491171165 -0.799328154 0.424100158
GSE42127 FOXM1 NUSAP1 0.543181374 0.178186132 1.721474814 1.214027047 2.441029253 3.048393086 0.002300688
GSE42127 FOXM1 E2F2 0.419185943 0.153925815 1.520723096 1.124678132 2.056231619 2.723298517 0.006463363
GSE42127 FOXM1 CCNE1 0.305329471 0.403575251 1.357072046 0.615288826 2.993138279 0.756561435 0.449312653
GSE42127 FOXM1 CDCA5 0.346481523 0.134883574 1.414083366 1.085580185 1.841993612 2.568745135 0.010206749
GSE42127 FOXM1 KIF26B 0.180572668 0.161674765 1.197903168 0.872577286 1.644521375 1.116888391 0.264042049
GSE42127 FOXM1 ARHGAP22 0.038816374 0.233053246 1.039579573 0.658388831 1.641470264 0.166555819 0.867719559
GSE42127 FOXM1 XRCC2 0.256407899 0.193914181 1.29227974 0.883682969 1.889803226 1.322275126 0.186076552
GSE42127 FOXM1 SLC25A35 -0.458169197 0.253436032 0.63244046 0.38485267 1.039309239 -1.807829741 0.070633003
GSE42127 FOXM1 EME1 0.333122669 0.179422832 1.39531845 0.981631181 1.983345287 1.85663477 0.063363134
GSE42127 FOXM1 RAD51 0.425603593 0.443981969 1.530513948 0.641090224 3.653889666 0.95860558 0.337757481
GSE42127 FOXM1 PRC1 0.539816658 0.16981368 1.715692274 1.229967764 2.393233438 3.178876153 0.001478472
GSE42127 FOXM1 EPHB2 0.03979697 0.272834187 1.04059948 0.609602477 1.776317055 0.145865042 0.884027929
GSE42127 FOXM1 C1orf112 0.420426741 0.206418654 1.522611178 1.015979949 2.281880467 2.036767185 0.041673378
GSE42127 FOXM1 SPAG5 0.600832896 0.281973754 1.823637069 1.049353745 3.169238377 2.130811422 0.033104681
GSE42127 FOXM1 C1QTNF6 0.21927519 0.388782466 1.245173888 0.58116275 2.66785511 0.564004833 0.572750843
GSE42127 FOXM1 DENND1C -0.156403265 0.234214368 0.855214243 0.540394964 1.353438594 -0.667778269 0.50427514
GSE42127 FOXM1 E2F1 0.180031681 0.372215439 1.197255293 0.577239988 2.483231004 0.483676016 0.628615817
GSE42127 FOXM1 PIF1 0.399981675 0.172548233 1.491797361 1.063742503 2.092103456 2.318086184 0.020444638
GSE42127 FOXM1 PAQR4 0.037883427 0.208503049 1.038610152 0.690199191 1.562898163 0.181692436 0.855824102
GSE42127 FOXM1 FANCG 0.169335687 0.219101927 1.184517699 0.770977415 1.819874553 0.772862608 0.439603696
GSE42127 FOXM1 MTA3 0.280109259 0.240859584 1.323274385 0.825334227 2.121631503 1.162956668 0.244847084
GSE42127 FOXM1 TRAIP 0.309590823 0.327632004 1.362867346 0.717088436 2.590206884 0.94493462 0.344692255
GSE42127 FOXM1 TCF19 0.333276112 0.37124876 1.395532569 0.674112622 2.888999685 0.897716431 0.369336747
GSE42127 FOXM1 EFNA4 0.271554645 0.23352815 1.312002565 0.830147304 2.073548538 1.162834737 0.244896561
GSE42127 FOXM1 TIMELESS 0.334288866 0.212842896 1.396946615 0.920465698 2.120078837 1.57058973 0.116277977
GSE42127 FOXM1 MCM2 0.514568908 0.15353695 1.672917165 1.238179327 2.260296049 3.351433704 0.000803943
GSE42127 FOXM1 KNTC1 0.36235822 0.193019891 1.43671351 0.984172774 2.097340794 1.877310257 0.060475583
GSE42127 FOXM1 NPM3 0.386350488 0.208935719 1.471600359 0.977110047 2.216339524 1.849135659 0.064438226
GSE42127 FOXM1 GMPPA 0.321539587 0.314140911 1.379249605 0.745153319 2.552936991 1.023552094 0.306046883
GSE42127 FOXM1 R3HDM1 0.338081786 0.362865892 1.402255184 0.688581019 2.855611099 0.931698995 0.351492106
GSE42127 FOXM1 DNMT1 0.314767758 0.251513305 1.369941116 0.836784037 2.242799309 1.251495453 0.210753772
GSE42127 FOXM1 RNASEH2A 0.287097602 0.171732238 1.332554268 0.951713344 1.865793821 1.671774651 0.094568767
GSE42127 FOXM1 RFC4 0.310179177 0.173880033 1.36366943 0.969844602 1.91741472 1.783868866 0.074444976
GSE42127 FOXM1 LIMK1 0.217855691 0.378610906 1.24340762 0.592024033 2.611486062 0.57540786 0.56501549
GSE42127 FOXM1 CKAP5 0.351346875 0.317025922 1.420980142 0.763369942 2.645093099 1.108259138 0.267749917
GSE42127 FOXM1 MAGED1 0.069017543 0.243843721 1.071455005 0.664375772 1.727961611 0.283040065 0.777146125
GSE42127 FOXM1 FOXM1 0.33342818 0.161057031 1.3957448 1.017920885 1.913806442 2.070249138 0.03842902
GSE50081 FOXA2 LHFPL3 0.037337689 0.340218635 1.038043498 0.532869576 2.022135156 0.109746161 0.91261069
GSE50081 FOXA2 BDNF 1.194605403 0.405482572 3.302254455 1.491636988 7.310682541 2.946132552 0.003217745
GSE50081 FOXA2 EXD1 1.894336504 0.979431653 6.64813593 0.975003459 45.3308252 1.934118117 0.053098607
GSE50081 FOXA2 RTKN2 3.607602566 0.873714195 36.87753529 6.65357438 204.3942897 4.129041953 3.64E-05
GSE50081 FOXA2 SH3GL2 -0.56996735 0.531355235 0.565543903 0.199607074 1.602347551 -1.072667234 0.283420446
GSE50081 FOXA2 CHIA -0.242028329 0.099763502 0.785033938 0.645609014 0.954568896 -2.426020785 0.015265396
GSE50081 FOXA2 TWIST1 0.213003476 0.08632061 1.237388952 1.044792382 1.465488689 2.467585372 0.013602778
GSE50081 FOXA2 CPB2 -0.209444168 0.092974218 0.81103492 0.675926939 0.973149024 -2.252712338 0.024277292
GSE50081 FOXA2 HHIP -0.059687829 0.127775225 0.942058571 0.733356991 1.210153256 -0.467131474 0.640405817
GSE50081 FOXA2 APOH -0.093401946 0.486158278 0.910827324 0.351250842 2.361863129 -0.192122504 0.847646248
GSE50081 FOXA2 EPB41L5 0.0492636 0.343876407 1.050497226 0.535410374 2.061118863 0.143259611 0.886085152
GSE50081 FOXA2 PRKG2 0.320745265 0.668901853 1.378154472 0.371473305 5.11291047 0.479510206 0.631575709
GSE50081 FOXA2 SEC14L4 -0.156457181 0.512934688 0.855168135 0.312925325 2.337019346 -0.305023592 0.760348184
GSE50081 FOXA2 SSTR1 0.84176422 0.54723104 2.320457166 0.793907035 6.782307274 1.53822455 0.12399372
GSE50081 FOXA2 CFTR 1.777454632 1.1550193 5.914781948 0.614871733 56.8974692 1.538896045 0.123829677
GSE50081 FOXA2 C2orf54 -0.079538982 0.166761127 0.923542018 0.666053831 1.280571959 -0.476963566 0.633388066
GSE50081 FOXA2 PCSK9 0.090577063 0.195427592 1.094805874 0.746429596 1.605777567 0.463481448 0.64301931
GSE50081 FOXA2 SLC46A2 -0.097162562 0.102764992 0.907408484 0.741872232 1.109881353 -0.945483091 0.3444123
GSE50081 FOXA2 C10orf67 0.265714074 0.64393314 1.304362054 0.369216647 4.608027244 0.412642334 0.67986868
GSE50081 FOXA2 GYPE 0.486478851 1.349446166 1.626578698 0.115511287 22.9047597 0.360502599 0.718471313
GSE50081 FOXA2 F11 1.611493461 1.28543805 5.010288312 0.403362821 62.23426568 1.25365315 0.209968104
GSE50081 FOXA2 MS4A15 -0.579777677 0.284083762 0.560022859 0.320917365 0.977278378 -2.040868769 0.041263873
GSE50081 FOXA2 ANKRD29 -0.076903173 0.122027488 0.925979509 0.729006483 1.176173425 -0.63021188 0.528555968
GSE50081 FOXA2 CX3CR1 0.382267129 0.593598173 1.465603538 0.457872778 4.691245764 0.643982995 0.519586461
GSE50081 FOXA2 PLA2G3 -0.378561901 0.276730539 0.684845577 0.3981431 1.178002242 -1.367980213 0.17131827
GSE50081 FOXA2 SEMA5A 0.042332758 0.200419285 1.043241568 0.704348637 1.54519071 0.211220982 0.832714838
GSE50081 FOXA2 SCTR 0.09764567 0.501302213 1.102572041 0.412760147 2.945209503 0.194784039 0.845562018
GSE50081 FOXA2 ST6GALNAC5 0.873303289 0.833706458 2.394808546 0.467324528 12.27221691 1.047494931 0.294871369
GSE50081 FOXA2 LRRC36 -0.276719345 0.239204112 0.758267279 0.474472893 1.211806351 -1.156833564 0.247340366
GSE50081 FOXA2 NR0B2 -0.015306768 0.216281804 0.984809785 0.644544563 1.504706374 -0.070772335 0.94357895
GSE50081 FOXA2 CYS1 -0.198409196 0.12359976 0.82003423 0.643611321 1.044817138 -1.605255506 0.108437587
GSE50081 FOXA2 ESYT3 -0.461428956 0.539876643 0.630382213 0.218806449 1.816133555 -0.854693311 0.392720955
GSE50081 FOXA2 PLA2G4F -0.274488452 0.356238723 0.75996078 0.378059564 1.527643901 -0.770518291 0.440992509
GSE50081 FOXA2 TRAK1 -0.779565189 0.378823864 0.458605374 0.21826479 0.963595133 -2.057856599 0.039603901
GSE50081 FOXA2 TMPRSS13 1.03198439 0.475725356 2.806629761 1.104706652 7.130554163 2.169286075 0.030060972
GSE50081 FOXA2 NCKAP5 0.134168556 0.165288551 1.143585562 0.827131944 1.581111631 0.811723228 0.416950463
GSE50081 FOXA2 RAB11FIP1 0.275147083 0.255392539 1.316724328 0.798186424 2.172127844 1.077349732 0.281324052
GSE50081 FOXA2 HIST1H2BD 0.092141979 0.194652846 1.096520494 0.748734682 1.605852143 0.473365691 0.635952303
GSE50081 FOXA2 HAS3 0.814404297 0.540925025 2.257830276 0.782087017 6.518197392 1.505577039 0.132175786
GSE50081 FOXA2 FAM167A 1.113577314 0.640064461 3.045232685 0.868553601 10.67687946 1.73978932 0.081896018
GSE50081 FOXA2 SLC16A11 0.958542379 0.608907416 2.607892383 0.790654476 8.601864512 1.574200535 0.115441096
GSE50081 FOXA2 SCEL -1.670875316 1.55158825 0.188082362 0.008987394 3.936066104 -1.076880619 0.281533602
GSE50081 FOXA2 LRRN3 -0.884481707 0.349673698 0.412928136 0.208080644 0.819440202 -2.529448772 0.011424185
GSE50081 FOXA2 IRX2 0.091580972 0.632502358 1.095905511 0.317238675 3.785821161 0.144791511 0.884875485
GSE50081 FOXA2 HSD17B6 -0.263196764 0.089863589 0.768590651 0.644470543 0.916615345 -2.928847674 0.003402211
GSE50081 FOXA2 WIF1 -0.15345473 0.06296248 0.857739593 0.758161448 0.970396492 -2.437240865 0.014799818
GSE50081 FOXA2 CRTAC1 -0.682446775 0.331999977 0.50537893 0.263644211 0.968759611 -2.05556272 0.039824684
GSE50081 FOXA2 LGI3 0.052857642 0.344058408 1.054279549 0.53714648 2.069277949 0.15362985 0.877901599
GSE50081 FOXA2 PARD6B -0.340549747 0.62883318 0.711379136 0.207413658 2.439859944 -0.541558172 0.588122913
GSE50081 FOXA2 MMP28 -0.091004665 0.171760491 0.913013451 0.652040214 1.278438883 -0.529834683 0.596226556
GSE50081 FOXA2 WNT7A 1.31920709 0.36728521 3.740454359 1.820918978 7.683482342 3.591778417 0.000328429
GSE50081 FOXA2 WWC1 2.11153332 0.65719883 8.260898177 2.278340398 29.9526966 3.212929213 0.001313887
GSE50081 FOXA2 ZBTB42 -0.290115258 0.211061742 0.748177329 0.494707465 1.131515806 -1.374551614 0.169270498
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GSE50081 FOXA2 CGN -0.189641271 0.127726019 0.827255842 0.644049516 1.062577039 -1.484750501 0.137609928
GSE50081 FOXA2 GOLT1A -0.195999516 0.109329331 0.822012633 0.663463747 1.018450174 -1.792744133 0.073013846
GSE50081 FOXA2 C16orf89 -0.196531704 0.056220085 0.821575284 0.735855843 0.917280135 -3.495756094 0.000472721
GSE50081 FOXA2 NRGN -0.055306859 0.123422985 0.946194755 0.742886901 1.205142416 -0.448108255 0.654075071
GSE50081 FOXA2 FLRT3 -0.125732918 0.097488529 0.881850342 0.728471392 1.067523081 -1.289720126 0.197147849
GSE50081 FOXA2 STAC -0.03031895 0.204497718 0.970136059 0.649776312 1.448443036 -0.148260578 0.882137126
GSE50081 FOXA2 SULT2B1 0.512390249 0.177669699 1.669276416 1.178407602 2.364617936 2.883948424 0.003927231
GSE50081 FOXA2 YIF1B 0.859735558 0.373735829 2.362535857 1.135674551 4.914766882 2.300383026 0.02142653
GSE50081 FOXA2 MFSD2A -0.318540536 0.145058787 0.727209599 0.547249457 0.966348699 -2.195940984 0.028096168
GSE50081 FOXA2 NMUR1 0.550106122 0.409492947 1.733436963 0.776867629 3.867845172 1.343383632 0.179147784
GSE50081 FOXA2 RAP1GAP 0.845172748 0.498702111 2.328380004 0.87610842 6.187993768 1.694744677 0.090123866
GSE50081 FOXA2 TGFB2 0.494730023 0.532347264 1.640055402 0.577728386 4.655789445 0.929337026 0.352714453
GSE50081 FOXA2 PRDM16 -0.534856383 0.460713626 0.585753408 0.237440433 1.445023712 -1.160930245 0.245670268
GSE50081 FOXA2 GPRIN2 -0.148853545 0.232889693 0.861695306 0.54590574 1.360159355 -0.639159006 0.522719497
GSE50081 FOXA2 AMOTL2 0.151094802 0.257841035 1.163106918 0.701689458 1.927943605 0.585999828 0.557875631
GSE50081 FOXA2 TACSTD2 1.0637624 0.543590626 2.897251126 0.998345721 8.407973221 1.95691822 0.050357084
GSE50081 FOXA2 SFTPB -0.119669949 0.058309566 0.887213214 0.791397746 0.994629175 -2.05232104 0.040138473
GSE50081 FOXA2 SLFNL1 -0.207567401 0.653860848 0.812558473 0.225573075 2.926995037 -0.317448891 0.750903015
GSE50081 FOXA2 ADRB2 -0.152425307 0.141260467 0.858623025 0.650970642 1.132514205 -1.079037256 0.28057112
GSE50081 FOXA2 STARD10 0.193300586 0.518159605 1.213247423 0.439431436 3.349713264 0.37305221 0.709109586
GSE50081 FOXA2 EXPH5 1.822505838 0.59787473 6.18734352 1.916868567 19.97175002 3.048307189 0.002301345
GSE50081 FOXA2 DRAM1 -0.288710257 0.153833034 0.749229258 0.554206752 1.01287918 -1.876776726 0.060548702
GSE50081 FOXA2 HPN -0.15417436 0.116469655 0.85712256 0.682187529 1.076916612 -1.323729862 0.185592777
GSE50081 FOXA2 ATP2A2 0.430371071 0.291091666 1.537828061 0.869220792 2.720730071 1.478472664 0.139281309
GSE50081 FOXA2 EFNB2 -0.081053921 0.178416441 0.922143967 0.650025478 1.308178718 -0.454296254 0.649615612
GSE50081 FOXA2 LIPH -0.16212116 0.132487137 0.850338172 0.655870986 1.102465305 -1.223674712 0.221074963
GSE50081 FOXA2 C4BPA -0.116502055 0.057380982 0.890028268 0.795355008 0.995970743 -2.030325218 0.042323493
GSE50081 FOXA2 CMTM8 -0.230563124 0.180618976 0.794086307 0.557345573 1.131386152 -1.276516615 0.201772957
GSE50081 FOXA2 C1orf116 -0.182544329 0.086598651 0.833147711 0.703087051 0.98726766 -2.107935004 0.035036612
GSE50081 FOXA2 CRB3 -0.515675486 0.245688215 0.597097128 0.368905215 0.966440609 -2.098901996 0.035825541
GSE50081 FOXA2 CTNNBIP1 -0.542975954 0.24126957 0.581016598 0.362092483 0.932304047 -2.250494974 0.024417542
GSE50081 FOXA2 PLLP -0.199261012 0.114665592 0.819336009 0.654422938 1.025806793 -1.737757671 0.082253522
GSE50081 FOXA2 KIAA1324L -0.165251246 0.30676093 0.847680701 0.464640347 1.546491983 -0.538697172 0.590095825
GSE50081 FOXA2 SEMA3B 0.498882501 0.442499375 1.646879856 0.691840158 3.920288856 1.127419676 0.259565084
GSE50081 FOXA2 PRSS8 -0.338224603 0.119003501 0.71303512 0.56469632 0.900340705 -2.842139932 0.004481182
GSE50081 FOXA2 EVPL -0.214068077 0.208435707 0.807293425 0.536550519 1.214652955 -1.027022097 0.304410059
GSE50081 FOXA2 SUSD2 -0.406268046 0.1548322 0.66613159 0.491775198 0.902305152 -2.623924781 0.008692298
GSE50081 FOXA2 ELAVL1 -0.327560617 0.445872261 0.720679605 0.300756537 1.726908742 -0.734651257 0.462551913
GSE50081 FOXA2 SFTA3 -0.159048061 0.052254727 0.852955364 0.76992248 0.944942993 -3.043706659 0.002336829
GSE50081 FOXA2 AP1M2 -0.350237189 0.198948117 0.704520965 0.477033608 1.040492288 -1.760444855 0.07833241
GSE50081 FOXA2 INPP5K -0.595847241 0.436722395 0.551095457 0.234146707 1.29707655 -1.364361544 0.172453805
GSE50081 FOXA2 CLDN4 0.776878527 0.643568048 2.174673476 0.616010255 7.677152595 1.207142787 0.227377159
GSE50081 FOXA2 SULT1A2 -0.434234214 0.201724472 0.647760523 0.436220725 0.961883907 -2.152610489 0.031349304
GSE50081 FOXA2 RILP -0.262438978 0.333128711 0.769173299 0.400372765 1.477691832 -0.787800539 0.430813386
GSE50081 FOXA2 LAMA3 0.538510421 0.566537753 1.713452638 0.56446146 5.20127617 0.950528749 0.341843653
GSE50081 FOXA2 TMEM54 -0.056487988 0.218078417 0.945077837 0.616366312 1.449093017 -0.259026035 0.795615153
GSE50081 FOXA2 BFSP1 -0.760632888 0.369398079 0.46737054 0.226583937 0.964036659 -2.059114358 0.039483285
GSE50081 FOXA2 RASSF7 -0.511769968 0.316629675 0.599433661 0.32227414 1.114953603 -1.616304496 0.106028495
GSE50081 FOXA2 RAB17 -0.399328583 0.160240367 0.670770262 0.489978419 0.918270532 -2.492059833 0.012700464
GSE50081 FOXA2 DLX4 0.669954435 0.646483908 1.954148277 0.55038858 6.938180827 1.036304889 0.300059926
GSE50081 FOXA2 TMEM63B -0.270415442 0.310715232 0.76306242 0.415029322 1.402947279 -0.87029992 0.384136522
GSE50081 FOXA2 SCNN1B -0.25532732 0.113121538 0.774662894 0.620616797 0.966945467 -2.257106152 0.024001443
GSE50081 FOXA2 FAM189A2 -0.252001596 0.155113846 0.777243497 0.573487495 1.053392549 -1.624623485 0.10424281
GSE50081 FOXA2 EPCAM -0.329328961 0.119206662 0.719406322 0.569515246 0.908747323 -2.762672444 0.005733027
GSE50081 FOXA2 COBL -0.252890835 0.191455492 0.77655265 0.533585102 1.130155275 -1.320885768 0.186539456
GSE50081 FOXA2 VSIG2 -0.302916634 0.188212214 0.738660673 0.510785371 1.06819737 -1.609441958 0.107519737
GSE50081 FOXA2 CPAMD8 -0.389538955 0.174769018 0.6773691 0.480907692 0.95408933 -2.22887878 0.025821971
GSE50081 FOXA2 C19orf33 0.163444871 0.112842374 1.177560436 0.943912208 1.469044016 1.448435243 0.147495364
GSE50081 FOXA2 CEACAM6 -0.169985924 0.071113592 0.843676692 0.733912107 0.969857771 -2.390343676 0.016832613
GSE50081 FOXA2 SFTA2 -0.127099506 0.049933041 0.880646039 0.798542995 0.971190594 -2.545398851 0.010915298
GSE50081 FOXA2 FAM129B 0.079884668 0.320336698 1.083162138 0.578125837 2.029385544 0.249377199 0.803069021
GSE50081 FOXA2 SH2D4A -0.417257565 0.227902292 0.658851201 0.42149901 1.029859844 -1.830861645 0.067121196
GSE50081 FOXA2 TMEM125 -0.298859567 0.087961246 0.741663556 0.624214985 0.88121055 -3.397627698 0.000679729
GSE50081 FOXA2 PPP1R13L 0.287018237 0.199733162 1.332448513 0.900818426 1.970895566 1.437008427 0.150715599
GSE50081 FOXA2 PTK7 -0.216594318 0.18931438 0.805256581 0.555634995 1.167021817 -1.144098607 0.252582745
GSE50081 FOXA2 PDZK1IP1 -0.209199749 0.093922255 0.811233177 0.674837076 0.975197259 -2.227371439 0.02592246
GSE50081 FOXA2 LAMB3 0.225250783 0.108526059 1.252636817 1.012622616 1.54953975 2.075545581 0.037935999
GSE50081 FOXA2 ITGA3 0.172133829 0.17569608 1.18783679 0.841790457 1.676137129 0.979724929 0.327221917
GSE50081 FOXA2 FAAH -0.667166238 0.26391244 0.513160695 0.305921999 0.860787715 -2.52798329 0.011471981
GSE50081 FOXA2 AATK 0.318195406 0.306897544 1.374644848 0.753284179 2.508546592 1.036813139 0.299822951
GSE50081 FOXA2 CCNJL -0.11003455 0.165427002 0.895803185 0.647740247 1.238865964 -0.665154713 0.505951543
GSE50081 FOXA2 N4BP1 0.608318988 0.610687029 1.83734021 0.55510078 6.081452533 0.996122332 0.31919071
GSE50081 FOXA2 MLPH -0.285463605 0.095576921 0.751665697 0.623260363 0.906525352 -2.986742001 0.002819676
GSE50081 FOXA2 NAPSA -0.142093511 0.055086075 0.867540128 0.778753874 0.966448964 -2.579481473 0.009894877
GSE50081 FOXA2 ST6GALNAC6 -0.183988417 0.298259599 0.83194544 0.463677279 1.492704618 -0.616873415 0.537318223
GSE50081 FOXA2 HYAL1 -0.170788317 0.131430281 0.843000003 0.651559256 1.090689756 -1.299459424 0.19378631
GSE50081 FOXA2 LAMP3 0.057805324 0.107175245 1.059508714 0.85876987 1.307170587 0.539353313 0.589643089
GSE50081 FOXA2 NINJ2 -0.416876903 0.15681971 0.659102049 0.48469382 0.896267897 -2.658319558 0.007853139
GSE50081 FOXA2 TBC1D2 -0.261456126 0.207109124 0.769929655 0.513049704 1.155427376 -1.26240757 0.206802167
GSE50081 FOXA2 MALL -0.311337464 0.093076677 0.732466653 0.61032456 0.879052612 -3.344956806 0.000822954
GSE50081 FOXA2 FKBP1B -0.045463849 0.137266668 0.955554146 0.73015271 1.250538022 -0.331208222 0.74048721
GSE50081 FOXA2 EFNA1 -0.384826487 0.155362061 0.680568713 0.501911971 0.922818742 -2.47696564 0.013250466
GSE50081 FOXA2 CYP2B6 0.244592438 0.538539711 1.27710071 0.444446318 3.669703529 0.454177163 0.649701318
GSE50081 FOXA2 MAL2 -0.327348365 0.120361674 0.720832586 0.569353991 0.912612585 -2.719705997 0.006533998
GSE50081 FOXA2 UNC13B -0.551980392 0.161785762 0.575808354 0.419339402 0.790660881 -3.411798327 0.000645358
GSE50081 FOXA2 SFTPD -0.071676056 0.05768387 0.930832384 0.831325085 1.042250431 -1.242566712 0.214027543
GSE50081 FOXA2 NFATC3 0.561746067 0.504285665 1.753731963 0.652701305 4.712072387 1.113944152 0.265303146
GSE50081 FOXA2 NKX2.1 -0.450201225 0.155382184 0.637499858 0.470130619 0.864453521 -2.897379943 0.003762937
GSE50081 FOXA2 WWC3 0.096049018 0.296791198 1.100813023 0.615296483 1.969439683 0.323624889 0.746222043
GSE50081 FOXA2 WFS1 -0.271042315 0.262586667 0.762584227 0.455799288 1.27585698 -1.032201362 0.301977797
GSE50081 FOXA2 JUP 0.268598628 0.196457335 1.308129989 0.890074 1.922541348 1.367210991 0.171559181
GSE50081 FOXA2 CCND3 -0.605034608 0.226772234 0.546055529 0.350112755 0.851658891 -2.668027721 0.007629796
GSE50081 FOXA2 PPL -0.203257495 0.142302962 0.816068081 0.61744445 1.078586281 -1.428343391 0.153193044
GSE50081 FOXA2 SELENBP1 -0.39381499 0.103610907 0.67447883 0.550521849 0.8263463 -3.800902843 0.00014417
GSE50081 FOXA2 MRPL14 -0.239956926 0.240202665 0.786661745 0.491277814 1.259647155 -0.998976951 0.317805857
GSE50081 FOXA2 CD55 -0.211518401 0.136532263 0.809354388 0.619330193 1.057682208 -1.549219177 0.121329041
GSE50081 FOXA2 CTSH -0.441696565 0.154122892 0.642944698 0.475317687 0.86968757 -2.865872543 0.004158616
GSE50081 FOXA2 LPCAT1 -0.249838411 0.121879215 0.778926639 0.613412725 0.989100299 -2.049885291 0.040375626
GSE50081 FOXA2 FOXA2 1.356162806 0.657813737 3.881271499 1.069158161 14.08984096 2.061621292 0.039243805
GSE50081 UHRF1 ASPM 0.378504499 0.112758384 1.460099376 1.170583249 1.821220481 3.356774781 0.000788573
GSE50081 UHRF1 GINS2 0.849058923 0.732311181 2.337446099 0.556412909 9.819423982 1.159423678 0.24628353
GSE50081 UHRF1 MAGEA12 0.085805354 0.063689828 1.089594223 0.961727228 1.234461848 1.347237957 0.177903607
GSE50081 UHRF1 CENPF 1.46656326 0.879279853 4.334313608 0.773527867 24.28648697 1.667914096 0.095332781
GSE50081 UHRF1 KIF14 0.436791255 0.163789613 1.547732962 1.122737066 2.133604914 2.666782393 0.007658124
GSE50081 UHRF1 SHCBP1 0.410365818 0.143647511 1.507369107 1.137487484 1.997526703 2.856755497 0.004279954
GSE50081 UHRF1 DLGAP5 0.226419874 0.104155235 1.254102119 1.022529402 1.538119219 2.173869346 0.029714949
GSE50081 UHRF1 ANLN 0.238627542 0.128794511 1.26950561 0.986289792 1.634047628 1.852777263 0.06391429
GSE50081 UHRF1 CDCA2 0.811249795 0.233406685 2.250719167 1.424443338 3.556292225 3.475692195 0.000509537
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GSE50081 UHRF1 CDK1 1.742047837 0.977806355 5.709022611 0.839946229 38.803602 1.781587764 0.074816481
GSE50081 UHRF1 BUB1 1.163931015 0.543580529 3.202497632 1.103550551 9.293630516 2.141230146 0.032255483
GSE50081 UHRF1 TPX2 0.33028067 0.10208129 1.391358586 1.139061889 1.699537782 3.235467257 0.001214438
GSE50081 UHRF1 BIRC5 0.396293344 0.130753011 1.486305252 1.15029928 1.920459605 3.030854449 0.002438628
GSE50081 UHRF1 MKI67 0.510925735 0.172331814 1.666833527 1.189058225 2.33658365 2.964778955 0.003029005
GSE50081 UHRF1 BUB1B 0.310236191 0.115493002 1.363747181 1.087491934 1.710179465 2.686190383 0.00722719
GSE50081 UHRF1 HIST1H2AJ 0.437100983 0.297688214 1.548212413 0.863849086 2.774745859 1.46831807 0.142017845
GSE50081 UHRF1 KIF4A 0.386428399 0.123391337 1.471715017 1.155560863 1.874366951 3.131730375 0.001737794
GSE50081 UHRF1 TTK 0.259814492 0.106995052 1.296689518 1.051384686 1.599227884 2.428285119 0.015170412
GSE50081 UHRF1 MCM10 0.512943166 0.206504821 1.670199644 1.114271864 2.503488546 2.48392829 0.012994197
GSE50081 UHRF1 KIF18B 0.366497559 0.110641512 1.44267288 1.161420914 1.792033372 3.312477879 0.000924734
GSE50081 UHRF1 RRM2 0.344820893 0.108674394 1.411737046 1.140906355 1.74685808 3.172972773 0.001508867
GSE50081 UHRF1 GPR37 0.171012117 0.205435406 1.186505125 0.79323649 1.774747418 0.832437409 0.405162094
GSE50081 UHRF1 TUBB3 0.550042941 0.221314361 1.733327447 1.123304473 2.674630174 2.485346807 0.012942528
GSE50081 UHRF1 GTSE1 1.231561091 0.358222343 3.426574558 1.698012077 6.914799585 3.437979553 0.000586072
GSE50081 UHRF1 CKAP2L 0.466431053 0.222314819 1.594294077 1.031178182 2.464921825 2.098065503 0.035899359
GSE50081 UHRF1 CCNB2 1.34396028 0.637542839 3.834197974 1.098998462 13.37679224 2.108031331 0.035028279
GSE50081 UHRF1 CDCA3 0.388086398 0.120232462 1.474157143 1.164666875 1.865889147 3.227800469 0.00124746
GSE50081 UHRF1 KIF20A 0.355617019 0.124828452 1.427060906 1.117347696 1.822622303 2.848845855 0.004387813
GSE50081 UHRF1 CDT1 0.532502723 0.157929737 1.703189592 1.249778238 2.321095612 3.371769829 0.000746868
GSE50081 UHRF1 KIF15 0.288904775 0.178864276 1.3349646 0.940199901 1.895480397 1.615217865 0.106263523
GSE50081 UHRF1 GPD1 2.058973736 0.831135293 7.837921902 1.537224465 39.96359747 2.477302736 0.013237956
GSE50081 UHRF1 HJURP 0.503745494 0.136808265 1.654908126 1.265675817 2.163840747 3.682127644 0.000231296
GSE50081 UHRF1 ACTN2 0.642655892 0.793688175 1.901524422 0.401340796 9.00928877 0.809708286 0.418107855
GSE50081 UHRF1 CEP55 0.302745364 0.1067925 1.353569753 1.097940234 1.668716583 2.834893492 0.004584097
GSE50081 UHRF1 EXO1 0.325861797 0.16330925 1.385223914 1.005798294 1.907783403 1.995366442 0.046002928
GSE50081 UHRF1 CENPA 0.613305715 0.21490848 1.846525407 1.211783006 2.813751359 2.853799506 0.004319979
GSE50081 UHRF1 NEIL3 0.137798505 0.166567444 1.147744262 0.828061637 1.590844005 0.827283541 0.40807637
GSE50081 UHRF1 SPC25 0.279868938 0.128112484 1.322956412 1.029191028 1.700572216 2.184556338 0.028921392
GSE50081 UHRF1 CUX2 0.450898961 0.38510868 1.569722671 0.737934523 3.339089294 1.170835623 0.241664856
GSE50081 UHRF1 SKA1 0.470590059 0.179632277 1.600938564 1.125826313 2.276553901 2.619741104 0.008799654
GSE50081 UHRF1 UBE2C 0.326291748 0.098028737 1.38581962 1.143574581 1.679379772 3.328531589 0.000873051
GSE50081 UHRF1 KIF11 0.22168243 0.118044467 1.248174931 0.99036623 1.573095499 1.877956968 0.060387052
GSE50081 UHRF1 E2F7 0.197160638 0.555878502 1.217939673 0.409695447 3.620682278 0.35468297 0.722827111
GSE50081 UHRF1 ASF1B 0.389026513 0.175531169 1.475543672 1.046019225 2.081442747 2.21628168 0.026672217
GSE50081 UHRF1 CCNA2 0.273293562 0.124088075 1.314286012 1.030542542 1.676153727 2.202415997 0.027635937
GSE50081 UHRF1 CDC20 0.316416065 0.097765307 1.372201062 1.132921375 1.662018032 3.236486173 0.001210111
GSE50081 UHRF1 ERC2 -0.734832644 0.52941657 0.479585714 0.169912777 1.353650159 -1.388004619 0.165135639
GSE50081 UHRF1 HOXA10 0.071474113 0.176417857 1.074090345 0.760105125 1.517776991 0.405141032 0.685373847
GSE50081 UHRF1 CDC25A 1.423222429 0.400746279 4.150473519 1.892264301 9.103606944 3.551430177 0.000383144
GSE50081 UHRF1 C10orf67 0.265714074 0.64393314 1.304362054 0.369216647 4.608027244 0.412642334 0.67986868
GSE50081 UHRF1 MS4A15 -0.579777677 0.284083762 0.560022859 0.320917365 0.977278378 -2.040868769 0.041263873
GSE50081 UHRF1 NUSAP1 0.297001952 0.126982963 1.345817926 1.049296477 1.726133584 2.338911814 0.019339998
GSE50081 UHRF1 CDCA5 0.411842696 0.132785223 1.509596952 1.163681215 1.958339559 3.101570248 0.001924972
GSE50081 UHRF1 CYS1 -0.198409196 0.12359976 0.82003423 0.643611321 1.044817138 -1.605255506 0.108437587
GSE50081 UHRF1 TMEM8B -0.746364789 0.393572268 0.47408683 0.219204047 1.025338376 -1.896385621 0.057909072
GSE50081 UHRF1 FAM111B 0.422276218 0.483135582 1.525429817 0.591761189 3.932221597 0.874032535 0.382100536
GSE50081 UHRF1 NDC80 0.120129491 0.117487769 1.127642862 0.895706663 1.419637116 1.022485084 0.306551369
GSE50081 UHRF1 SLC16A11 0.958542379 0.608907416 2.607892383 0.790654476 8.601864512 1.574200535 0.115441096
GSE50081 UHRF1 RAD51 0.141298379 0.339038162 1.15176826 0.592618629 2.238488733 0.416762462 0.676852162
GSE50081 UHRF1 DSTN -0.833136608 0.240203603 0.434683713 0.271463654 0.696041358 -3.468460083 0.00052345
GSE50081 UHRF1 PRC1 0.362092932 0.122943921 1.436332416 1.128768567 1.827700443 2.945187772 0.003227587
GSE50081 UHRF1 KCMF1 0.173370376 0.353032813 1.189306514 0.595376546 2.375723386 0.491088559 0.623363813
GSE50081 UHRF1 CGN -0.189641271 0.127726019 0.827255842 0.644049516 1.062577039 -1.484750501 0.137609928
GSE50081 UHRF1 SPATA2L 0.480914486 0.302250115 1.617552955 0.89450494 2.925056582 1.59111432 0.11158385
GSE50081 UHRF1 SLC25A4 -1.902608474 0.738497644 0.149178982 0.035083047 0.634333975 -2.57632301 0.009985731
GSE50081 UHRF1 TMOD1 -0.430779689 0.273866225 0.650002097 0.380013832 1.111808811 -1.57295661 0.115728865
GSE50081 UHRF1 ATOH8 0.501812412 0.481416848 1.651712142 0.642912097 4.243430811 1.042365704 0.297242161
GSE50081 UHRF1 LIMS2 0.373760468 0.300177187 1.453189024 0.80688348 2.617178802 1.245132821 0.213082932
GSE50081 UHRF1 PRDM16 -0.534856383 0.460713626 0.585753408 0.237440433 1.445023712 -1.160930245 0.245670268
GSE50081 UHRF1 CENPH 0.295375658 0.17045713 1.34363101 0.962025638 1.876607254 1.732844251 0.083123355
GSE50081 UHRF1 ADRB2 -0.152425307 0.141260467 0.858623025 0.650970642 1.132514205 -1.079037256 0.28057112
GSE50081 UHRF1 RADIL -0.448445364 0.392409819 0.638620202 0.295953043 1.378042134 -1.142798529 0.25312225
GSE50081 UHRF1 ARHGEF4 1.01331537 0.656835168 2.754718803 0.760288051 9.981053463 1.542723988 0.122897759
GSE50081 UHRF1 TK1 0.463033422 0.135837655 1.588886445 1.217496268 2.073567042 3.408726558 0.000652669
GSE50081 UHRF1 EFNB2 -0.081053921 0.178416441 0.922143967 0.650025478 1.308178718 -0.454296254 0.649615612
GSE50081 UHRF1 CTNNBIP1 -0.542975954 0.24126957 0.581016598 0.362092483 0.932304047 -2.250494974 0.024417542
GSE50081 UHRF1 PTTG1 0.311934711 0.123342905 1.366065501 1.072708822 1.73964725 2.52900408 0.01143867
GSE50081 UHRF1 SEMA3B 0.498882501 0.442499375 1.646879856 0.691840158 3.920288856 1.127419676 0.259565084
GSE50081 UHRF1 PPP1R13B -0.473038344 0.210688891 0.623106178 0.412309507 0.941674406 -2.24519832 0.024755404
GSE50081 UHRF1 MCM2 0.300082891 0.136937585 1.349970703 1.032197637 1.765573602 2.191384432 0.028423985
GSE50081 UHRF1 ELAVL1 -0.327560617 0.445872261 0.720679605 0.300756537 1.726908742 -0.734651257 0.462551913
GSE50081 UHRF1 ASPRV1 -0.025795235 0.544483497 0.97453462 0.335221665 2.833103656 -0.047375604 0.962213872
GSE50081 UHRF1 HDAC5 0.378016432 0.476142129 1.459386923 0.573954592 3.710764264 0.793915112 0.427244852
GSE50081 UHRF1 EIF4B -0.750453817 0.266656818 0.472152233 0.27996475 0.796270715 -2.81430575 0.004888271
GSE50081 UHRF1 NPR1 -0.537735613 0.357925256 0.584069315 0.289599535 1.177961025 -1.502368451 0.133001979
GSE50081 UHRF1 SASH1 -0.262300861 0.321986911 0.769279542 0.409268602 1.445972184 -0.814632063 0.415282951
GSE50081 UHRF1 FAM189A2 -0.252001596 0.155113846 0.777243497 0.573487495 1.053392549 -1.624623485 0.10424281
GSE50081 UHRF1 COBL -0.252890835 0.191455492 0.77655265 0.533585102 1.130155275 -1.320885768 0.186539456
GSE50081 UHRF1 CPAMD8 -0.389538955 0.174769018 0.6773691 0.480907692 0.95408933 -2.22887878 0.025821971
GSE50081 UHRF1 PLXNA2 -0.299541406 0.15730176 0.741158033 0.54452186 1.008802897 -1.904247013 0.056878022
GSE50081 UHRF1 STK24 0.034036306 0.353048379 1.034622169 0.517924499 2.066793587 0.096406919 0.923197397
GSE50081 UHRF1 ZNF324 0.273258924 0.348861243 1.314240489 0.663320798 2.60391061 0.783288284 0.433457842
GSE50081 UHRF1 ST6GALNAC6 -0.183988417 0.298259599 0.83194544 0.463677279 1.492704618 -0.616873415 0.537318223
GSE50081 UHRF1 CKB -0.093440856 0.136405881 0.910791883 0.697124354 1.189948177 -0.685020731 0.493330839
GSE50081 UHRF1 NEDD4L -0.224910958 0.135535565 0.798587324 0.612286001 1.041574872 -1.659423916 0.0970304
GSE50081 UHRF1 CRY2 -0.621021651 0.268005126 0.537395127 0.317809846 0.908699106 -2.317200645 0.020492804
GSE50081 UHRF1 MAN2A2 -0.934617701 0.373987038 0.39273598 0.188695849 0.817408282 -2.499064421 0.012452167
GSE50081 UHRF1 ANXA11 -0.061615132 0.36461345 0.940244687 0.460130855 1.921323169 -0.168987545 0.865806438
GSE50081 UHRF1 MEPCE 0.093755519 0.338876242 1.098291202 0.565282479 2.133877505 0.276665956 0.782036615
GSE50081 UHRF1 FBXW4 -0.717192334 0.324718163 0.488120814 0.258301379 0.922418339 -2.208660971 0.027198231
GSE50081 UHRF1 WFS1 -0.271042315 0.262586667 0.762584227 0.455799288 1.27585698 -1.032201362 0.301977797
GSE50081 UHRF1 STT3A -0.017310937 0.36080873 0.982838036 0.484575004 1.993438781 -0.047978155 0.961733653
GSE50081 UHRF1 CDK2AP1 -0.025199222 0.262177076 0.975115628 0.583298131 1.630127779 -0.096115278 0.923429018
GSE50081 UHRF1 CSRP1 -0.530999792 0.298133454 0.588016781 0.32780688 1.054778762 -1.78108087 0.07489924
GSE50081 UHRF1 UHRF1 0.39853353 0.127505004 1.489638585 1.160241665 1.912552515 3.125630516 0.001774243
GSE50081 FOXM1 PBK 0.241464931 0.105570263 1.273112808 1.035154838 1.565771769 2.287243812 0.022181596
GSE50081 FOXM1 HELLS 0.668066746 0.568635217 1.950462932 0.63990356 5.94512343 1.174859954 0.240050749
GSE50081 FOXM1 NEK2 0.418422184 0.307030001 1.519562074 0.832480434 2.773721522 1.362805532 0.172943807
GSE50081 FOXM1 POLQ 0.900048033 0.259911561 2.459721256 1.477912671 4.093766008 3.462901115 0.000534385
GSE50081 FOXM1 SKA3 0.431526583 0.354366062 1.539606067 0.768727956 3.083518458 1.217742413 0.223321874
GSE50081 FOXM1 ASPM 0.378504499 0.112758384 1.460099376 1.170583249 1.821220481 3.356774781 0.000788573
GSE50081 FOXM1 GINS2 0.849058923 0.732311181 2.337446099 0.556412909 9.819423982 1.159423678 0.24628353
GSE50081 FOXM1 DEPDC1 0.390153599 0.222165279 1.477207674 0.955727597 2.283226433 1.756141196 0.079064302
GSE50081 FOXM1 HMMR 0.480103633 0.202331924 1.616241889 1.087129079 2.402877354 2.372851619 0.017651353
GSE50081 FOXM1 CENPF 1.46656326 0.879279853 4.334313608 0.773527867 24.28648697 1.667914096 0.095332781
GSE50081 FOXM1 SHCBP1 0.410365818 0.143647511 1.507369107 1.137487484 1.997526703 2.856755497 0.004279954
GSE50081 FOXM1 BRIP1 1.67874375 0.73956181 5.358819722 1.257630303 22.83417373 2.269916763 0.023212634
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GSE50081 FOXM1 DLGAP5 0.226419874 0.104155235 1.254102119 1.022529402 1.538119219 2.173869346 0.029714949
GSE50081 FOXM1 ANLN 0.238627542 0.128794511 1.26950561 0.986289792 1.634047628 1.852777263 0.06391429
GSE50081 FOXM1 COL1A1 1.205943743 0.447605482 3.339909608 1.389095922 8.030400212 2.694211292 0.007055542
GSE50081 FOXM1 CDCA8 0.29323677 0.14552866 1.340760204 1.008037969 1.783303784 2.014976084 0.043907155
GSE50081 FOXM1 MELK 0.352148367 0.12433519 1.422119504 1.114555725 1.814556095 2.832250202 0.004622167
GSE50081 FOXM1 CDCA2 0.811249795 0.233406685 2.250719167 1.424443338 3.556292225 3.475692195 0.000509537
GSE50081 FOXM1 BUB1 1.163931015 0.543580529 3.202497632 1.103550551 9.293630516 2.141230146 0.032255483
GSE50081 FOXM1 MND1 0.148712749 0.235297015 1.160339632 0.731644216 1.840222383 0.632021399 0.527372895
GSE50081 FOXM1 CD72 0.457529365 0.173175844 1.580165147 1.125368962 2.218758449 2.641992985 0.008241976
GSE50081 FOXM1 TPX2 0.33028067 0.10208129 1.391358586 1.139061889 1.699537782 3.235467257 0.001214438
GSE50081 FOXM1 BIRC5 0.396293344 0.130753011 1.486305252 1.15029928 1.920459605 3.030854449 0.002438628
GSE50081 FOXM1 MKI67 0.510925735 0.172331814 1.666833527 1.189058225 2.33658365 2.964778955 0.003029005
GSE50081 FOXM1 BUB1B 0.310236191 0.115493002 1.363747181 1.087491934 1.710179465 2.686190383 0.00722719
GSE50081 FOXM1 KIFC1 0.472587634 0.179252806 1.604139754 1.128916802 2.279410093 2.636430888 0.008378327
GSE50081 FOXM1 PRR11 0.721219532 0.320924195 2.056940186 1.096605686 3.858271924 2.247320533 0.02461955
GSE50081 FOXM1 KIF4A 0.386428399 0.123391337 1.471715017 1.155560863 1.874366951 3.131730375 0.001737794
GSE50081 FOXM1 MCM10 0.512943166 0.206504821 1.670199644 1.114271864 2.503488546 2.48392829 0.012994197
GSE50081 FOXM1 KIF18B 0.366497559 0.110641512 1.44267288 1.161420914 1.792033372 3.312477879 0.000924734
GSE50081 FOXM1 HIST1H3C 0.740242286 0.932013224 2.096443392 0.337405413 13.02609481 0.794240111 0.427055662
GSE50081 FOXM1 GRIN2D 0.768102414 0.743274343 2.155671797 0.502234303 9.252496034 1.033403643 0.301415042
GSE50081 FOXM1 CHEK1 -0.722579274 0.388617061 0.485498406 0.226671212 1.039870482 -1.859360658 0.062976034
GSE50081 FOXM1 TROAP 0.657324892 0.169688296 1.929623474 1.383673535 2.690986462 3.873719687 0.000107187
GSE50081 FOXM1 ZWINT 0.32032913 0.134367003 1.377581093 1.058628966 1.792629644 2.38398656 0.017126228
GSE50081 FOXM1 CCNB2 1.34396028 0.637542839 3.834197974 1.098998462 13.37679224 2.108031331 0.035028279
GSE50081 FOXM1 KIF2C 0.353769259 0.124402785 1.424426475 1.116215875 1.817740484 2.843740674 0.004458732
GSE50081 FOXM1 CCNB1 0.364965676 0.11780619 1.440464565 1.143472616 1.814593664 3.098017823 0.001948197
GSE50081 FOXM1 CDCA3 0.388086398 0.120232462 1.474157143 1.164666875 1.865889147 3.227800469 0.00124746
GSE50081 FOXM1 KIF20A 0.355617019 0.124828452 1.427060906 1.117347696 1.822622303 2.848845855 0.004387813
GSE50081 FOXM1 CDT1 0.532502723 0.157929737 1.703189592 1.249778238 2.321095612 3.371769829 0.000746868
GSE50081 FOXM1 KIF15 0.288904775 0.178864276 1.3349646 0.940199901 1.895480397 1.615217865 0.106263523
GSE50081 FOXM1 CDC6 0.220120572 0.144353968 1.246226982 0.939123763 1.653756142 1.524866795 0.127292325
GSE50081 FOXM1 IKBKE 1.139627833 0.369835801 3.125604902 1.514011852 6.452661511 3.081442711 0.002060001
GSE50081 FOXM1 CDC25C 1.027714291 0.464278123 2.794670725 1.124958214 6.94264406 2.213574667 0.026858052
GSE50081 FOXM1 ESPL1 0.422456637 0.179807629 1.525705059 1.072551254 2.170316727 2.349492283 0.018799034
GSE50081 FOXM1 AURKB 1.005681145 0.250158893 2.733768733 1.674272469 4.463724765 4.02016947 5.82E-05
GSE50081 FOXM1 SKA1 0.470590059 0.179632277 1.600938564 1.125826313 2.276553901 2.619741104 0.008799654
GSE50081 FOXM1 ERCC6L 0.568450446 0.267930166 1.765529148 1.044268845 2.984952759 2.121636602 0.033868266
GSE50081 FOXM1 KIF23 0.474430487 0.154034928 1.607098673 1.188304589 2.17348832 3.08001889 0.002069875
GSE50081 FOXM1 UBE2C 0.326291748 0.098028737 1.38581962 1.143574581 1.679379772 3.328531589 0.000873051
GSE50081 FOXM1 KIF11 0.22168243 0.118044467 1.248174931 0.99036623 1.573095499 1.877956968 0.060387052
GSE50081 FOXM1 ASF1B 0.389026513 0.175531169 1.475543672 1.046019225 2.081442747 2.21628168 0.026672217
GSE50081 FOXM1 UBE2T 0.301748771 0.139821209 1.352221466 1.028091568 1.778540892 2.158104431 0.030919713
GSE50081 FOXM1 CDC20 0.316416065 0.097765307 1.372201062 1.132921375 1.662018032 3.236486173 0.001210111
GSE50081 FOXM1 CENPI 2.375707804 0.854388831 10.75862549 2.016042572 57.41348127 2.780593237 0.005425968
GSE50081 FOXM1 CDC25A 1.423222429 0.400746279 4.150473519 1.892264301 9.103606944 3.551430177 0.000383144
GSE50081 FOXM1 SLC17A9 0.96107427 0.401344905 2.614503647 1.190594439 5.741358347 2.394634287 0.01663695
GSE50081 FOXM1 NUSAP1 0.297001952 0.126982963 1.345817926 1.049296477 1.726133584 2.338911814 0.019339998
GSE50081 FOXM1 E2F2 0.86258668 0.613166189 2.369281346 0.712342127 7.880334307 1.406774696 0.159494208
GSE50081 FOXM1 CCNE1 1.588898755 0.572174132 4.898351674 1.595932275 15.03437803 2.776949649 0.005487168
GSE50081 FOXM1 CDCA5 0.411842696 0.132785223 1.509596952 1.163681215 1.958339559 3.101570248 0.001924972
GSE50081 FOXM1 KIF26B 1.283492537 0.564221381 3.609223083 1.194394009 10.90636019 2.274803084 0.022917745
GSE50081 FOXM1 ARHGAP22 1.07498724 0.778152336 2.929955515 0.637524028 13.46559337 1.381461176 0.167137207
GSE50081 FOXM1 XRCC2 0.543214201 0.337356999 1.721531326 0.888701947 3.334830218 1.610205811 0.107352933
GSE50081 FOXM1 CCDC150 0.49727475 0.538206788 1.64423421 0.572586668 4.721566689 0.923947377 0.355513714
GSE50081 FOXM1 SLC25A35 -0.248701378 0.345164077 0.779812808 0.396447943 1.53389121 -0.720530885 0.471198191
GSE50081 FOXM1 EME1 0.694131592 0.241385851 2.001969793 1.24735339 3.213109519 2.87561011 0.004032475
GSE50081 FOXM1 MEX3A 0.248495352 0.235033536 1.282094863 0.808833725 2.03226842 1.057276148 0.290385576
GSE50081 FOXM1 RAD51 0.141298379 0.339038162 1.15176826 0.592618629 2.238488733 0.416762462 0.676852162
GSE50081 FOXM1 PRC1 0.362092932 0.122943921 1.436332416 1.128768567 1.827700443 2.945187772 0.003227587
GSE50081 FOXM1 ADAP2 0.460906775 0.26770232 1.585511035 0.93821126 2.679402124 1.721713785 0.085121379
GSE50081 FOXM1 EPHB2 0.117256929 0.245078565 1.124408285 0.695525063 1.817754758 0.478446282 0.632332599
GSE50081 FOXM1 C1orf112 0.273892317 0.212319044 1.315073184 0.867408401 1.99377534 1.290003535 0.197049431
GSE50081 FOXM1 SPAG5 0.320029438 0.136445847 1.377168305 1.054008476 1.799409192 2.345468514 0.019003184
GSE50081 FOXM1 C1QTNF6 1.539743967 0.391671415 4.663396134 2.164267786 10.0483238 3.931213531 8.45E-05
GSE50081 FOXM1 DENND1C 0.296037878 0.237782341 1.344521084 0.843658957 2.142734254 1.244995224 0.213133506
GSE50081 FOXM1 E2F1 0.689397171 0.338330263 1.992514026 1.026630459 3.867128734 2.037645596 0.041585389
GSE50081 FOXM1 FANCI 1.017117316 0.456072001 2.765212031 1.131147517 6.759858874 2.230168291 0.025736272
GSE50081 FOXM1 PIF1 1.369795358 0.660335058 3.934545438 1.078490552 14.35399483 2.074394417 0.038042695
GSE50081 FOXM1 PAQR4 0.024981281 0.240629292 1.025295928 0.639771968 1.643135042 0.10381646 0.917315004
GSE50081 FOXM1 FANCG 0.56868658 0.234907694 1.765946098 1.114355221 2.798538172 2.420893802 0.0154824
GSE50081 FOXM1 MTA3 0.191246845 0.319315439 1.210758285 0.64752368 2.263910448 0.598927648 0.549221134
GSE50081 FOXM1 TRAIP 0.368844461 0.25031443 1.446062667 0.885358344 2.361865397 1.47352456 0.140609646
GSE50081 FOXM1 TCF19 0.157413848 0.18672904 1.170479915 0.811745553 1.687749598 0.843006787 0.399224648
GSE50081 FOXM1 EFNA4 -0.376180177 0.211461787 0.686478635 0.453555488 1.039019323 -1.778951092 0.075247781
GSE50081 FOXM1 TIMELESS 0.902897425 0.65741494 2.466739962 0.680034206 8.947794078 1.3734057 0.169626259
GSE50081 FOXM1 HAUS8 -0.066503875 0.357407877 0.93565929 0.464399344 1.885141137 -0.186072773 0.852387693
GSE50081 FOXM1 MCM2 0.300082891 0.136937585 1.349970703 1.032197637 1.765573602 2.191384432 0.028423985
GSE50081 FOXM1 KNTC1 0.372993547 0.200982361 1.452074969 0.97929276 2.153106612 1.855852154 0.063474634
GSE50081 FOXM1 NPM3 0.253531136 0.205363471 1.2885675 0.861591628 1.927138274 1.234548361 0.216998638
GSE50081 FOXM1 GMPPA 0.306292707 0.367600761 1.358379856 0.660874352 2.79205242 0.83322109 0.40472005
GSE50081 FOXM1 R3HDM1 0.509045094 0.371244857 1.663701757 0.803658015 3.444131066 1.371184232 0.170317532
GSE50081 FOXM1 DNMT1 -0.092240797 0.333272922 0.911885544 0.474523697 1.75235768 -0.276772552 0.781954759
GSE50081 FOXM1 RNASEH2A 0.163995104 0.188881326 1.178208547 0.813665858 1.706075494 0.868244141 0.385260695
GSE50081 FOXM1 RFC4 0.173752729 0.13461138 1.189761337 0.91385741 1.548963791 1.290772963 0.196782416
GSE50081 FOXM1 LIMK1 1.357820279 0.706872617 3.887709936 0.972753478 15.53763507 1.92088397 0.054746337
GSE50081 FOXM1 NCAPD2 0.503658814 0.167555266 1.654764684 1.191551843 2.298050375 3.005926503 0.00264773
GSE50081 FOXM1 CKAP5 0.21578362 0.352354995 1.240833859 0.62199733 2.47536218 0.612404034 0.540270473
GSE50081 FOXM1 MAGED1 0.101666003 0.285843456 1.10701367 0.63218268 1.938489152 0.355670212 0.722087556
GSE50081 FOXM1 FOXM1 0.360336965 0.100780441 1.433812478 1.176814169 1.746935307 3.575465252 0.000349606
GSE87340 FOXA2 LHFPL3 -9.139721462 5.119803946 0.000107317 4.71E-09 2.447115244 -1.785170206 0.074233713
GSE87340 FOXA2 BDNF -10.88564116 5.147378692 1.87E-05 7.78E-10 0.450695062 -2.114793142 0.034447582
GSE87340 FOXA2 EXD1 -5.668614384 4.907410777 0.003452646 2.30E-07 51.92155362 -1.155113081 0.248044122
GSE87340 FOXA2 RTKN2 -0.336290465 0.537218748 0.714415563 0.249269693 2.047539715 -0.625984231 0.531325284
GSE87340 FOXA2 SH3GL2 -0.149685006 0.739435174 0.860979137 0.202108355 3.667760667 -0.202431547 0.839579368
GSE87340 FOXA2 CHIA -1.277594431 0.49067737 0.278706943 0.106532582 0.729143692 -2.603736203 0.00922137
GSE87340 FOXA2 TWIST1 1.309071046 0.756569977 3.702732445 0.840482741 16.31232492 1.730270941 0.083581879
GSE87340 FOXA2 CPB2 -0.368305015 0.300030871 0.691906108 0.384291186 1.24575863 -1.227557065 0.219613288
GSE87340 FOXA2 OVCH2 -3.582854233 1.724975812 0.027796248 0.000945549 0.817124535 -2.077046071 0.037797307
GSE87340 FOXA2 HHIP -0.778993312 0.53025195 0.458867716 0.162306617 1.297295111 -1.469100324 0.14180558
GSE87340 FOXA2 APOH -0.156740813 0.243106834 0.854925616 0.530878843 1.376769518 -0.644740464 0.519095389
GSE87340 FOXA2 EPB41L5 -1.215796187 1.269424035 0.296473872 0.024629224 3.568799281 -0.957754189 0.338186725
GSE87340 FOXA2 PRKG2 -0.49077138 0.703583923 0.612154009 0.154159033 2.430817859 -0.697530692 0.485470739
GSE87340 FOXA2 SEC14L4 -1.727152059 0.829694199 0.177790025 0.034967969 0.903949926 -2.081673057 0.037372343
GSE87340 FOXA2 SSTR1 -0.833917717 0.931962569 0.434344311 0.069911104 2.698498084 -0.894797436 0.370895381
GSE87340 FOXA2 CFTR -1.305276747 0.577324208 0.271097499 0.087439216 0.840513644 -2.260907701 0.023764973
GSE87340 FOXA2 ITLN2 -1.447174193 0.680909553 0.235234076 0.061931125 0.893493703 -2.125354515 0.033557043
GSE87340 FOXA2 C2orf54 0.589442225 0.415965622 1.802982477 0.797849406 4.0743852 1.417045529 0.156469617
GSE87340 FOXA2 PCSK9 -0.41122166 0.656780526 0.66283999 0.18295998 2.401382266 -0.626117316 0.531237995
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GSE87340 FOXA2 SLC46A2 -0.860494658 0.598270094 0.422952814 0.130931303 1.366281997 -1.438304649 0.150347633
GSE87340 FOXA2 C10orf67 -2.187647157 2.36538812 0.112180381 0.001087664 11.5701484 -0.92485759 0.355039989
GSE87340 FOXA2 GYPE -7.722794915 2.820242474 0.000442622 1.76E-06 0.111333927 -2.738344304 0.006174939
GSE87340 FOXA2 F11 -1.09248972 0.494112797 0.33538045 0.12733511 0.883338823 -2.211012803 0.02703495
GSE87340 FOXA2 MS4A15 -0.559828181 0.317598598 0.571307217 0.306569745 1.064658012 -1.762690971 0.077952624
GSE87340 FOXA2 ANKRD29 -1.127127991 0.479155429 0.323962344 0.126659186 0.828614204 -2.35232228 0.018656603
GSE87340 FOXA2 FZD8 0.453221446 0.277204172 1.573372566 0.91385008 2.708870178 1.634973396 0.102054625
GSE87340 FOXA2 CX3CR1 -0.677000741 0.746570767 0.508138749 0.117625132 2.19515152 -0.90681389 0.364505223
GSE87340 FOXA2 PLA2G3 1.199701906 0.922373324 3.319127362 0.544375186 20.23715764 1.300668476 0.193371957
GSE87340 FOXA2 SEMA5A -1.207919482 0.991804226 0.29881833 0.042774205 2.087529024 -1.217901124 0.223261549
GSE87340 FOXA2 SCTR -1.075823125 0.391946516 0.34101694 0.1581796 0.735193117 -2.744821247 0.006054387
GSE87340 FOXA2 ST6GALNAC5 0.27371392 0.823344914 1.3148386 0.261842406 6.602446747 0.332441381 0.739555996
GSE87340 FOXA2 LRRC36 -5.040778532 2.137773168 0.00646871 9.80E-05 0.427064546 -2.357957621 0.018375791
GSE87340 FOXA2 NR0B2 -1.071119313 0.511462154 0.342624798 0.125736515 0.933632944 -2.094229855 0.036239509
GSE87340 FOXA2 CYS1 -0.612164986 0.456880535 0.542175794 0.221433186 1.327509203 -1.339879771 0.180284436
GSE87340 FOXA2 ESYT3 -1.261572256 0.524763086 0.2832084 0.101257449 0.792109605 -2.404079649 0.01621324
GSE87340 FOXA2 PLA2G4F -1.573705215 0.595977196 0.207275757 0.064454286 0.666569162 -2.640546026 0.008277255
GSE87340 FOXA2 TRAK1 -0.300634299 0.814539683 0.74034847 0.150002587 3.654042701 -0.369084901 0.712064443
GSE87340 FOXA2 TMPRSS13 0.370733491 0.691249581 1.448796904 0.373778915 5.615652424 0.536323638 0.591734896
GSE87340 FOXA2 NCKAP5 -1.529907286 0.975377369 0.216555744 0.032013045 1.464915011 -1.568528587 0.116757824
GSE87340 FOXA2 RAB11FIP1 -1.001080756 0.72640119 0.367482068 0.088495734 1.52598395 -1.37813755 0.168160824
GSE87340 FOXA2 HIST1H2BD 1.110548267 0.537602713 3.03602249 1.058514291 8.707896187 2.065741562 0.038852889
GSE87340 FOXA2 HAS3 -0.743825377 0.31584359 0.475292262 0.255925872 0.882688147 -2.355043446 0.01852054
GSE87340 FOXA2 FAM167A -1.256010845 0.658951579 0.284787826 0.078274593 1.036148546 -1.906074565 0.056640532
GSE87340 FOXA2 SLC16A11 -1.844952508 1.046471721 0.158032826 0.020323054 1.228869174 -1.763021849 0.077896805
GSE87340 FOXA2 SCEL -0.566977976 0.469511516 0.567237055 0.226003761 1.423683726 -1.207591202 0.227204545
GSE87340 FOXA2 LRRN3 -2.041346779 0.975457685 0.129853709 0.019193018 0.878547901 -2.092706644 0.03637535
GSE87340 FOXA2 IRX2 -0.399270281 0.268097929 0.67080937 0.396637479 1.134499977 -1.48927029 0.136416208
GSE87340 FOXA2 HSD17B6 -1.143095848 0.456726966 0.318830442 0.130254604 0.780416566 -2.502799116 0.012321546
GSE87340 FOXA2 WIF1 -0.799457207 0.318163468 0.449572923 0.240978841 0.838728463 -2.512724708 0.011980278
GSE87340 FOXA2 CRTAC1 -0.955405077 0.388007593 0.384656298 0.179804346 0.822897056 -2.462336034 0.013803527
GSE87340 FOXA2 LGI3 -1.48488543 0.618736208 0.226528293 0.067367935 0.761713525 -2.399868328 0.01640097
GSE87340 FOXA2 PARD6B -2.004052622 0.964991543 0.13478793 0.020335212 0.893415114 -2.07675667 0.037824023
GSE87340 FOXA2 MMP28 -0.604986478 0.297865686 0.546081811 0.304588835 0.979042268 -2.031071411 0.042247751
GSE87340 FOXA2 WNT7A 0.211330055 0.341763334 1.235320011 0.632222574 2.413731479 0.618352039 0.536343305
GSE87340 FOXA2 WWC1 -0.760101516 0.666507269 0.467618954 0.126636847 1.726728757 -1.140424945 0.254109305
GSE87340 FOXA2 ZBTB42 0.320557341 1.106949576 1.377895508 0.157390711 12.06294845 0.289586218 0.772132812
GSE87340 FOXA2 CGN -0.388764256 0.642630478 0.677894061 0.192377277 2.388745509 -0.6049577 0.545207103
GSE87340 FOXA2 GOLT1A -0.908562632 0.654343801 0.403103216 0.111798972 1.453431994 -1.388509573 0.164981932
GSE87340 FOXA2 C16orf89 -0.406525723 0.198487219 0.665959965 0.451331344 0.982654277 -2.048120404 0.040548203
GSE87340 FOXA2 NRGN -1.354026923 0.494412505 0.258198419 0.097973561 0.680453209 -2.738658325 0.006169045
GSE87340 FOXA2 FLRT3 -1.021675942 0.473460412 0.35999111 0.142325115 0.910546248 -2.157890959 0.030936311
GSE87340 FOXA2 STAC -0.037479519 0.510878652 0.963214145 0.353885 2.621703349 -0.07336286 0.941517371
GSE87340 FOXA2 SULT2B1 0.633518224 0.710146911 1.884228067 0.468441456 7.578994913 0.892094598 0.37234223
GSE87340 FOXA2 YIF1B 1.859831831 1.135446029 6.42265659 0.693779223 59.45770112 1.637974667 0.101426978
GSE87340 FOXA2 MFSD2A -1.121656413 0.527225765 0.325739788 0.115903199 0.915474378 -2.127468891 0.033381143
GSE87340 FOXA2 NMUR1 -2.719411832 1.571433249 0.065913511 0.00302948 1.434104682 -1.730529651 0.083535688
GSE87340 FOXA2 RAP1GAP -0.266945741 0.425912806 0.765714618 0.332299203 1.764430579 -0.62676148 0.530815597
GSE87340 FOXA2 TGFB2 -0.819575075 0.565287673 0.440618845 0.145508823 1.334248758 -1.449837161 0.147103934
GSE87340 FOXA2 PRDM16 -2.317617108 0.802542283 0.09850804 0.020433673 0.474894247 -2.88784424 0.003878919
GSE87340 FOXA2 GPRIN2 -0.474344097 0.66326012 0.622293087 0.169600426 2.283300195 -0.715170538 0.474503671
GSE87340 FOXA2 WNT3A -5.977250308 3.353669319 0.002535789 3.54E-06 1.814519643 -1.782301634 0.074700056
GSE87340 FOXA2 AMOTL2 -0.288782799 0.872380671 0.749174909 0.135522514 4.141474555 -0.331028424 0.740623015
GSE87340 FOXA2 TACSTD2 -1.028465581 1.140142618 0.357555179 0.038269423 3.340675014 -0.902049941 0.367030339
GSE87340 FOXA2 SFTPB -0.441950952 0.156044094 0.642781162 0.473410805 0.872746496 -2.832218382 0.004622627
GSE87340 FOXA2 SLFNL1 -3.777306043 1.725942771 0.022884258 0.000776983 0.674003233 -2.188546518 0.028629817
GSE87340 FOXA2 ADRB2 -1.54008049 0.642956169 0.214363847 0.060794775 0.755852101 -2.395311787 0.016606238
GSE87340 FOXA2 STARD10 0.135149013 0.918377211 1.144707348 0.189221452 6.92498074 0.147160678 0.883005197
GSE87340 FOXA2 EXPH5 -4.233855905 1.738703539 0.014496386 0.000480035 0.43777089 -2.435064868 0.01488912
GSE87340 FOXA2 DRAM1 -2.376452915 0.885653334 0.092879445 0.016370055 0.526973889 -2.683276655 0.007290465
GSE87340 FOXA2 HPN -0.478866001 0.54298317 0.61948549 0.213718947 1.795639914 -0.881916839 0.37782178
GSE87340 FOXA2 ATP2A2 3.500903384 2.029023958 33.14538144 0.621319089 1768.199835 1.725412541 0.084453153
GSE87340 FOXA2 EFNB2 -0.612657666 0.815257412 0.541908741 0.109642212 2.678394372 -0.751489845 0.45235791
GSE87340 FOXA2 LIPH -0.20950947 0.486421589 0.810981959 0.312585181 2.104040043 -0.430715812 0.66667502
GSE87340 FOXA2 C4BPA -0.367668286 0.163751746 0.692346804 0.502270826 0.954353853 -2.245278571 0.024750255
GSE87340 FOXA2 CMTM8 0.096776268 1.292855565 1.10161388 0.08740751 13.88385443 0.074854664 0.940330349
GSE87340 FOXA2 C1orf116 -1.207305584 0.504434108 0.29900183 0.111249676 0.803616672 -2.393386103 0.016693663
GSE87340 FOXA2 CRB3 -1.152806083 0.797971433 0.315749506 0.066085802 1.508610738 -1.444670868 0.148550356
GSE87340 FOXA2 CTNNBIP1 -0.271771013 0.703607961 0.762028736 0.191893015 3.026101776 -0.386253465 0.69930896
GSE87340 FOXA2 PLLP -0.791404425 0.457779632 0.453207852 0.184771377 1.111629734 -1.728789069 0.083846853
GSE87340 FOXA2 KIAA1324L -1.445552595 0.644424363 0.23561584 0.066629948 0.833181267 -2.243168753 0.024885934
GSE87340 FOXA2 SEMA3B -1.12323203 0.598870357 0.325226951 0.100560438 1.051830838 -1.875584619 0.06071234
GSE87340 FOXA2 PRSS8 0.136634533 0.608518765 1.146409097 0.34783038 3.778433087 0.224536268 0.822340049
GSE87340 FOXA2 EVPL 0.059438805 0.833395311 1.061240817 0.207217567 5.435022171 0.071321262 0.943142074
GSE87340 FOXA2 SUSD2 -0.793942621 0.261794537 0.45205898 0.27061707 0.755153109 -3.032693614 0.002423816
GSE87340 FOXA2 ELAVL1 2.542945178 1.995739816 12.7170699 0.254454565 635.5707023 1.274186724 0.202597249
GSE87340 FOXA2 SFTA3 -0.827304766 0.307369824 0.437226126 0.239371498 0.798619248 -2.691561444 0.00711184
GSE87340 FOXA2 AP1M2 -0.653709357 1.027193873 0.52011291 0.069462214 3.894454584 -0.636403092 0.524513726
GSE87340 FOXA2 INPP5K -1.532457432 1.440066336 0.216004199 0.012843267 3.632861831 -1.064157528 0.287257344
GSE87340 FOXA2 CLDN4 0.403942885 0.742462047 1.497718402 0.349498508 6.418226005 0.544058631 0.586401127
GSE87340 FOXA2 SULT1A2 -0.367584056 0.567206226 0.692405123 0.227799863 2.104587988 -0.648060687 0.5169457
GSE87340 FOXA2 RILP -2.044286957 1.127506562 0.129472477 0.014205029 1.180083615 -1.813104266 0.069815741
GSE87340 FOXA2 SFTPA1 -0.416279944 0.165898088 0.659495623 0.476430119 0.912902982 -2.509251007 0.012098748
GSE87340 FOXA2 LAMA3 -0.55490256 0.509108872 0.574128201 0.211667716 1.557267204 -1.089948714 0.275735736
GSE87340 FOXA2 TMEM54 -1.183512318 0.893971163 0.306201371 0.053095473 1.765862015 -1.323881985 0.185542242
GSE87340 FOXA2 ST7 -4.367206339 1.559516633 0.012686633 0.000596875 0.269655542 -2.800358935 0.005104581
GSE87340 FOXA2 BFSP1 1.70629427 2.592368988 5.508510554 0.034229906 886.467196 0.658198843 0.510410368
GSE87340 FOXA2 RASSF7 -1.463786059 0.757739136 0.231358677 0.052395872 1.021585015 -1.93178099 0.053386543
GSE87340 FOXA2 RAB17 -1.437538602 0.67280097 0.23751165 0.063532463 0.887920619 -2.136647637 0.032626662
GSE87340 FOXA2 DLX4 -1.664536929 1.367050664 0.189278287 0.012985694 2.758902999 -1.217611734 0.223371553
GSE87340 FOXA2 TMEM63B -0.326361036 0.767142786 0.721544637 0.160424273 3.245311032 -0.425424108 0.670527534
GSE87340 FOXA2 SCNN1B -0.38210284 0.359667017 0.682424869 0.3372141 1.381032711 -1.062379426 0.28806347
GSE87340 FOXA2 FAM189A2 -5.233660919 2.017738695 0.005333962 0.000102223 0.27832501 -2.593824925 0.009491481
GSE87340 FOXA2 EPCAM 2.396839761 0.997123038 10.98839549 1.556616443 77.56877813 2.403755275 0.016227633
GSE87340 FOXA2 COBL -0.593675249 0.539845174 0.552293733 0.191713665 1.59106221 -1.099713914 0.271456791
GSE87340 FOXA2 VSIG2 -1.795420166 0.690089491 0.166057666 0.042939174 0.642190932 -2.601720776 0.009275734
GSE87340 FOXA2 CPAMD8 -0.473880061 0.466237145 0.62258192 0.249651815 1.552595353 -1.016392764 0.30944239
GSE87340 FOXA2 CEACAM6 -0.142753816 0.339971948 0.866967476 0.44526459 1.688058339 -0.419898811 0.674559377
GSE87340 FOXA2 SFTA2 -0.351432209 0.269797872 0.703679552 0.414689048 1.19406315 -1.302575911 0.192719586
GSE87340 FOXA2 FAM129B -4.56836832 1.856780131 0.010374874 0.000272577 0.394890749 -2.460371179 0.013879339
GSE87340 FOXA2 SH2D4A -0.213439106 0.609208783 0.807801349 0.244762634 2.666023847 -0.350354612 0.726072585
GSE87340 FOXA2 TMEM125 -1.535394625 0.580511086 0.215370684 0.069032667 0.671921471 -2.64490147 0.008171471
GSE87340 FOXA2 PPP1R13L -0.684359653 0.924589349 0.504413125 0.08237103 3.088860248 -0.740176873 0.459192678
GSE87340 FOXA2 PTK7 0.143445762 0.627495148 1.154244205 0.337421588 3.94841271 0.228600591 0.819179365
GSE87340 FOXA2 PDZK1IP1 -0.457749428 0.44271574 0.632705995 0.265681692 1.506753712 -1.03395788 0.301155854
GSE87340 FOXA2 LAMB3 0.829094973 0.555822691 2.291244165 0.770822246 6.810649085 1.4916537 0.135789953
GSE87340 FOXA2 ITGA3 0.404978052 0.599813455 1.499269594 0.462719279 4.857825072 0.675173337 0.499565645
GSE87340 FOXA2 FAAH -1.657925778 0.903718141 0.19053378 0.032413483 1.12000061 -1.834560693 0.066570807
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GSE87340 FOXA2 AATK -2.102631672 0.873724401 0.122134587 0.02203551 0.676946311 -2.406515909 0.016105503
GSE87340 FOXA2 CCNJL 0.440666248 0.662382137 1.553742052 0.424187848 5.691144557 0.665274959 0.505874644
GSE87340 FOXA2 N4BP1 -2.747363155 1.516495369 0.064096651 0.003280894 1.252213957 -1.811652849 0.070039853
GSE87340 FOXA2 MLPH -0.931469141 0.441372048 0.393974481 0.165871405 0.935760395 -2.110394498 0.03482439
GSE87340 FOXA2 NAPSA -0.477590443 0.233081574 0.620276183 0.392812872 0.979455031 -2.049027024 0.040459473
GSE87340 FOXA2 ST6GALNAC6 -3.436373572 1.207406528 0.032181177 0.003018948 0.34304273 -2.846078344 0.00442613
GSE87340 FOXA2 HYAL1 -2.205205286 0.948632099 0.110227895 0.017171744 0.70756871 -2.324615927 0.020092506
GSE87340 FOXA2 LAMP3 -1.07188095 0.370549428 0.342363942 0.165605888 0.707783221 -2.892680086 0.003819701
GSE87340 FOXA2 NINJ2 -0.680013838 0.372653944 0.506609982 0.244045122 1.05166484 -1.824786371 0.068033273
GSE87340 FOXA2 TBC1D2 -3.083977878 1.092258412 0.045776799 0.005381624 0.389383434 -2.823487412 0.004750429
GSE87340 FOXA2 MALL -0.861427808 0.455409423 0.422558319 0.173077834 1.031648759 -1.891545858 0.058551515
GSE87340 FOXA2 FKBP1B -5.07037179 1.932052224 0.006280085 0.000142364 0.277032898 -2.624345101 0.008681577
GSE87340 FOXA2 EFNA1 -2.087432612 0.958516434 0.124005097 0.018947367 0.811577883 -2.177774463 0.029422832
GSE87340 FOXA2 CYP2B6 -14.82646779 6.268325421 3.64E-07 1.68E-12 0.078805245 -2.365299629 0.018015489
GSE87340 FOXA2 MAL2 0.43548373 1.000211656 1.545710585 0.217643888 10.97766278 0.435391577 0.663278223
GSE87340 FOXA2 UNC13B -1.24230257 0.629438386 0.288718657 0.084080624 0.991411094 -1.97366827 0.048419475
GSE87340 FOXA2 SFTPD -0.557097952 0.236125144 0.572869148 0.360632902 0.910008649 -2.35933346 0.018307796
GSE87340 FOXA2 NFATC3 -4.968523646 2.324617366 0.006953406 7.30E-05 0.66208765 -2.137351169 0.03256944
GSE87340 FOXA2 NKX2.1 -0.723319824 0.298251989 0.485139003 0.270391875 0.87043981 -2.42519698 0.015300083
GSE87340 FOXA2 WWC3 -1.604656169 0.958143074 0.200958639 0.030727966 1.314254714 -1.674756321 0.093982052
GSE87340 FOXA2 WFS1 -1.746688558 0.975115842 0.17435034 0.025787111 1.178807546 -1.79126262 0.073251162
GSE87340 FOXA2 JUP 1.292870635 0.618479812 3.643229942 1.084015799 12.24440125 2.090400704 0.03658182
GSE87340 FOXA2 CCND3 -0.732335385 0.817193346 0.48078486 0.096906865 2.38532204 -0.89615926 0.370167711
GSE87340 FOXA2 PPL 0.989471129 0.812074667 2.689811533 0.547624213 13.21177171 1.218448463 0.223053598
GSE87340 FOXA2 CGNL1 -1.325995155 0.573945612 0.265538576 0.086215278 0.817845016 -2.310314999 0.020870721
GSE87340 FOXA2 SELENBP1 -1.120099842 0.514512861 0.32624722 0.119012527 0.89433651 -2.177010386 0.029479793
GSE87340 FOXA2 MRPL14 -0.523441712 0.685901068 0.592477896 0.154465717 2.272543474 -0.763144624 0.44537715
GSE87340 FOXA2 CD55 -0.69545998 0.374014238 0.498844937 0.2396647 1.038310067 -1.859447875 0.062963681
GSE87340 FOXA2 CTSH -0.754164346 0.367783338 0.470403545 0.228777253 0.967226822 -2.050566916 0.040309141
GSE87340 FOXA2 LPCAT1 -0.263192342 0.287827399 0.76859405 0.437217858 1.351126912 -0.914410313 0.360501285
GSE87340 FOXA2 FOXA2 -0.623152849 0.287770388 0.536251051 0.305082683 0.94258116 -2.165451605 0.030353118
GSE87340 UHRF1 ASPM 1.567185371 0.531803501 4.793138283 1.690238532 13.5922677 2.946925637 0.003209504
GSE87340 UHRF1 GINS2 0.854209022 0.38892825 2.349515232 1.096281129 5.03540714 2.196315188 0.028069391
GSE87340 UHRF1 MAGEA12 0.496156423 0.428388713 1.642396447 0.709304741 3.802972025 1.158192099 0.246785652
GSE87340 UHRF1 CENPF 1.25209362 0.424612094 3.497658063 1.521762509 8.039107188 2.948794059 0.003190165
GSE87340 UHRF1 KIF14 1.733863565 0.615410413 5.662489095 1.694997592 18.91671286 2.817410186 0.004841265
GSE87340 UHRF1 SHCBP1 2.11677748 0.751212952 8.304333444 1.904895496 36.20248675 2.817812811 0.004835199
GSE87340 UHRF1 DLGAP5 1.367450235 0.479496899 3.925329257 1.533654702 10.04672679 2.851843748 0.004346646
GSE87340 UHRF1 ANLN 2.184527821 0.706026385 8.886451563 2.227191854 35.45676645 3.094116405 0.001974
GSE87340 UHRF1 CDCA2 1.59295194 0.632973025 4.91824589 1.422402878 17.00583077 2.516619001 0.011848688
GSE87340 UHRF1 CDK1 2.496048729 0.855838094 12.1344526 2.267407002 64.93979239 2.916496411 0.003539868
GSE87340 UHRF1 BUB1 1.05334388 0.452592063 2.867222756 1.180903398 6.961590887 2.327358268 0.019946205
GSE87340 UHRF1 TPX2 1.183472066 0.429724349 3.265693245 1.406673672 7.581539756 2.754026087 0.005886708
GSE87340 UHRF1 BIRC5 1.192154684 0.443406342 3.294171464 1.381395503 7.855509601 2.688627946 0.007174633
GSE87340 UHRF1 MKI67 1.399947026 0.49328494 4.054985154 1.542070988 10.66287138 2.838008854 0.004539592
GSE87340 UHRF1 BUB1B 1.308444684 0.457574834 3.700413922 1.50925249 9.072745138 2.859520642 0.004242818
GSE87340 UHRF1 HIST1H2AJ 8.122184796 4.693499141 3368.371919 0.340648379 33306864.47 1.730518011 0.083537766
GSE87340 UHRF1 KIF4A 2.131146052 0.691372374 8.424516218 2.17294002 32.661957 3.08248656 0.00205279
GSE87340 UHRF1 TTK 0.871151128 0.336680971 2.389660075 1.235244037 4.622953122 2.587467673 0.009668427
GSE87340 UHRF1 MCM10 2.153311438 0.696843759 8.613333748 2.197944859 33.75403981 3.090092164 0.002000944
GSE87340 UHRF1 KIF18B 1.490666159 0.555627361 4.440052317 1.494298018 13.19286002 2.682852329 0.007299722
GSE87340 UHRF1 RRM2 1.805808256 0.601657274 6.08488761 1.87120324 19.78719171 3.001390216 0.002687499
GSE87340 UHRF1 GPR37 0.315726299 0.312117786 1.37125489 0.743777521 2.528094653 1.011561382 0.311747818
GSE87340 UHRF1 TUBB3 0.336405904 0.276461546 1.399907137 0.81428181 2.406709776 1.216827111 0.223670002
GSE87340 UHRF1 GTSE1 1.487808973 0.525440405 4.427384367 1.580853203 12.39946397 2.831546564 0.004632349
GSE87340 UHRF1 CKAP2L 2.329056852 0.771536066 10.26825248 2.263413222 46.58319038 3.018727126 0.002538391
GSE87340 UHRF1 CCNB2 1.774366246 0.597855566 5.896542996 1.826845794 19.03237779 2.967884467 0.00299857
GSE87340 UHRF1 CDCA3 2.066117229 0.666635454 7.894112506 2.137283752 29.15710757 3.09932095 0.001939648
GSE87340 UHRF1 KIF20A 1.631753049 0.566427548 5.112829908 1.684679697 15.51691382 2.880779818 0.003966927
GSE87340 UHRF1 CDT1 1.668082507 0.618531349 5.301991514 1.577408547 17.82107372 2.69684392 0.007000007
GSE87340 UHRF1 KIF15 1.420543475 0.556444038 4.139369474 1.390875216 12.31913506 2.552895489 0.010683155
GSE87340 UHRF1 GPD1 -0.455218369 0.676575302 0.63430944 0.16842216 2.388928304 -0.672827351 0.501057135
GSE87340 UHRF1 OVCH2 -3.582854233 1.724975812 0.027796248 0.000945549 0.817124535 -2.077046071 0.037797307
GSE87340 UHRF1 HJURP 1.628373571 0.550349871 5.095580377 1.732746367 14.9848471 2.958797044 0.003088424
GSE87340 UHRF1 ACTN2 -3.269248057 2.053769543 0.038035016 0.000679222 2.129881361 -1.591828094 0.111423336
GSE87340 UHRF1 CEP55 1.857582973 0.602804312 6.408229178 1.966210787 20.88555381 3.081568822 0.002059129
GSE87340 UHRF1 EXO1 1.538191183 0.547255356 4.656160509 1.592954383 13.60982519 2.810737557 0.004942809
GSE87340 UHRF1 CENPA 2.020193456 0.662731436 7.539783408 2.057031058 27.63610867 3.048283731 0.002301525
GSE87340 UHRF1 NEIL3 6.345530825 2.407013577 569.9398476 5.093019634 63779.73249 2.636267151 0.008382371
GSE87340 UHRF1 SPC25 2.150925243 0.824367528 8.592805151 1.707780508 43.23524015 2.609182398 0.009075885
GSE87340 UHRF1 CUX2 1.93834622 6.804629807 6.947252237 1.12E-05 4304517.325 0.284856969 0.775753725
GSE87340 UHRF1 SKA1 2.589044367 0.888261181 13.31703932 2.335169416 75.94461246 2.914733214 0.003559927
GSE87340 UHRF1 UBE2C 1.161900854 0.457099002 3.19600264 1.304739329 7.828715398 2.541901972 0.011025109
GSE87340 UHRF1 KIF11 1.485720469 0.495720718 4.418147404 1.672175903 11.67342888 2.997091737 0.002725687
GSE87340 UHRF1 E2F7 1.273837907 0.507707988 3.574545041 1.321474999 9.669023072 2.508997174 0.012107445
GSE87340 UHRF1 ASF1B 1.985071361 0.723532008 7.279566847 1.762925569 30.059178 2.74358472 0.006077236
GSE87340 UHRF1 CCNA2 2.797194213 0.987705156 16.39857127 2.366300298 113.6428626 2.832013375 0.004625591
GSE87340 UHRF1 CDC20 1.219383366 0.455904104 3.385099723 1.38517674 8.272518448 2.674648803 0.007480757
GSE87340 UHRF1 ERC2 -6.494436651 5.57406831 0.001511827 2.72E-08 83.97645684 -1.165116086 0.243972006
GSE87340 UHRF1 HOXA10 0.258716621 0.313538315 1.295266701 0.700607695 2.394658007 0.82515153 0.409285567
GSE87340 UHRF1 CDC25A 3.623809966 1.345184332 37.48009402 2.683970219 523.3878668 2.693913303 0.007061853
GSE87340 UHRF1 C10orf67 -2.187647157 2.36538812 0.112180381 0.001087664 11.5701484 -0.92485759 0.355039989
GSE87340 UHRF1 MS4A15 -0.559828181 0.317598598 0.571307217 0.306569745 1.064658012 -1.762690971 0.077952624
GSE87340 UHRF1 NUSAP1 1.864793688 0.627225147 6.454604089 1.887880912 22.06808367 2.973085019 0.002948228
GSE87340 UHRF1 CDCA5 1.283670737 0.489031459 3.609866303 1.384289053 9.41359371 2.624924659 0.008666814
GSE87340 UHRF1 CYS1 -0.612164986 0.456880535 0.542175794 0.221433186 1.327509203 -1.339879771 0.180284436
GSE87340 UHRF1 TMEM8B -1.082666597 0.925266374 0.338691167 0.055235171 2.076787382 -1.170113416 0.24195533
GSE87340 UHRF1 FAM111B 7.589705519 3.593430734 1977.731023 1.727561193 2264128.192 2.112105695 0.034677385
GSE87340 UHRF1 NDC80 2.625505421 1.005644502 13.81155308 1.924138655 99.13994393 2.61076893 0.009033891
GSE87340 UHRF1 SLC16A11 -1.844952508 1.046471721 0.158032826 0.020323054 1.228869174 -1.763021849 0.077896805
GSE87340 UHRF1 RAD51 2.295809246 0.792345987 9.932470577 2.101895694 46.9357124 2.897483277 0.003761698
GSE87340 UHRF1 DSTN -4.290635532 1.9970203 0.013696218 0.000273359 0.686226405 -2.148518737 0.03167257
GSE87340 UHRF1 PRC1 1.945689393 0.677426194 6.998454876 1.85513682 26.40148701 2.872179155 0.004076518
GSE87340 UHRF1 KCMF1 4.433689382 2.316650421 84.24164386 0.898649671 7897.02015 1.913836176 0.055641092
GSE87340 UHRF1 CGN -0.388764256 0.642630478 0.677894061 0.192377277 2.388745509 -0.6049577 0.545207103
GSE87340 UHRF1 SPATA2L -1.574767605 0.950664537 0.207055666 0.032127727 1.334425216 -1.656491373 0.097622351
GSE87340 UHRF1 SLC25A4 -1.322901858 0.756151458 0.266361237 0.060510917 1.172487743 -1.749519681 0.08020123
GSE87340 UHRF1 TMOD1 -0.884711285 0.955392418 0.412833347 0.063466313 2.685383223 -0.926018742 0.35443624
GSE87340 UHRF1 ATOH8 -0.978335144 0.43911871 0.375936458 0.158977595 0.888982003 -2.227951399 0.025883756
GSE87340 UHRF1 LIMS2 -1.67309045 0.802090726 0.187666196 0.038962354 0.903913585 -2.085911725 0.03698662
GSE87340 UHRF1 DUSP8 -2.192114782 0.861162739 0.111680319 0.020651595 0.603948211 -2.545529066 0.010911228
GSE87340 UHRF1 PRDM16 -2.317617108 0.802542283 0.09850804 0.020433673 0.474894247 -2.88784424 0.003878919
GSE87340 UHRF1 WNT3A -5.977250308 3.353669319 0.002535789 3.54E-06 1.814519643 -1.782301634 0.074700056
GSE87340 UHRF1 CENPH 3.537305162 1.220576268 34.37416147 3.142503061 376.000581 2.898061558 0.003754769
GSE87340 UHRF1 ADRB2 -1.54008049 0.642956169 0.214363847 0.060794775 0.755852101 -2.395311787 0.016606238
GSE87340 UHRF1 RADIL -3.554067809 1.52089691 0.028608031 0.001451771 0.563738582 -2.336823611 0.019448358
GSE87340 UHRF1 ARHGEF4 -0.047658157 0.826898406 0.953459665 0.188558071 4.821248585 -0.057634839 0.954039498
GSE87340 UHRF1 TK1 1.461442766 0.564069453 4.312176504 1.427446172 13.02666718 2.590891527 0.009572766
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GSE87340 UHRF1 EFNB2 -0.612657666 0.815257412 0.541908741 0.109642212 2.678394372 -0.751489845 0.45235791
GSE87340 UHRF1 INCA1 -1.213918785 1.353525166 0.297030995 0.020925655 4.216231805 -0.896857196 0.369795123
GSE87340 UHRF1 CTNNBIP1 -0.271771013 0.703607961 0.762028736 0.191893015 3.026101776 -0.386253465 0.69930896
GSE87340 UHRF1 PTTG1 0.478099459 0.291410655 1.613005903 0.91114345 2.855519667 1.640638223 0.100872536
GSE87340 UHRF1 SEMA3B -1.12323203 0.598870357 0.325226951 0.100560438 1.051830838 -1.875584619 0.06071234
GSE87340 UHRF1 PPP1R13B -0.098945823 0.905565284 0.90579178 0.153535854 5.343759967 -0.109264152 0.912992979
GSE87340 UHRF1 MCM2 1.273326696 0.502051912 3.572718163 1.335523073 9.557539911 2.536245088 0.011204828
GSE87340 UHRF1 ELAVL1 2.542945178 1.995739816 12.7170699 0.254454565 635.5707023 1.274186724 0.202597249
GSE87340 UHRF1 ASPRV1 -5.594988078 2.729412407 0.003716444 1.77E-05 0.78236174 -2.049887391 0.040375421
GSE87340 UHRF1 HDAC5 -1.031742305 1.25613138 0.356385487 0.030387785 4.179660234 -0.821364963 0.411438414
GSE87340 UHRF1 EIF4B -2.078942144 2.069912156 0.12506244 0.002163787 7.228352451 -1.004362498 0.315203919
GSE87340 UHRF1 NPR1 -0.926205582 0.449027838 0.396053656 0.164263411 0.954920498 -2.062690779 0.039142017
GSE87340 UHRF1 SASH1 -0.939080719 1.325891688 0.390987097 0.029077789 5.257308676 -0.708263523 0.478781625
GSE87340 UHRF1 FAM189A2 -5.233660919 2.017738695 0.005333962 0.000102223 0.27832501 -2.593824925 0.009491481
GSE87340 UHRF1 COBL -0.593675249 0.539845174 0.552293733 0.191713665 1.59106221 -1.099713914 0.271456791
GSE87340 UHRF1 CPAMD8 -0.473880061 0.466237145 0.62258192 0.249651815 1.552595353 -1.016392764 0.30944239
GSE87340 UHRF1 PLXNA2 -2.625299598 1.005711627 0.072418057 0.010087501 0.51988844 -2.610390023 0.009043905
GSE87340 UHRF1 STK24 1.13067403 1.26005284 3.09774377 0.262111798 36.61039497 0.897322711 0.369546741
GSE87340 UHRF1 ZNF324 -2.723713962 1.443801112 0.065630552 0.003873828 1.111915516 -1.886488339 0.059229178
GSE87340 UHRF1 ST6GALNAC6 -3.436373572 1.207406528 0.032181177 0.003018948 0.34304273 -2.846078344 0.00442613
GSE87340 UHRF1 CKB -0.09537388 0.469112465 0.909033001 0.362468605 2.279758816 -0.203307069 0.83889503
GSE87340 UHRF1 NEDD4L -0.877359974 0.655712748 0.415879396 0.115033333 1.503526572 -1.338024884 0.180888325
GSE87340 UHRF1 CRY2 -3.265655971 1.143457323 0.038171887 0.004059112 0.358968442 -2.855949152 0.004290838
GSE87340 UHRF1 MAN2A2 2.070866961 1.291440332 7.931696608 0.631088244 99.68781974 1.603532822 0.108817069
GSE87340 UHRF1 ANXA11 2.009203932 1.178521547 7.457378405 0.740332511 75.11826355 1.70485125 0.08822217
GSE87340 UHRF1 MEPCE -3.002779901 1.837490258 0.049648857 0.001354674 1.81963299 -1.634174596 0.102222195
GSE87340 UHRF1 FBXW4 -0.441544327 1.099976609 0.643042586 0.074462557 5.553177085 -0.401412469 0.688116471
GSE87340 UHRF1 WFS1 -1.746688558 0.975115842 0.17435034 0.025787111 1.178807546 -1.79126262 0.073251162
GSE87340 UHRF1 STT3A 1.821901007 1.021712548 6.183602358 0.834753515 45.80626188 1.783183549 0.074556429
GSE87340 UHRF1 CDK2AP1 2.814159223 1.402798147 16.67914645 1.066865998 260.7580772 2.006104177 0.044845134
GSE87340 UHRF1 CSRP1 -1.53995911 1.109082825 0.214389868 0.024386599 1.884765259 -1.388497843 0.164985501
GSE87340 UHRF1 UHRF1 1.502404487 0.575189868 4.492478198 1.455068621 13.87038389 2.612014869 0.009001034
GSE87340 FOXM1 PBK 1.075030418 0.415134159 2.930082026 1.298724226 6.610626421 2.589597592 0.009608818
GSE87340 FOXM1 HELLS 1.445791599 0.566621362 4.245211317 1.398267731 12.88867556 2.551600936 0.010722926
GSE87340 FOXM1 NEK2 1.364868573 0.459684487 3.915208455 1.590269557 9.63915657 2.969142122 0.002986324
GSE87340 FOXM1 POLQ 2.408360862 0.832681349 11.11572599 2.173492686 56.84830002 2.892295911 0.003824376
GSE87340 FOXM1 SKA3 1.522855924 0.582346395 4.585301788 1.46444739 14.35694627 2.615034516 0.008921844
GSE87340 FOXM1 ASPM 1.567185371 0.531803501 4.793138283 1.690238532 13.5922677 2.946925637 0.003209504
GSE87340 FOXM1 GINS2 0.854209022 0.38892825 2.349515232 1.096281129 5.03540714 2.196315188 0.028069391
GSE87340 FOXM1 DEPDC1 2.24302034 0.894663911 9.42174523 1.631518695 54.40898928 2.507109443 0.012172302
GSE87340 FOXM1 HMMR 3.60725623 1.276404523 36.86476548 3.020883489 449.8720121 2.82610737 0.004711747
GSE87340 FOXM1 CENPF 1.25209362 0.424612094 3.497658063 1.521762509 8.039107188 2.948794059 0.003190165
GSE87340 FOXM1 SHCBP1 2.11677748 0.751212952 8.304333444 1.904895496 36.20248675 2.817812811 0.004835199
GSE87340 FOXM1 BRIP1 3.283692891 1.12668979 26.67409556 2.931228093 242.7335407 2.914460501 0.003563039
GSE87340 FOXM1 DLGAP5 1.367450235 0.479496899 3.925329257 1.533654702 10.04672679 2.851843748 0.004346646
GSE87340 FOXM1 ANLN 2.184527821 0.706026385 8.886451563 2.227191854 35.45676645 3.094116405 0.001974
GSE87340 FOXM1 COL1A1 0.672371302 0.4027393 1.958876906 0.889600119 4.31339728 1.669495133 0.095019294
GSE87340 FOXM1 CDCA8 2.270915352 0.847579566 9.688264929 1.839860823 51.01607477 2.679294598 0.007377745
GSE87340 FOXM1 MELK 2.25032166 0.719888464 9.490788152 2.314899323 38.91100527 3.125930991 0.001772431
GSE87340 FOXM1 CDCA2 1.59295194 0.632973025 4.91824589 1.422402878 17.00583077 2.516619001 0.011848688
GSE87340 FOXM1 BUB1 1.05334388 0.452592063 2.867222756 1.180903398 6.961590887 2.327358268 0.019946205
GSE87340 FOXM1 MND1 1.074616236 0.554384912 2.928868691 0.988112991 8.681468506 1.938393728 0.052575205
GSE87340 FOXM1 CD72 0.180941743 0.760411698 1.198345365 0.269971792 5.319191325 0.23795234 0.811918059
GSE87340 FOXM1 TPX2 1.183472066 0.429724349 3.265693245 1.406673672 7.581539756 2.754026087 0.005886708
GSE87340 FOXM1 BIRC5 1.192154684 0.443406342 3.294171464 1.381395503 7.855509601 2.688627946 0.007174633
GSE87340 FOXM1 MKI67 1.399947026 0.49328494 4.054985154 1.542070988 10.66287138 2.838008854 0.004539592
GSE87340 FOXM1 BUB1B 1.308444684 0.457574834 3.700413922 1.50925249 9.072745138 2.859520642 0.004242818
GSE87340 FOXM1 KIFC1 1.206770006 0.444191836 3.342670392 1.399576939 7.983444877 2.716776644 0.006592108
GSE87340 FOXM1 PRR11 2.044838195 0.732409668 7.727908022 1.839220102 32.4705903 2.791932281 0.005239432
GSE87340 FOXM1 KIF4A 2.131146052 0.691372374 8.424516218 2.17294002 32.661957 3.08248656 0.00205279
GSE87340 FOXM1 MCM10 2.153311438 0.696843759 8.613333748 2.197944859 33.75403981 3.090092164 0.002000944
GSE87340 FOXM1 KIF18B 1.490666159 0.555627361 4.440052317 1.494298018 13.19286002 2.682852329 0.007299722
GSE87340 FOXM1 HIST1H3C 3.368517524 1.955337251 29.03545078 0.628843371 1340.647672 1.722729684 0.08493742
GSE87340 FOXM1 GRIN2D 0.039976474 0.611670919 1.040786289 0.313838582 3.451570848 0.06535618 0.947890413
GSE87340 FOXM1 CHEK1 1.710128245 0.643847434 5.529670587 1.565508143 19.53184143 2.656107884 0.007904832
GSE87340 FOXM1 TROAP 1.855340145 0.66019187 6.393872727 1.75310387 23.31955861 2.810304442 0.004949466
GSE87340 FOXM1 ZWINT 1.681896738 0.553272675 5.375742681 1.817573229 15.89955712 3.039905662 0.002366523
GSE87340 FOXM1 CCNB2 1.774366246 0.597855566 5.896542996 1.826845794 19.03237779 2.967884467 0.00299857
GSE87340 FOXM1 KIF2C 1.352206462 0.476263506 3.865946189 1.52005595 9.832230145 2.839198145 0.004522706
GSE87340 FOXM1 CCNB1 2.282416837 0.850057698 9.800337631 1.852126362 51.85748643 2.685014019 0.007252676
GSE87340 FOXM1 CDCA3 2.066117229 0.666635454 7.894112506 2.137283752 29.15710757 3.09932095 0.001939648
GSE87340 FOXM1 KIF20A 1.631753049 0.566427548 5.112829908 1.684679697 15.51691382 2.880779818 0.003966927
GSE87340 FOXM1 CDT1 1.668082507 0.618531349 5.301991514 1.577408547 17.82107372 2.69684392 0.007000007
GSE87340 FOXM1 KIF15 1.420543475 0.556444038 4.139369474 1.390875216 12.31913506 2.552895489 0.010683155
GSE87340 FOXM1 CDC6 1.684673647 0.58475439 5.390691375 1.713565182 16.95853406 2.880993583 0.003964237
GSE87340 FOXM1 IKBKE 0.808237791 0.858309942 2.243950192 0.417271253 12.06724027 0.941661924 0.346365755
GSE87340 FOXM1 CDC25C 3.436487198 1.24805003 31.07759677 2.692187577 358.7480416 2.753485129 0.005896445
GSE87340 FOXM1 ESPL1 1.790136372 0.665664999 5.990269314 1.62491734 22.08317036 2.68924515 0.007161381
GSE87340 FOXM1 AURKB 1.365488904 0.495460967 3.917637933 1.483498653 10.34573705 2.75599693 0.005851355
GSE87340 FOXM1 SKA1 2.589044367 0.888261181 13.31703932 2.335169416 75.94461246 2.914733214 0.003559927
GSE87340 FOXM1 ERCC6L 2.502132094 0.826388334 12.2084959 2.416791232 61.67159582 3.027792132 0.002463475
GSE87340 FOXM1 KIF23 1.888836902 0.65152868 6.611674181 1.843865447 23.70793137 2.899084815 0.003742536
GSE87340 FOXM1 UBE2C 1.161900854 0.457099002 3.19600264 1.304739329 7.828715398 2.541901972 0.011025109
GSE87340 FOXM1 KIF11 1.485720469 0.495720718 4.418147404 1.672175903 11.67342888 2.997091737 0.002725687
GSE87340 FOXM1 ASF1B 1.985071361 0.723532008 7.279566847 1.762925569 30.059178 2.74358472 0.006077236
GSE87340 FOXM1 UBE2T 1.451672083 0.513568515 4.27024876 1.560640463 11.68432121 2.826637617 0.004703953
GSE87340 FOXM1 CDC20 1.219383366 0.455904104 3.385099723 1.38517674 8.272518448 2.674648803 0.007480757
GSE87340 FOXM1 CENPI 2.378840871 0.850797898 10.79238585 2.036652714 57.18971697 2.796011694 0.005173753
GSE87340 FOXM1 CDC25A 3.623809966 1.345184332 37.48009402 2.683970219 523.3878668 2.693913303 0.007061853
GSE87340 FOXM1 SLC17A9 -0.393422789 0.48764599 0.674743413 0.259449976 1.75478403 -0.806779501 0.419793531
GSE87340 FOXM1 NUSAP1 1.864793688 0.627225147 6.454604089 1.887880912 22.06808367 2.973085019 0.002948228
GSE87340 FOXM1 E2F2 3.086765898 1.354567154 21.90611668 1.540124198 311.5839285 2.278783956 0.022679911
GSE87340 FOXM1 CCNE1 1.331306863 0.462758634 3.785987923 1.528545464 9.377349178 2.87689254 0.004016123
GSE87340 FOXM1 CDCA5 1.283670737 0.489031459 3.609866303 1.384289053 9.41359371 2.624924659 0.008666814
GSE87340 FOXM1 KIF26B 1.002018392 0.458721523 2.723773928 1.108425708 6.693226582 2.184371871 0.028934933
GSE87340 FOXM1 ARHGAP22 -0.404281403 1.155842535 0.667456271 0.069273618 6.430988998 -0.349772042 0.726509783
GSE87340 FOXM1 XRCC2 2.620373981 0.932206915 13.74086145 2.210639857 85.41023663 2.810936005 0.004939761
GSE87340 FOXM1 CCDC150 3.415824538 1.379199195 30.44203969 2.039375815 454.4124598 2.476672369 0.013261357
GSE87340 FOXM1 SLC25A35 0.030802139 1.336712083 1.031281433 0.075087183 14.16408703 0.023043211 0.981615804
GSE87340 FOXM1 EME1 2.243554528 0.789160625 9.426779558 2.007375456 44.268835 2.84296309 0.004469625
GSE87340 FOXM1 MEX3A 0.49270883 0.28239385 1.636743881 0.941036882 2.846785906 1.744757649 0.081027064
GSE87340 FOXM1 RAD51 2.295809246 0.792345987 9.932470577 2.101895694 46.9357124 2.897483277 0.003761698
GSE87340 FOXM1 PRC1 1.945689393 0.677426194 6.998454876 1.85513682 26.40148701 2.872179155 0.004076518
GSE87340 FOXM1 ADAP2 -0.455026086 0.705913404 0.634431418 0.159041368 2.530808362 -0.644591934 0.519191663
GSE87340 FOXM1 EPHB2 1.725035771 0.807740613 5.612721798 1.15245363 27.33528288 2.135630849 0.032709515
GSE87340 FOXM1 C1orf112 1.935241369 0.766864203 6.925715505 1.540666555 31.13297625 2.523577658 0.01161674
GSE87340 FOXM1 SPAG5 1.807664803 0.606820265 6.09619498 1.855805695 20.02558421 2.978913045 0.002892729
GSE87340 FOXM1 C1QTNF6 0.686310247 0.369111507 1.986372771 0.963546037 4.094954092 1.859357498 0.062976482
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GSE87340 FOXM1 DENND1C -1.680565368 0.882575165 0.186268636 0.033028617 1.050483116 -1.90416118 0.056889196
GSE87340 FOXM1 E2F1 1.949807087 0.776107968 7.027331785 1.53520423 32.16731106 2.512288453 0.0119951
GSE87340 FOXM1 FANCI 1.603188881 0.552847771 4.968852268 1.681400642 14.68388452 2.899874008 0.003733127
GSE87340 FOXM1 PIF1 3.337993714 1.280242473 28.16256781 2.290487267 346.271397 2.60731368 0.009125572
GSE87340 FOXM1 PAQR4 2.517599172 0.934358119 12.39879353 1.986334359 77.39385887 2.694469197 0.007050084
GSE87340 FOXM1 FANCG 1.273736249 0.765760857 3.574181679 0.79681922 16.03221201 1.663360353 0.096240324
GSE87340 FOXM1 MTA3 2.172689619 0.981909434 8.781872192 1.28169381 60.17137524 2.212718958 0.026917028
GSE87340 FOXM1 TRAIP 1.712986342 0.818728956 5.545497528 1.114389895 27.59585578 2.092250836 0.036416083
GSE87340 FOXM1 TCF19 5.634252332 2.157506218 279.8496044 4.078045576 19204.24861 2.611465165 0.009015517
GSE87340 FOXM1 EFNA4 0.864837327 0.633489396 2.374619768 0.686067628 8.219042573 1.365196218 0.172191387
GSE87340 FOXM1 TIMELESS 2.399855593 0.910749309 11.02158467 1.849323226 65.6863694 2.635034218 0.00841288
GSE87340 FOXM1 HAUS8 1.093249584 1.070134506 2.983954945 0.366346561 24.30481974 1.021600161 0.306970181
GSE87340 FOXM1 MCM2 1.273326696 0.502051912 3.572718163 1.335523073 9.557539911 2.536245088 0.011204828
GSE87340 FOXM1 KNTC1 1.688176203 0.653208121 5.409605679 1.503674548 19.46154748 2.584438479 0.00975377
GSE87340 FOXM1 NPM3 1.803199205 0.915999499 6.069032518 1.007904252 36.54430035 1.968559161 0.049003736
GSE87340 FOXM1 GMPPA 1.081236339 1.468102828 2.948322425 0.165929492 52.38734257 0.736485427 0.461435333
GSE87340 FOXM1 R3HDM1 2.202765104 0.959838883 9.050003134 1.379216331 59.3834012 2.294932142 0.021737013
GSE87340 FOXM1 DNMT1 0.416446087 0.96272853 1.516562237 0.229818099 10.00774539 0.432568553 0.665328239
GSE87340 FOXM1 RNASEH2A 1.897424124 0.929586665 6.668694571 1.078388438 41.23883911 2.041148173 0.041236101
GSE87340 FOXM1 RFC4 2.42319725 0.820258012 11.28187268 2.260353208 56.31007171 2.954189064 0.003134919
GSE87340 FOXM1 LIMK1 1.849148823 1.035549021 6.354408491 0.834861061 48.3655415 1.785670002 0.074152705
GSE87340 FOXM1 NCAPD2 3.275966825 1.066821671 26.46880381 3.270800549 214.197584 3.070772663 0.002135056
GSE87340 FOXM1 CKAP5 1.485987292 0.690132447 4.419326427 1.142652772 17.09219682 2.153191462 0.031303634
GSE87340 FOXM1 MAGED1 0.900683013 0.8036759 2.461283626 0.509414728 11.89191588 1.120704271 0.262413764
GSE87340 FOXM1 FOXM1 1.699082166 0.547224017 5.468925521 1.871130513 15.98453242 3.10491154 0.001903359
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Dataset Regulon Target Gene Coefficient Coefficient Standard Error exp(Coefficient) Confidence Interval (lower95) exp(Coefficient) Confidence Interval (upper95) exp(Coefficient) z pvalue
TCGA_biolinks FOXA2 GFPT2 0.012305673 0.076198413 1.012381699 0.871934936 1.1754509 0.161495136 0.871703442
TCGA_biolinks FOXA2 IL1R2 0.037877138 0.056784886 1.03860362 0.929211229 1.160874348 0.667028513 0.504753921
TCGA_biolinks FOXA2 TUBB3 0.032185125 0.039936949 1.032708667 0.954956148 1.116791796 0.805898426 0.420301419
TCGA_biolinks FOXA2 MLLT11 -0.019353241 0.07296219 0.98083283 0.850138072 1.13161976 -0.26525028 0.790816664
TCGA_biolinks FOXA2 FST 0.105558634 0.051677236 1.111331264 1.004282255 1.229790901 2.042652476 0.041086852
TCGA_biolinks FOXA2 THBS2 -0.024885905 0.050127535 0.975421196 0.884145118 1.076120301 -0.496451795 0.61957569
TCGA_biolinks FOXA2 RTKN2 -0.000420677 0.042485934 0.999579411 0.919714873 1.086379082 -0.009901559 0.992099828
TCGA_biolinks FOXA2 CRISPLD2 -0.135312252 0.087148529 0.873443135 0.736298088 1.036133221 -1.552662479 0.120503791
TCGA_biolinks FOXA2 ALDH1A3 -0.025579653 0.065358441 0.974744734 0.857546527 1.107960055 -0.3913749 0.695520143
TCGA_biolinks FOXA2 RSPO3 0.040596983 0.045752284 1.041432306 0.952108914 1.139135694 0.887321458 0.374905856
TCGA_biolinks FOXA2 PI15 -0.018245555 0.050339886 0.981919887 0.889665332 1.083740852 -0.362447286 0.717017809
TCGA_biolinks FOXA2 STEAP1 0.008327252 0.051100363 1.00836202 0.912262392 1.114584984 0.162958767 0.8705509
TCGA_biolinks FOXA2 SLC39A14 -0.024882353 0.097227289 0.975424661 0.806183144 1.180194943 -0.255919441 0.798013043
TCGA_biolinks FOXA2 SLAMF1 -0.239987727 0.07699971 0.786637516 0.676444831 0.914780559 -3.116735465 0.001828656
TCGA_biolinks FOXA2 F13A1 -0.060831397 0.048709148 0.940981879 0.855302926 1.035243619 -1.248870049 0.211712608
TCGA_biolinks FOXA2 C1QTNF1 -0.017736997 0.078603003 0.982419378 0.842150911 1.146050929 -0.225652918 0.82147138
TCGA_biolinks FOXA2 IL13RA2 -0.089114184 0.050616385 0.914741119 0.8283492 1.010143204 -1.76057979 0.078309552
TCGA_biolinks FOXA2 FHL2 0.038309215 0.061383042 1.039052474 0.92127257 1.171889927 0.624100957 0.532561285
TCGA_biolinks FOXA2 IL24 -0.183014349 0.076060743 0.832756207 0.717422275 0.966631403 -2.406160421 0.016121184
TCGA_biolinks FOXA2 FOLR2 -0.072542999 0.065319108 0.930025755 0.818267401 1.057047982 -1.110593839 0.266743216
TCGA_biolinks FOXA2 ITK -0.168738185 0.06522445 0.844730038 0.74335931 0.959924531 -2.587038826 0.009680468
TCGA_biolinks FOXA2 MS4A15 -0.04198029 0.026876529 0.95888868 0.909684613 1.010754154 -1.561968422 0.118295428
TCGA_biolinks FOXA2 GREM1 0.013336068 0.033500379 1.01342539 0.949021838 1.082199565 0.398087064 0.690566009
TCGA_biolinks FOXA2 SLC2A5 0.015983763 0.050963261 1.016112187 0.919521004 1.122849801 0.313633058 0.753799749
TCGA_biolinks FOXA2 SERPINF1 -0.170718431 0.074431224 0.843058919 0.728621454 0.975469961 -2.293639983 0.021811187
TCGA_biolinks FOXA2 CLIC5 -0.041785262 0.039883381 0.959075709 0.886960126 1.037054754 -1.047686046 0.294783279
TCGA_biolinks FOXA2 TWIST1 0.047101676 0.043676019 1.048228584 0.962230023 1.141913198 1.078433376 0.280840399
TCGA_biolinks FOXA2 DNAJC30 -0.347421023 0.169299293 0.70650781 0.507001387 0.984520552 -2.052111479 0.04015883
TCGA_biolinks FOXA2 AGER -0.031802864 0.029072617 0.968697528 0.915043067 1.025498072 -1.093911292 0.273993886
TCGA_biolinks FOXA2 STX19 -0.053965905 0.075497764 0.94746441 0.817144932 1.098567429 -0.714801369 0.474731789
TCGA_biolinks FOXA2 CYP4B1 -0.070509012 0.029734521 0.931919341 0.879160678 0.987844066 -2.371284617 0.017726375
TCGA_biolinks FOXA2 SULF2 -0.103671784 0.082314997 0.901521142 0.767201184 1.059357555 -1.259451965 0.20786713
TCGA_biolinks FOXA2 TIMP1 0.038922099 0.086365382 1.039689488 0.877787328 1.231453448 0.450667834 0.652228969
TCGA_biolinks FOXA2 PRRX1 0.00764716 0.078175259 1.007676474 0.864526317 1.174529748 0.097820719 0.922074655
TCGA_biolinks FOXA2 FKBP11 -0.172800892 0.087438537 0.841305108 0.708803263 0.998576506 -1.976255525 0.048125844
TCGA_biolinks FOXA2 HAS3 -0.045738342 0.053224387 0.95529189 0.860659587 1.06032932 -0.859349343 0.390147809
TCGA_biolinks FOXA2 GGT1 -0.156248743 0.078624046 0.855346402 0.733190997 0.997853861 -1.987289536 0.046890321
TCGA_biolinks FOXA2 AGT -0.041799386 0.043181476 0.959062163 0.881232728 1.043765401 -0.967993439 0.333047646
TCGA_biolinks FOXA2 LGALS4 0.027935644 0.030237758 1.028329503 0.969156403 1.091115493 0.923866219 0.355555973
TCGA_biolinks FOXA2 SH3PXD2B -0.05402935 0.086067402 0.9474043 0.800340226 1.121491684 -0.627756247 0.530163632
TCGA_biolinks FOXA2 PEBP4 -0.059368425 0.030322501 0.942359516 0.887985882 1.000062586 -1.95790005 0.050241742
TCGA_biolinks FOXA2 CRTAC1 -0.108349334 0.035071621 0.897314079 0.837705688 0.961164009 -3.089373416 0.002005792
TCGA_biolinks FOXA2 NAV2 -0.093437414 0.088658655 0.910795019 0.765515983 1.083644998 -1.053900647 0.291928407
TCGA_biolinks FOXA2 TMC5 -0.120815164 0.067795213 0.886197746 0.775931264 1.01213404 -1.782060388 0.074739385
TCGA_biolinks FOXA2 EXPH5 -0.252084902 0.094175395 0.777178751 0.646187684 0.934723497 -2.676759693 0.007433793
TCGA_biolinks FOXA2 IL2RA -0.076028126 0.061766366 0.92679014 0.82111839 1.046061047 -1.230898481 0.218360836
TCGA_biolinks FOXA2 FNDC4 0.077102079 0.064694552 1.080152331 0.951517773 1.226176842 1.191786269 0.233345061
TCGA_biolinks FOXA2 NRGN -0.042075939 0.050730452 0.958796968 0.868050144 1.059030556 -0.829402011 0.406876964
TCGA_biolinks FOXA2 PIGR -0.082656882 0.030583016 0.92066699 0.867102148 0.977540777 -2.702705399 0.006877768
TCGA_biolinks FOXA2 SLC44A3 -0.065460577 0.11043333 0.936635971 0.754344644 1.162978949 -0.592761055 0.553341075
TCGA_biolinks FOXA2 FOXA1 -0.108341004 0.073849749 0.897321554 0.776402775 1.037072505 -1.467046332 0.142363452
TCGA_biolinks FOXA2 FHDC1 -0.090971048 0.094913441 0.913044145 0.758056033 1.099720304 -0.958463279 0.3378292
TCGA_biolinks FOXA2 P4HTM -0.36177751 0.157907357 0.696437301 0.511058997 0.949058558 -2.291074443 0.021959109
TCGA_biolinks FOXA2 NKX2.1 -0.159699912 0.033023598 0.852399546 0.798975518 0.909395806 -4.835933142 1.33E-06
TCGA_biolinks FOXA2 ENTPD1 -0.265831973 0.137043115 0.766567921 0.586002313 1.00277143 -1.939768908 0.052407781
TCGA_biolinks FOXA2 FGFR3 -0.020178242 0.047316757 0.980023977 0.893224454 1.075258285 -0.426450222 0.669779813
TCGA_biolinks FOXA2 ACOXL -0.049446233 0.044024553 0.95175633 0.873075912 1.037527321 -1.123151261 0.261373258
TCGA_biolinks FOXA2 PCSK1 0.002754956 0.030482299 1.002758754 0.944604222 1.064493568 0.090378866 0.92798615
TCGA_biolinks FOXA2 ATP2C2 -0.085308583 0.067148693 0.918228891 0.804996295 1.047389038 -1.270442938 0.203926896
TCGA_biolinks FOXA2 TCF7L2 0.081571074 0.159783784 1.08499033 0.793263851 1.48400058 0.510509092 0.609694846
TCGA_biolinks FOXA2 N4BP1 -0.115051601 0.167378919 0.89132015 0.642037701 1.237390902 -0.687372113 0.491848266
TCGA_biolinks FOXA2 EPB41L5 -0.112957996 0.10620177 0.893188177 0.72534372 1.099871822 -1.063616892 0.287502287
TCGA_biolinks FOXA2 VSIG2 -0.084126616 0.03621086 0.919314849 0.856330741 0.986931509 -2.323242699 0.020166118
TCGA_biolinks FOXA2 JPH1 -0.040450859 0.06150221 0.960356356 0.85129805 1.083385931 -0.657713907 0.510721984
TCGA_biolinks FOXA2 MARVELD2 -0.046586842 0.134774219 0.954481668 0.732904805 1.243047185 -0.345665828 0.729593868
TCGA_biolinks FOXA2 ALDH3B1 -0.019699574 0.070003439 0.980493195 0.85478629 1.124686855 -0.281408659 0.778396978
TCGA_biolinks FOXA2 IRX2 -0.076208316 0.034996473 0.926623156 0.865195191 0.992412443 -2.177599879 0.029435839
TCGA_biolinks FOXA2 PRDM16 -0.110119128 0.042811471 0.895727423 0.823634786 0.974130318 -2.572187464 0.010105815
TCGA_biolinks FOXA2 CDS1 -0.12436103 0.146163224 0.883060971 0.663095879 1.175993855 -0.850836668 0.394860089
TCGA_biolinks FOXA2 USP54 -0.18216857 0.101723682 0.833460832 0.682806804 1.017355061 -1.790817707 0.073322553
TCGA_biolinks FOXA2 SLC9A9 -0.205198792 0.093426288 0.814485387 0.678201422 0.978155491 -2.196371031 0.028065397
TCGA_biolinks FOXA2 SAP30 0.113381925 0.117337243 1.12005963 0.889945686 1.409674315 0.966291026 0.333898575
TCGA_biolinks FOXA2 CLIC3 -0.007331653 0.050105944 0.992695158 0.89984073 1.09513122 -0.146323029 0.883666387
TCGA_biolinks FOXA2 FGF7 -0.06513541 0.067194896 0.936940583 0.821326152 1.068829545 -0.96935056 0.332370311
TCGA_biolinks FOXA2 IGSF3 -0.140245371 0.102514838 0.869144946 0.710937497 1.062558861 -1.368049482 0.171296588
TCGA_biolinks FOXA2 TUFT1 0.116744179 0.119870912 1.123831894 0.888519672 1.421463322 0.973915835 0.33009833
TCGA_biolinks FOXA2 NEDD4L -0.119417626 0.095834101 0.887437106 0.735467437 1.070808275 -1.246086986 0.212732462
TCGA_biolinks FOXA2 SPINT1 -0.07694068 0.114916903 0.925944779 0.739209675 1.159851883 -0.669533187 0.503155418
TCGA_biolinks FOXA2 KLK10 -0.039121568 0.03386626 0.961633799 0.899876076 1.0276299 -1.155178253 0.248017438
TCGA_biolinks FOXA2 CXADR 0.062370908 0.110070653 1.06435705 0.857817756 1.320625416 0.566644302 0.57095587
TCGA_biolinks FOXA2 ARRB1 -0.232164212 0.097952729 0.792815922 0.654327012 0.960616137 -2.370165836 0.017780108
TCGA_biolinks FOXA2 PLEKHA1 -0.126785756 0.132487265 0.880922385 0.679460605 1.142118089 -0.95696561 0.338584613
TCGA_biolinks FOXA2 MAT2A -0.200320515 0.170404426 0.818468379 0.586075269 1.143011016 -1.175559344 0.23977101
TCGA_biolinks FOXA2 LGI2 -0.048464077 0.054277771 0.952691562 0.856546601 1.059628526 -0.892889957 0.371916106
TCGA_biolinks FOXA2 TMEM97 0.061424785 0.104434783 1.063350514 0.866525599 1.304882762 0.588164056 0.556422181
TCGA_biolinks FOXA2 PLCH1 -0.192527467 0.07311123 0.824871661 0.714749716 0.951960164 -2.633350133 0.008454714
TCGA_biolinks FOXA2 GCNT2 -0.092287417 0.115114492 0.911843033 0.727669968 1.142630249 -0.801701122 0.422725867
TCGA_biolinks FOXA2 SELENBP1 -0.14420446 0.056288809 0.865710727 0.775281958 0.966687093 -2.561867303 0.010411109
TCGA_biolinks FOXA2 RAB17 -0.121718756 0.090609155 0.885397346 0.741329979 1.057462241 -1.343338379 0.17916243
TCGA_biolinks FOXA2 CMTM8 -0.309056185 0.146799178 0.734139521 0.550583152 0.9788909 -2.105299154 0.035265276
TCGA_biolinks FOXA2 BEX2 0.031118991 0.057411803 1.031608248 0.921819288 1.154473108 0.54203124 0.587796985
TCGA_biolinks FOXA2 DENND1A -0.004060652 0.113821797 0.995947581 0.796803424 1.244863607 -0.035675525 0.971541087
TCGA_biolinks FOXA2 TMEM125 -0.196246988 0.072423553 0.821809232 0.713056554 0.947148456 -2.709712249 0.00673416
TCGA_biolinks FOXA2 SPOCK2 -0.062501418 0.056159072 0.93941173 0.841498391 1.048717869 -1.11293538 0.265736184
TCGA_biolinks FOXA2 ILDR1 -0.313103925 0.088132637 0.731173921 0.615179785 0.869039126 -3.552644456 0.00038138
TCGA_biolinks FOXA2 CD28 -0.184128156 0.071523328 0.831829193 0.723025127 0.957006583 -2.57437902 0.01004202
TCGA_biolinks FOXA2 NARS2 -0.081120852 0.166336888 0.92208225 0.665554227 1.2774852 -0.487690088 0.625769374
TCGA_biolinks FOXA2 CCNY -0.154120547 0.208821813 0.857168686 0.569268099 1.290671579 -0.738048119 0.460485209
TCGA_biolinks FOXA2 C1orf198 0.016787705 0.127472245 1.01692941 0.792111349 1.305555623 0.131696941 0.895224005
TCGA_biolinks FOXA2 EIF4G3 -0.200322696 0.138540746 0.818466594 0.623842361 1.073809039 -1.445947868 0.148191824
TCGA_biolinks FOXA2 TMEM30B -0.231301011 0.137321121 0.793500578 0.606260533 1.038568623 -1.68438044 0.092108168
TCGA_biolinks FOXA2 ADCY9 -0.257294205 0.085967827 0.773140718 0.653254785 0.91502823 -2.992912762 0.002763287
TCGA_biolinks FOXA2 TMEM116 -0.022929656 0.116445541 0.977331231 0.777898892 1.227892655 -0.196913127 0.843895521
TCGA_biolinks FOXA2 IMPA2 -0.054011715 0.091515016 0.947421007 0.791854315 1.133550135 -0.590195113 0.555059848
TCGA_biolinks FOXA2 TCEA3 -0.144891988 0.065267373 0.865115731 0.761234601 0.983172896 -2.219975807 0.02642041
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TCGA_biolinks FOXA2 MALL -0.161985072 0.061232054 0.8504539 0.754275425 0.958896197 -2.64542932 0.008158733
TCGA_biolinks FOXA2 SUSD2 -0.063319716 0.039067515 0.938643327 0.869453315 1.013339394 -1.62077662 0.105065554
TCGA_biolinks FOXA2 C5orf38 -0.050983332 0.036897328 0.95029451 0.883997746 1.021563302 -1.38176215 0.167044744
TCGA_biolinks FOXA2 FOXO4 -0.12141458 0.124223207 0.885666704 0.694274689 1.129820116 -0.977390485 0.328375872
TCGA_biolinks FOXA2 SPINT2 0.00832629 0.109237151 1.00836105 0.814016541 1.249104846 0.076222142 0.939242367
TCGA_biolinks FOXA2 QDPR 0.120517852 0.139258149 1.128080879 0.858624916 1.482098233 0.865427646 0.386804113
TCGA_biolinks FOXA2 C10orf76 -0.344376007 0.24589095 0.708662416 0.437659787 1.147472156 -1.400523313 0.161356667
TCGA_biolinks FOXA2 CNKSR1 -0.209554392 0.099045596 0.810945529 0.667857673 0.98468982 -2.115736597 0.034367216
TCGA_biolinks FOXA2 GLTP -0.168300673 0.203813316 0.845099698 0.566789423 1.260068504 -0.825758961 0.408940838
TCGA_biolinks FOXA2 FOXA2 -0.012850393 0.035576498 0.987231821 0.920738653 1.05852694 -0.361204542 0.717946547
TCGA_biolinks UHRF1 PLA2G2A -0.072284758 0.037115637 0.930265957 0.864996282 1.00046066 -1.947555349 0.051468191
TCGA_biolinks UHRF1 MMP7 -0.026648715 0.041959847 0.973703228 0.896830404 1.057165293 -0.635100393 0.525362941
TCGA_biolinks UHRF1 COL1A1 -0.004011579 0.047090656 0.995996457 0.908184645 1.092298739 -0.085188428 0.93211159
TCGA_biolinks UHRF1 THY1 -0.021345101 0.065172676 0.978881093 0.86149916 1.112256679 -0.327516111 0.743277559
TCGA_biolinks UHRF1 TUBB3 0.032185125 0.039936949 1.032708667 0.954956148 1.116791796 0.805898426 0.420301419
TCGA_biolinks UHRF1 CTHRC1 -0.007537263 0.046002391 0.992491071 0.906920674 1.086135264 -0.163845029 0.869853142
TCGA_biolinks UHRF1 COL15A1 -0.038796529 0.059790532 0.961946418 0.855573036 1.081545201 -0.648874121 0.516419743
TCGA_biolinks UHRF1 TDO2 -0.004988357 0.0594447 0.995024064 0.885592976 1.117977349 -0.083915931 0.933123273
TCGA_biolinks UHRF1 RTKN2 -0.000420677 0.042485934 0.999579411 0.919714873 1.086379082 -0.009901559 0.992099828
TCGA_biolinks UHRF1 CXCL14 -0.069497291 0.032788738 0.932862661 0.874798211 0.99478112 -2.119547627 0.034044213
TCGA_biolinks UHRF1 CCL13 -0.000771198 0.052028444 0.999229099 0.902356977 1.106500883 -0.014822631 0.988173684
TCGA_biolinks UHRF1 GCNT3 0.017740209 0.036222613 1.017898501 0.948138388 1.092791275 0.489755078 0.624307222
TCGA_biolinks UHRF1 TMEM158 0.036281322 0.054324213 1.036947522 0.932214651 1.153446969 0.667866505 0.50421881
TCGA_biolinks UHRF1 SCG5 0.006231843 0.044325555 1.006251302 0.922521452 1.097580636 0.140592557 0.888191829
TCGA_biolinks UHRF1 COL3A1 -0.025459263 0.051449653 0.974862091 0.881351522 1.078294043 -0.494838394 0.6207142
TCGA_biolinks UHRF1 CDH3 0.01913049 0.048636774 1.01931465 0.926634721 1.121264217 0.393333858 0.694072914
TCGA_biolinks UHRF1 COL14A1 -0.128978398 0.062641151 0.878992953 0.777436899 0.993815207 -2.059004286 0.039493828
TCGA_biolinks UHRF1 PI15 -0.018245555 0.050339886 0.981919887 0.889665332 1.083740852 -0.362447286 0.717017809
TCGA_biolinks UHRF1 STEAP1 0.008327252 0.051100363 1.00836202 0.912262392 1.114584984 0.162958767 0.8705509
TCGA_biolinks UHRF1 CD209 -0.051321026 0.059510998 0.949973655 0.845387279 1.067498847 -0.862378859 0.38847907
TCGA_biolinks UHRF1 COL1A2 -0.009152282 0.061525185 0.990889472 0.878324266 1.117880929 -0.14875668 0.881745635
TCGA_biolinks UHRF1 TOP2A 0.064928361 0.049019297 1.067082577 0.969332397 1.174690157 1.324546971 0.185321454
TCGA_biolinks UHRF1 CD248 -0.006704432 0.083612574 0.993317992 0.84317389 1.170198277 -0.080184499 0.936090518
TCGA_biolinks UHRF1 COL17A1 0.018168573 0.033731294 1.018334626 0.953187595 1.087934229 0.538626636 0.590144505
TCGA_biolinks UHRF1 SERPINE2 0.03451484 0.062278985 1.035117389 0.916173311 1.169503626 0.55419721 0.579443887
TCGA_biolinks UHRF1 UBE2C 0.093627015 0.046624422 1.098150076 1.002247349 1.203229512 2.008111019 0.044631496
TCGA_biolinks UHRF1 FAM167A -0.074698562 0.047310412 0.928023185 0.845839827 1.01819163 -1.578903217 0.114358258
TCGA_biolinks UHRF1 COL5A1 -0.017705962 0.060322943 0.982449867 0.872897834 1.105751102 -0.293519536 0.769125069
TCGA_biolinks UHRF1 AGER -0.031802864 0.029072617 0.968697528 0.915043067 1.025498072 -1.093911292 0.273993886
TCGA_biolinks UHRF1 UCHL1 0.009929679 0.037909297 1.009979142 0.937656899 1.08787966 0.261932569 0.793373429
TCGA_biolinks UHRF1 TIMP1 0.038922099 0.086365382 1.039689488 0.877787328 1.231453448 0.450667834 0.652228969
TCGA_biolinks UHRF1 CD163L1 0.013388976 0.068259284 1.013479009 0.886568609 1.158556362 0.196148785 0.844493713
TCGA_biolinks UHRF1 MXRA5 -0.013043927 0.059950096 0.987040776 0.877617916 1.110106661 -0.217579758 0.827756557
TCGA_biolinks UHRF1 NUSAP1 0.105584997 0.064285577 1.111360563 0.979794504 1.260593211 1.642436795 0.100499515
TCGA_biolinks UHRF1 CDC20 0.096451392 0.0493253 1.10125605 0.999775606 1.213037086 1.955414199 0.050534202
TCGA_biolinks UHRF1 MME 0.020674997 0.041994934 1.020890205 0.940227359 1.108473181 0.492321215 0.622492285
TCGA_biolinks UHRF1 CFB -0.094932885 0.060435078 0.909433969 0.8078463 1.023796413 -1.570824236 0.116223481
TCGA_biolinks UHRF1 LMO7 -0.08495439 0.092874999 0.918554179 0.765683758 1.10194551 -0.914717532 0.360339938
TCGA_biolinks UHRF1 KDELR3 -0.055332429 0.07494583 0.946170561 0.816912282 1.0958811 -0.738298975 0.460332789
TCGA_biolinks UHRF1 DCLK1 -0.18898677 0.061959224 0.827797458 0.733135588 0.934681992 -3.050179753 0.002287044
TCGA_biolinks UHRF1 CCNB2 0.118374161 0.060599475 1.125665213 0.999601453 1.267627381 1.953385934 0.050773882
TCGA_biolinks UHRF1 NCKAP5 -0.081432592 0.040687461 0.921794844 0.851140086 0.998314788 -2.001417377 0.04534743
TCGA_biolinks UHRF1 TYMS 0.159217274 0.077530339 1.172592692 1.007287023 1.365026642 2.053612493 0.040013212
TCGA_biolinks UHRF1 COL6A3 -0.052235869 0.069573963 0.949104976 0.82811907 1.087766589 -0.750796229 0.452775299
TCGA_biolinks UHRF1 PCOLCE -0.000859351 0.084441254 0.999141018 0.846740364 1.17897152 -0.010176915 0.991880137
TCGA_biolinks UHRF1 NCAPG 0.124624643 0.053690757 1.132723198 1.019581952 1.258419532 2.321156369 0.020278406
TCGA_biolinks UHRF1 CENPM 0.130656393 0.069992988 1.139576148 0.993493913 1.30713815 1.866706877 0.061942533
TCGA_biolinks UHRF1 CEP55 0.108696849 0.054421407 1.114824339 1.002034919 1.240309378 1.997317883 0.045790662
TCGA_biolinks UHRF1 CERCAM -0.075035891 0.080678562 0.927710189 0.792024489 1.08664089 -0.930059842 0.352340102
TCGA_biolinks UHRF1 MTHFD1L 0.215181988 0.134457103 1.240087557 0.952801113 1.613995962 1.600376492 0.109515087
TCGA_biolinks UHRF1 PTGFRN 0.08242052 0.100678707 1.085912362 0.89144983 1.322795314 0.818648973 0.412986717
TCGA_biolinks UHRF1 RPL29 0.082641651 0.115792873 1.086152517 0.865620915 1.362868284 0.7137024 0.475411222
TCGA_biolinks UHRF1 GAL3ST4 -0.055200979 0.085207972 0.946294943 0.800750765 1.11829318 -0.647838202 0.517089604
TCGA_biolinks UHRF1 CDCA5 0.106882537 0.056965939 1.112803534 0.995242701 1.244250978 1.876253418 0.06062049
TCGA_biolinks UHRF1 LAMA3 0.095714162 0.05044436 1.10044447 0.996850004 1.214804661 1.89742046 0.057772467
TCGA_biolinks UHRF1 HMMR 0.163508579 0.060564946 1.177635458 1.0458223 1.326062059 2.699723018 0.006939723
TCGA_biolinks UHRF1 ENTPD1 -0.265831973 0.137043115 0.766567921 0.586002313 1.00277143 -1.939768908 0.052407781
TCGA_biolinks UHRF1 ECM1 0.054584695 0.060875666 1.056101919 0.93732105 1.189935148 0.896658679 0.369901076
TCGA_biolinks UHRF1 CDKN3 0.166657478 0.059191756 1.181349558 1.05194809 1.326668865 2.815552198 0.004869349
TCGA_biolinks UHRF1 E2F2 0.046157697 0.059748978 1.047239544 0.931510192 1.177346929 0.772526973 0.439802378
TCGA_biolinks UHRF1 KIF20A 0.113839738 0.060298922 1.120572526 0.995665444 1.261149308 1.887923264 0.059036253
TCGA_biolinks UHRF1 PDLIM7 0.205798937 0.106240261 1.228506172 0.997574797 1.512896497 1.937108722 0.052732055
TCGA_biolinks UHRF1 TK1 0.139758743 0.063841806 1.149996321 1.01473866 1.303282894 2.189141421 0.028586563
TCGA_biolinks UHRF1 AURKB 0.085025237 0.05058696 1.088744543 0.985975884 1.202224821 1.680773786 0.092806862
TCGA_biolinks UHRF1 SERPINH1 0.148121587 0.115640521 1.159653886 0.924474631 1.454660939 1.280879625 0.200235951
TCGA_biolinks UHRF1 ANLN 0.113719533 0.050541383 1.120437834 1.014768231 1.237111 2.250028117 0.024447161
TCGA_biolinks UHRF1 MELK 0.117962728 0.05046825 1.125202172 1.019229322 1.242193391 2.33736512 0.019420207
TCGA_biolinks UHRF1 PRC1 0.144640866 0.067772387 1.155624472 1.011879436 1.319789565 2.134215323 0.032825159
TCGA_biolinks UHRF1 BUB1 0.112932556 0.060448036 1.119556424 0.99447192 1.260374034 1.868258504 0.061726048
TCGA_biolinks UHRF1 PSAT1 0.044887459 0.050754769 1.045910146 0.94687323 1.155305693 0.884398847 0.376480945
TCGA_biolinks UHRF1 WWC2 0.053989644 0.076071379 1.055473671 0.909275164 1.225178818 0.709723479 0.477875629
TCGA_biolinks UHRF1 ADRB2 -0.083587049 0.051258944 0.919811014 0.831891934 1.017021884 -1.630682227 0.102957389
TCGA_biolinks UHRF1 NEBL 0.041398949 0.073150037 1.042267834 0.903054395 1.202942197 0.565945697 0.571430696
TCGA_biolinks UHRF1 RCN3 -0.061467728 0.065178359 0.940383294 0.827608582 1.068525337 -0.943069581 0.345645314
TCGA_biolinks UHRF1 KIFC1 0.102514931 0.058407388 1.107953845 0.988109808 1.242333303 1.75517062 0.079230128
TCGA_biolinks UHRF1 ANXA3 0.127067435 0.067082359 1.135493588 0.995598145 1.295046294 1.894200463 0.058198407
TCGA_biolinks UHRF1 CCNE2 0.0749247 0.072037442 1.07780299 0.935881801 1.241245724 1.040079972 0.298302748
TCGA_biolinks UHRF1 APOBEC3F -0.041726578 0.107050007 0.959131992 0.77760178 1.183040216 -0.389785855 0.696694904
TCGA_biolinks UHRF1 RGS10 0.042188051 0.095133723 1.043090614 0.865653454 1.256897925 0.443460528 0.657432663
TCGA_biolinks UHRF1 PC -0.134971425 0.085641215 0.873740878 0.738728272 1.033428869 -1.576010156 0.115023463
TCGA_biolinks UHRF1 MCM4 0.172353637 0.075365845 1.188097914 1.024945352 1.377221381 2.286893191 0.022202058
TCGA_biolinks UHRF1 DLGAP5 0.125461852 0.052262131 1.133671921 1.023297194 1.255951869 2.400626394 0.016367037
TCGA_biolinks UHRF1 NEDD4L -0.119417626 0.095834101 0.887437106 0.735467437 1.070808275 -1.246086986 0.212732462
TCGA_biolinks UHRF1 RAD51AP1 0.137835844 0.06994355 1.147787118 1.000749286 1.316428887 1.970672692 0.048761326
TCGA_biolinks UHRF1 CKAP2L 0.116801181 0.055212774 1.123895956 1.0086231 1.252343041 2.11547389 0.034389578
TCGA_biolinks UHRF1 LGI2 -0.048464077 0.054277771 0.952691562 0.856546601 1.059628526 -0.892889957 0.371916106
TCGA_biolinks UHRF1 COQ2 0.224530233 0.172441403 1.251734555 0.892749988 1.755070755 1.302066845 0.192893536
TCGA_biolinks UHRF1 CSF1R -0.048781014 0.07812894 0.952389667 0.817167716 1.109987656 -0.62436549 0.532387583
TCGA_biolinks UHRF1 GMDS -0.077182841 0.105561962 0.925720578 0.752706061 1.138503638 -0.731161492 0.464680518
TCGA_biolinks UHRF1 UBE2T 0.103606596 0.059688022 1.10916402 0.986709334 1.246815836 1.735802134 0.082598827
TCGA_biolinks UHRF1 ALDH18A1 0.015052588 0.112810603 1.015166449 0.813790651 1.266373505 0.133432389 0.893851432
TCGA_biolinks UHRF1 APOBEC3B 0.027796201 0.051810766 1.02818612 0.928902931 1.138080915 0.536494702 0.591616697
TCGA_biolinks UHRF1 SOCS6 0.256278035 0.162392636 1.29211193 0.939877545 1.776351877 1.578138275 0.114533847
TCGA_biolinks UHRF1 ANG -0.020766263 0.079259841 0.979447871 0.838523479 1.144056375 -0.262002333 0.793319643
TCGA_biolinks UHRF1 MAD2L1 0.138622771 0.065604626 1.148690698 1.010090637 1.306308832 2.11300299 0.034600512
TCGA_biolinks UHRF1 SESN3 -0.184168102 0.07892559 0.831795965 0.712582619 0.970953415 -2.333439665 0.019625081
TCGA_biolinks UHRF1 KDELR2 0.030461087 0.142124491 1.030929772 0.780283631 1.362089571 0.214326796 0.830292223
TCGA_biolinks UHRF1 KIF4A 0.09543078 0.049716423 1.100132668 0.997990403 1.212728985 1.919502116 0.054920819
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TCGA_biolinks UHRF1 CDT1 0.119123074 0.060367803 1.126508553 1.000804678 1.268001188 1.973288221 0.048462734
TCGA_biolinks UHRF1 TPX2 0.115344884 0.050559432 1.12226042 1.01638297 1.239167211 2.281372209 0.022526431
TCGA_biolinks UHRF1 TUBB 0.195537556 0.120089411 1.21596446 0.960949554 1.538654722 1.628266423 0.103468406
TCGA_biolinks UHRF1 CCNA2 0.153515966 0.060629678 1.165926402 1.035292484 1.313043798 2.532026732 0.011340535
TCGA_biolinks UHRF1 PRDX4 0.056785238 0.097117733 1.058428475 0.874973201 1.280348743 0.584705142 0.558745996
TCGA_biolinks UHRF1 KIF26B -0.073298391 0.051081517 0.929323487 0.840787501 1.027182423 -1.434929804 0.151307102
TCGA_biolinks UHRF1 RRM2 0.115916331 0.05453871 1.122901916 1.009063247 1.249583429 2.125395523 0.033553624
TCGA_biolinks UHRF1 ZWINT 0.118786478 0.066921576 1.12612944 0.987698884 1.283961676 1.775010167 0.075896208
TCGA_biolinks UHRF1 CDCA4 0.270420242 0.101215284 1.310515069 1.074700406 1.598073041 2.67173327 0.00754606
TCGA_biolinks UHRF1 CENPK 0.133972728 0.066283459 1.143361637 1.004067786 1.301979659 2.021209045 0.04325813
TCGA_biolinks UHRF1 FEN1 0.167770354 0.091546998 1.182664985 0.988409232 1.415098547 1.832614479 0.066859923
TCGA_biolinks UHRF1 SAP18 0.242293311 0.186227319 1.274167865 0.884524092 1.835454527 1.301062122 0.193237192
TCGA_biolinks UHRF1 LMNB2 0.170165792 0.103704876 1.185501381 0.967449521 1.452699593 1.640865875 0.10082526
TCGA_biolinks UHRF1 NDC80 0.1230575 0.056513528 1.130949449 1.01236889 1.263419558 2.177487489 0.029444214
TCGA_biolinks UHRF1 TGFBI 0.120996071 0.061237165 1.128620478 1.000973907 1.272544843 1.975860105 0.048170624
TCGA_biolinks UHRF1 CENPA 0.097058856 0.049117563 1.101925227 1.000790513 1.213280091 1.976051936 0.048148895
TCGA_biolinks UHRF1 BLM 0.095731717 0.073583528 1.100463789 0.952667488 1.271189126 1.300993853 0.193260559
TCGA_biolinks UHRF1 RPL37 0.068905464 0.125467481 1.071334924 0.837774523 1.370008862 0.549189822 0.582875188
TCGA_biolinks UHRF1 MCM10 0.084462183 0.050110695 1.088131693 0.986341165 1.200427016 1.685512095 0.091889813
TCGA_biolinks UHRF1 CALU 0.080744891 0.109671578 1.084094299 0.874408648 1.344063158 0.736242626 0.461583055
TCGA_biolinks UHRF1 FOXM1 0.100718428 0.053423816 1.105965189 0.996017624 1.228049553 1.885272075 0.059393114
TCGA_biolinks UHRF1 CDC25A 0.136911578 0.064388155 1.146726748 1.010770703 1.300969874 2.126347263 0.033474355
TCGA_biolinks UHRF1 PCCB 0.050516263 0.151627253 1.051813969 0.781400316 1.415807752 0.333160842 0.739012875
TCGA_biolinks UHRF1 OIP5 0.146676412 0.064232516 1.157979194 1.021000465 1.313335164 2.283522768 0.022399593
TCGA_biolinks UHRF1 HJURP 0.097615774 0.048931774 1.10253908 1.001712724 1.213514009 1.994936328 0.046049825
TCGA_biolinks UHRF1 CHAF1B 0.133313193 0.082662261 1.142607799 0.971706124 1.343567309 1.612745538 0.106799803
TCGA_biolinks UHRF1 LIMCH1 -0.19225962 0.077341593 0.82509263 0.709037858 0.960143157 -2.485850273 0.012924233
TCGA_biolinks UHRF1 PAICS 0.167424871 0.102027432 1.182256465 0.967978676 1.44396812 1.640978983 0.100801778
TCGA_biolinks UHRF1 EXO1 0.115699777 0.052109297 1.122658773 1.013659886 1.243378316 2.220328855 0.026396453
TCGA_biolinks UHRF1 SKP1 0.311593698 0.180355256 1.365599735 0.958969404 1.944652903 1.727666298 0.084048069
TCGA_biolinks UHRF1 TTK 0.086849558 0.05441455 1.090732576 0.980393752 1.213489528 1.596072339 0.110472644
TCGA_biolinks UHRF1 MCM6 0.182559985 0.094338406 1.200286149 0.997662842 1.444061839 1.935160793 0.052970567
TCGA_biolinks UHRF1 LOXL3 -0.058303441 0.102974141 0.943363649 0.770952089 1.154332398 -0.566194974 0.571261246
TCGA_biolinks UHRF1 CHEK1 0.164387958 0.071175064 1.178671501 1.025199671 1.355117979 2.309628507 0.02090873
TCGA_biolinks UHRF1 CHAF1A 0.138378099 0.107111419 1.148409681 0.930943749 1.416675065 1.291908006 0.196389005
TCGA_biolinks UHRF1 AP2S1 0.430786837 0.159537399 1.53846757 1.125355832 2.103230282 2.700224776 0.006929264
TCGA_biolinks UHRF1 RAD1 -0.079173555 0.162888769 0.923879566 0.671373493 1.271354116 -0.48605902 0.626925321
TCGA_biolinks UHRF1 IRAK1 0.100291641 0.11837324 1.105493278 0.876590222 1.394169543 0.84724927 0.396856196
TCGA_biolinks UHRF1 MIF 0.153615072 0.087036905 1.166041958 0.983169122 1.38292977 1.764941801 0.077573547
TCGA_biolinks UHRF1 PEPD 0.176374895 0.164914757 1.192885181 0.863421677 1.648065011 1.06949128 0.284848356
TCGA_biolinks UHRF1 TFDP1 0.11296309 0.14482822 1.119590608 0.84291007 1.487089994 0.779979827 0.435402749
TCGA_biolinks UHRF1 DNMT1 -0.008090513 0.115668521 0.991942127 0.79073163 1.244352883 -0.069945675 0.944236898
TCGA_biolinks UHRF1 ESPL1 0.088113744 0.052108659 1.092112336 0.986080435 1.209545704 1.690961659 0.090844126
TCGA_biolinks UHRF1 P4HB -0.060761633 0.119565381 0.941047527 0.744453063 1.189558473 -0.508187513 0.611321847
TCGA_biolinks UHRF1 CDK2AP1 0.094174326 0.157808308 1.09875127 0.806441214 1.497014702 0.596764055 0.550664919
TCGA_biolinks UHRF1 UHRF1 0.068253001 0.053396973 1.070636146 0.964251485 1.188758094 1.278218549 0.201172378
TCGA_biolinks FOXM1 TOP2A 0.064928361 0.049019297 1.067082577 0.969332397 1.174690157 1.324546971 0.185321454
TCGA_biolinks FOXM1 UBE2C 0.093627015 0.046624422 1.098150076 1.002247349 1.203229512 2.008111019 0.044631496
TCGA_biolinks FOXM1 STOM 0.041182279 0.09983601 1.042042031 0.856849743 1.26726022 0.412499252 0.679973529
TCGA_biolinks FOXM1 SON -0.127227487 0.16562143 0.88053334 0.636456297 1.218212416 -0.768182516 0.442378759
TCGA_biolinks FOXM1 NUSAP1 0.105584997 0.064285577 1.111360563 0.979794504 1.260593211 1.642436795 0.100499515
TCGA_biolinks FOXM1 CDC20 0.096451392 0.0493253 1.10125605 0.999775606 1.213037086 1.955414199 0.050534202
TCGA_biolinks FOXM1 CCNB2 0.118374161 0.060599475 1.125665213 0.999601453 1.267627381 1.953385934 0.050773882
TCGA_biolinks FOXM1 NCAPG 0.124624643 0.053690757 1.132723198 1.019581952 1.258419532 2.321156369 0.020278406
TCGA_biolinks FOXM1 CEP55 0.108696849 0.054421407 1.114824339 1.002034919 1.240309378 1.997317883 0.045790662
TCGA_biolinks FOXM1 UHRF1 0.068253001 0.053396973 1.070636146 0.964251485 1.188758094 1.278218549 0.201172378
TCGA_biolinks FOXM1 CDCA5 0.106882537 0.056965939 1.112803534 0.995242701 1.244250978 1.876253418 0.06062049
TCGA_biolinks FOXM1 HMMR 0.163508579 0.060564946 1.177635458 1.0458223 1.326062059 2.699723018 0.006939723
TCGA_biolinks FOXM1 GINS2 0.09447132 0.062971109 1.099077641 0.971465245 1.243453297 1.500232754 0.133554121
TCGA_biolinks FOXM1 ASPM 0.087453837 0.049199691 1.091391881 0.991064377 1.201875747 1.777528176 0.075481379
TCGA_biolinks FOXM1 CDKN3 0.166657478 0.059191756 1.181349558 1.05194809 1.326668865 2.815552198 0.004869349
TCGA_biolinks FOXM1 KIF20A 0.113839738 0.060298922 1.120572526 0.995665444 1.261149308 1.887923264 0.059036253
TCGA_biolinks FOXM1 TK1 0.139758743 0.063841806 1.149996321 1.01473866 1.303282894 2.189141421 0.028586563
TCGA_biolinks FOXM1 AURKB 0.085025237 0.05058696 1.088744543 0.985975884 1.202224821 1.680773786 0.092806862
TCGA_biolinks FOXM1 HMGN2 0.154339589 0.159777644 1.166887081 0.853150902 1.595996039 0.965964855 0.334061768
TCGA_biolinks FOXM1 RNASE4 -0.036643277 0.081305701 0.964019962 0.822012628 1.130559868 -0.450685209 0.652216444
TCGA_biolinks FOXM1 ANLN 0.113719533 0.050541383 1.120437834 1.014768231 1.237111 2.250028117 0.024447161
TCGA_biolinks FOXM1 MELK 0.117962728 0.05046825 1.125202172 1.019229322 1.242193391 2.33736512 0.019420207
TCGA_biolinks FOXM1 SERPING1 -0.07161918 0.084222848 0.930885328 0.789233602 1.09796072 -0.850353338 0.39512867
TCGA_biolinks FOXM1 PRC1 0.144640866 0.067772387 1.155624472 1.011879436 1.319789565 2.134215323 0.032825159
TCGA_biolinks FOXM1 MXD3 0.132804831 0.086457635 1.142027089 0.964014425 1.352911156 1.536068278 0.124521635
TCGA_biolinks FOXM1 ASF1B 0.123415353 0.06682691 1.131354234 0.992465543 1.289679438 1.846791241 0.064777402
TCGA_biolinks FOXM1 PYCR1 -0.010389636 0.054389476 0.98966415 0.889593155 1.100992205 -0.191022909 0.848507645
TCGA_biolinks FOXM1 NEK2 0.098769327 0.051144509 1.103811651 0.998529013 1.220195051 1.931181432 0.053460619
TCGA_biolinks FOXM1 KIF11 0.118261705 0.063321202 1.125538632 0.994171483 1.274264284 1.867647837 0.061811174
TCGA_biolinks FOXM1 DLGAP5 0.125461852 0.052262131 1.133671921 1.023297194 1.255951869 2.400626394 0.016367037
TCGA_biolinks FOXM1 CHPF -0.013681127 0.093079626 0.986412035 0.821918662 1.183826025 -0.146983042 0.883145405
TCGA_biolinks FOXM1 PBK 0.113750497 0.050780867 1.120472529 1.014323437 1.237730138 2.240026666 0.025089192
TCGA_biolinks FOXM1 CD4 -0.121882809 0.084702113 0.885252106 0.749839646 1.045118506 -1.438958303 0.150162337
TCGA_biolinks FOXM1 CKAP2L 0.116801181 0.055212774 1.123895956 1.0086231 1.252343041 2.11547389 0.034389578
TCGA_biolinks FOXM1 PTK7 -0.223318099 0.102791217 0.799860374 0.653910242 0.978385988 -2.172540666 0.029814906
TCGA_biolinks FOXM1 TP53I3 0.187304384 0.110104281 1.205994315 0.971906142 1.496463727 1.701154419 0.088913994
TCGA_biolinks FOXM1 MMP14 0.107029845 0.084306474 1.11296747 0.94345387 1.312938161 1.269532929 0.204251054
TCGA_biolinks FOXM1 CD276 0.140090221 0.144566372 1.150377582 0.866533368 1.527198641 0.969037395 0.332526532
TCGA_biolinks FOXM1 ABCB6 -0.038158301 0.072840801 0.962560555 0.834499072 1.110274238 -0.523858885 0.600376693
TCGA_biolinks FOXM1 TTLL12 0.093597204 0.11523869 1.098117339 0.876107501 1.376385534 0.812202952 0.416675186
TCGA_biolinks FOXM1 SFXN5 -0.085743976 0.151664127 0.917829187 0.68181276 1.235545102 -0.565354365 0.571832758
TCGA_biolinks FOXM1 IPO13 -0.201179125 0.182930384 0.817765936 0.571371259 1.170414361 -1.099757841 0.271437646
TCGA_biolinks FOXM1 MCM2 0.120541878 0.0742657 1.128107983 0.975294094 1.304865507 1.623116435 0.104564517
TCGA_biolinks FOXM1 ASPHD1 -0.013779726 0.049685621 0.986314779 0.894794 1.087196431 -0.277338316 0.781520341
TCGA_biolinks FOXM1 CDCA3 0.10779559 0.058962052 1.113820046 0.992262184 1.250269449 1.828219787 0.067516573
TCGA_biolinks FOXM1 TOMM40L 0.057657253 0.144769997 1.059351844 0.797648921 1.406917629 0.398267971 0.690432668
TCGA_biolinks FOXM1 SMPD1 -0.140789231 0.135389928 0.868672382 0.666211152 1.132661477 -1.039879646 0.29839582
TCGA_biolinks FOXM1 RACGAP1 0.182529022 0.083745918 1.200248984 1.018560176 1.414347092 2.179557229 0.029290298
TCGA_biolinks FOXM1 TPX2 0.115344884 0.050559432 1.12226042 1.01638297 1.239167211 2.281372209 0.022526431
TCGA_biolinks FOXM1 SAC3D1 0.23861567 0.11320417 1.269490539 1.016880465 1.584853171 2.107834626 0.035045297
TCGA_biolinks FOXM1 RHBDD3 0.023024205 0.115540857 1.023291308 0.815925919 1.283358055 0.199273273 0.842048985
TCGA_biolinks FOXM1 FANCI 0.134707672 0.07886038 1.144202253 0.980339996 1.335453822 1.708179345 0.08760307
TCGA_biolinks FOXM1 MYO19 0.049382105 0.095933356 1.050621722 0.870538044 1.267958374 0.514754277 0.60672474
TCGA_biolinks FOXM1 TSTA3 0.082967031 0.101171802 1.086505987 0.891075556 1.324798164 0.820060827 0.412181432
TCGA_biolinks FOXM1 MKL1 0.147479235 0.181735621 1.15890922 0.811625674 1.654790654 0.811504283 0.417076134
TCGA_biolinks FOXM1 CENPE 0.097033567 0.059749833 1.10189736 0.980126185 1.238797422 1.623997271 0.104376391
TCGA_biolinks FOXM1 CENPF 0.077221576 0.051978679 1.080281415 0.975646684 1.196137857 1.485639465 0.13737451
TCGA_biolinks FOXM1 CHD1L 0.095617044 0.142529515 1.100337603 0.832155737 1.454947417 0.670857852 0.502311089
TCGA_biolinks FOXM1 PARP8 -0.086762144 0.132059147 0.916895158 0.70780028 1.187759818 -0.656994586 0.511184398
TCGA_biolinks FOXM1 RPS6KA4 0.243346104 0.156999683 1.275510007 0.937660234 1.735090941 1.549978319 0.12114672
TCGA_biolinks FOXM1 CHD3 -0.068409851 0.128461417 0.933877645 0.726011371 1.201258671 -0.532532276 0.594357393
TCGA_biolinks FOXM1 MND1 0.130382483 0.063638408 1.139264049 1.005669507 1.290605478 2.048801774 0.040481502
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TCGA_biolinks FOXM1 NRM 0.189864119 0.11198322 1.209085294 0.970815384 1.50583445 1.695469366 0.089986417
TCGA_biolinks FOXM1 CCNB1 0.138003361 0.062979206 1.147979408 1.014672991 1.298799449 2.191252774 0.028433506
TCGA_biolinks FOXM1 RAD54L 0.070815044 0.053493329 1.073382679 0.966542551 1.19203275 1.323810737 0.185565909
TCGA_biolinks FOXM1 NKIRAS2 0.159386851 0.176941429 1.172791555 0.829102096 1.658951338 0.900788767 0.367700641
TCGA_biolinks FOXM1 CDCA2 0.103075453 0.055640186 1.108575051 0.99404052 1.236306387 1.852536073 0.063948882
TCGA_biolinks FOXM1 DEPDC1B 0.11021032 0.050284214 1.116512871 1.011723257 1.232156109 2.191747896 0.028397715
TCGA_biolinks FOXM1 MKI67 0.086211484 0.052678514 1.090036829 0.983107795 1.208596143 1.63655877 0.101722697
TCGA_biolinks FOXM1 NUF2 0.095256132 0.052039995 1.099940549 0.993282281 1.21805174 1.830440827 0.067184047
TCGA_biolinks FOXM1 RECQL4 0.059471411 0.060060323 1.06127542 0.943419103 1.193854897 0.990194661 0.322078982
TCGA_biolinks FOXM1 AP2M1 0.605930329 0.187177421 1.832956668 1.27006658 2.645318128 3.23719776 0.001207097
TCGA_biolinks FOXM1 FOXM1 0.100718428 0.053423816 1.105965189 0.996017624 1.228049553 1.885272075 0.059393114
GSE11969 FOXA2 GFPT2 0.754805014 0.556615511 2.12719671 0.714522108 6.332856312 1.356061769 0.175079516
GSE11969 FOXA2 IL1R2 0.157812929 0.494063312 1.170947124 0.444620856 3.083789587 0.319418433 0.749409235
GSE11969 FOXA2 IGF1 -0.488770054 0.784083612 0.613380355 0.131921834 2.851957461 -0.623364711 0.533044882
GSE11969 FOXA2 FST 1.039853278 0.597354686 2.828801935 0.877270065 9.121615689 1.740763574 0.081725029
GSE11969 FOXA2 THBS2 0.116483062 0.434191558 1.12353848 0.479737234 2.63131278 0.268275741 0.788487078
GSE11969 FOXA2 SCRG1 0.674214986 0.804960376 1.962491788 0.405157921 9.505858873 0.837575372 0.402269229
GSE11969 FOXA2 ALDH1A3 -0.083271394 0.908656552 0.920101403 0.155019322 5.461168192 -0.09164232 0.926982227
GSE11969 FOXA2 PI15 -0.939825435 4.168113268 0.390696031 0.000110646 1379.56906 -0.225479821 0.821606021
GSE11969 FOXA2 SLC39A14 -0.264701024 0.951161561 0.76743536 0.11896292 4.950761382 -0.27829239 0.780787917
GSE11969 FOXA2 SLAMF1 -3.549739019 1.823358967 0.028732137 0.000805976 1.024268692 -1.946813043 0.051557153
GSE11969 FOXA2 F13A1 -0.223706764 0.480397956 0.799549557 0.311838624 2.050033076 -0.465669683 0.641451956
GSE11969 FOXA2 C1QTNF1 3.69388755 1.922361601 40.20082627 0.928790615 1740.011588 1.921536275 0.054664134
GSE11969 FOXA2 IL13RA2 1.150665085 0.666985826 3.160294074 0.855043348 11.68064597 1.725171721 0.08449653
GSE11969 FOXA2 FHL2 0.769434075 0.514974664 2.158544335 0.786708322 5.922542722 1.494120252 0.135144191
GSE11969 FOXA2 IL24 -3.284636107 1.809538567 0.037454212 0.00107949 1.299519153 -1.815178834 0.069496431
GSE11969 FOXA2 FOLR2 -1.914911475 1.991584051 0.147354877 0.002972522 7.304726008 -0.961501712 0.336299965
GSE11969 FOXA2 ANK2 -5.894342268 2.457127972 0.002754988 2.23E-05 0.340118927 -2.398874757 0.016445539
GSE11969 FOXA2 ITK 3.194433774 0.898915389 24.39635592 4.189544373 142.0637018 3.553653451 0.000379919
GSE11969 FOXA2 PAPPA -4.64279661 2.761217214 0.009630727 4.30E-05 2.157801076 -1.681431141 0.092679201
GSE11969 FOXA2 GREM1 -1.278685681 1.304908429 0.278402971 0.021574155 3.592641919 -0.97990453 0.327133247
GSE11969 FOXA2 SLC2A5 -1.070673892 2.265399602 0.342777445 0.004042971 29.06189128 -0.472620323 0.63648408
GSE11969 FOXA2 SERPINF1 -1.525638761 0.951712932 0.217482093 0.03367627 1.404504133 -1.603045108 0.108924696
GSE11969 FOXA2 CLIC5 0.467753323 0.544584653 1.596403559 0.549024077 4.641880803 0.858917564 0.390385999
GSE11969 FOXA2 TWIST1 -4.233089882 2.985850769 0.014507495 4.17E-05 5.048393575 -1.417716493 0.156273553
GSE11969 FOXA2 AGER -2.118965714 1.650745776 0.12015584 0.004727456 3.053952199 -1.283641457 0.199267437
GSE11969 FOXA2 CYP4B1 -1.155614958 0.57790967 0.314863849 0.101439056 0.97732814 -1.999646343 0.045538466
GSE11969 FOXA2 SULF2 0.336261302 0.512843166 1.399704723 0.512275439 3.824452946 0.655680576 0.512029669
GSE11969 FOXA2 TIMP1 -0.115681375 0.880363164 0.890758996 0.158633072 5.001804361 -0.13140188 0.895457401
GSE11969 FOXA2 PRRX1 -10.79054707 4.400772488 2.06E-05 3.70E-09 0.114727964 -2.451966579 0.014207786
GSE11969 FOXA2 BDNF 1.247275636 1.150360902 3.480846932 0.365170723 33.17981045 1.084247243 0.27825519
GSE11969 FOXA2 FKBP11 -1.839563301 0.834296394 0.158886797 0.030969446 0.815158736 -2.204927787 0.027459162
GSE11969 FOXA2 HAS3 -0.951134038 0.697278639 0.386302693 0.098492482 1.515138694 -1.364065933 0.172546815
GSE11969 FOXA2 AGT 0.430149036 0.46163932 1.537486648 0.622104369 3.799788768 0.931785959 0.351447153
GSE11969 FOXA2 LGALS4 -0.824884476 0.70807713 0.438285622 0.109405934 1.755794038 -1.164964155 0.244033503
GSE11969 FOXA2 PEBP4 -1.554886266 0.640740153 0.211213403 0.060162028 0.741515924 -2.426703335 0.015236709
GSE11969 FOXA2 CRTAC1 -3.216576807 1.683413385 0.040092066 0.001479566 1.086381879 -1.910746841 0.056037122
GSE11969 FOXA2 NAV2 3.675231813 1.201892462 39.45780264 3.741796613 416.0884062 3.057870757 0.002229157
GSE11969 FOXA2 TMC5 -0.152610515 0.415901864 0.858464015 0.379931924 1.939717143 -0.366938762 0.713664697
GSE11969 FOXA2 IL2RA 0.605895434 0.595091807 1.83289271 0.570944612 5.884100862 1.018154555 0.308604512
GSE11969 FOXA2 FNDC4 0.060612823 0.633228551 1.062487464 0.307127493 3.675605851 0.095720294 0.923742722
GSE11969 FOXA2 NRGN -3.828247718 2.108089127 0.02174769 0.000349144 1.354633648 -1.815980012 0.069373438
GSE11969 FOXA2 PIGR -1.779374865 0.803505097 0.168743602 0.034936753 0.815027182 -2.214515965 0.026793306
GSE11969 FOXA2 FOXA1 -0.263210715 0.560936656 0.768579929 0.255987578 2.307592857 -0.469234293 0.638902176
GSE11969 FOXA2 SYT15 -3.195871625 2.326481112 0.040930834 0.000428298 3.911604179 -1.373693347 0.169536903
GSE11969 FOXA2 FGFR3 -1.260793942 1.058849827 0.283428911 0.03557538 2.258077041 -1.19072026 0.233763422
GSE11969 FOXA2 ACOXL -4.693909391 2.104048262 0.009150842 0.000148078 0.565496837 -2.230894356 0.025688128
GSE11969 FOXA2 PCSK1 -0.588635756 1.198535387 0.555084039 0.052986297 5.815056127 -0.491129225 0.623335053
GSE11969 FOXA2 TCF7L2 -2.954554144 2.482204183 0.052101885 0.000401788 6.756308477 -1.190294563 0.233930637
GSE11969 FOXA2 EDN3 -0.084394969 0.724520785 0.919068181 0.222143966 3.802427488 -0.116483847 0.907269087
GSE11969 FOXA2 N4BP1 -0.771396936 0.850785243 0.46236672 0.087256313 2.45005751 -0.906688195 0.364571708
GSE11969 FOXA2 EPB41L5 3.319528229 1.179891964 27.64730428 2.737328578 279.2406582 2.8134171 0.004901802
GSE11969 FOXA2 VSIG2 -7.846299653 2.885079047 0.000391197 1.37E-06 0.111732391 -2.719613406 0.006535828
GSE11969 FOXA2 JPH1 -2.136213268 1.978182412 0.118101215 0.002445808 5.702775665 -1.079886898 0.280192549
GSE11969 FOXA2 PLEKHH1 1.389842895 0.491779688 4.014219349 1.531078543 10.52457893 2.826149448 0.004711128
GSE11969 FOXA2 MARVELD2 0.39153629 1.524444828 1.479251608 0.074547359 29.35295578 0.256838609 0.797303364
GSE11969 FOXA2 ALDH3B1 -2.02285984 1.028386247 0.132276634 0.017624596 0.992766454 -1.967023428 0.04918051
GSE11969 FOXA2 IRX2 0.06214848 0.664642009 1.064120333 0.289232065 3.915029563 0.093506698 0.925501029
GSE11969 FOXA2 PRDM16 -0.408593189 0.485432988 0.664584538 0.256654524 1.720883778 -0.841708742 0.399951004
GSE11969 FOXA2 CDS1 0.916071781 0.895319903 2.499452683 0.432262177 14.4524875 1.023178171 0.306223612
GSE11969 FOXA2 USP54 0.476673196 2.786529332 1.610706973 0.006840982 379.2404092 0.171063405 0.86417391
GSE11969 FOXA2 SLC9A9 0.795847342 0.745499483 2.216318181 0.514116803 9.554378006 1.06753574 0.285729984
GSE11969 FOXA2 SAP30 1.652533394 0.850560619 5.220187882 0.985570334 27.64933216 1.942875507 0.052031202
GSE11969 FOXA2 CLIC3 0.164510191 0.46183421 1.178815583 0.476795201 2.914471821 0.356210492 0.721682935
GSE11969 FOXA2 FGF7 -0.184191481 0.716576803 0.831776519 0.20419983 3.388113389 -0.2570436 0.797145116
GSE11969 FOXA2 IGSF3 -2.43497974 3.636065327 0.087599522 7.04E-05 109.0250144 -0.669674365 0.503065397
GSE11969 FOXA2 TUFT1 -1.509434874 2.156686376 0.221034855 0.003226161 15.14382334 -0.699886126 0.483998422
GSE11969 FOXA2 F11 -2.181677063 1.830628331 0.112852112 0.003120873 4.080781583 -1.191764066 0.233353769
GSE11969 FOXA2 NEDD4L 0.491663587 0.553569392 1.635033981 0.552494123 4.83866888 0.888169749 0.374449449
GSE11969 FOXA2 SPINT1 1.393632242 1.665107279 4.029459475 0.154136292 105.3388755 0.836962434 0.402613684
GSE11969 FOXA2 KLK10 -0.066616193 0.384669504 0.935554205 0.440187474 1.988383865 -0.173177734 0.862511725
GSE11969 FOXA2 CXADR 0.969124848 1.046499064 2.635636868 0.338925274 20.49590937 0.926063751 0.354412851
GSE11969 FOXA2 PLEKHA1 1.267424119 0.981703409 3.551692033 0.518570544 24.32555502 1.291045857 0.196687777
GSE11969 FOXA2 MAT2A 2.720327292 1.605596009 15.18529146 0.652735648 353.2717685 1.694278808 0.090212316
GSE11969 FOXA2 LGI2 1.979097279 2.071657545 7.236207759 0.124770791 419.6711613 0.955320672 0.339415556
GSE11969 FOXA2 GCNT2 -2.248432386 0.843329691 0.105564579 0.020215044 0.551266696 -2.666136874 0.007672845
GSE11969 FOXA2 SELENBP1 -6.213696964 2.196365158 0.002001823 2.70E-05 0.148243312 -2.829081922 0.004668175
GSE11969 FOXA2 RAB17 -1.154668589 1.100995381 0.315161968 0.036422088 2.727110721 -1.048749712 0.294293328
GSE11969 FOXA2 BEX2 0.058729437 0.651348519 1.060488273 0.2958537 3.801322668 0.090165918 0.928155367
GSE11969 FOXA2 SPOCK2 -6.59779889 3.50214537 0.001363366 1.42E-06 1.305100309 -1.883930618 0.059574361
GSE11969 FOXA2 ILDR1 -0.074080616 0.856778844 0.928596831 0.173195149 4.978731104 -0.086464105 0.931097489
GSE11969 FOXA2 CD28 0.126850262 0.586068413 1.135247016 0.359938275 3.580574439 0.216442756 0.828642642
GSE11969 FOXA2 EIF4G3 4.104066036 2.385961044 60.58613285 0.564208351 6505.893586 1.720089289 0.085416212
GSE11969 FOXA2 KIF5C 0.820107964 0.972468833 2.270744982 0.337599187 15.27338623 0.843325705 0.399046311
GSE11969 FOXA2 NR2E3 -3.662248904 1.333675695 0.025674708 0.001880523 0.350535752 -2.74598159 0.006033015
GSE11969 FOXA2 ADCY9 -2.727472183 1.729004472 0.065384361 0.002206697 1.937336925 -1.577481278 0.114684827
GSE11969 FOXA2 IMPA2 -1.015578757 1.030262898 0.362192747 0.048081541 2.728356512 -0.985747191 0.324257186
GSE11969 FOXA2 TCEA3 -0.641194057 0.576851467 0.526663183 0.170026299 1.631360034 -1.111541 0.266335552
GSE11969 FOXA2 SUSD2 -4.529939533 1.87325217 0.010781328 0.000274257 0.423825805 -2.418221959 0.01559656
GSE11969 FOXA2 IL10 -0.590994565 1.093840607 0.553776244 0.064901616 4.725123178 -0.540293129 0.588994896
GSE11969 FOXA2 SPINT2 1.194107068 0.917574812 3.300609233 0.546453251 19.93587061 1.30137298 0.193130818
GSE11969 FOXA2 QDPR 0.726203975 1.531421502 2.067218482 0.102763298 41.58481035 0.474202546 0.635355478
GSE11969 FOXA2 C10orf76 -2.961468454 1.483636221 0.051742879 0.002824731 0.947815995 -1.996087998 0.045924345
GSE11969 FOXA2 CNKSR1 -10.49852212 4.745049172 2.76E-05 2.52E-09 0.301677522 -2.212521249 0.02693067
GSE11969 FOXA2 FOXA2 -0.981508115 0.915116738 0.374745513 0.062342995 2.252605922 -1.072549626 0.283473237
GSE11969 UHRF1 MMP7 -0.419358025 0.34659523 0.657468763 0.333313366 1.29687321 -1.209935936 0.226303476
GSE11969 UHRF1 COL1A1 0.396928297 0.491479114 1.487249286 0.567591638 3.89701026 0.807619867 0.419309446
GSE11969 UHRF1 THY1 -2.048567994 1.159136772 0.128919385 0.013294108 1.250193492 -1.767322065 0.077174307
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GSE11969 UHRF1 CTHRC1 0.157566107 0.473076587 1.170658144 0.463176557 2.958786385 0.333066805 0.739083856
GSE11969 UHRF1 COL15A1 0.837752023 1.16302764 2.311165686 0.236515801 22.58405915 0.72031996 0.471328018
GSE11969 UHRF1 TDO2 -0.22997227 0.489194996 0.794555635 0.304593602 2.072658959 -0.47010348 0.638281088
GSE11969 UHRF1 CXCL14 0.286857956 0.266265228 1.332234964 0.790561125 2.245050943 1.077339158 0.281328774
GSE11969 UHRF1 CCL13 -0.159228925 0.496110003 0.852801109 0.322521118 2.254952285 -0.320954877 0.748244586
GSE11969 UHRF1 GCNT3 0.117918587 0.414580152 1.125152506 0.49925236 2.535727946 0.284428926 0.776081694
GSE11969 UHRF1 COL3A1 0.282868028 0.413488662 1.326930033 0.590045953 2.984078277 0.68410105 0.493911359
GSE11969 UHRF1 CDH3 2.695670508 1.133703625 14.81544931 1.605848431 136.686336 2.377755922 0.017418351
GSE11969 UHRF1 COL14A1 -2.698988678 2.70697606 0.067273514 0.000333935 13.55271513 -0.997049334 0.318740564
GSE11969 UHRF1 PI15 -0.939825435 4.168113268 0.390696031 0.000110646 1379.56906 -0.225479821 0.821606021
GSE11969 UHRF1 CD209 -7.637610658 3.806228324 0.000481979 2.77E-07 0.837327317 -2.006608644 0.04479135
GSE11969 UHRF1 COL1A2 0.0696156 0.595351311 1.072095989 0.333787229 3.443480479 0.116931968 0.906913965
GSE11969 UHRF1 TOP2A 2.360063299 0.682402384 10.59162187 2.780356631 40.3482246 3.458462859 0.000543267
GSE11969 UHRF1 COL17A1 -0.227919177 0.583398349 0.796188608 0.253761881 2.498075352 -0.390675045 0.696037447
GSE11969 UHRF1 SERPINE2 2.370992153 1.645062885 10.708011 0.426018778 269.1465858 1.441277519 0.149506296
GSE11969 UHRF1 UBE2C 0.800318571 1.274654876 2.226250034 0.183056747 27.07460548 0.627870795 0.530088584
GSE11969 UHRF1 COL5A1 -0.483971167 0.769920271 0.616330973 0.136287702 2.787220424 -0.62859907 0.529611569
GSE11969 UHRF1 AGER -2.118965714 1.650745776 0.12015584 0.004727456 3.053952199 -1.283641457 0.199267437
GSE11969 UHRF1 UCHL1 0.938942995 0.598896211 2.557276936 0.790672042 8.271021334 1.567789172 0.116930343
GSE11969 UHRF1 TIMP1 -0.115681375 0.880363164 0.890758996 0.158633072 5.001804361 -0.13140188 0.895457401
GSE11969 UHRF1 NUSAP1 2.570711614 1.449425936 13.07512557 0.763294749 223.974957 1.773606743 0.076128222
GSE11969 UHRF1 CDC20 2.900208077 1.187833279 18.17792738 1.771980117 186.4789796 2.441595238 0.014622531
GSE11969 UHRF1 MME 3.267054608 3.46376091 26.23395614 0.02954644 23292.83876 0.943210196 0.345573399
GSE11969 UHRF1 LMO7 1.630295676 1.044793379 5.105384033 0.658716708 39.5692804 1.560400084 0.118665365
GSE11969 UHRF1 KDELR3 0.29118933 1.551557215 1.338017887 0.063940205 27.9994703 0.187675535 0.85113101
GSE11969 UHRF1 CCNB2 2.230288868 0.804054187 9.302552897 1.923933177 44.97946782 2.773804185 0.005540502
GSE11969 UHRF1 TYMS 1.000444262 1.337278238 2.719489726 0.197785351 37.39217453 0.748119751 0.45438793
GSE11969 UHRF1 COL6A3 -0.301589631 0.948395994 0.739641528 0.11527766 4.745668751 -0.317999689 0.750485173
GSE11969 UHRF1 PCOLCE -3.071020323 1.944080506 0.046373814 0.001026759 2.094484481 -1.579677546 0.11418073
GSE11969 UHRF1 FMO1 -1.565033892 1.510464224 0.209080927 0.010829414 4.036676023 -1.036127746 0.300142549
GSE11969 UHRF1 PTGFRN 1.625072157 1.608221943 5.078785495 0.217189522 118.762921 1.010477543 0.312266554
GSE11969 UHRF1 RPL29 -0.273316992 0.961120521 0.760851566 0.115662525 5.005036047 -0.284373276 0.776124336
GSE11969 UHRF1 GAL3ST4 -2.554983904 4.634869304 0.077693483 8.81E-06 684.8453223 -0.551252632 0.581460505
GSE11969 UHRF1 CDCA5 2.211514107 0.635858972 9.129529016 2.625452923 31.74625579 3.477994658 0.00050518
GSE11969 UHRF1 LAMA3 -0.246510159 0.631210437 0.781523422 0.226806084 2.692956241 -0.390535619 0.696140522
GSE11969 UHRF1 HMMR 3.503792224 1.407849059 33.2412716 2.10530168 524.8569115 2.488755596 0.012819106
GSE11969 UHRF1 ECM1 1.063211352 1.032366378 2.895655041 0.382820309 21.90275157 1.029877933 0.303067311
GSE11969 UHRF1 CDKN3 1.375314837 1.010001212 3.956322125 0.546483501 28.6421909 1.361696225 0.173293773
GSE11969 UHRF1 E2F2 2.002347968 1.096330988 7.406425753 0.863793726 63.50490958 1.826408257 0.067788789
GSE11969 UHRF1 KIF20A 3.483500517 1.181271738 32.57354699 3.216360546 329.8871342 2.94894088 0.00318865
GSE11969 UHRF1 PDLIM7 -3.379296355 2.309916882 0.034071421 0.000368286 3.152064204 -1.462951495 0.143480652
GSE11969 UHRF1 TK1 1.705209054 0.628752956 5.502535874 1.604602247 18.86941209 2.712049363 0.006686863
GSE11969 UHRF1 AURKB -2.111864035 1.689569895 0.121012185 0.004412296 3.318895704 -1.2499418 0.211320809
GSE11969 UHRF1 SERPINH1 0.780014037 2.039359754 2.181502887 0.040072794 118.7577503 0.382479862 0.702105463
GSE11969 UHRF1 ANLN 2.136394645 0.548996295 8.468849316 2.887472868 24.83881651 3.891455488 9.96E-05
GSE11969 UHRF1 MELK 1.910976651 0.713031675 6.759687429 1.671063496 27.34388864 2.680072593 0.00736062
GSE11969 UHRF1 PRC1 3.310180361 1.296196754 27.39006512 2.159078275 347.4703422 2.55376381 0.010656552
GSE11969 UHRF1 BUB1 2.624999631 0.960176439 13.80456909 2.102418591 90.64138252 2.733872156 0.006259434
GSE11969 UHRF1 PSAT1 3.553796888 1.043877842 34.945751 4.516936115 270.3614755 3.404418357 0.000663051
GSE11969 UHRF1 ADRB2 -0.530770471 0.956546948 0.588151641 0.090214236 3.834454173 -0.554881778 0.578975527
GSE11969 UHRF1 NEBL 5.962155118 2.362070434 388.4463705 3.790819179 39804.21529 2.524122495 0.01159875
GSE11969 UHRF1 HBZ -19.50169552 5.97133642 3.39E-09 2.80E-14 0.000410518 -3.265884578 0.001091227
GSE11969 UHRF1 RCN3 -0.647102494 0.853808854 0.523560601 0.098220817 2.790810653 -0.757900894 0.448510315
GSE11969 UHRF1 KIFC1 2.778271968 1.003174355 16.09119081 2.252602833 114.9454391 2.769480654 0.005614574
GSE11969 UHRF1 ANXA3 0.273799566 0.703375592 1.314951214 0.331280026 5.219441445 0.389265094 0.697080055
GSE11969 UHRF1 CCNE2 0.881715891 0.607270136 2.4150401 0.734539356 7.940239877 1.451933563 0.146520079
GSE11969 UHRF1 APOBEC3F 3.67840172 1.997127394 39.58307863 0.78986278 1983.661154 1.84184631 0.065497634
GSE11969 UHRF1 RGS10 2.046774972 0.855584358 7.742889758 1.447532588 41.41692027 2.392253846 0.016745256
GSE11969 UHRF1 PC -4.6384689 5.660068756 0.009672496 1.47E-07 635.9131592 -0.819507518 0.412496914
GSE11969 UHRF1 MCM4 2.449906737 0.75260176 11.587266 2.650728195 50.65201843 3.255249812 0.001132927
GSE11969 UHRF1 NEDD4L 0.491663587 0.553569392 1.635033981 0.552494123 4.83866888 0.888169749 0.374449449
GSE11969 UHRF1 RAD51AP1 3.722375473 1.598922867 41.36253306 1.80136415 949.7575162 2.328051934 0.019909346
GSE11969 UHRF1 LGI2 1.979097279 2.071657545 7.236207759 0.124770791 419.6711613 0.955320672 0.339415556
GSE11969 UHRF1 CSF1R 1.4167615 0.90786149 4.123744048 0.695854756 24.43795177 1.560548074 0.118630419
GSE11969 UHRF1 GMDS -1.288038933 0.948018555 0.275811137 0.043018666 1.768343602 -1.358664266 0.174253001
GSE11969 UHRF1 ALDH18A1 -0.332489171 1.553353181 0.717136435 0.034149564 15.05977254 -0.214046088 0.830511117
GSE11969 UHRF1 APOBEC3B 0.829560606 0.473166698 2.292311292 0.906803881 5.794738168 1.753210041 0.07956596
GSE11969 UHRF1 SOCS6 2.424416431 0.888604308 11.29563571 1.979380647 64.4602575 2.728341973 0.006365358
GSE11969 UHRF1 MAD2L1 2.351208144 0.55528436 10.49824545 3.535556795 31.17278664 4.234241609 2.29E-05
GSE11969 UHRF1 GALNT13 0.519846058 0.526638999 1.681768735 0.599087621 4.721089169 0.987101333 0.323592964
GSE11969 UHRF1 SESN3 -5.377203363 1.883158134 0.004620726 0.000115282 0.185206984 -2.855417858 0.004298024
GSE11969 UHRF1 KDELR2 2.329831904 1.134460638 10.276214 1.11218874 94.94842952 2.053691266 0.040005582
GSE11969 UHRF1 KIF4A 1.841748976 2.001215717 6.307560393 0.124860052 318.6392887 0.920315067 0.357408138
GSE11969 UHRF1 CDT1 2.046680983 0.7047109 7.742162047 1.945410482 30.81152986 2.904284556 0.003680934
GSE11969 UHRF1 TPX2 -0.085641493 1.230129549 0.917923255 0.082360354 10.23044541 -0.069619897 0.9444962
GSE11969 UHRF1 TUBB 0.659080205 0.970062388 1.933013541 0.288746212 12.94057272 0.679420431 0.496871508
GSE11969 UHRF1 CCNA2 2.24341345 1.493930962 9.425449738 0.50427303 176.1726238 1.501684821 0.133178526
GSE11969 UHRF1 PRDX4 -0.574562883 0.927641311 0.562950891 0.091382029 3.468009081 -0.619380439 0.535665764
GSE11969 UHRF1 RRM2 2.268641337 0.643273033 9.666258701 2.73970256 34.10463553 3.52671606 0.000420748
GSE11969 UHRF1 ZWINT 2.935205824 1.017403685 18.82537745 2.562879019 138.2799709 2.884996257 0.003914183
GSE11969 UHRF1 CDCA4 2.20872925 2.349421693 9.104139955 0.091076756 910.0605662 0.940116139 0.347157992
GSE11969 UHRF1 FEN1 5.151162303 2.019244118 172.6320244 3.298660758 9034.519776 2.551034942 0.010740356
GSE11969 UHRF1 SAP18 1.365052013 1.083606122 3.915926727 0.468238752 32.7492803 1.259730806 0.207766489
GSE11969 UHRF1 LMNB2 1.785260227 0.771298431 5.961130995 1.314613992 27.03081129 2.314616696 0.020633918
GSE11969 UHRF1 TGFBI 0.701395008 0.521960654 2.016563868 0.724967048 5.609261615 1.343769884 0.179022811
GSE11969 UHRF1 CENPA 3.210653124 1.554927731 24.79527534 1.177096454 522.3069674 2.064824661 0.038939594
GSE11969 UHRF1 BLM 1.929319006 1.45360994 6.884820124 0.398636971 118.9070549 1.327260465 0.184422537
GSE11969 UHRF1 RPL37 -0.820971294 1.373170684 0.440004074 0.029827145 6.490851944 -0.597865439 0.549929722
GSE11969 UHRF1 MCM10 3.150683251 3.266795666 23.35201442 0.038692148 14093.72724 0.964456787 0.334816964
GSE11969 UHRF1 CALU 0.930119293 2.438014683 2.534811544 0.021315907 301.4307378 0.381506846 0.702827192
GSE11969 UHRF1 FOXM1 4.533247394 3.904452275 93.06027433 0.044186391 195992.8058 1.161045667 0.245623329
GSE11969 UHRF1 CDC25A -0.05575691 1.079710302 0.945769015 0.113955163 7.8493945 -0.051640621 0.958815052
GSE11969 UHRF1 PCCB -1.664676674 1.502113855 0.189251838 0.009964109 3.594526895 -1.108222702 0.267765649
GSE11969 UHRF1 OIP5 2.640563868 0.747086291 14.02110743 3.2423606 60.63219915 3.534483099 0.000408574
GSE11969 UHRF1 CHAF1B 1.866742657 0.951947813 6.467196179 1.000959688 41.7845263 1.960971632 0.049882332
GSE11969 UHRF1 ZNF469 -0.320723881 0.716837142 0.725623581 0.178048577 2.957224321 -0.447415267 0.654575254
GSE11969 UHRF1 PAICS 2.571916376 0.834098217 13.09088748 2.552603737 67.13589444 3.083469458 0.002046021
GSE11969 UHRF1 EXO1 2.996083477 0.839807445 20.00702529 3.857777074 103.7595106 3.567583847 0.000360288
GSE11969 UHRF1 TTK 2.479795842 0.677007936 11.93882676 3.167316409 45.00200363 3.662875589 0.0002494
GSE11969 UHRF1 MCM6 2.05013689 0.679464785 7.76896453 2.051170043 29.42555156 3.017282037 0.002550524
GSE11969 UHRF1 LOXL3 2.472208303 1.795203565 11.84858324 0.351225774 399.7113395 1.377118646 0.168475569
GSE11969 UHRF1 CHEK1 2.864086454 0.80655574 17.53302866 3.608406461 85.19192538 3.551008704 0.000383758
GSE11969 UHRF1 CHAF1A 0.800465556 1.482084154 2.226577283 0.121922948 40.66212699 0.540094538 0.589131838
GSE11969 UHRF1 AP2S1 0.069786887 1.30859522 1.07227964 0.082495411 13.93754655 0.053329621 0.95746928
GSE11969 UHRF1 RAD1 1.477309964 1.873216835 4.38114438 0.111455757 172.2156546 0.788648669 0.430317377
GSE11969 UHRF1 IRAK1 -2.120657458 1.605151696 0.119952739 0.005160628 2.788160489 -1.321157037 0.186449008
GSE11969 UHRF1 MIF -0.12188538 1.12288486 0.88524983 0.098008677 7.995896758 -0.108546641 0.913562085
GSE11969 UHRF1 PEPD 1.566974615 1.326212558 4.79212821 0.356167471 64.47667076 1.181541078 0.237387845
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GSE11969 UHRF1 TFDP1 1.926790577 2.373935674 6.867434332 0.065478211 720.2648561 0.811643971 0.416995953
GSE11969 UHRF1 DNMT1 1.09521089 0.793305846 2.989813139 0.63151095 14.15491307 1.380565762 0.167412517
GSE11969 UHRF1 ESPL1 -3.586868695 3.626849645 0.027684885 2.26E-05 33.83940618 -0.988976397 0.32267469
GSE11969 UHRF1 P4HB 0.616682809 1.227873961 1.852771839 0.166975876 20.55843976 0.502236246 0.615501349
GSE11969 UHRF1 CDK2AP1 -0.995214874 1.279123097 0.369644009 0.030129513 4.534978428 -0.778044644 0.436542695
GSE11969 UHRF1 UHRF1 1.742388345 0.529127724 5.710966906 2.024488471 16.11031304 3.292944717 0.00099144
GSE11969 FOXM1 TOP2A 2.360063299 0.682402384 10.59162187 2.780356631 40.3482246 3.458462859 0.000543267
GSE11969 FOXM1 UBE2C 0.800318571 1.274654876 2.226250034 0.183056747 27.07460548 0.627870795 0.530088584
GSE11969 FOXM1 STOM -2.225585545 1.930862306 0.108004159 0.002454073 4.753280605 -1.152638144 0.24905894
GSE11969 FOXM1 SON 1.084779078 1.072126217 2.958786084 0.361841251 24.19407698 1.011801652 0.3116329
GSE11969 FOXM1 NUSAP1 2.570711614 1.449425936 13.07512557 0.763294749 223.974957 1.773606743 0.076128222
GSE11969 FOXM1 CDC20 2.900208077 1.187833279 18.17792738 1.771980117 186.4789796 2.441595238 0.014622531
GSE11969 FOXM1 CCNB2 2.230288868 0.804054187 9.302552897 1.923933177 44.97946782 2.773804185 0.005540502
GSE11969 FOXM1 UHRF1 1.742388345 0.529127724 5.710966906 2.024488471 16.11031304 3.292944717 0.00099144
GSE11969 FOXM1 CDCA5 2.211514107 0.635858972 9.129529016 2.625452923 31.74625579 3.477994658 0.00050518
GSE11969 FOXM1 HMMR 3.503792224 1.407849059 33.2412716 2.10530168 524.8569115 2.488755596 0.012819106
GSE11969 FOXM1 ASPM 2.195037528 0.806648215 8.980338067 1.847874534 43.64282872 2.721183146 0.006504871
GSE11969 FOXM1 CDKN3 1.375314837 1.010001212 3.956322125 0.546483501 28.6421909 1.361696225 0.173293773
GSE11969 FOXM1 KIF20A 3.483500517 1.181271738 32.57354699 3.216360546 329.8871342 2.94894088 0.00318865
GSE11969 FOXM1 TK1 1.705209054 0.628752956 5.502535874 1.604602247 18.86941209 2.712049363 0.006686863
GSE11969 FOXM1 AURKB -2.111864035 1.689569895 0.121012185 0.004412296 3.318895704 -1.2499418 0.211320809
GSE11969 FOXM1 RNASE4 -1.104416045 0.826151893 0.331404351 0.065635144 1.673323738 -1.336819602 0.181281529
GSE11969 FOXM1 ANLN 2.136394645 0.548996295 8.468849316 2.887472868 24.83881651 3.891455488 9.96E-05
GSE11969 FOXM1 MELK 1.910976651 0.713031675 6.759687429 1.671063496 27.34388864 2.680072593 0.00736062
GSE11969 FOXM1 SERPING1 0.19319669 0.851446885 1.213121378 0.228639548 6.436609452 0.226903983 0.820498405
GSE11969 FOXM1 PRC1 3.310180361 1.296196754 27.39006512 2.159078275 347.4703422 2.55376381 0.010656552
GSE11969 FOXM1 MXD3 -2.112682257 3.060734882 0.120913211 0.000300035 48.72771076 -0.690253269 0.49003493
GSE11969 FOXM1 ASF1B -12.85663404 6.570813369 2.61E-06 6.66E-12 1.022165596 -1.956627486 0.050391281
GSE11969 FOXM1 PYCR1 1.997764811 0.847390024 7.372558606 1.400614241 38.80770223 2.357550544 0.018395951
GSE11969 FOXM1 NEK2 1.958553977 0.601422861 7.089068691 2.18100729 23.04205728 3.25653397 0.001127814
GSE11969 FOXM1 KIF11 2.151637441 0.784492754 8.598927108 1.847918549 40.01342346 2.742711682 0.006093416
GSE11969 FOXM1 CHPF -6.088854472 2.905332894 0.002268005 7.63E-06 0.674012491 -2.095751053 0.03610428
GSE11969 FOXM1 CD4 -2.15405507 1.018328295 0.116012763 0.015765333 0.853706101 -2.115285494 0.034405622
GSE11969 FOXM1 PTK7 -0.598678744 1.735899812 0.549537236 0.018297701 16.50432335 -0.344880932 0.730183886
GSE11969 FOXM1 TP53I3 1.470376075 0.968830244 4.350871086 0.651487995 29.05668157 1.517681848 0.129094622
GSE11969 FOXM1 MMP14 -1.000573747 5.436715781 0.367668432 8.66E-06 15602.6083 -0.184040106 0.853981992
GSE11969 FOXM1 ABCB6 2.587713127 2.618167311 13.29932293 0.078567236 2251.218179 0.988368129 0.32297239
GSE11969 FOXM1 SFXN5 -1.773705028 4.35746363 0.169703068 3.32E-05 868.4992747 -0.407049876 0.683971357
GSE11969 FOXM1 IPO13 -16.99683792 5.100623743 4.15E-08 1.89E-12 0.000912065 -3.332305767 0.000861296
GSE11969 FOXM1 MCM2 2.269325811 1.134549103 9.672877269 1.046708449 89.38931821 2.000200613 0.045478606
GSE11969 FOXM1 CDCA3 -3.166290711 2.604623333 0.042159691 0.000255763 6.949552123 -1.215642458 0.224121153
GSE11969 FOXM1 SMPD1 -0.603046886 1.314245742 0.547142014 0.041630542 7.190979799 -0.458853978 0.64633903
GSE11969 FOXM1 RACGAP1 2.878008032 0.872835138 17.77882303 3.213249071 98.36976263 3.297310004 0.000976157
GSE11969 FOXM1 TPX2 -0.085641493 1.230129549 0.917923255 0.082360354 10.23044541 -0.069619897 0.9444962
GSE11969 FOXM1 TSTA3 -0.869259293 0.906237016 0.419261984 0.070973323 2.476713847 -0.959196411 0.337459808
GSE11969 FOXM1 MKL1 -2.479730476 2.870752892 0.083765799 0.000301632 23.26248091 -0.863790988 0.38770272
GSE11969 FOXM1 CENPE 5.104627303 2.065060592 164.7826451 2.878251287 9433.964383 2.47190195 0.013439637
GSE11969 FOXM1 CENPF 1.930671019 0.577104427 6.894134787 2.224577762 21.36544529 3.345444828 0.000821507
GSE11969 FOXM1 CHD1L -5.854413312 3.319331958 0.002867217 4.29E-06 1.918143475 -1.763732397 0.077777044
GSE11969 FOXM1 PARP8 -6.755344771 2.51353321 0.001164638 8.45E-06 0.160588481 -2.687589225 0.007196987
GSE11969 FOXM1 RPS6KA4 -8.594304561 5.12127879 0.000185157 8.10E-09 4.234297447 -1.678155967 0.093316655
GSE11969 FOXM1 CHD3 -1.368266805 0.948862216 0.254547758 0.039636591 1.634715798 -1.442007893 0.149300147
GSE11969 FOXM1 NRM -1.476537549 2.609330584 0.228427239 0.001373035 38.00266995 -0.565868334 0.57148329
GSE11969 FOXM1 CCNB1 2.653294095 1.012076851 14.20074027 1.953572831 103.2267755 2.621633023 0.00875096
GSE11969 FOXM1 RAD54L 2.131223258 0.664677949 8.425166661 2.289831916 30.99940775 3.206399822 0.001344071
GSE11969 FOXM1 NKIRAS2 -2.302459393 2.497126537 0.100012571 0.000749026 13.35403631 -0.92204354 0.356505865
GSE11969 FOXM1 CDCA2 3.590759545 1.678394939 36.26160778 1.351433542 972.9699295 2.139400841 0.032403219
GSE11969 FOXM1 DEPDC1B 2.138974423 0.750990999 8.490725273 1.94849857 36.99895743 2.848202476 0.004396694
GSE11969 FOXM1 MKI67 1.497170921 0.600593663 4.469027938 1.377167664 14.50238139 2.492818379 0.012673365
GSE11969 FOXM1 RECQL4 1.79278645 0.85899464 6.006165051 1.115371901 32.34259227 2.087075246 0.036881333
GSE11969 FOXM1 AP2M1 1.937277772 1.455612946 6.939833424 0.400247898 120.3286467 1.330901719 0.183221352
GSE11969 FOXM1 FOXM1 4.533247394 3.904452275 93.06027433 0.044186391 195992.8058 1.161045667 0.245623329
GSE14814 FOXA2 GFPT2 0.690642735 0.278690912 1.994997375 1.155367627 3.444803571 2.478167411 0.013205917
GSE14814 FOXA2 IL1R2 -0.346122012 0.398244136 0.707426167 0.32411199 1.544070562 -0.869120172 0.384781404
GSE14814 FOXA2 TUBB3 0.045094756 0.316573932 1.046126982 0.562491785 1.945595814 0.142446208 0.886727566
GSE14814 FOXA2 MLLT11 0.092065977 0.130456137 1.096437159 0.849061757 1.41588575 0.705723613 0.480360034
GSE14814 FOXA2 IGF1 0.177320206 0.314015335 1.194013363 0.645236385 2.209528079 0.564686454 0.572287049
GSE14814 FOXA2 FST 0.272535071 0.189635356 1.313289516 0.905612836 1.904488635 1.43715326 0.15067445
GSE14814 FOXA2 THBS2 0.149867992 0.158631092 1.161680881 0.851255265 1.585308808 0.944757989 0.344782444
GSE14814 FOXA2 SCRG1 1.158643384 0.672142092 3.185608695 0.853225924 11.893805 1.723807209 0.084742653
GSE14814 FOXA2 CRISPLD2 0.146187905 0.217558895 1.157413652 0.75561772 1.772862556 0.671946351 0.501617851
GSE14814 FOXA2 ALDH1A3 0.65527813 0.218237326 1.925678032 1.255508702 2.953572426 3.0025942 0.002676891
GSE14814 FOXA2 PI15 0.964141222 0.838223558 2.622534514 0.507252302 13.55871082 1.150219668 0.250053408
GSE14814 FOXA2 STEAP1 0.016351258 0.143775834 1.016485671 0.766865234 1.347359451 0.113727444 0.909453857
GSE14814 FOXA2 SLC39A14 0.166622372 0.255538561 1.181308086 0.715893401 1.949296908 0.652043946 0.514372823
GSE14814 FOXA2 SLAMF1 -0.763513482 0.507959331 0.466026173 0.172200553 1.261206135 -1.503099627 0.132813355
GSE14814 FOXA2 F13A1 0.405888728 0.263706339 1.500635564 0.894968999 2.516184472 1.539169399 0.123762946
GSE14814 FOXA2 C1QTNF1 0.375820569 0.503417637 1.456185826 0.542883859 3.905949906 0.746538344 0.455342278
GSE14814 FOXA2 IL13RA2 0.571011528 0.269665334 1.770056609 1.043392252 3.002802056 2.117482138 0.03421895
GSE14814 FOXA2 FHL2 0.088278828 0.159971359 1.092292641 0.798309211 1.494537703 0.551841459 0.58105698
GSE14814 FOXA2 IL24 0.052690336 0.619938672 1.054103177 0.312744995 3.552841851 0.08499282 0.932267099
GSE14814 FOXA2 FOLR2 0.015580587 0.404629219 1.015702597 0.45956352 2.244851301 0.038505837 0.969284377
GSE14814 FOXA2 ANK2 1.672020725 0.912360096 5.32291308 0.890321892 31.82377509 1.832632457 0.066857248
GSE14814 FOXA2 ITK -0.317326465 0.362940027 0.728093019 0.357480006 1.482934533 -0.87432204 0.3819429
GSE14814 FOXA2 PAPPA 0.854032766 0.461351793 2.349101151 0.951039071 5.802365416 1.851153021 0.064147542
GSE14814 FOXA2 GREM1 0.11669221 0.132161615 1.12377349 0.867326492 1.456045524 0.882950841 0.377262833
GSE14814 FOXA2 SLC2A5 0.005595716 0.573801939 1.005611401 0.32659467 3.096358833 0.009751999 0.992219154
GSE14814 FOXA2 SERPINF1 0.070831417 0.186964677 1.073400253 0.744075614 1.548482549 0.378849191 0.704799856
GSE14814 FOXA2 CLIC5 0.426701827 0.492993808 1.532195734 0.583011551 4.026719137 0.865531819 0.38674696
GSE14814 FOXA2 TWIST1 0.548489779 0.187642617 1.730637398 1.198076084 2.499929549 2.92305547 0.003466148
GSE14814 FOXA2 AGER -0.06662559 0.228551763 0.935545413 0.597752307 1.464227256 -0.291512039 0.770659738
GSE14814 FOXA2 CYP4B1 -0.013524414 0.084542557 0.98656663 0.835917979 1.164365092 -0.159971673 0.872903389
GSE14814 FOXA2 TIMP1 0.212306977 0.28928525 1.236527412 0.701396667 2.17993628 0.733901839 0.463008566
GSE14814 FOXA2 PRRX1 0.715577896 0.340197773 2.04536835 1.050012965 3.984266696 2.10341734 0.035429304
GSE14814 FOXA2 BDNF 0.828600892 0.575789917 2.290112383 0.740872593 7.078969822 1.439068083 0.150131234
GSE14814 FOXA2 FKBP11 -0.31368931 0.202039357 0.730746028 0.491801955 1.085782095 -1.552614873 0.12051517
GSE14814 FOXA2 AGT 0.085142766 0.133160702 1.08887251 0.838745954 1.413590536 0.639398597 0.522563661
GSE14814 FOXA2 LGALS4 -0.049445105 0.174370981 0.951757403 0.676240872 1.339525889 -0.283562696 0.776745528
GSE14814 FOXA2 CRTAC1 0.092257435 0.341892685 1.096647101 0.561109103 2.143317331 0.269843255 0.787280844
GSE14814 FOXA2 NAV2 -0.270227113 0.229880334 0.763206141 0.486370651 1.197612585 -1.175512094 0.239789902
GSE14814 FOXA2 TMC5 -0.151968731 0.162899835 0.859015141 0.624223663 1.182119575 -0.932896782 0.350873264
GSE14814 FOXA2 EXPH5 1.687631431 0.671840437 5.40665948 1.448963352 20.17440034 2.511952746 0.012006516
GSE14814 FOXA2 IL2RA 0.782356561 0.743904643 2.186619099 0.508815529 9.396928382 1.05168931 0.292942117
GSE14814 FOXA2 FNDC4 0.70432782 0.549601323 2.022486753 0.688754091 5.938915963 1.281524973 0.200009334
GSE14814 FOXA2 NRGN -0.323161859 0.249974942 0.723856682 0.443479482 1.181494337 -1.292777013 0.196088193
GSE14814 FOXA2 PIGR -0.05161276 0.294145882 0.949696557 0.533589696 1.690294164 -0.175466538 0.860713062
GSE14814 FOXA2 ZNF385D 0.463109535 0.393278365 1.589007385 0.735134431 3.4346704 1.177561687 0.238971392
GSE14814 FOXA2 FOXA1 -0.012640649 0.254234497 0.987438908 0.599936713 1.625230754 -0.049720433 0.960345174
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GSE14814 FOXA2 P4HTM -0.173049703 0.485476026 0.841095809 0.324793647 2.17812807 -0.356453652 0.721500856
GSE14814 FOXA2 NKX2.1 -0.208060467 0.287769654 0.812157926 0.462051637 1.427547148 -0.723010451 0.469673463
GSE14814 FOXA2 ENTPD1 0.192071 0.329830627 1.211756549 0.634838179 2.312957825 0.582332217 0.560342929
GSE14814 FOXA2 FGFR3 0.375028786 0.396997257 1.455033298 0.66826429 3.168090723 0.944663419 0.344830738
GSE14814 FOXA2 ACOXL 1.422403974 1.173426544 4.147077932 0.415833728 41.3584907 1.212179818 0.225443555
GSE14814 FOXA2 PCSK1 -0.018185246 0.132354367 0.981979108 0.75760356 1.272806807 -0.137398155 0.890716089
GSE14814 FOXA2 ATP2C2 -0.147508492 0.43007729 0.862855111 0.371411565 2.004565858 -0.342981356 0.731612486
GSE14814 FOXA2 TCF7L2 0.041611756 0.346854173 1.042489659 0.528237159 2.057380233 0.119969021 0.904507688
GSE14814 FOXA2 EDN3 1.082590443 0.980097072 2.952317465 0.432417156 20.15687468 1.104574715 0.269343912
GSE14814 FOXA2 N4BP1 0.347250275 1.021704886 1.415170863 0.191043428 10.48300164 0.339873363 0.733951897
GSE14814 FOXA2 EPB41L5 1.606595909 0.729853555 4.985810156 1.192568312 20.84434296 2.201257907 0.027717771
GSE14814 FOXA2 ALDH3B1 0.322827832 0.354368469 1.381027562 0.689546183 2.765930947 0.910994799 0.362298114
GSE14814 FOXA2 PRDM16 -0.807536661 0.623633434 0.445955253 0.131357097 1.514010984 -1.294889941 0.195358199
GSE14814 FOXA2 CDS1 1.542158097 0.89495661 4.674667778 0.809025673 27.01090898 1.723165211 0.084858653
GSE14814 FOXA2 SAP30 0.792178088 1.1210737 2.208200849 0.245345959 19.87459266 0.706624451 0.47979989
GSE14814 FOXA2 CLIC3 -0.179539187 0.157435515 0.835655204 0.613787117 1.137722836 -1.140398257 0.254120419
GSE14814 FOXA2 FGF7 1.199408327 0.63599361 3.318153081 0.953976499 11.54131143 1.885881098 0.059310979
GSE14814 FOXA2 IGSF3 -0.079406544 0.321007142 0.923664338 0.492348253 1.732829968 -0.247366909 0.804624281
GSE14814 FOXA2 TUFT1 -0.491973194 0.241842051 0.611418756 0.380611959 0.98218904 -2.034274816 0.041923895
GSE14814 FOXA2 F11 1.131052818 0.554566057 3.09891738 1.04511123 9.188772117 2.039527671 0.041397392
GSE14814 FOXA2 NEDD4L -0.410890371 0.308510058 0.663059618 0.362199913 1.213827065 -1.331854051 0.182908152
GSE14814 FOXA2 SPINT1 -0.292800132 0.271215958 0.746171262 0.438509571 1.269690763 -1.079582981 0.280327924
GSE14814 FOXA2 KLK10 1.23481131 0.940971661 3.437729795 0.543644762 21.73843468 1.31227258 0.18942818
GSE14814 FOXA2 CXADR -0.082235854 0.202877391 0.921054699 0.618864932 1.370802761 -0.405347554 0.685222056
GSE14814 FOXA2 ARRB1 0.155487051 0.409119228 1.168226809 0.523943251 2.604774229 0.380053151 0.703905961
GSE14814 FOXA2 PLEKHA1 -0.088833484 0.374673864 0.914997922 0.439032971 1.906966569 -0.237095492 0.812582709
GSE14814 FOXA2 MAT2A 0.536015317 0.382297177 1.709182724 0.807935232 3.615767038 1.402090701 0.160888164
GSE14814 FOXA2 LGI2 1.012843492 0.647467199 2.753419219 0.774011228 9.794841628 1.564316298 0.117743306
GSE14814 FOXA2 TMEM97 -0.646966664 0.617632976 0.523631721 0.15606151 1.7569366 -1.047493721 0.294871927
GSE14814 FOXA2 PLCH1 -0.6998558 0.912393046 0.496656916 0.08306654 2.969524118 -0.767055167 0.443048716
GSE14814 FOXA2 GCNT2 0.387272736 0.584433991 1.472958165 0.468510466 4.630858676 0.662645811 0.507557423
GSE14814 FOXA2 SELENBP1 -0.036200065 0.130275934 0.964447322 0.747114965 1.245000678 -0.277872233 0.78111044
GSE14814 FOXA2 RAB17 0.075992313 0.428665323 1.07895428 0.465717393 2.499675461 0.177276558 0.859291163
GSE14814 FOXA2 DENND1A 0.419389775 0.472049765 1.5210331 0.603016474 3.836614405 0.888443987 0.374301973
GSE14814 FOXA2 SPOCK2 -0.435007169 0.652482651 0.647260027 0.180170858 2.325268061 -0.66669538 0.50496673
GSE14814 FOXA2 CD28 -0.549968835 1.126419319 0.576967791 0.063436864 5.247608566 -0.488245208 0.625376166
GSE14814 FOXA2 NARS2 0.058157692 0.530621344 1.059882117 0.374620775 2.998632691 0.109603001 0.912724231
GSE14814 FOXA2 EIF4G3 1.590783355 1.00583052 4.907591808 0.683445585 35.23975851 1.581562026 0.113749589
GSE14814 FOXA2 KIF5C 0.313284569 0.437496584 1.36791074 0.580309916 3.224449108 0.716084605 0.473939109
GSE14814 FOXA2 TMEM30B 0.008810039 0.268653461 1.008848962 0.595865047 1.708064992 0.03279332 0.973839405
GSE14814 FOXA2 NR2E3 0.149031755 0.961755247 1.160709847 0.176228489 7.644889628 0.154958089 0.876854358
GSE14814 FOXA2 ADCY9 -0.729395716 0.5524688 0.482200288 0.163292099 1.423933674 -1.320247797 0.186752299
GSE14814 FOXA2 IMPA2 -0.144059119 0.165062857 0.865836559 0.626518877 1.19656881 -0.872753093 0.382797672
GSE14814 FOXA2 MALL 0.012359819 0.152969174 1.012436517 0.750170884 1.366392275 0.080799409 0.935601478
GSE14814 FOXA2 IL10 1.627006955 1.055636788 5.088621432 0.642747623 40.28652482 1.541256399 0.123254396
GSE14814 FOXA2 FOXO4 0.940037327 0.415922965 2.560076976 1.132970897 5.784785945 2.260123643 0.023813578
GSE14814 FOXA2 SPINT2 -0.11964751 0.22414208 0.887233122 0.571804623 1.376663605 -0.533802086 0.59347847
GSE14814 FOXA2 QDPR -0.165862078 0.319776013 0.847163069 0.452661105 1.585480301 -0.51868205 0.603982481
GSE14814 FOXA2 C10orf76 -1.082353782 0.726455347 0.338797132 0.08157927 1.407017948 -1.489910958 0.13624765
GSE14814 FOXA2 CNKSR1 -0.321317898 0.509960033 0.725192677 0.266916022 1.970299182 -0.630084472 0.528639319
GSE14814 FOXA2 GLTP -0.335955688 0.369722584 0.714654773 0.346248471 1.475043177 -0.90866964 0.363524534
GSE14814 FOXA2 FOXA2 0.341582571 0.444102042 1.40717278 0.589287301 3.360220437 0.769153346 0.441802283
GSE14814 UHRF1 PLA2G2A 0.319838354 0.157378422 1.376905175 1.011447341 1.874410841 2.032288484 0.04212446
GSE14814 UHRF1 MMP7 -0.204026243 0.128857787 0.815440971 0.633444517 1.049727262 -1.583344297 0.113343012
GSE14814 UHRF1 COL1A1 0.980568455 0.516883203 2.665971295 0.968018571 7.342217555 1.897079359 0.057817465
GSE14814 UHRF1 THY1 0.298968245 0.246211909 1.348466802 0.832270118 2.184822783 1.214272072 0.224643847
GSE14814 UHRF1 TUBB3 0.045094756 0.316573932 1.046126982 0.562491785 1.945595814 0.142446208 0.886727566
GSE14814 UHRF1 COL15A1 0.2702257 0.151202837 1.310260143 0.974211928 1.762226056 1.787173481 0.073909454
GSE14814 UHRF1 TDO2 0.175316018 0.341143637 1.191622732 0.610599985 2.325523697 0.513906752 0.607317187
GSE14814 UHRF1 CXCL14 -0.089526997 0.086911859 0.91436358 0.771150973 1.084172601 -1.030089539 0.302967975
GSE14814 UHRF1 CCL13 1.080230901 0.75532673 2.945359558 0.670197867 12.9441518 1.4301505 0.152673829
GSE14814 UHRF1 GCNT3 -0.341927221 0.226384035 0.710399905 0.455831627 1.107136923 -1.510385752 0.130945022
GSE14814 UHRF1 TMEM158 0.260045712 0.208082916 1.296989373 0.862612841 1.950100154 1.24972159 0.211401268
GSE14814 UHRF1 SCG5 0.171273744 0.150962558 1.186815588 0.88284341 1.595448552 1.134544527 0.256566207
GSE14814 UHRF1 COL3A1 0.17351878 0.148491929 1.189483025 0.889122682 1.591310057 1.168540144 0.242588956
GSE14814 UHRF1 CDH3 -0.013819101 0.154752687 0.986275945 0.728236957 1.335746876 -0.089297968 0.928845109
GSE14814 UHRF1 COL14A1 0.619289898 0.728050027 1.857608481 0.445899391 7.738762017 0.850614484 0.394983541
GSE14814 UHRF1 PI15 0.964141222 0.838223558 2.622534514 0.507252302 13.55871082 1.150219668 0.250053408
GSE14814 UHRF1 STEAP1 0.016351258 0.143775834 1.016485671 0.766865234 1.347359451 0.113727444 0.909453857
GSE14814 UHRF1 CD209 1.311936294 0.966711405 3.713356906 0.5583422 24.69635919 1.357112668 0.174745414
GSE14814 UHRF1 COL1A2 0.222134698 0.180098906 1.248739569 0.877347024 1.777347468 1.233403931 0.217425099
GSE14814 UHRF1 TOP2A 0.229340077 0.203284506 1.257769704 0.844432704 1.873428898 1.12817293 0.259246894
GSE14814 UHRF1 CD248 0.632240986 0.371685089 1.881822997 0.908238381 3.899040018 1.701012512 0.088940638
GSE14814 UHRF1 COL17A1 0.07673556 0.375139716 1.079756507 0.51761437 2.252399048 0.204551948 0.837922202
GSE14814 UHRF1 SERPINE2 0.33044253 0.189272607 1.39158381 0.960285192 2.016594148 1.745855011 0.080836149
GSE14814 UHRF1 UBE2C 0.068848794 0.18034717 1.071274214 0.752296189 1.525500805 0.381756998 0.702641618
GSE14814 UHRF1 COL5A1 0.258823518 0.182410086 1.295405169 0.906020197 1.852138128 1.418910127 0.15592522
GSE14814 UHRF1 AGER -0.06662559 0.228551763 0.935545413 0.597752307 1.464227256 -0.291512039 0.770659738
GSE14814 UHRF1 UCHL1 -0.074768053 0.120157155 0.927958698 0.733247669 1.174374475 -0.62225219 0.533776053
GSE14814 UHRF1 TIMP1 0.212306977 0.28928525 1.236527412 0.701396667 2.17993628 0.733901839 0.463008566
GSE14814 UHRF1 MXRA5 0.28514508 0.197407564 1.329954965 0.903240311 1.958260927 1.444448602 0.148612828
GSE14814 UHRF1 NUSAP1 0.239565436 0.258923724 1.270696831 0.764972237 2.110756911 0.925235556 0.354843392
GSE14814 UHRF1 CDC20 0.111136661 0.201937761 1.117547621 0.752274437 1.660182274 0.550351059 0.582078609
GSE14814 UHRF1 MME 0.348403882 0.557958198 1.416804356 0.47465166 4.229068921 0.624426495 0.53234753
GSE14814 UHRF1 CFB 0.657991958 0.338661316 1.930911088 0.994244602 3.750000373 1.942920337 0.052025784
GSE14814 UHRF1 LMO7 0.862883167 0.450933944 2.369983911 0.979286413 5.735629193 1.913546715 0.055678099
GSE14814 UHRF1 KDELR3 -1.432564783 0.778511781 0.238695933 0.051900864 1.097780342 -1.840132439 0.065748796
GSE14814 UHRF1 DCLK1 0.195144684 0.851100416 1.215486835 0.229240988 6.444782231 0.229285146 0.818647297
GSE14814 UHRF1 CCNB2 -0.020487313 0.280390626 0.979721126 0.565501211 1.697350008 -0.073067041 0.941752769
GSE14814 UHRF1 TYMS 0.11529119 0.487249739 1.122200164 0.431839732 2.916205047 0.236616218 0.812954538
GSE14814 UHRF1 COL6A3 0.324130618 0.230369545 1.382827917 0.880394308 2.171996151 1.407002897 0.15942653
GSE14814 UHRF1 PCOLCE 0.548320901 0.257403597 1.730345157 1.044793357 2.865728752 2.130199061 0.033155183
GSE14814 UHRF1 NCAPG 1.153138168 0.450404779 3.168119416 1.310437463 7.65925954 2.560226315 0.010460402
GSE14814 UHRF1 CENPM -0.355030617 0.385756782 0.701151976 0.32919664 1.493375184 -0.920348349 0.357390751
GSE14814 UHRF1 FMO1 0.296894576 0.330622733 1.345673426 0.703903453 2.572564408 0.897985972 0.369193028
GSE14814 UHRF1 CEP55 0.137864707 0.241117934 1.147820248 0.715540012 1.841254577 0.571772928 0.56747582
GSE14814 UHRF1 RPL29 -0.41456624 0.573668016 0.660626772 0.214609562 2.033589405 -0.722658799 0.469889534
GSE14814 UHRF1 GAL3ST4 0.488369798 0.630009546 1.629657383 0.474057706 5.602236078 0.775178411 0.438234244
GSE14814 UHRF1 LAMA3 0.46525533 0.16068017 1.59242073 1.162215369 2.181870806 2.895536708 0.003785108
GSE14814 UHRF1 HMMR 0.643268857 0.562386223 1.902690348 0.631922901 5.728911799 1.143820441 0.252698111
GSE14814 UHRF1 ENTPD1 0.192071 0.329830627 1.211756549 0.634838179 2.312957825 0.582332217 0.560342929
GSE14814 UHRF1 ECM1 0.167633857 0.173655235 1.182503566 0.841369676 1.661950417 0.965325678 0.334381714
GSE14814 UHRF1 CDKN3 0.39669109 0.242531967 1.486896541 0.924351534 2.391797107 1.635623929 0.101918319
GSE14814 UHRF1 E2F2 0.218714977 0.763407232 1.244476521 0.278723312 5.556484684 0.286498434 0.774496392
GSE14814 UHRF1 KIF20A 0.006795065 0.298417551 1.006818203 0.560967342 1.807026574 0.022770325 0.981833479
GSE14814 UHRF1 PDLIM7 -0.232839488 0.506227052 0.792280734 0.293749981 2.136881024 -0.459950703 0.645551605
GSE14814 UHRF1 TK1 0.109989167 0.301294008 1.116265977 0.618451665 2.014789194 0.365055937 0.715069651
GSE14814 UHRF1 AURKB 0.14855203 0.316230833 1.160153159 0.624222119 2.156212207 0.469758211 0.638527774

164



GSE14814 UHRF1 SERPINH1 0.343130711 0.319964805 1.409352968 0.752775089 2.638604567 1.072401421 0.28353977
GSE14814 UHRF1 MELK 0.452649522 0.297276235 1.572472973 0.878094384 2.815951559 1.522656266 0.127844725
GSE14814 UHRF1 PRC1 0.026485564 0.187346972 1.026839424 0.711266743 1.482424438 0.141371723 0.887576292
GSE14814 UHRF1 BUB1 2.204366973 1.754351897 9.064511674 0.291096759 282.2613762 1.256513575 0.208929827
GSE14814 UHRF1 PSAT1 -0.571869128 0.384370143 0.564469386 0.265744286 1.198993563 -1.487808404 0.136801429
GSE14814 UHRF1 ADRB2 -0.122616396 0.30350184 0.884602934 0.487985751 1.60357623 -0.404005447 0.686208714
GSE14814 UHRF1 NEBL -0.298284049 0.792265638 0.74209052 0.157064903 3.506183304 -0.376494997 0.706548934
GSE14814 UHRF1 HBZ -1.387626341 0.790426619 0.249667227 0.053033364 1.175368089 -1.755541004 0.079166813
GSE14814 UHRF1 RCN3 0.247275654 0.433352223 1.280532048 0.547671789 2.994060236 0.570611251 0.56826319
GSE14814 UHRF1 KIFC1 1.170468029 0.549310249 3.223500979 1.098383688 9.460226581 2.130795905 0.03310596
GSE14814 UHRF1 ANXA3 0.166298572 0.178149094 1.18092564 0.832878724 1.674415887 0.933479749 0.350572321
GSE14814 UHRF1 CCNE2 1.212587307 0.639417697 3.362172383 0.960166713 11.77316708 1.896393097 0.057908084
GSE14814 UHRF1 APOBEC3F -0.27751588 0.568234404 0.757663532 0.248767925 2.307588607 -0.488382749 0.625278759
GSE14814 UHRF1 RGS10 0.190424963 1.008897893 1.209763593 0.167465391 8.739286038 0.188745525 0.850292269
GSE14814 UHRF1 PC -0.068443562 0.439046376 0.933846163 0.394964795 2.207965542 -0.155891417 0.876118611
GSE14814 UHRF1 MCM4 0.083264245 0.345278155 1.08682896 0.552407929 2.138269794 0.241151211 0.809437923
GSE14814 UHRF1 DLGAP5 0.514204909 0.258055604 1.672308335 1.00846081 2.773152054 1.992612834 0.046303859
GSE14814 UHRF1 NEDD4L -0.410890371 0.308510058 0.663059618 0.362199913 1.213827065 -1.331854051 0.182908152
GSE14814 UHRF1 RAD51AP1 0.117015324 0.315111479 1.124136656 0.606171805 2.08469482 0.371345799 0.71037999
GSE14814 UHRF1 LGI2 1.012843492 0.647467199 2.753419219 0.774011228 9.794841628 1.564316298 0.117743306
GSE14814 UHRF1 COQ2 0.891329478 0.471994427 2.438369255 0.966800995 6.149812271 1.888432206 0.058967951
GSE14814 UHRF1 CSF1R -0.191700146 0.317435434 0.825554377 0.443143265 1.537967702 -0.603902798 0.545908269
GSE14814 UHRF1 GMDS -0.152897682 0.328498388 0.858217529 0.450794954 1.63386329 -0.465444238 0.641613361
GSE14814 UHRF1 ALDH18A1 -0.275435885 0.395306629 0.759241109 0.349859848 1.647651384 -0.696765156 0.485949776
GSE14814 UHRF1 APOBEC3B -0.157241525 0.182063606 0.854497651 0.598050766 1.220910126 -0.863662588 0.387773271
GSE14814 UHRF1 SOCS6 0.849655104 0.755909163 2.338840056 0.531581033 10.29038372 1.124017468 0.261005616
GSE14814 UHRF1 ANG -0.270471548 0.305649473 0.763019609 0.419147033 1.389008817 -0.884907621 0.376206458
GSE14814 UHRF1 MAD2L1 0.342416365 0.317560873 1.408346562 0.755790158 2.624326363 1.078270007 0.280913278
GSE14814 UHRF1 KDELR2 0.319154595 0.342258444 1.375964026 0.703519539 2.691150558 0.932495899 0.351080305
GSE14814 UHRF1 KIF4A 0.614940697 0.302244892 1.849546913 1.022807804 3.344542123 2.034577634 0.04189339
GSE14814 UHRF1 CDT1 -0.148489089 0.33426957 0.862009413 0.447693959 1.659750402 -0.444219581 0.656883837
GSE14814 UHRF1 TPX2 0.162080969 0.227497263 1.175955453 0.752913092 1.836694358 0.71245239 0.476184684
GSE14814 UHRF1 TUBB -0.039515622 0.291606963 0.961254937 0.542778062 1.702373619 -0.135509872 0.89220876
GSE14814 UHRF1 CCNA2 0.518505577 0.354419867 1.679515866 0.838496729 3.364084135 1.462969841 0.143475632
GSE14814 UHRF1 PRDX4 0.002155442 0.271148376 1.002157767 0.589025614 1.705053509 0.007949309 0.993657436
GSE14814 UHRF1 KIF26B 0.058318986 0.637697014 1.060053083 0.303751849 3.699442627 0.091452499 0.927133048
GSE14814 UHRF1 RRM2 0.16754587 0.229939852 1.182399525 0.753423375 1.855621532 0.728650857 0.466215261
GSE14814 UHRF1 ZWINT 0.148159004 0.202251886 1.159697278 0.7801669 1.723859058 0.732546961 0.463834791
GSE14814 UHRF1 CDCA4 0.852370943 0.509607318 2.345200602 0.863776653 6.367347213 1.67260342 0.094405393
GSE14814 UHRF1 FEN1 0.30795737 0.343929961 1.360642983 0.693410595 2.669917856 0.89540722 0.370569443
GSE14814 UHRF1 SAP18 1.253766243 0.832298232 3.503513223 0.6855675 17.90429813 1.506390611 0.131966929
GSE14814 UHRF1 LMNB2 0.436619977 0.393586254 1.547467893 0.715484814 3.346901056 1.109337466 0.267284628
GSE14814 UHRF1 NDC80 0.786577206 0.303464129 2.195867547 1.21142632 3.980295129 2.591994015 0.009542143
GSE14814 UHRF1 TGFBI 0.406879282 0.201745346 1.502122761 1.011531652 2.230649714 2.01679637 0.043716768
GSE14814 UHRF1 CENPA 0.159260327 0.593705558 1.172643178 0.366271219 3.75429996 0.268247998 0.788508431
GSE14814 UHRF1 BLM 0.557141043 0.453366252 1.745674551 0.717888882 4.24491828 1.228898358 0.219109917
GSE14814 UHRF1 RPL37 -0.333418792 0.501675394 0.716470079 0.26802246 1.915247605 -0.664610615 0.506299578
GSE14814 UHRF1 MCM10 0.51441346 0.36441832 1.672657133 0.818867229 3.416648984 1.411601535 0.15806732
GSE14814 UHRF1 CALU 0.398636711 0.412301578 1.489792295 0.664009028 3.342546546 0.966857106 0.333615472
GSE14814 UHRF1 FOXM1 0.01893875 0.173915928 1.019119226 0.724748773 1.433053819 0.108896009 0.913284972
GSE14814 UHRF1 CDC25A 1.149854563 0.495398737 3.157733626 1.195890242 8.337957202 2.321068821 0.02028313
GSE14814 UHRF1 PCCB -0.080598892 0.329060438 0.922563665 0.484060442 1.758300496 -0.24493644 0.806505646
GSE14814 UHRF1 OIP5 0.480887299 0.415062392 1.617508979 0.717042589 3.648786471 1.158590389 0.246623188
GSE14814 UHRF1 HJURP 1.006571041 0.478573574 2.736202583 1.070990662 6.990541415 2.103273344 0.035441882
GSE14814 UHRF1 CHAF1B 0.793907908 0.554862261 2.212023943 0.745573065 6.562804036 1.430819796 0.152481868
GSE14814 UHRF1 LIMCH1 -0.140491738 0.226844849 0.868930844 0.557050448 1.355426271 -0.619329637 0.535699224
GSE14814 UHRF1 PAICS 0.147324061 1.044052767 1.158729401 0.149720993 8.967705818 0.141107869 0.887784728
GSE14814 UHRF1 EXO1 1.008083897 0.610033797 2.740345196 0.828979068 9.058723056 1.652504996 0.098431647
GSE14814 UHRF1 SKP1 -0.257247753 0.256098741 0.773176633 0.468044425 1.277233685 -1.004486598 0.315144128
GSE14814 UHRF1 TTK 0.546558122 0.350934139 1.727297627 0.868263403 3.436235 1.557437882 0.119366558
GSE14814 UHRF1 MCM6 0.176412486 0.264939955 1.192930024 0.709737366 2.005082599 0.665858368 0.505501633
GSE14814 UHRF1 CHEK1 0.443799332 0.527171631 1.55861769 0.55463886 4.379947523 0.8418498 0.399872033
GSE14814 UHRF1 CHAF1A -0.014111175 0.575465652 0.985987921 0.319179025 3.045852341 -0.024521316 0.980436781
GSE14814 UHRF1 AP2S1 -0.17986463 0.533284433 0.83538329 0.293733345 2.375846163 -0.337277105 0.735908017
GSE14814 UHRF1 RAD1 -0.138971075 0.513539687 0.8702532 0.31806791 2.381065834 -0.27061409 0.786687858
GSE14814 UHRF1 IRAK1 0.054619417 0.357230639 1.056138589 0.524379422 2.127140529 0.152896786 0.87847967
GSE14814 UHRF1 MIF -0.251269437 0.275213728 0.777812772 0.453536997 1.333943454 -0.912997468 0.361243873
GSE14814 UHRF1 PEPD -0.691065509 0.397033935 0.50104192 0.230100819 1.091013088 -1.740570387 0.081758912
GSE14814 UHRF1 TFDP1 0.617391185 0.574648965 1.854084762 0.601156433 5.718362333 1.074379704 0.282652535
GSE14814 UHRF1 DNMT1 -0.176811295 0.384519704 0.837937893 0.394373809 1.780391844 -0.459823756 0.64564273
GSE14814 UHRF1 ESPL1 1.163787154 0.441892351 3.202036949 1.346749701 7.613174606 2.633644032 0.0084474
GSE14814 UHRF1 P4HB -0.748347088 0.474310732 0.473147979 0.186751011 1.198756614 -1.577757021 0.114621441
GSE14814 UHRF1 CDK2AP1 0.209301808 0.296761086 1.232817017 0.689120431 2.205474876 0.705287244 0.480631497
GSE14814 FOXM1 TOP2A 0.229340077 0.203284506 1.257769704 0.844432704 1.873428898 1.12817293 0.259246894
GSE14814 FOXM1 UBE2C 0.068848794 0.18034717 1.071274214 0.752296189 1.525500805 0.381756998 0.702641618
GSE14814 FOXM1 STOM -1.971712327 1.587194736 0.139218265 0.006204026 3.124056104 -1.242262391 0.214139767
GSE14814 FOXM1 SON 0.226180761 0.730132327 1.253802283 0.299736266 5.244677877 0.309780505 0.756727878
GSE14814 FOXM1 NUSAP1 0.239565436 0.258923724 1.270696831 0.764972237 2.110756911 0.925235556 0.354843392
GSE14814 FOXM1 CDC20 0.111136661 0.201937761 1.117547621 0.752274437 1.660182274 0.550351059 0.582078609
GSE14814 FOXM1 CCNB2 -0.020487313 0.280390626 0.979721126 0.565501211 1.697350008 -0.073067041 0.941752769
GSE14814 FOXM1 NCAPG 1.153138168 0.450404779 3.168119416 1.310437463 7.65925954 2.560226315 0.010460402
GSE14814 FOXM1 CEP55 0.137864707 0.241117934 1.147820248 0.715540012 1.841254577 0.571772928 0.56747582
GSE14814 FOXM1 HMMR 0.643268857 0.562386223 1.902690348 0.631922901 5.728911799 1.143820441 0.252698111
GSE14814 FOXM1 GINS2 0.054492302 0.374159844 1.056004347 0.507201196 2.198624903 0.145639097 0.884206302
GSE14814 FOXM1 ASPM 0.550482282 0.29332435 1.734089136 0.975872945 3.081410489 1.876701617 0.060559001
GSE14814 FOXM1 CDKN3 0.39669109 0.242531967 1.486896541 0.924351534 2.391797107 1.635623929 0.101918319
GSE14814 FOXM1 KIF20A 0.006795065 0.298417551 1.006818203 0.560967342 1.807026574 0.022770325 0.981833479
GSE14814 FOXM1 TK1 0.109989167 0.301294008 1.116265977 0.618451665 2.014789194 0.365055937 0.715069651
GSE14814 FOXM1 AURKB 0.14855203 0.316230833 1.160153159 0.624222119 2.156212207 0.469758211 0.638527774
GSE14814 FOXM1 HMGN2 -0.096939435 0.426024756 0.907610974 0.393791927 2.091860251 -0.227544137 0.820000653
GSE14814 FOXM1 RNASE4 0.061544077 0.258209702 1.063477371 0.641120636 1.764073801 0.238349205 0.811610261
GSE14814 FOXM1 MELK 0.452649522 0.297276235 1.572472973 0.878094384 2.815951559 1.522656266 0.127844725
GSE14814 FOXM1 SERPING1 -0.056004212 0.220011329 0.945535153 0.614332791 1.455297096 -0.254551492 0.799069529
GSE14814 FOXM1 PRC1 0.026485564 0.187346972 1.026839424 0.711266743 1.482424438 0.141371723 0.887576292
GSE14814 FOXM1 MXD3 0.39212058 0.797262326 1.480116173 0.310216492 7.061983947 0.491833826 0.622836822
GSE14814 FOXM1 ASF1B 0.170881194 0.408641732 1.186349795 0.532569495 2.642708323 0.41816873 0.675823757
GSE14814 FOXM1 PYCR1 0.226916499 0.39840798 1.254725093 0.574676047 2.73951745 0.569558118 0.568977442
GSE14814 FOXM1 NEK2 0.687295459 0.53153215 1.988330733 0.701532247 5.635463117 1.293045884 0.19599519
GSE14814 FOXM1 KIF11 0.911856154 0.40551845 2.488938102 1.124180806 5.510512938 2.24861817 0.024536799
GSE14814 FOXM1 DLGAP5 0.514204909 0.258055604 1.672308335 1.00846081 2.773152054 1.992612834 0.046303859
GSE14814 FOXM1 CHPF 0.068040916 0.453199333 1.070409105 0.440337653 2.602038787 0.150134634 0.880658395
GSE14814 FOXM1 PBK 0.575585735 0.284738782 1.778171759 1.01766214 3.107018214 2.021451838 0.043233013
GSE14814 FOXM1 CD4 1.750928315 1.317309134 5.759947241 0.435635174 76.15774442 1.329170405 0.183791756
GSE14814 FOXM1 PTK7 0.010627272 0.311848602 1.010683942 0.548490809 1.862350315 0.034078306 0.972814707
GSE14814 FOXM1 TP53I3 0.317034671 0.275784817 1.373050177 0.79971998 2.357408635 1.149572608 0.250319945
GSE14814 FOXM1 MMP14 0.954953165 0.456986288 2.598548878 1.061068586 6.363826392 2.089675754 0.036646936
GSE14814 FOXM1 ABCB6 0.085236801 0.487376038 1.088974906 0.418950426 2.830564842 0.17488919 0.861166704
GSE14814 FOXM1 TTLL12 -0.539589769 0.538026455 0.582987363 0.203090773 1.673509142 -1.002905646 0.315906388
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GSE14814 FOXM1 IPO13 0.545581677 0.752068784 1.725611839 0.395167302 7.535381104 0.725441194 0.468181409
GSE14814 FOXM1 MCM2 -0.082753724 0.233600063 0.920577836 0.582397874 1.455128169 -0.35425386 0.723148643
GSE14814 FOXM1 ASPHD1 0.177927466 0.576502622 1.194738658 0.385969506 3.698220812 0.308632535 0.757601069
GSE14814 FOXM1 CDCA3 0.103831688 0.283174177 1.109413711 0.636876512 1.932554834 0.36667075 0.713864627
GSE14814 FOXM1 SMPD1 -0.167194225 0.866464823 0.846035274 0.154828988 4.623008213 -0.192961354 0.846989235
GSE14814 FOXM1 RACGAP1 0.154702902 0.251663786 1.167311104 0.712803812 1.911627282 0.614720555 0.538739283
GSE14814 FOXM1 TPX2 0.162080969 0.227497263 1.175955453 0.752913092 1.836694358 0.71245239 0.476184684
GSE14814 FOXM1 SAC3D1 -0.272839316 0.285428593 0.761215093 0.435060978 1.331878627 -0.955893426 0.339126081
GSE14814 FOXM1 RHBDD3 1.091941734 0.735649711 2.980054933 0.704754894 12.60115749 1.484322929 0.13772327
GSE14814 FOXM1 FANCI 0.591213177 0.390812167 1.8061783 0.839654656 3.885264053 1.512780887 0.130335325
GSE14814 FOXM1 MYO19 0.439850619 0.671692854 1.552475291 0.416177602 5.791228359 0.654838914 0.512571473
GSE14814 FOXM1 TSTA3 0.364227685 0.337216677 1.439401907 0.743263349 2.787542062 1.080099858 0.280097715
GSE14814 FOXM1 MKL1 0.283646095 0.828520546 1.327962875 0.261786934 6.73633849 0.342352518 0.732085617
GSE14814 FOXM1 CENPE 1.157383675 0.559967639 3.181598283 1.061695618 9.534340603 2.066876001 0.03874584
GSE14814 FOXM1 CENPF 2.635938625 1.869278199 13.95640615 0.357800639 544.3849214 1.410137146 0.158499191
GSE14814 FOXM1 CHD1L 0.161364805 0.699801532 1.175113578 0.298131387 4.631823354 0.230586527 0.817636036
GSE14814 FOXM1 PARP8 -0.279488918 0.526325481 0.756170108 0.269532068 2.12142932 -0.531019166 0.595405498
GSE14814 FOXM1 RPS6KA4 0.357563629 0.809906145 1.429841542 0.292344246 6.993285701 0.441487734 0.658859939
GSE14814 FOXM1 CHD3 0.886210085 0.584667085 2.425918184 0.77127033 7.630371358 1.515751626 0.129582168
GSE14814 FOXM1 CCNB1 -0.087601228 0.218700589 0.916126129 0.59675627 1.406415191 -0.400553235 0.688749082
GSE14814 FOXM1 RAD54L 0.544015519 0.573404436 1.722911373 0.559989904 5.300851995 0.948746617 0.342749498
GSE14814 FOXM1 NKIRAS2 0.380689826 0.644924348 1.46329366 0.413400398 5.179550736 0.590286019 0.554998911
GSE14814 FOXM1 MKI67 0.757597735 0.526693331 2.133145679 0.759798338 5.988839746 1.438403887 0.15031949
GSE14814 FOXM1 RECQL4 1.281414191 0.493580811 3.601729659 1.368908324 9.476497665 2.596158851 0.009427247
GSE14814 FOXM1 AP2M1 -0.29802294 0.364377468 0.742284312 0.363422339 1.516103831 -0.81789618 0.413416472
GSE14814 FOXM1 FOXM1 0.01893875 0.173915928 1.019119226 0.724748773 1.433053819 0.108896009 0.913284972
GSE26939 FOXA2 GFPT2 -0.088913762 0.14092683 0.914924472 0.694109692 1.205986314 -0.630921461 0.528091879
GSE26939 FOXA2 IL1R2 0.061229992 0.100811866 1.0631434 0.872530529 1.295397526 0.607368894 0.543606127
GSE26939 FOXA2 TUBB3 0.380957092 0.19712817 1.463684801 0.99460757 2.153988428 1.932535019 0.053293504
GSE26939 FOXA2 MLLT11 0.023469942 0.084939616 1.023747528 0.866746574 1.209187359 0.276313253 0.782307478
GSE26939 FOXA2 IGF1 -0.194352808 0.089530191 0.823367362 0.690852623 0.981300195 -2.170807466 0.029945729
GSE26939 FOXA2 FST -0.082186661 0.105371062 0.921100009 0.74922934 1.132397227 -0.779973736 0.435406335
GSE26939 FOXA2 THBS2 -0.041205068 0.122013173 0.95963232 0.755521913 1.218884818 -0.337709995 0.735581742
GSE26939 FOXA2 SCRG1 -0.002537041 0.14171764 0.997466175 0.755558165 1.316826178 -0.017902081 0.985716969
GSE26939 FOXA2 CRISPLD2 -0.130971299 0.141847439 0.877242952 0.664322755 1.158405596 -0.923325087 0.355837818
GSE26939 FOXA2 ALDH1A3 -0.084219433 0.126784975 0.919229524 0.716975636 1.178537841 -0.664269825 0.50651763
GSE26939 FOXA2 RSPO3 -0.107064493 0.109617213 0.898467726 0.724763211 1.113804127 -0.976712415 0.328711547
GSE26939 FOXA2 PI15 0.4033865 0.363988994 1.496885326 0.733433153 3.055037355 1.108238178 0.267758967
GSE26939 FOXA2 STEAP1 0.019482184 0.098997648 1.0196732 0.839835163 1.238020842 0.196794411 0.843988425
GSE26939 FOXA2 SLC39A14 0.370452467 0.219120652 1.448389815 0.942691573 2.225365237 1.690632367 0.090907039
GSE26939 FOXA2 SLAMF1 -0.197515309 0.093930299 0.820767575 0.682757651 0.986674278 -2.102785909 0.035484488
GSE26939 FOXA2 F13A1 -0.069944222 0.097738733 0.932445828 0.76988924 1.129325074 -0.715624398 0.474223304
GSE26939 FOXA2 C1QTNF1 -0.554265144 0.346306277 0.574494277 0.291413233 1.132562413 -1.600505622 0.109486461
GSE26939 FOXA2 IL13RA2 -0.171961837 0.096632817 0.842011307 0.696729053 1.017587881 -1.779538697 0.075151487
GSE26939 FOXA2 FHL2 0.291145941 0.135204225 1.337959833 1.026495456 1.743930289 2.153379023 0.031288903
GSE26939 FOXA2 IL24 -0.061378667 0.350318623 0.940467048 0.473316704 1.868681714 -0.175208119 0.860916105
GSE26939 FOXA2 FOLR2 -0.21957427 0.12450359 0.802860527 0.629017109 1.024749593 -1.763597897 0.077799702
GSE26939 FOXA2 ANK2 -0.176949079 0.346479939 0.837822446 0.424842281 1.652251863 -0.510705121 0.609557554
GSE26939 FOXA2 ITK -0.395615276 0.431955428 0.673265668 0.288738929 1.569884119 -0.915870596 0.359734771
GSE26939 FOXA2 PAPPA 0.212227214 0.292253092 1.236428787 0.697272962 2.192478739 0.726176111 0.467730815
GSE26939 FOXA2 GREM1 -0.030099428 0.08135979 0.970349049 0.827321681 1.138102988 -0.369954592 0.711416324
GSE26939 FOXA2 SLC2A5 0.532464546 0.636264758 1.703124569 0.489392005 5.927014066 0.836860032 0.402671249
GSE26939 FOXA2 SERPINF1 0.015195871 0.154331953 1.015311915 0.750294713 1.373937824 0.098462245 0.92156525
GSE26939 FOXA2 CLIC5 -0.191300939 0.107215445 0.82588401 0.669355915 1.019016015 -1.784266626 0.074380351
GSE26939 FOXA2 TWIST1 -0.044083151 0.170695272 0.956874389 0.684792274 1.337060347 -0.258256428 0.796209011
GSE26939 FOXA2 AGER -0.078590277 0.129261428 0.924418603 0.717531794 1.190957335 -0.607994806 0.543190919
GSE26939 FOXA2 CYP4B1 -0.090568831 0.055448456 0.913411461 0.819348466 1.018273092 -1.633387792 0.102387463
GSE26939 FOXA2 SULF2 -0.007707779 0.168737282 0.992321849 0.712890978 1.381280845 -0.045679172 0.963565965
GSE26939 FOXA2 TIMP1 -0.088837528 0.14680553 0.914994223 0.68621034 1.220055104 -0.605137473 0.545087658
GSE26939 FOXA2 PRRX1 -0.038761744 0.383893631 0.961979879 0.45330983 2.041441032 -0.100970012 0.919574266
GSE26939 FOXA2 BDNF -0.157959351 0.108114329 0.853884491 0.690831357 1.055422161 -1.461039925 0.144004485
GSE26939 FOXA2 FKBP11 -0.127098878 0.134350566 0.880646592 0.676771793 1.145937859 -0.946024136 0.344136276
GSE26939 FOXA2 HAS3 -0.10032818 0.227902409 0.904540517 0.578678228 1.413900692 -0.440224307 0.659774657
GSE26939 FOXA2 GGT1 -0.068580437 0.179971921 0.933718351 0.656180799 1.328642901 -0.381061873 0.703157338
GSE26939 FOXA2 AGT -0.071345192 0.11067724 0.931140414 0.749560236 1.156708199 -0.644623886 0.519170952
GSE26939 FOXA2 LGALS4 -0.011858169 0.081578465 0.988211862 0.842190517 1.159550795 -0.14535906 0.884427387
GSE26939 FOXA2 SH3PXD2B 0.480668667 0.222058098 1.61715538 1.046491136 2.49900972 2.164607695 0.030417741
GSE26939 FOXA2 PEBP4 -0.125573996 0.071130534 0.881990498 0.767215708 1.013935496 -1.765402114 0.077496208
GSE26939 FOXA2 CRTAC1 -0.036269849 0.088289346 0.964380022 0.81114067 1.146569098 -0.410806627 0.681214333
GSE26939 FOXA2 NAV2 0.113013999 0.241895521 1.119647607 0.696914523 1.798801318 0.4672017 0.640355577
GSE26939 FOXA2 TMC5 0.059009984 0.083757227 1.060785831 0.900188435 1.250034477 0.704536021 0.481099026
GSE26939 FOXA2 EXPH5 0.144810667 0.121906343 1.155820714 0.910172284 1.467767748 1.187884599 0.234878878
GSE26939 FOXA2 IL2RA -0.126969825 0.084102418 0.880760249 0.746912276 1.03859401 -1.50970481 0.131118763
GSE26939 FOXA2 FNDC4 0.144777583 0.152142185 1.155782476 0.85777314 1.557326837 0.951593951 0.34130295
GSE26939 FOXA2 NRGN -0.134152437 0.201111468 0.874456755 0.589592492 1.296954465 -0.667055134 0.504736917
GSE26939 FOXA2 PIGR -0.160117662 0.071025341 0.85204353 0.74131861 0.979306558 -2.254373713 0.024172668
GSE26939 FOXA2 SLC44A3 0.07075606 0.164317958 1.073319368 0.77778805 1.481141894 0.430604546 0.666755935
GSE26939 FOXA2 FOXA1 -0.025449206 0.089969598 0.974871896 0.817269497 1.16286637 -0.282864505 0.777280705
GSE26939 FOXA2 SYT15 -0.243094423 0.185528229 0.784197464 0.545134312 1.128099349 -1.310282668 0.190100229
GSE26939 FOXA2 NKX2.1 -0.312152749 0.098316024 0.731869727 0.603596944 0.887402269 -3.174993623 0.001498398
GSE26939 FOXA2 ENTPD1 -0.223308294 0.113643296 0.799868217 0.640154926 0.999428637 -1.964993113 0.049415035
GSE26939 FOXA2 FGFR3 0.059025297 0.157035159 1.060802075 0.779768686 1.443121611 0.37587313 0.707011217
GSE26939 FOXA2 ACOXL -0.313223108 0.169658986 0.731086783 0.524269921 1.01948989 -1.846192265 0.064864294
GSE26939 FOXA2 PCSK1 -0.012140772 0.059490362 0.98793263 0.879202758 1.110108986 -0.204079639 0.838291265
GSE26939 FOXA2 ATP2C2 0.213476149 0.111435751 1.237973971 0.995078242 1.540159847 1.915688163 0.0554048
GSE26939 FOXA2 TCF7L2 0.968611616 0.280212228 2.634284521 1.521057384 4.562257157 3.45670716 0.000546819
GSE26939 FOXA2 EDN3 0.06257043 0.184098802 1.064569434 0.742110895 1.527141141 0.339874182 0.73395128
GSE26939 FOXA2 N4BP1 0.049567864 0.319550098 1.050816903 0.561727277 1.965751367 0.155117662 0.876728558
GSE26939 FOXA2 EPB41L5 0.307770183 0.367440103 1.360388312 0.662059938 2.795300324 0.837606402 0.402251796
GSE26939 FOXA2 VSIG2 -0.145189033 0.139131451 0.864858791 0.65844014 1.135988959 -1.043538549 0.296698937
GSE26939 FOXA2 JPH1 -0.599681615 0.298974847 0.548986397 0.305543981 0.986391757 -2.005792869 0.044878352
GSE26939 FOXA2 PLEKHH1 0.667243376 0.426335393 1.948857642 0.845050712 4.494459394 1.565066816 0.117567243
GSE26939 FOXA2 MARVELD2 0.211473268 0.162488769 1.235496937 0.898526691 1.698839553 1.301463905 0.193099712
GSE26939 FOXA2 ALDH3B1 0.17232255 0.149062477 1.188060981 0.887067203 1.591185978 1.156042447 0.247663795
GSE26939 FOXA2 IRX2 -0.036900612 0.06968987 0.963771918 0.840725351 1.104827289 -0.529497501 0.596460377
GSE26939 FOXA2 PRDM16 -0.065465787 0.087759391 0.936631091 0.788619735 1.112421819 -0.745969026 0.455686126
GSE26939 FOXA2 CDS1 0.251118011 0.186088733 1.285461774 0.892606715 1.851220636 1.349453063 0.177191487
GSE26939 FOXA2 USP54 -0.48193419 0.41531655 0.617587704 0.273640612 1.393852213 -1.160402083 0.245885139
GSE26939 FOXA2 SLC9A9 -0.333727375 0.146020443 0.716249023 0.5379863 0.953579418 -2.285483932 0.022284468
GSE26939 FOXA2 SAP30 -0.182963035 0.199674078 0.832798939 0.563089306 1.231694627 -0.9163084 0.359505163
GSE26939 FOXA2 CLIC3 0.076672377 0.126101322 1.079688287 0.843258544 1.382407337 0.608021989 0.54317289
GSE26939 FOXA2 FGF7 -0.163980277 0.115149817 0.848758762 0.677280495 1.063653007 -1.424060251 0.154429032
GSE26939 FOXA2 IGSF3 0.685312463 0.328201603 1.984391789 1.04294573 3.775662203 2.088083839 0.036790273
GSE26939 FOXA2 TUFT1 0.046721865 0.247758532 1.04783053 0.644760767 1.702877837 0.188578227 0.850423399
GSE26939 FOXA2 F11 -0.11749914 0.099272742 0.889141276 0.73193019 1.08011969 -1.183599222 0.236571749
GSE26939 FOXA2 NEDD4L 0.308739596 0.143676735 1.36170773 1.02750997 1.804603358 2.148848916 0.031646378
GSE26939 FOXA2 SPINT1 0.446116636 0.193060012 1.562233669 1.070072031 2.280756776 2.310766641 0.020845748
GSE26939 FOXA2 KLK10 0.032749466 0.066565401 1.033291632 0.906906135 1.177290079 0.491989306 0.622726903
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GSE26939 FOXA2 CXADR 0.147975915 0.147414964 1.15948497 0.868530909 1.54790737 1.003805255 0.315472491
GSE26939 FOXA2 ARRB1 -0.152366516 0.177414307 0.858673505 0.606474759 1.215747526 -0.858817526 0.390441197
GSE26939 FOXA2 PLEKHA1 0.379490834 0.228546055 1.461540234 0.933839027 2.287439047 1.660456723 0.096822607
GSE26939 FOXA2 MAT2A -0.110788671 0.184925228 0.895127895 0.622983367 1.286156246 -0.599099821 0.549106321
GSE26939 FOXA2 LGI2 -0.241213811 0.133569489 0.785673623 0.604710651 1.020790756 -1.805905017 0.070933177
GSE26939 FOXA2 TMEM97 -0.072224898 0.172563716 0.930321645 0.663355942 1.304726932 -0.418540463 0.675552009
GSE26939 FOXA2 PLCH1 -0.090996151 0.13068497 0.913021225 0.706710633 1.179560231 -0.696301579 0.486239985
GSE26939 FOXA2 GCNT2 0.236497918 0.146351502 1.266804918 0.950900589 1.6876577 1.615958256 0.106103339
GSE26939 FOXA2 SELENBP1 -0.059786631 0.089208915 0.941965499 0.790861129 1.121940336 -0.670186726 0.502738765
GSE26939 FOXA2 RAB17 -0.008253125 0.084219632 0.991780838 0.840868013 1.169778391 -0.097995264 0.921936054
GSE26939 FOXA2 CMTM8 -0.066711608 0.210765735 0.935464943 0.618904155 1.413942131 -0.31652018 0.75160771
GSE26939 FOXA2 BEX2 -0.21215936 0.107080453 0.808835791 0.655712275 0.997717082 -1.981308012 0.047556742
GSE26939 FOXA2 DENND1A 0.269248954 0.202052988 1.308980976 0.880938357 1.945006915 1.332566059 0.18267425
GSE26939 FOXA2 TMEM125 -0.040613314 0.084572585 0.960200354 0.813529952 1.133313799 -0.480218428 0.631072085
GSE26939 FOXA2 SPOCK2 -0.170895718 0.126412022 0.84290947 0.657928689 1.079898757 -1.3518945 0.176409067
GSE26939 FOXA2 ILDR1 -0.271609657 0.203979108 0.762151703 0.51099199 1.136759929 -1.331556255 0.183006048
GSE26939 FOXA2 CD28 -0.239339357 0.124121178 0.787147713 0.617168994 1.003941429 -1.928271716 0.053821338
GSE26939 FOXA2 NARS2 -0.139794768 0.229133473 0.869536673 0.554943971 1.362469124 -0.610101906 0.541794304
GSE26939 FOXA2 CCNY 0.479931027 0.349442929 1.61596294 0.814676213 3.205366968 1.373417479 0.169622599
GSE26939 FOXA2 C1orf198 0.029296001 0.270997561 1.029729351 0.605409943 1.751445524 0.108104299 0.913912958
GSE26939 FOXA2 EIF4G3 -0.087488002 0.327164585 0.916229864 0.482526805 1.739752394 -0.267412815 0.789151334
GSE26939 FOXA2 KIF5C 0.0306494 0.148773494 1.031123929 0.770326144 1.380216113 0.20601385 0.836780092
GSE26939 FOXA2 TMEM30B 0.230590262 0.502436648 1.259343133 0.470402075 3.37146712 0.458943955 0.646274413
GSE26939 FOXA2 NR2E3 -0.14778321 0.153015816 0.862618102 0.639103607 1.164302597 -0.965803493 0.33414252
GSE26939 FOXA2 ADCY9 0.18024346 0.209821434 1.197508873 0.793740264 1.806670979 0.859032636 0.39032251
GSE26939 FOXA2 TMEM116 -0.326609792 0.211819799 0.721365171 0.476270662 1.092588209 -1.541922869 0.123092338
GSE26939 FOXA2 IMPA2 -0.050225141 0.146070897 0.951015288 0.714252428 1.266261117 -0.34384085 0.730965977
GSE26939 FOXA2 TCEA3 -0.117942224 0.109878194 0.8887474 0.716555535 1.102317827 -1.073390632 0.283095886
GSE26939 FOXA2 MALL 0.06551314 0.135091045 1.067706767 0.819336474 1.391367009 0.484955458 0.627707942
GSE26939 FOXA2 SUSD2 -0.554313011 0.316295816 0.574466778 0.309053333 1.067815953 -1.752514523 0.079685375
GSE26939 FOXA2 C5orf38 -0.024071901 0.223976651 0.976215517 0.629356085 1.514240917 -0.107475045 0.914412122
GSE26939 FOXA2 IL10 -0.381807018 0.261022099 0.682626775 0.409261513 1.13858572 -1.462738286 0.143539006
GSE26939 FOXA2 FOXO4 0.194273108 0.740675207 1.214427908 0.284385769 5.186037079 0.262291901 0.793096406
GSE26939 FOXA2 SPINT2 0.178019213 0.164344591 1.194848278 0.865809592 1.648933461 1.083207015 0.278716547
GSE26939 FOXA2 QDPR 0.34691116 0.237998911 1.414691038 0.887312423 2.255519793 1.457616585 0.144946256
GSE26939 FOXA2 C10orf76 0.290504212 0.421783544 1.3371015 0.584980747 3.056238058 0.688751887 0.490979418
GSE26939 FOXA2 CNKSR1 0.230386358 0.503926433 1.259086374 0.468934912 3.380636543 0.457182523 0.647539859
GSE26939 FOXA2 GLTP -0.113560659 0.278967957 0.892650048 0.516681935 1.542194634 -0.407074203 0.68395349
GSE26939 FOXA2 FOXA2 -0.133249185 0.158134763 0.875246967 0.641986743 1.193260237 -0.842630563 0.399435093
GSE26939 UHRF1 PLA2G2A 0.025080114 0.129604932 1.025397266 0.795375551 1.321941003 0.193512036 0.84655798
GSE26939 UHRF1 MMP7 -0.078485456 0.080904347 0.924515506 0.788947846 1.083378229 -0.97010185 0.331995727
GSE26939 UHRF1 COL1A1 0.073564939 0.111675022 1.076338431 0.864750648 1.339697658 0.658741211 0.510061964
GSE26939 UHRF1 THY1 -0.10371527 0.182007369 0.90148194 0.631003949 1.287899528 -0.569841046 0.568785513
GSE26939 UHRF1 TUBB3 0.380957092 0.19712817 1.463684801 0.99460757 2.153988428 1.932535019 0.053293504
GSE26939 UHRF1 CTHRC1 0.019405225 0.125376079 1.01959473 0.797456991 1.303610633 0.154776133 0.876997808
GSE26939 UHRF1 COL15A1 0.089882191 0.135210703 1.094045388 0.839351326 1.42602421 0.664756483 0.506206261
GSE26939 UHRF1 TDO2 -0.040448696 0.107295417 0.960358434 0.778221689 1.18512287 -0.376984375 0.706185217
GSE26939 UHRF1 CXCL14 -0.088426375 0.054426574 0.915370503 0.822751968 1.018415258 -1.624691177 0.104228378
GSE26939 UHRF1 CCL13 -0.027730861 0.074762041 0.97265011 0.840076963 1.126144721 -0.370921662 0.71069588
GSE26939 UHRF1 GCNT3 0.072495711 0.069386433 1.075188195 0.938474871 1.231817376 1.044811038 0.296110312
GSE26939 UHRF1 TMEM158 -0.111329604 0.199762334 0.894643822 0.604800526 1.323390992 -0.55731029 0.577315447
GSE26939 UHRF1 SCG5 0.038637757 0.097954949 1.039393902 0.857829072 1.259388051 0.394444152 0.693253152
GSE26939 UHRF1 COL3A1 -0.007494533 0.124953473 0.992533481 0.776934803 1.267960588 -0.059978592 0.952172685
GSE26939 UHRF1 CDH3 0.222900899 0.090996904 1.249696722 1.045557509 1.493692965 2.449543774 0.014303732
GSE26939 UHRF1 COL14A1 -0.277314979 0.249895482 0.757815763 0.464357233 1.236730453 -1.10972386 0.267118038
GSE26939 UHRF1 PI15 0.4033865 0.363988994 1.496885326 0.733433153 3.055037355 1.108238178 0.267758967
GSE26939 UHRF1 STEAP1 0.019482184 0.098997648 1.0196732 0.839835163 1.238020842 0.196794411 0.843988425
GSE26939 UHRF1 CD209 -1.419573463 0.61564708 0.241817139 0.072351466 0.808214845 -2.305823431 0.0211205
GSE26939 UHRF1 COL1A2 -0.072017715 0.111367239 0.930514412 0.74804399 1.157494856 -0.646668763 0.517846344
GSE26939 UHRF1 TOP2A 0.059374202 0.139511458 1.061172259 0.807297337 1.394884527 0.425586562 0.670409134
GSE26939 UHRF1 CD248 -0.085275352 0.156386257 0.918259405 0.6758482 1.247617934 -0.545286736 0.585556325
GSE26939 UHRF1 COL17A1 0.060446754 0.06060192 1.062311032 0.943337815 1.196289083 0.997439592 0.318551182
GSE26939 UHRF1 SERPINE2 -0.033511482 0.132485967 0.967043807 0.745888461 1.25377154 -0.252943638 0.800311767
GSE26939 UHRF1 UBE2C 0.140915623 0.141934288 1.151327498 0.871734416 1.520595014 0.992822979 0.320796229
GSE26939 UHRF1 COL5A1 0.132899968 0.132363976 1.142135743 0.881148897 1.480424092 1.004049379 0.315354813
GSE26939 UHRF1 AGER -0.078590277 0.129261428 0.924418603 0.717531794 1.190957335 -0.607994806 0.543190919
GSE26939 UHRF1 UCHL1 -0.027854151 0.057435928 0.972530199 0.868987532 1.088410308 -0.484960414 0.627704426
GSE26939 UHRF1 TIMP1 -0.088837528 0.14680553 0.914994223 0.68621034 1.220055104 -0.605137473 0.545087658
GSE26939 UHRF1 CD163L1 -0.084229262 0.156649077 0.91922049 0.676207153 1.249567245 -0.537693955 0.590788354
GSE26939 UHRF1 MXRA5 -0.048303488 0.120786273 0.952844567 0.751983999 1.207356499 -0.39990875 0.689223727
GSE26939 UHRF1 NUSAP1 0.039254751 0.175353496 1.0400354 0.737542338 1.46659192 0.223860672 0.822865718
GSE26939 UHRF1 CDC20 0.251202839 0.166063952 1.285570822 0.928414928 1.780122539 1.51268735 0.130359094
GSE26939 UHRF1 MME -0.101153162 0.139449025 0.903794595 0.687654856 1.18787014 -0.725377331 0.468220576
GSE26939 UHRF1 CFB 0.118459743 0.122636369 1.125761553 0.885234122 1.43164282 0.965943001 0.334072704
GSE26939 UHRF1 LMO7 0.183738059 0.146584886 1.201701007 0.901619184 1.601657702 1.253458416 0.210038924
GSE26939 UHRF1 KDELR3 0.245788278 0.14646556 1.27862883 0.959561428 1.703790542 1.678130191 0.093321686
GSE26939 UHRF1 DCLK1 0.026020429 0.156057123 1.026361916 0.755900208 1.393595043 0.16673657 0.867577329
GSE26939 UHRF1 CCNB2 -0.037288149 0.131356679 0.963398493 0.744723322 1.24628386 -0.283869453 0.776510427
GSE26939 UHRF1 TYMS 0.057761308 0.136289978 1.059462081 0.811101451 1.383871154 0.423811856 0.671703031
GSE26939 UHRF1 COL6A3 -0.1128454 0.142613522 0.893288752 0.675459035 1.181366676 -0.79126718 0.428788096
GSE26939 UHRF1 PCOLCE 0.045067857 0.189333286 1.046098843 0.721791787 1.516119757 0.238034518 0.811854322
GSE26939 UHRF1 NCAPG 0.117881434 0.128459408 1.125110704 0.874682444 1.447238486 0.917655123 0.358799449
GSE26939 UHRF1 CENPM 0.031192395 0.146925694 1.031683976 0.773540946 1.375973478 0.212300476 0.831872624
GSE26939 UHRF1 FMO1 -0.259996988 0.244651835 0.771053908 0.477349776 1.24546854 -1.062722414 0.287907853
GSE26939 UHRF1 CEP55 0.110709097 0.12760715 1.1170699 0.869883207 1.434497358 0.867577535 0.385625649
GSE26939 UHRF1 MTHFD1L 0.203558202 0.238574175 1.225756497 0.767943905 1.956495752 0.85322815 0.393532796
GSE26939 UHRF1 PTGFRN 0.319938937 0.224845162 1.377043675 0.886255954 2.139618103 1.422930044 0.154756436
GSE26939 UHRF1 RPL29 -0.208477947 0.295197509 0.811818937 0.455183596 1.447877279 -0.706232069 0.480043831
GSE26939 UHRF1 GAL3ST4 0.867432973 0.68260642 2.380791446 0.62472044 9.073127034 1.270765916 0.203811938
GSE26939 UHRF1 CDCA5 0.070680761 0.12772032 1.073238552 0.83556556 1.378516593 0.553402633 0.579987736
GSE26939 UHRF1 LAMA3 0.030824563 0.173047701 1.031304559 0.734663506 1.447722779 0.178127548 0.858622808
GSE26939 UHRF1 HMMR 0.257265642 0.188206012 1.29338866 0.894391784 1.870381924 1.366936366 0.171645252
GSE26939 UHRF1 ENTPD1 -0.223308294 0.113643296 0.799868217 0.640154926 0.999428637 -1.964993113 0.049415035
GSE26939 UHRF1 ECM1 -0.087214323 0.112963551 0.916480652 0.734460683 1.143610277 -0.772057203 0.440080548
GSE26939 UHRF1 CDKN3 0.011983505 0.116792708 1.012055595 0.804989539 1.272384891 0.102604908 0.918276547
GSE26939 UHRF1 E2F2 0.073116326 0.189747589 1.075855679 0.741721002 1.560513238 0.385334676 0.699989474
GSE26939 UHRF1 KIF20A 0.197385931 0.16688621 1.218214097 0.878354481 1.689574788 1.182757586 0.236905234
GSE26939 UHRF1 PDLIM7 0.523004478 0.205737511 1.687088864 1.12723346 2.525003857 2.542095869 0.011018995
GSE26939 UHRF1 TK1 0.204653055 0.143760832 1.227099255 0.925785235 1.626481527 1.423566153 0.154572099
GSE26939 UHRF1 AURKB 0.248482691 0.190593998 1.282078631 0.882431 1.862724243 1.303727789 0.192326411
GSE26939 UHRF1 SERPINH1 0.296342711 0.245119954 1.344931001 0.831866282 2.174435287 1.208970168 0.226674307
GSE26939 UHRF1 ANLN 0.224390278 0.1348483 1.251559381 0.960878284 1.630176172 1.664020073 0.096108418
GSE26939 UHRF1 MELK 0.059177032 0.12812282 1.060963049 0.825357148 1.363824853 0.461877379 0.644169257
GSE26939 UHRF1 PRC1 0.087520683 0.137741848 1.091464839 0.833227656 1.429735903 0.635396465 0.525169873
GSE26939 UHRF1 BUB1 0.122038817 0.122143414 1.129797956 0.889266889 1.435388451 0.999143654 0.317725107
GSE26939 UHRF1 PSAT1 -0.056164804 0.119247147 0.94538332 0.748349685 1.194294112 -0.470994948 0.637644342
GSE26939 UHRF1 WWC2 0.225401932 0.190911914 1.252826166 0.861759936 1.821358054 1.180659329 0.237738085
GSE26939 UHRF1 ADRB2 -0.190247574 0.119427458 0.826754425 0.654213786 1.044800483 -1.592996936 0.111160878
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GSE26939 UHRF1 NEBL 0.12914037 0.13358563 1.137849833 0.875742962 1.478404393 0.96672352 0.333682266
GSE26939 UHRF1 HBZ -0.137021143 0.247661328 0.871951791 0.536639664 1.41677922 -0.553260146 0.580085287
GSE26939 UHRF1 RCN3 -0.015640055 0.206944863 0.984481616 0.656229612 1.476928249 -0.075575951 0.93975647
GSE26939 UHRF1 KIFC1 0.236977964 0.140871747 1.267413189 0.961629933 1.67043073 1.682224923 0.092525233
GSE26939 UHRF1 ANXA3 0.135373901 0.107751439 1.144964807 0.926987648 1.414198359 1.256353531 0.208987821
GSE26939 UHRF1 CCNE2 0.068133683 0.134431142 1.070508408 0.822549585 1.393214796 0.50682961 0.612274378
GSE26939 UHRF1 APOBEC3F 0.015779706 0.157876114 1.015904863 0.745536048 1.384322988 0.099949924 0.920384081
GSE26939 UHRF1 RGS10 -0.018522016 0.157509706 0.981648462 0.720914044 1.336683217 -0.117592856 0.906390266
GSE26939 UHRF1 PC 0.25124003 0.201549022 1.285618635 0.866070648 1.908406984 1.246545519 0.212564189
GSE26939 UHRF1 MCM4 0.119436659 0.117039628 1.126861865 0.895872838 1.417408373 1.020480502 0.307500632
GSE26939 UHRF1 NEDD4L 0.308739596 0.143676735 1.36170773 1.02750997 1.804603358 2.148848916 0.031646378
GSE26939 UHRF1 RAD51AP1 0.144649954 0.133188718 1.155634974 0.890123434 1.500344943 1.086052605 0.277455719
GSE26939 UHRF1 LGI2 -0.241213811 0.133569489 0.785673623 0.604710651 1.020790756 -1.805905017 0.070933177
GSE26939 UHRF1 COQ2 0.309245866 0.241126501 1.362397296 0.849291003 2.185501066 1.282504678 0.199665665
GSE26939 UHRF1 CSF1R -0.201032231 0.156339909 0.81788607 0.602027098 1.11114205 -1.285866366 0.198489704
GSE26939 UHRF1 GMDS 0.135968731 0.161778977 1.14564607 0.83434171 1.573102367 0.840459831 0.400650615
GSE26939 UHRF1 UBE2T 0.01582125 0.127134462 1.015947069 0.791870258 1.30343126 0.124445018 0.900962931
GSE26939 UHRF1 ALDH18A1 0.075041839 0.26649096 1.07792925 0.639370715 1.817304796 0.281592439 0.778256039
GSE26939 UHRF1 APOBEC3B 0.105659664 0.101237812 1.111443548 0.91140966 1.355380368 1.043677869 0.296634452
GSE26939 UHRF1 SOCS6 0.557510181 0.264613704 1.746319064 1.039642446 2.933345292 2.106883254 0.035127701
GSE26939 UHRF1 ANG 0.000975062 0.157331711 1.000975537 0.735364175 1.362524936 0.006197489 0.995055151
GSE26939 UHRF1 MAD2L1 0.053980891 0.102073815 1.055464433 0.864088478 1.289225813 0.52884171 0.59691526
GSE26939 UHRF1 GALNT13 0.139169924 0.128447933 1.149319381 0.893522825 1.478345042 1.083473442 0.278598333
GSE26939 UHRF1 SESN3 0.115324883 0.16166227 1.122237974 0.817481225 1.540607947 0.713369194 0.475617331
GSE26939 UHRF1 KDELR2 0.16629163 0.257115106 1.180917442 0.713448718 1.954682893 0.64675947 0.517787627
GSE26939 UHRF1 KIF4A 0.315386111 0.189808671 1.370788485 0.944941699 1.988547096 1.661600124 0.096592979
GSE26939 UHRF1 CDT1 0.096853836 0.142573569 1.101699333 0.83311364 1.456873784 0.679325326 0.496931753
GSE26939 UHRF1 TPX2 0.088466742 0.123662938 1.092497918 0.857350755 1.392139325 0.715386065 0.474370521
GSE26939 UHRF1 TUBB 0.453758971 0.234268943 1.57421852 0.994614832 2.491581533 1.936914748 0.052755765
GSE26939 UHRF1 CCNA2 0.18001133 0.144917558 1.197230928 0.901205592 1.590493786 1.242163697 0.214176171
GSE26939 UHRF1 PRDX4 -0.046320597 0.166364722 0.954735828 0.689085819 1.322796778 -0.278428 0.780683828
GSE26939 UHRF1 KIF26B 0.621573998 0.502053219 1.861856294 0.695981478 4.980748724 1.238063961 0.215692345
GSE26939 UHRF1 RRM2 0.143681508 0.127275581 1.154516346 0.899627899 1.481621451 1.128900825 0.258939673
GSE26939 UHRF1 ZWINT 0.076134141 0.136702576 1.079107317 0.82547361 1.410672111 0.556932745 0.577573381
GSE26939 UHRF1 CDCA4 0.073096214 0.132203116 1.075834043 0.830259372 1.394044953 0.552908409 0.580326129
GSE26939 UHRF1 CENPK 0.133047735 0.143991589 1.142304525 0.86142215 1.514773712 0.923996578 0.355488098
GSE26939 UHRF1 FEN1 0.053026782 0.167332116 1.054457885 0.759619113 1.46373546 0.316895425 0.751322954
GSE26939 UHRF1 SAP18 0.515364651 0.45715123 1.674248907 0.683427094 4.101548546 1.127339527 0.259598956
GSE26939 UHRF1 LMNB2 0.105370219 0.26134737 1.111121892 0.665736579 1.854475026 0.403180712 0.686815288
GSE26939 UHRF1 NDC80 0.198481134 0.144064999 1.219549019 0.919540605 1.617437883 1.377719326 0.168289962
GSE26939 UHRF1 TGFBI 0.138059833 0.109226217 1.148044239 0.926798024 1.422106586 1.263980725 0.206236945
GSE26939 UHRF1 CENPA 0.003812402 0.115705472 1.003819679 0.800141929 1.259344012 0.032949196 0.973715101
GSE26939 UHRF1 BLM -0.010547706 0.156400134 0.989507726 0.728267876 1.344457955 -0.067440521 0.946231012
GSE26939 UHRF1 RPL37 -0.233040324 0.237051032 0.792121632 0.497752752 1.260579027 -0.983080825 0.325567661
GSE26939 UHRF1 MCM10 0.123757558 0.118947165 1.131741456 0.896394563 1.428878281 1.040441419 0.298134867
GSE26939 UHRF1 CALU 0.38228697 0.276962349 1.465632618 0.85167587 2.522178971 1.38028498 0.167498918
GSE26939 UHRF1 FOXM1 0.171559052 0.149777167 1.187154244 0.885149429 1.592200315 1.145428604 0.252031655
GSE26939 UHRF1 CDC25A -0.015310695 0.162695255 0.984805918 0.715919509 1.354681193 -0.094106588 0.925024487
GSE26939 UHRF1 PCCB 0.195325387 0.161319302 1.215706497 0.886162768 1.667800026 1.210799854 0.225972121
GSE26939 UHRF1 OIP5 0.073052045 0.108658751 1.075786525 0.869431966 1.331118125 0.672307058 0.501388237
GSE26939 UHRF1 CHAF1B 0.131402091 0.180357527 1.140426244 0.800841551 1.624006668 0.728564497 0.466268102
GSE26939 UHRF1 LIMCH1 -0.039417236 0.103673533 0.961349516 0.784574595 1.17795414 -0.38020539 0.703792958
GSE26939 UHRF1 ZNF469 -0.011795362 0.133638966 0.988273931 0.760542776 1.284195174 -0.088262893 0.929667731
GSE26939 UHRF1 PAICS 0.196048399 0.174834533 1.216585786 0.863621238 1.713807985 1.121336821 0.262144518
GSE26939 UHRF1 EXO1 0.051464631 0.146543609 1.052811949 0.789973749 1.403101055 0.351189874 0.725445906
GSE26939 UHRF1 TTK 0.128871396 0.110399569 1.137543822 0.91621174 1.412343775 1.167317923 0.243082003
GSE26939 UHRF1 MCM6 -0.044900667 0.221802124 0.956092449 0.619015578 1.476720141 -0.202435693 0.839576127
GSE26939 UHRF1 LOXL3 -0.207326734 0.307707747 0.812754052 0.444670004 1.485526669 -0.673778076 0.500452415
GSE26939 UHRF1 CHEK1 0.089878497 0.101478079 1.094041346 0.896717072 1.334787198 0.88569372 0.375782593
GSE26939 UHRF1 CHAF1A -0.151642967 0.226403232 0.859295023 0.551350174 1.339235882 -0.669791527 0.502990695
GSE26939 UHRF1 AP2S1 0.574676884 0.322959516 1.776556401 0.943355448 3.345666423 1.77940843 0.075172825
GSE26939 UHRF1 RAD1 -0.026917297 0.222291588 0.973441745 0.629643934 1.504959835 -0.121090038 0.90361972
GSE26939 UHRF1 IRAK1 0.406275629 0.243683965 1.501216274 0.931148818 2.420290138 1.667223482 0.095469975
GSE26939 UHRF1 MIF -0.145871529 0.216630929 0.864268729 0.56526516 1.321433707 -0.67336428 0.500715568
GSE26939 UHRF1 PEPD -0.21263112 0.217829763 0.808454305 0.527519415 1.239003428 -0.97613438 0.328997876
GSE26939 UHRF1 TFDP1 0.051527784 0.230992638 1.052878439 0.669509806 1.65576814 0.223071108 0.823480165
GSE26939 UHRF1 DNMT1 -0.314394638 0.303813165 0.730230794 0.402581588 1.324543965 -1.034828885 0.300748831
GSE26939 UHRF1 ESPL1 0.338911146 0.20205838 1.403418641 0.944484502 2.085353308 1.677293202 0.093485161
GSE26939 UHRF1 P4HB 0.249014614 0.227051248 1.282760779 0.822014162 2.001760179 1.096733076 0.272758093
GSE26939 UHRF1 CDK2AP1 0.036741443 0.236137715 1.037424753 0.653064113 1.648000705 0.155593287 0.876353617
GSE26939 UHRF1 UHRF1 0.127008474 0.121695348 1.13542664 0.894482425 1.44127332 1.043659242 0.296643073
GSE26939 FOXM1 TOP2A 0.059374202 0.139511458 1.061172259 0.807297337 1.394884527 0.425586562 0.670409134
GSE26939 FOXM1 UBE2C 0.140915623 0.141934288 1.151327498 0.871734416 1.520595014 0.992822979 0.320796229
GSE26939 FOXM1 STOM -0.092147615 0.159004328 0.911970519 0.667784094 1.245447796 -0.579528974 0.562232302
GSE26939 FOXM1 SON -0.525827305 0.277905433 0.59106617 0.342832961 1.019036257 -1.892108763 0.058476491
GSE26939 FOXM1 NUSAP1 0.039254751 0.175353496 1.0400354 0.737542338 1.46659192 0.223860672 0.822865718
GSE26939 FOXM1 CDC20 0.251202839 0.166063952 1.285570822 0.928414928 1.780122539 1.51268735 0.130359094
GSE26939 FOXM1 CCNB2 -0.037288149 0.131356679 0.963398493 0.744723322 1.24628386 -0.283869453 0.776510427
GSE26939 FOXM1 NCAPG 0.117881434 0.128459408 1.125110704 0.874682444 1.447238486 0.917655123 0.358799449
GSE26939 FOXM1 CEP55 0.110709097 0.12760715 1.1170699 0.869883207 1.434497358 0.867577535 0.385625649
GSE26939 FOXM1 UHRF1 0.127008474 0.121695348 1.13542664 0.894482425 1.44127332 1.043659242 0.296643073
GSE26939 FOXM1 CDCA5 0.070680761 0.12772032 1.073238552 0.83556556 1.378516593 0.553402633 0.579987736
GSE26939 FOXM1 HMMR 0.257265642 0.188206012 1.29338866 0.894391784 1.870381924 1.366936366 0.171645252
GSE26939 FOXM1 GINS2 -0.028254061 0.107907204 0.972141352 0.786825885 1.201102844 -0.261836653 0.79344738
GSE26939 FOXM1 ASPM -0.019052068 0.113425119 0.981128275 0.785557819 1.22538745 -0.16797045 0.866606526
GSE26939 FOXM1 CDKN3 0.011983505 0.116792708 1.012055595 0.804989539 1.272384891 0.102604908 0.918276547
GSE26939 FOXM1 KIF20A 0.197385931 0.16688621 1.218214097 0.878354481 1.689574788 1.182757586 0.236905234
GSE26939 FOXM1 TK1 0.204653055 0.143760832 1.227099255 0.925785235 1.626481527 1.423566153 0.154572099
GSE26939 FOXM1 AURKB 0.248482691 0.190593998 1.282078631 0.882431 1.862724243 1.303727789 0.192326411
GSE26939 FOXM1 HMGN2 -0.033040501 0.234607179 0.967499374 0.61087549 1.53231723 -0.140833292 0.888001642
GSE26939 FOXM1 RNASE4 -0.053658455 0.144859628 0.947755753 0.713496243 1.258928797 -0.370416903 0.711071882
GSE26939 FOXM1 ANLN 0.224390278 0.1348483 1.251559381 0.960878284 1.630176172 1.664020073 0.096108418
GSE26939 FOXM1 MELK 0.059177032 0.12812282 1.060963049 0.825357148 1.363824853 0.461877379 0.644169257
GSE26939 FOXM1 SERPING1 -0.345715132 0.234093319 0.707714063 0.447298283 1.119743165 -1.476826137 0.139722248
GSE26939 FOXM1 PRC1 0.087520683 0.137741848 1.091464839 0.833227656 1.429735903 0.635396465 0.525169873
GSE26939 FOXM1 MXD3 0.289884913 0.352445735 1.336273691 0.669719685 2.66623099 0.822495163 0.410795138
GSE26939 FOXM1 ASF1B 0.422394125 0.210016037 1.525609687 1.010828464 2.302551816 2.011247003 0.044299373
GSE26939 FOXM1 PYCR1 0.080442633 0.134774472 1.083766672 0.832176703 1.411419229 0.59686847 0.5505952
GSE26939 FOXM1 NEK2 0.194290705 0.136937505 1.214449278 0.928577092 1.588330212 1.418827548 0.155949299
GSE26939 FOXM1 KIF11 0.29448974 0.198566592 1.34244119 0.909651583 1.98114133 1.483077982 0.138053693
GSE26939 FOXM1 CHPF 0.936842783 0.276004398 2.551911748 1.485697122 4.383298233 3.394303827 0.000688033
GSE26939 FOXM1 PBK 0.087813839 0.112927625 1.091784855 0.87500976 1.362263857 0.77761167 0.436797979
GSE26939 FOXM1 CD4 -0.247389874 0.233361766 0.780836207 0.49422197 1.23366669 -1.060113136 0.289093133
GSE26939 FOXM1 PTK7 0.067057339 0.264686447 1.069356792 0.636533288 1.796487271 0.253346327 0.8000006
GSE26939 FOXM1 TP53I3 0.192686422 0.168129129 1.21250252 0.872109215 1.685754876 1.146062096 0.25176946
GSE26939 FOXM1 MMP14 0.65828229 0.379446969 1.931471775 0.918126496 4.063256243 1.734846617 0.082767977
GSE26939 FOXM1 CD276 0.741104275 0.309628458 2.098251282 1.143671439 3.849583274 2.393527644 0.016687224
GSE26939 FOXM1 ABCB6 -0.120529891 0.153569228 0.88645059 0.656048836 1.197768528 -0.784857044 0.43253739
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GSE26939 FOXM1 TTLL12 0.165265077 0.220240215 1.179705791 0.766134289 1.816529781 0.750385561 0.453022525
GSE26939 FOXM1 SFXN5 0.261538158 0.319526261 1.298926505 0.694389799 2.429773693 0.818518507 0.413061179
GSE26939 FOXM1 IPO13 0.991932738 0.441685868 2.696440955 1.134559357 6.408473718 2.245787809 0.024717603
GSE26939 FOXM1 MCM2 0.092620473 0.152894724 1.097045298 0.812980887 1.48036492 0.605779393 0.544661255
GSE26939 FOXM1 ASPHD1 0.173614952 0.102914977 1.189597425 0.972296289 1.455463782 1.686974597 0.091608237
GSE26939 FOXM1 CDCA3 0.520893711 0.249461079 1.683531568 1.032475154 2.745130022 2.088076079 0.036790972
GSE26939 FOXM1 TOMM40L -0.396602323 0.30135829 0.672601451 0.372598548 1.214155864 -1.316049152 0.188157546
GSE26939 FOXM1 SMPD1 -0.455476683 0.236214253 0.634145609 0.399137978 1.007522901 -1.928235394 0.053825854
GSE26939 FOXM1 RACGAP1 0.128394327 0.155648862 1.137001265 0.838054758 1.542586405 0.824897309 0.409429894
GSE26939 FOXM1 TPX2 0.088466742 0.123662938 1.092497918 0.857350755 1.392139325 0.715386065 0.474370521
GSE26939 FOXM1 SAC3D1 0.445173769 0.255535985 1.560761385 0.945853526 2.575426357 1.74211773 0.081487846
GSE26939 FOXM1 RHBDD3 -0.139240254 0.217016051 0.870018978 0.568596692 1.331230084 -0.641612697 0.521124687
GSE26939 FOXM1 FANCI 0.040246114 0.132934709 1.041066964 0.802277174 1.350930152 0.302750988 0.762079637
GSE26939 FOXM1 TSTA3 0.215654558 0.186062449 1.240673724 0.8615509 1.786628379 1.159043958 0.246438267
GSE26939 FOXM1 MKL1 0.440022107 0.316164483 1.552741544 0.835563532 2.885485317 1.391750593 0.163997936
GSE26939 FOXM1 CENPE 0.131911227 0.127367133 1.141007024 0.888941573 1.464547353 1.035677127 0.300352797
GSE26939 FOXM1 CENPF 0.046282231 0.122485333 1.04736997 0.82383533 1.331557185 0.377859371 0.705535066
GSE26939 FOXM1 CHD1L -0.746409131 0.351767548 0.474065808 0.237910469 0.944634304 -2.121881723 0.033847672
GSE26939 FOXM1 PARP8 -0.031958083 0.160244646 0.96854718 0.707489975 1.325932059 -0.199433076 0.841923989
GSE26939 FOXM1 RPS6KA4 0.121339257 0.297349489 1.129007871 0.630365775 2.022093873 0.408069498 0.683222653
GSE26939 FOXM1 CHD3 -0.037695472 0.261082138 0.963006159 0.577292009 1.606432874 -0.144381657 0.885199101
GSE26939 FOXM1 MND1 0.032523836 0.112409358 1.033058517 0.82878504 1.287679974 0.289333883 0.772325885
GSE26939 FOXM1 NRM 0.413889651 0.2771623 1.512690193 0.878676505 2.604179816 1.493311504 0.135355666
GSE26939 FOXM1 CCNB1 0.168100766 0.138735972 1.183055817 0.901390468 1.552735595 1.211659553 0.225642728
GSE26939 FOXM1 RAD54L 0.116243127 0.130875282 1.123268936 0.869125529 1.451727123 0.888197723 0.374434403
GSE26939 FOXM1 NKIRAS2 0.292087317 0.328810349 1.339219949 0.703020572 2.551148776 0.888315461 0.374371085
GSE26939 FOXM1 DEPDC1B 0.155548424 0.122243531 1.168298508 0.919390348 1.484594011 1.272447084 0.203214314
GSE26939 FOXM1 MKI67 0.282593707 0.132212736 1.326566078 1.023738894 1.718971088 2.137416688 0.032564115
GSE26939 FOXM1 NUF2 -0.024973567 0.1110573 0.975335693 0.784552432 1.212512606 -0.224871009 0.822079623
GSE26939 FOXM1 RECQL4 0.040718991 0.126637392 1.041559377 0.812624832 1.334989891 0.321540034 0.747801179
GSE26939 FOXM1 AP2M1 0.293139255 0.162634135 1.340629466 0.974707559 1.843924722 1.802446056 0.071475255
GSE26939 FOXM1 FOXM1 0.171559052 0.149777167 1.187154244 0.885149429 1.592200315 1.145428604 0.252031655
GSE29013 FOXA2 GFPT2 1.048080301 0.611253491 2.852170551 0.860747116 9.450948714 1.714641006 0.086411066
GSE29013 FOXA2 IL1R2 0.634700609 0.343901394 1.886457269 0.961429791 3.701488202 1.845588942 0.064951913
GSE29013 FOXA2 TUBB3 -0.190251867 0.399112185 0.826750876 0.378137506 1.807588509 -0.476687694 0.633584527
GSE29013 FOXA2 MLLT11 0.686697343 0.568320328 1.987141835 0.652339575 6.053185828 1.208292769 0.226934669
GSE29013 FOXA2 IGF1 -0.739540233 0.479250485 0.477333327 0.186587697 1.221126089 -1.543118383 0.122802055
GSE29013 FOXA2 FST 0.30095074 0.578598126 1.351142783 0.434707995 4.19957038 0.520137772 0.602967554
GSE29013 FOXA2 THBS2 1.383954649 0.802380634 3.990652093 0.828049375 19.23231224 1.724810634 0.084561605
GSE29013 FOXA2 RTKN2 0.225938282 0.353320886 1.253498299 0.627157277 2.50536515 0.639470495 0.522516902
GSE29013 FOXA2 SCRG1 -0.577469657 0.328111105 0.561316895 0.295066181 1.067816909 -1.759982054 0.078410849
GSE29013 FOXA2 CRISPLD2 -0.184150595 0.397948054 0.831810528 0.381320729 1.814506009 -0.462750333 0.643543335
GSE29013 FOXA2 ALDH1A3 -0.127871925 0.397750318 0.879966074 0.403552688 1.91880841 -0.321487926 0.747840661
GSE29013 FOXA2 RSPO3 0.617051744 0.416511895 1.853455517 0.819306876 4.192931185 1.481474483 0.13848018
GSE29013 FOXA2 PI15 0.019210304 0.400640352 1.019396009 0.464854718 2.235468812 0.047949 0.961756888
GSE29013 FOXA2 STEAP1 1.278189536 0.812345174 3.59013403 0.730535284 17.64331256 1.573456182 0.115613227
GSE29013 FOXA2 SLC39A14 0.766621082 0.485519617 2.152480896 0.831121004 5.574608249 1.578970353 0.114342857
GSE29013 FOXA2 SLAMF1 0.127360242 0.360387761 1.135826116 0.560465948 2.30183648 0.353397799 0.723790236
GSE29013 FOXA2 F13A1 -0.016522265 0.413538255 0.983613479 0.437340876 2.212222843 -0.039953414 0.968130267
GSE29013 FOXA2 C1QTNF1 -0.561612558 0.353426453 0.570288699 0.285270999 1.140071024 -1.589050712 0.112048944
GSE29013 FOXA2 IL13RA2 -0.121115715 0.331298262 0.885931438 0.462805511 1.69590572 -0.365579083 0.714679186
GSE29013 FOXA2 NECAB1 -4.906254267 1.942810187 0.007400155 0.000164255 0.333398679 -2.525338965 0.011558674
GSE29013 FOXA2 FHL2 0.066396942 0.258259466 1.068650825 0.644176637 1.772828323 0.257093933 0.797106261
GSE29013 FOXA2 IL24 0.956750774 0.542195479 2.603224252 0.899485058 7.534062345 1.764586411 0.077633301
GSE29013 FOXA2 FOLR2 -0.231398577 0.896587528 0.793423163 0.136876278 4.599192239 -0.258088106 0.796338911
GSE29013 FOXA2 ANK2 0.119194587 0.779757501 1.126589117 0.244362615 5.193932955 0.152861097 0.878507815
GSE29013 FOXA2 ITK 0.272262194 0.995029258 1.312931199 0.186754695 9.230227564 0.2736223 0.784374895
GSE29013 FOXA2 MS4A15 0.542212105 0.371708699 1.719807052 0.830004997 3.563516251 1.458701684 0.144647233
GSE29013 FOXA2 PAPPA -0.087478915 0.327616999 0.91623819 0.482103511 1.741311569 -0.267015799 0.789456997
GSE29013 FOXA2 GREM1 0.080887428 0.346656878 1.084248834 0.549609327 2.138965764 0.233335709 0.815500732
GSE29013 FOXA2 SLC2A5 0.827666506 0.747960609 2.287973534 0.528184645 9.910971368 1.106564297 0.268482351
GSE29013 FOXA2 SERPINF1 0.366602014 0.287222823 1.442823581 0.821729202 2.533364859 1.276367976 0.201825471
GSE29013 FOXA2 CLIC5 -2.36021068 1.408886159 0.094400333 0.005966607 1.493549421 -1.675231647 0.09388879
GSE29013 FOXA2 TWIST1 0.991518964 0.475678482 2.695325467 1.06099407 6.847144183 2.084430978 0.037120982
GSE29013 FOXA2 DNAJC30 -0.13089289 0.777924074 0.877311738 0.190978188 4.030176928 -0.16825921 0.866379362
GSE29013 FOXA2 AGER 0.681233633 0.963220234 1.976314276 0.29919991 13.05420887 0.707245975 0.479413632
GSE29013 FOXA2 STX19 1.792252814 1.031845489 6.002960796 0.794432558 45.36009752 1.736939138 0.082397914
GSE29013 FOXA2 CYP4B1 0.045011887 0.296723708 1.046040294 0.58475876 1.871199496 0.151696294 0.87942648
GSE29013 FOXA2 SULF2 0.991453505 0.736923301 2.695149039 0.635788305 11.42491657 1.345395788 0.178497455
GSE29013 FOXA2 TIMP1 -0.852586117 0.566561383 0.426311015 0.140432824 1.294149584 -1.504843329 0.132364361
GSE29013 FOXA2 PRRX1 -0.219376465 0.548380334 0.803019353 0.274121958 2.352383901 -0.400044369 0.689123837
GSE29013 FOXA2 BDNF -0.234723743 0.315951527 0.79078928 0.425718326 1.468923575 -0.742910615 0.457535798
GSE29013 FOXA2 FKBP11 -0.34038144 0.4019155 0.711498877 0.323640695 1.5641749 -0.846898017 0.397051968
GSE29013 FOXA2 HAS3 -0.269798395 0.313598281 0.763533411 0.412945469 1.411768171 -0.860331232 0.389606482
GSE29013 FOXA2 GGT1 0.55963741 1.005034452 1.750037838 0.244095944 12.54683871 0.556834055 0.577640814
GSE29013 FOXA2 AGT -0.71853681 0.350276741 0.487464988 0.245350714 0.96849979 -2.051340343 0.040233814
GSE29013 FOXA2 LGALS4 0.820762016 0.441555 2.272230653 0.956313126 5.398892893 1.858799052 0.063055627
GSE29013 FOXA2 SH3PXD2B 0.309813513 0.486338376 1.363170876 0.525506779 3.536081573 0.637032831 0.524103458
GSE29013 FOXA2 PEBP4 0.440547865 0.276554063 1.553558126 0.903491897 2.671349748 1.592990031 0.111162428
GSE29013 FOXA2 CRTAC1 -0.165050875 0.370341739 0.847850569 0.410283315 1.752083404 -0.445671815 0.655834327
GSE29013 FOXA2 NAV2 -1.155088531 0.588245206 0.315029646 0.099457193 0.997853195 -1.963617414 0.049574476
GSE29013 FOXA2 TMC5 -0.148070505 0.222880453 0.862370312 0.557157025 1.334780898 -0.664349441 0.506466684
GSE29013 FOXA2 EXPH5 -0.586303032 0.81856478 0.556380408 0.11184285 2.767804639 -0.716257339 0.473832463
GSE29013 FOXA2 IL2RA 0.479319119 0.670723345 1.614974422 0.433755407 6.012933421 0.714630141 0.474837615
GSE29013 FOXA2 FNDC4 0.516408526 0.45514869 1.675997527 0.686831344 4.089748866 1.13459302 0.256545879
GSE29013 FOXA2 NRGN 0.130223874 0.343944608 1.139083366 0.580482764 2.235227292 0.378618741 0.704971004
GSE29013 FOXA2 PIGR -0.423557765 0.273512185 0.654713355 0.383033894 1.119090461 -1.548588283 0.121480724
GSE29013 FOXA2 SLC44A3 -0.126608951 0.256718101 0.88107815 0.532715811 1.457247353 -0.493182798 0.621883432
GSE29013 FOXA2 ZNF385D -0.307321047 0.373570448 0.73541446 0.353629448 1.529381762 -0.822658882 0.410702004
GSE29013 FOXA2 FOXA1 -0.112100856 0.236146273 0.893954092 0.562739169 1.42011426 -0.474709403 0.634994115
GSE29013 FOXA2 FHDC1 -0.368715834 1.174983759 0.691621918 0.069138628 6.918576333 -0.313805048 0.753669111
GSE29013 FOXA2 P4HTM -0.762166311 1.158971649 0.466654413 0.048136767 4.523908712 -0.657622913 0.510780468
GSE29013 FOXA2 SYT15 -0.628207613 0.596016935 0.533547268 0.165898464 1.715945281 -1.054009671 0.29187849
GSE29013 FOXA2 NKX2.1 -0.855895925 0.39045528 0.42490234 0.197666461 0.91336688 -2.192045976 0.028376187
GSE29013 FOXA2 ENTPD1 -0.30815034 0.58363131 0.734804839 0.234090687 2.306534102 -0.527988019 0.597507651
GSE29013 FOXA2 FGFR3 -0.149349476 0.38044812 0.86126807 0.408601842 1.815416897 -0.392562002 0.694643009
GSE29013 FOXA2 ACOXL -0.201821673 0.342256565 0.817240651 0.41785023 1.598377204 -0.58967948 0.555405555
GSE29013 FOXA2 PCSK1 -0.371831064 0.248953428 0.689470709 0.423259075 1.123117936 -1.493576799 0.135286267
GSE29013 FOXA2 ATP2C2 -0.146028219 0.287459405 0.864133318 0.491920432 1.517982061 -0.507995969 0.61145617
GSE29013 FOXA2 TCF7L2 0.336200886 0.613878869 1.399620161 0.420218869 4.661705461 0.547666491 0.583920925
GSE29013 FOXA2 EDN3 -0.995681593 0.660545694 0.36947153 0.101233316 1.348461319 -1.507362172 0.131717849
GSE29013 FOXA2 N4BP1 1.053671062 1.325745388 2.868161013 0.213366881 38.5549415 0.794776336 0.426743618
GSE29013 FOXA2 EPB41L5 -1.109482865 0.866735459 0.329729432 0.060310254 1.802703384 -1.28007093 0.200520191
GSE29013 FOXA2 VSIG2 -0.112337173 0.256238886 0.893742861 0.540880906 1.476806248 -0.438407982 0.661090561
GSE29013 FOXA2 JPH1 -0.882265545 0.752092789 0.413844266 0.094766404 1.807255207 -1.173080714 0.24076344
GSE29013 FOXA2 PLEKHH1 0.55531314 0.374568782 1.742486541 0.836249569 3.630805274 1.482539832 0.138196713
GSE29013 FOXA2 MARVELD2 -1.418240001 1.013102945 0.242139808 0.033243857 1.763684847 -1.399897225 0.161544097
GSE29013 FOXA2 ALDH3B1 -0.553671919 0.444705928 0.574835182 0.240441245 1.37428787 -1.245029318 0.213120974
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GSE29013 FOXA2 IRX2 -0.830827112 0.33812908 0.435688774 0.224574466 0.845263984 -2.457130019 0.014005199
GSE29013 FOXA2 PRDM16 -0.713416046 0.343465297 0.489967584 0.249924687 0.960562303 -2.077112454 0.037791181
GSE29013 FOXA2 CDS1 -1.635037058 1.036182985 0.194945147 0.025580667 1.485637948 -1.577942392 0.114578845
GSE29013 FOXA2 USP54 0.117757512 0.866725657 1.124971286 0.205770551 6.150347501 0.135864805 0.891928159
GSE29013 FOXA2 SLC9A9 -0.234909217 0.36249947 0.790642623 0.388526025 1.608941789 -0.648026373 0.516967893
GSE29013 FOXA2 SAP30 1.151678197 0.777590422 3.163497429 0.689098522 14.52291023 1.481085883 0.138583689
GSE29013 FOXA2 CLIC3 0.276596357 0.274237002 1.318634007 0.770359269 2.257123026 1.008603343 0.313164904
GSE29013 FOXA2 FGF7 1.09734107 0.604736161 2.996188766 0.915834116 9.802154087 1.814578224 0.069588751
GSE29013 FOXA2 IGSF3 -1.680823708 0.840573381 0.186220522 0.035853386 0.967219175 -1.999615674 0.04554178
GSE29013 FOXA2 TUFT1 -0.291634952 0.58215362 0.747041192 0.238679154 2.338162061 -0.500958754 0.616400151
GSE29013 FOXA2 F11 -0.54583051 0.469541851 0.579360419 0.230820338 1.454198091 -1.162474672 0.245042707
GSE29013 FOXA2 NEDD4L -0.159596141 0.419600716 0.852488005 0.374561814 1.940229276 -0.380352404 0.70368384
GSE29013 FOXA2 SPINT1 -1.440307169 0.590542228 0.236854993 0.074440981 0.753621015 -2.438957114 0.014729716
GSE29013 FOXA2 KLK10 -0.368913023 0.349707321 0.691485552 0.348426917 1.372317246 -1.054919358 0.291462208
GSE29013 FOXA2 CXADR 0.115912801 0.676649507 1.122897953 0.298109067 4.229659385 0.171304051 0.863984696
GSE29013 FOXA2 ARRB1 -0.997060293 0.726390726 0.36896249 0.088854067 1.53210004 -1.372622553 0.169869717
GSE29013 FOXA2 PLEKHA1 0.14231616 0.506475201 1.152941104 0.427262375 3.111140292 0.280993342 0.778715506
GSE29013 FOXA2 MAT2A -0.131138645 1.430589737 0.877096161 0.053128434 14.47996131 -0.091667542 0.926962186
GSE29013 FOXA2 LGI2 0.145929986 0.401435531 1.157115171 0.526834302 2.54143573 0.363520353 0.716216212
GSE29013 FOXA2 TMEM97 -0.688325003 0.758649602 0.502416912 0.113579653 2.222429337 -0.907302925 0.364246628
GSE29013 FOXA2 PLCH1 0.676487259 0.694742879 1.966956176 0.503997606 7.676458288 0.9737232 0.330193995
GSE29013 FOXA2 GCNT2 -0.073529133 0.469685921 0.929109078 0.370057595 2.332727905 -0.156549578 0.875599844
GSE29013 FOXA2 SELENBP1 -0.362858236 0.254680078 0.69568505 0.422307306 1.146032005 -1.424760971 0.154226308
GSE29013 FOXA2 RAB17 -0.950427675 0.411858616 0.386575659 0.172448657 0.866581064 -2.307655195 0.021018322
GSE29013 FOXA2 CMTM8 -0.13483519 0.79644883 0.87385992 0.183443931 4.162749659 -0.169295484 0.865564228
GSE29013 FOXA2 BEX2 0.043482756 0.277263618 1.044441983 0.606564657 1.798421725 0.156828206 0.875380243
GSE29013 FOXA2 DENND1A 0.22653469 0.680310426 1.254246119 0.330598959 4.758434001 0.332987239 0.739143916
GSE29013 FOXA2 TMEM125 -0.748328799 0.527200873 0.473156632 0.168364582 1.329716716 -1.419437709 0.155771445
GSE29013 FOXA2 SPOCK2 -3.228665304 1.508511895 0.039610331 0.002059495 0.761826592 -2.140298207 0.032330675
GSE29013 FOXA2 ILDR1 0.784193552 0.420324117 2.190639591 0.961148285 4.992883925 1.865687739 0.062085066
GSE29013 FOXA2 CD28 0.098596751 0.306964337 1.103621176 0.604688219 2.014227598 0.321199368 0.748059311
GSE29013 FOXA2 NARS2 -0.085600625 0.378109019 0.917960768 0.437499076 1.926065718 -0.226391387 0.820897026
GSE29013 FOXA2 CCNY 0.673859917 1.158833837 1.961795092 0.202419568 19.01318151 0.58149831 0.560904657
GSE29013 FOXA2 C1orf198 0.250133347 0.735311912 1.284196649 0.303901538 5.426629439 0.340173119 0.73372616
GSE29013 FOXA2 EIF4G3 1.105959191 0.874489533 3.02212187 0.544433867 16.77562904 1.264691169 0.205982057
GSE29013 FOXA2 KIF5C 0.026526813 0.347005562 1.02688178 0.520174164 2.027179092 0.07644492 0.939065133
GSE29013 FOXA2 TMEM30B 0.003696669 0.388110724 1.003703511 0.469077926 2.147661788 0.00952478 0.99240044
GSE29013 FOXA2 NR2E3 -0.248749088 0.391260257 0.779775604 0.362183206 1.678846457 -0.63576375 0.524930418
GSE29013 FOXA2 ADCY9 -0.661147063 0.473589991 0.516258813 0.204054862 1.306134826 -1.396032595 0.16270468
GSE29013 FOXA2 TMEM116 0.7391345 0.49043881 2.094122266 0.800828947 5.476010933 1.507088111 0.131788074
GSE29013 FOXA2 IMPA2 -0.719146361 0.292544872 0.487167944 0.274576938 0.864357391 -2.458242924 0.01396187
GSE29013 FOXA2 TCEA3 -0.400956874 0.446649959 0.669678941 0.279047096 1.607147646 -0.897698221 0.369346458
GSE29013 FOXA2 MALL -0.325764446 0.263611718 0.721975231 0.430661052 1.210344496 -1.235773769 0.216542668
GSE29013 FOXA2 SUSD2 -0.501488499 0.320030721 0.605628511 0.323441445 1.134010186 -1.567001123 0.117114429
GSE29013 FOXA2 IL10 -0.026484386 0.261818601 0.97386325 0.582958421 1.626890692 -0.101155478 0.919427039
GSE29013 FOXA2 FOXO4 0.552228275 0.56149484 1.737119488 0.577942216 5.221255747 0.983496616 0.32536308
GSE29013 FOXA2 SPINT2 -0.552442689 0.692159702 0.575542221 0.148221015 2.234830529 -0.798143387 0.424787286
GSE29013 FOXA2 QDPR 0.486671839 0.542346774 1.626892638 0.56196916 4.709830799 0.897344396 0.369535173
GSE29013 FOXA2 C10orf76 0.144631342 0.45778551 1.155613466 0.471134449 2.834525226 0.315936915 0.752050391
GSE29013 FOXA2 CNKSR1 0.90427696 0.932305522 2.470145264 0.397321984 15.35685886 0.969936291 0.332078249
GSE29013 FOXA2 GLTP -0.441981663 0.532972474 0.642761421 0.226142824 1.826908493 -0.829276717 0.406947843
GSE29013 FOXA2 FOXA2 0.946038308 0.701193131 2.57548614 0.651632207 10.17925262 1.34918365 0.177277985
GSE29013 UHRF1 PLA2G2A -0.867835474 0.49407557 0.419859363 0.159421156 1.105762175 -1.756483273 0.079005925
GSE29013 UHRF1 MMP7 0.40080425 0.305397645 1.49302498 0.820563373 2.716577007 1.312401248 0.189384786
GSE29013 UHRF1 COL1A1 -0.312413655 0.953727828 0.731678803 0.11285112 4.743895049 -0.327571081 0.743235991
GSE29013 UHRF1 THY1 0.686202891 0.870637449 1.986159532 0.360517365 10.94213502 0.788161468 0.430602264
GSE29013 UHRF1 TUBB3 -0.190251867 0.399112185 0.826750876 0.378137506 1.807588509 -0.476687694 0.633584527
GSE29013 UHRF1 CTHRC1 0.748224247 0.501964208 2.113244082 0.790090705 5.652263115 1.490592824 0.13606843
GSE29013 UHRF1 COL15A1 0.727014924 0.618404567 2.06889557 0.615675182 6.952251777 1.175629939 0.239742786
GSE29013 UHRF1 TDO2 -0.279756618 0.240039972 0.755967708 0.47225966 1.210112199 -1.165458467 0.243833462
GSE29013 UHRF1 RTKN2 0.225938282 0.353320886 1.253498299 0.627157277 2.50536515 0.639470495 0.522516902
GSE29013 UHRF1 CXCL14 0.109318948 0.194279652 1.115518086 0.762264117 1.632479573 0.562688613 0.57364694
GSE29013 UHRF1 CCL13 -0.50177573 0.390206787 0.605454581 0.28179738 1.300846907 -1.285922609 0.198470072
GSE29013 UHRF1 GCNT3 0.270287256 0.532732969 1.3103408 0.461233813 3.722608713 0.507359731 0.611902435
GSE29013 UHRF1 TMEM158 0.407443846 0.324023644 1.502971045 0.796418222 2.83635143 1.25745097 0.208590383
GSE29013 UHRF1 SCG5 -0.262372238 0.29926911 0.769224636 0.427872975 1.382902345 -0.876710054 0.380644144
GSE29013 UHRF1 COL3A1 -0.236600668 0.732768693 0.78930642 0.187720539 3.318787746 -0.322885886 0.746781666
GSE29013 UHRF1 CDH3 0.874234396 0.541481218 2.397039408 0.829402855 6.927632203 1.614523952 0.106413826
GSE29013 UHRF1 COL14A1 -0.267051159 0.362775699 0.765633901 0.376032966 1.558893298 -0.736132988 0.461649769
GSE29013 UHRF1 PI15 0.019210304 0.400640352 1.019396009 0.464854718 2.235468812 0.047949 0.961756888
GSE29013 UHRF1 STEAP1 1.278189536 0.812345174 3.59013403 0.730535284 17.64331256 1.573456182 0.115613227
GSE29013 UHRF1 CD209 -0.551985361 0.431276305 0.575805493 0.24727075 1.340845875 -1.279887984 0.200584534
GSE29013 UHRF1 COL1A2 -0.250289411 0.657820221 0.778575422 0.214468297 2.826430278 -0.380483 0.703586913
GSE29013 UHRF1 TOP2A -0.119318883 0.297329302 0.887524739 0.495556648 1.589525973 -0.401302131 0.688197695
GSE29013 UHRF1 CD248 -0.443242555 0.593757621 0.641951479 0.200490963 2.055462733 -0.746504196 0.455362898
GSE29013 UHRF1 COL17A1 0.44167389 0.540575572 1.555308457 0.539110477 4.486991993 0.817043746 0.413903429
GSE29013 UHRF1 SERPINE2 0.173221327 0.311531747 1.189129262 0.645732674 2.189804633 0.556031057 0.578189624
GSE29013 UHRF1 UBE2C 0.09732183 0.489402823 1.102215042 0.422363029 2.876383387 0.198858333 0.842373564
GSE29013 UHRF1 FAM167A 0.029930486 0.318076657 1.030382906 0.552396991 1.921967263 0.094098343 0.925031037
GSE29013 UHRF1 COL5A1 0.463037812 0.652304761 1.588893421 0.442437519 5.706076446 0.709848893 0.477797846
GSE29013 UHRF1 AGER 0.681233633 0.963220234 1.976314276 0.29919991 13.05420887 0.707245975 0.479413632
GSE29013 UHRF1 UCHL1 -0.102699042 0.348980343 0.902398517 0.455350446 1.788343661 -0.29428317 0.768541532
GSE29013 UHRF1 TIMP1 -0.852586117 0.566561383 0.426311015 0.140432824 1.294149584 -1.504843329 0.132364361
GSE29013 UHRF1 CD163L1 -0.165119817 0.324070771 0.847792118 0.449200089 1.600069751 -0.509517772 0.610389344
GSE29013 UHRF1 MXRA5 0.013504829 0.467886042 1.013596431 0.405134989 2.535889898 0.028863501 0.976973455
GSE29013 UHRF1 NUSAP1 0.854873635 0.491131437 2.351077267 0.897873317 6.156285318 1.740620881 0.081750055
GSE29013 UHRF1 CDC20 0.501745942 0.462344552 1.651602356 0.667355275 4.087463521 1.085220837 0.277823858
GSE29013 UHRF1 MME -0.119419224 0.592401951 0.887435688 0.277896729 2.833938 -0.201584792 0.840241335
GSE29013 UHRF1 CFB -0.340066563 0.362399472 0.711722947 0.349813027 1.448058003 -0.938374884 0.348051789
GSE29013 UHRF1 LMO7 -0.857686371 0.76615182 0.424142256 0.094484796 1.903974612 -1.119473124 0.26293835
GSE29013 UHRF1 C10orf67 0.057411618 0.536739691 1.059091662 0.369879188 3.032544638 0.106963615 0.914817845
GSE29013 UHRF1 KDELR3 -0.291585895 0.792762608 0.74707784 0.157966538 3.533186886 -0.367809849 0.713015024
GSE29013 UHRF1 DCLK1 -0.545539421 0.519325831 0.579529089 0.209422959 1.603711298 -1.050476191 0.293499232
GSE29013 UHRF1 CCNB2 1.058499859 0.788844489 2.882044271 0.614094208 13.52590379 1.341835905 0.179649207
GSE29013 UHRF1 NCKAP5 -0.065834878 0.220431371 0.936285453 0.607822473 1.442247514 -0.29866383 0.765196557
GSE29013 UHRF1 TYMS 0.340411894 0.408713019 1.4055264 0.630872875 3.131382787 0.832887328 0.404908277
GSE29013 UHRF1 COL6A3 -0.213843195 0.561071459 0.807474991 0.26887114 2.425012448 -0.381133617 0.703104104
GSE29013 UHRF1 PCOLCE -1.201865902 0.512438259 0.300632737 0.110115393 0.820775733 -2.34538675 0.019007352
GSE29013 UHRF1 NCAPG 0.239436502 0.330315933 1.270533006 0.664998276 2.427456096 0.724871185 0.46853106
GSE29013 UHRF1 CENPM 0.987461134 0.516591487 2.684410454 0.975271315 7.388774153 1.911493238 0.055941225
GSE29013 UHRF1 FMO1 0.999695742 0.909260318 2.717454896 0.457297217 16.14827477 1.099460432 0.271567284
GSE29013 UHRF1 CEP55 -0.364124391 0.339986382 0.694804762 0.356833692 1.352881379 -1.070996988 0.284170784
GSE29013 UHRF1 CERCAM 0.144692035 0.58965819 1.155683605 0.363848837 3.670767803 0.245382896 0.806159971
GSE29013 UHRF1 MTHFD1L 0.232436727 0.343555306 1.261670615 0.643444631 2.473892332 0.676562764 0.498683411
GSE29013 UHRF1 PTGFRN 0.218419136 0.699354772 1.244108409 0.315912175 4.899481098 0.312315215 0.754800978
GSE29013 UHRF1 RPL29 -0.511698022 0.333052836 0.59947679 0.312088154 1.15150933 -1.53638692 0.124443513
GSE29013 UHRF1 GAL3ST4 -0.480795908 0.422445721 0.618291093 0.270150976 1.415074939 -1.138124697 0.255068417
GSE29013 UHRF1 CDCA5 0.186623922 0.361083888 1.20517396 0.593874361 2.445709679 0.516843669 0.605265293
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GSE29013 UHRF1 LAMA3 0.678594987 0.630913311 1.971106356 0.572368434 6.788040776 1.075575638 0.282117088
GSE29013 UHRF1 HMMR 1.041735252 0.545849106 2.83413068 0.972282055 8.26128249 1.908467451 0.056330826
GSE29013 UHRF1 ENTPD1 -0.30815034 0.58363131 0.734804839 0.234090687 2.306534102 -0.527988019 0.597507651
GSE29013 UHRF1 ECM1 0.108096517 0.376915585 1.114155275 0.53224868 2.332259378 0.286792378 0.7742713
GSE29013 UHRF1 CDKN3 -0.139399431 0.268737236 0.869880502 0.513700569 1.473021705 -0.518720193 0.603955878
GSE29013 UHRF1 E2F2 0.585668016 0.477936843 1.796190469 0.703933785 4.583243863 1.225408807 0.22042123
GSE29013 UHRF1 KIF20A 1.066530062 0.707914874 2.905280846 0.725454013 11.6349991 1.506579536 0.131918466
GSE29013 UHRF1 PDLIM7 0.798026472 0.527183898 2.221153092 0.790385102 6.241920611 1.513753503 0.13008837
GSE29013 UHRF1 TK1 0.16437505 0.48902375 1.178656287 0.451990603 3.073583017 0.33612897 0.736773613
GSE29013 UHRF1 AURKB 0.281161335 0.295459528 1.324667302 0.742354269 2.363754794 0.951606932 0.341296364
GSE29013 UHRF1 SERPINH1 -1.297463671 0.929708592 0.273223901 0.044172227 1.690005335 -1.395559514 0.162847181
GSE29013 UHRF1 ANLN 0.854119668 0.436401437 2.349305301 0.998789302 5.525925627 1.957188028 0.050325366
GSE29013 UHRF1 MELK 0.944426158 0.676055728 2.571337414 0.683438422 9.674282109 1.396964953 0.16242411
GSE29013 UHRF1 PRC1 -0.34615709 0.231980275 0.707401352 0.448956142 1.114622624 -1.492183293 0.135651101
GSE29013 UHRF1 BUB1 -0.40544646 0.281256166 0.666679099 0.384159128 1.156971131 -1.441555808 0.149427723
GSE29013 UHRF1 PSAT1 0.830481051 0.512521617 2.294422208 0.840260883 6.265165233 1.620382483 0.10515014
GSE29013 UHRF1 WWC2 -0.389137899 0.341161964 0.677640817 0.347217789 1.322504467 -1.140625101 0.254025967
GSE29013 UHRF1 ADRB2 0.046400769 0.330578853 1.04749413 0.547977047 2.002353854 0.140362181 0.888373837
GSE29013 UHRF1 NEBL 0.064851012 0.552140049 1.067000042 0.36156133 3.148813208 0.117453918 0.90650036
GSE29013 UHRF1 HBZ 0.054191278 0.339211806 1.055686512 0.542996913 2.052449997 0.159756462 0.873072922
GSE29013 UHRF1 RCN3 -0.646128576 0.465829556 0.524070755 0.210317344 1.305884484 -1.387049335 0.16542672
GSE29013 UHRF1 KIFC1 0.335463937 0.293026107 1.398589092 0.787527743 2.483787353 1.144826105 0.252281199
GSE29013 UHRF1 ANXA3 1.615628402 0.72634276 5.031048449 1.211698084 20.88923705 2.224333317 0.026126027
GSE29013 UHRF1 CCNE2 0.463662386 0.618749535 1.589886113 0.472808697 5.34621691 0.749353915 0.45364392
GSE29013 UHRF1 APOBEC3F 0.788527632 0.747727733 2.200154603 0.508143295 9.526211068 1.054565181 0.291624235
GSE29013 UHRF1 RGS10 -0.254450843 0.704982727 0.775342165 0.194720205 3.087278355 -0.360932025 0.718150262
GSE29013 UHRF1 PC -0.248399204 0.27370098 0.780048483 0.456191196 1.333817138 -0.907556865 0.364112393
GSE29013 UHRF1 MCM4 1.014652796 0.579746037 2.758405503 0.885477213 8.592881678 1.750167715 0.080089378
GSE29013 UHRF1 DLGAP5 0.05228086 0.295207967 1.053671636 0.590777317 1.87925955 0.177098406 0.859431094
GSE29013 UHRF1 NEDD4L -0.159596141 0.419600716 0.852488005 0.374561814 1.940229276 -0.380352404 0.70368384
GSE29013 UHRF1 RAD51AP1 0.751010161 0.417796363 2.119139609 0.934395331 4.806052141 1.797550738 0.072248231
GSE29013 UHRF1 CKAP2L 0.856562588 0.542324446 2.355051481 0.813528928 6.817541813 1.57942832 0.114237846
GSE29013 UHRF1 LGI2 0.145929986 0.401435531 1.157115171 0.526834302 2.54143573 0.363520353 0.716216212
GSE29013 UHRF1 COQ2 -0.278968995 0.715690563 0.75656336 0.186058019 3.076395847 -0.389789959 0.696691869
GSE29013 UHRF1 CSF1R -0.396045151 0.529376403 0.67297631 0.238448045 1.899353441 -0.748135255 0.454378579
GSE29013 UHRF1 GMDS 0.357960924 0.369075184 1.430409725 0.693909907 2.9486133 0.96988619 0.332103224
GSE29013 UHRF1 UBE2T -0.137401664 0.250313248 0.871620057 0.533654521 1.423620517 -0.548918865 0.583061131
GSE29013 UHRF1 ALDH18A1 0.748871314 0.7476334 2.114611937 0.488476838 9.154136486 1.001655777 0.316509872
GSE29013 UHRF1 APOBEC3B 0.239632923 0.302303997 1.27078259 0.702667113 2.2982268 0.792688571 0.427959291
GSE29013 UHRF1 SOCS6 0.372096366 0.488611182 1.45077278 0.556791769 3.780123516 0.761538785 0.446335322
GSE29013 UHRF1 ANG -0.055219808 0.385198932 0.946277126 0.444770953 2.013261866 -0.143354001 0.886010609
GSE29013 UHRF1 MAD2L1 1.137324735 0.586855155 3.118414611 0.987192491 9.850672265 1.937999054 0.052623338
GSE29013 UHRF1 GALNT13 0.020956481 0.380844395 1.02117761 0.484089817 2.154153369 0.05502636 0.956117463
GSE29013 UHRF1 SESN3 0.97239309 1.002648165 2.644264858 0.370552107 18.86950984 0.969824834 0.332133812
GSE29013 UHRF1 KDELR2 0.301177585 0.849279891 1.351449318 0.255794622 7.140162856 0.354627006 0.722869042
GSE29013 UHRF1 KIF4A 0.918476622 0.546347898 2.505470701 0.858691482 7.310406089 1.681120445 0.092739522
GSE29013 UHRF1 CDT1 0.633712627 0.450874638 1.884594404 0.778812135 4.560401549 1.405518462 0.159867163
GSE29013 UHRF1 TPX2 0.397904012 0.396577827 1.488701125 0.684289472 3.238733212 1.003344072 0.315694879
GSE29013 UHRF1 TUBB -0.593203763 1.316766621 0.552554193 0.041835128 7.29808066 -0.450500304 0.652349735
GSE29013 UHRF1 CCNA2 1.094503942 0.594403345 2.987700244 0.931922887 9.578424217 1.841348893 0.065570447
GSE29013 UHRF1 PRDX4 0.503611375 0.53711797 1.654686185 0.577457459 4.741451214 0.937617809 0.348440856
GSE29013 UHRF1 KIF26B -0.372707694 0.428258625 0.688866563 0.297577919 1.594665164 -0.870286488 0.384143861
GSE29013 UHRF1 RRM2 0.555579042 0.517171648 1.742949933 0.632510307 4.802885323 1.074264306 0.282704238
GSE29013 UHRF1 ZWINT 0.576744335 0.481528154 1.780233143 0.692786434 4.574613313 1.197737517 0.231019219
GSE29013 UHRF1 CDCA4 0.375773636 0.43457095 1.456117483 0.62128226 3.41274532 0.864700311 0.387203299
GSE29013 UHRF1 CENPK 1.105268734 0.757819899 3.020035945 0.683840226 13.33735097 1.458484707 0.144706988
GSE29013 UHRF1 FEN1 0.679304652 0.733207198 1.972505678 0.468717494 8.300903416 0.926483883 0.354194569
GSE29013 UHRF1 SAP18 -0.027512094 0.590209262 0.972862917 0.305959974 3.093418539 -0.046614134 0.962820767
GSE29013 UHRF1 LMNB2 -0.06315476 0.747385047 0.938798174 0.216968622 4.062071298 -0.084500968 0.932658133
GSE29013 UHRF1 NDC80 0.948581996 0.348520315 2.58204571 1.304075982 5.112401531 2.7217409 0.006493904
GSE29013 UHRF1 TGFBI -0.147876042 0.330572838 0.862538027 0.451226026 1.648778673 -0.447332704 0.654634857
GSE29013 UHRF1 CENPA 0.001610816 0.321566758 1.001612114 0.533312113 1.881125148 0.005009274 0.996003195
GSE29013 UHRF1 BLM 2.985605498 1.751716007 19.79848655 0.639099716 613.3316291 1.704389002 0.088308437
GSE29013 UHRF1 RPL37 -0.307927709 0.507337133 0.734968448 0.27190835 1.986620194 -0.606948888 0.543884833
GSE29013 UHRF1 MCM10 0.177804176 0.670623678 1.194591369 0.320910157 4.446878693 0.265132566 0.790907341
GSE29013 UHRF1 CALU 0.201709373 0.668103821 1.223492377 0.330301286 4.532024727 0.301913216 0.762718221
GSE29013 UHRF1 FOXM1 0.158847711 0.306689868 1.172159426 0.642586793 2.138166756 0.51794248 0.604498402
GSE29013 UHRF1 CDC25A 0.869805575 0.470266599 2.386446825 0.949423784 5.998510403 1.849601008 0.064371077
GSE29013 UHRF1 PCCB 0.071175563 0.29868351 1.073769723 0.597958838 1.928195295 0.238297597 0.811650285
GSE29013 UHRF1 OIP5 0.104624466 0.354198125 1.110293579 0.554553994 2.222960875 0.295384019 0.76770054
GSE29013 UHRF1 HJURP 1.785062262 0.747106458 5.959951017 1.378175485 25.7739428 2.389301074 0.016880463
GSE29013 UHRF1 CHAF1B 0.072376158 0.334186841 1.07505966 0.558434461 2.069630999 0.21657393 0.828540404
GSE29013 UHRF1 LIMCH1 -0.871809888 0.68438955 0.41819398 0.109351397 1.599304713 -1.273850381 0.202716446
GSE29013 UHRF1 ZNF469 0.03171797 0.512222027 1.032226346 0.378242878 2.816949874 0.061922308 0.950624702
GSE29013 UHRF1 PAICS 2.092054854 1.532828613 8.101545562 0.401625979 163.423294 1.364832856 0.17230559
GSE29013 UHRF1 EXO1 -0.206215993 0.344052882 0.813657313 0.414555983 1.596981466 -0.599372958 0.548924206
GSE29013 UHRF1 SKP1 -0.190948427 1.115677989 0.826175195 0.092769523 7.357647511 -0.171150125 0.864105723
GSE29013 UHRF1 TTK 0.605068605 0.325733468 1.831377845 0.967192957 3.467710128 1.857557371 0.063231897
GSE29013 UHRF1 MCM6 1.863818349 0.948797566 6.448311731 1.004218163 41.40606663 1.964400433 0.049483673
GSE29013 UHRF1 LOXL3 -0.78675763 0.520077724 0.455318716 0.164295074 1.261846317 -1.512769328 0.130338262
GSE29013 UHRF1 CHEK1 0.036415814 1.02901892 1.037086992 0.138010679 7.793233343 0.035388867 0.971769662
GSE29013 UHRF1 CHAF1A 0.599009641 1.258362423 1.820315142 0.154534889 21.4420655 0.476023147 0.634057887
GSE29013 UHRF1 AP2S1 0.561809268 0.891906511 1.753842803 0.305350381 10.07355736 0.629897036 0.528761952
GSE29013 UHRF1 RAD1 0.678081865 0.879628809 1.970095197 0.351354736 11.04659959 0.770872734 0.44078237
GSE29013 UHRF1 IRAK1 1.165629694 0.724304069 3.207942269 0.775707165 13.26646712 1.60930988 0.1075486
GSE29013 UHRF1 MIF 0.607444649 0.44801089 1.835734455 0.76289066 4.41730534 1.355870276 0.175140447
GSE29013 UHRF1 PEPD 1.252640712 0.727391472 3.499572127 0.841120475 14.56034591 1.722099803 0.085051441
GSE29013 UHRF1 TFDP1 0.103890531 0.516920755 1.109478995 0.402824002 3.055785239 0.200979609 0.840714518
GSE29013 UHRF1 DNMT1 1.963411869 1.281013377 7.12359041 0.578493358 87.72017803 1.532702081 0.125349276
GSE29013 UHRF1 ESPL1 3.186549309 1.653123407 24.20476001 0.947893588 618.0761372 1.927593121 0.053905755
GSE29013 UHRF1 P4HB -0.418328447 0.531789506 0.658146027 0.232093093 1.866303678 -0.786642915 0.43149093
GSE29013 UHRF1 CDK2AP1 -0.377007014 0.464919461 0.685911263 0.275757779 1.706114196 -0.810908223 0.417418378
GSE29013 UHRF1 UHRF1 1.457487892 0.724669564 4.295156067 1.037860773 17.77537616 2.011244799 0.044299606
GSE29013 FOXM1 TOP2A -0.119318883 0.297329302 0.887524739 0.495556648 1.589525973 -0.401302131 0.688197695
GSE29013 FOXM1 UBE2C 0.09732183 0.489402823 1.102215042 0.422363029 2.876383387 0.198858333 0.842373564
GSE29013 FOXM1 STOM 1.731043565 1.310278279 5.64654337 0.432983927 73.63657181 1.321126659 0.186459135
GSE29013 FOXM1 SON -0.840339827 1.165236664 0.431563841 0.04397378 4.235418188 -0.721175236 0.470801706
GSE29013 FOXM1 NUSAP1 0.854873635 0.491131437 2.351077267 0.897873317 6.156285318 1.740620881 0.081750055
GSE29013 FOXM1 CDC20 0.501745942 0.462344552 1.651602356 0.667355275 4.087463521 1.085220837 0.277823858
GSE29013 FOXM1 CCNB2 1.058499859 0.788844489 2.882044271 0.614094208 13.52590379 1.341835905 0.179649207
GSE29013 FOXM1 NCAPG 0.239436502 0.330315933 1.270533006 0.664998276 2.427456096 0.724871185 0.46853106
GSE29013 FOXM1 CEP55 -0.364124391 0.339986382 0.694804762 0.356833692 1.352881379 -1.070996988 0.284170784
GSE29013 FOXM1 UHRF1 1.457487892 0.724669564 4.295156067 1.037860773 17.77537616 2.011244799 0.044299606
GSE29013 FOXM1 CDCA5 0.186623922 0.361083888 1.20517396 0.593874361 2.445709679 0.516843669 0.605265293
GSE29013 FOXM1 HMMR 1.041735252 0.545849106 2.83413068 0.972282055 8.26128249 1.908467451 0.056330826
GSE29013 FOXM1 GINS2 1.868962312 0.854276086 6.481567061 1.214839477 34.58128614 2.187773183 0.028686128
GSE29013 FOXM1 ASPM 0.472515253 0.528618662 1.604023649 0.569180151 4.520347139 0.8938679 0.371392575
GSE29013 FOXM1 CDKN3 -0.139399431 0.268737236 0.869880502 0.513700569 1.473021705 -0.518720193 0.603955878
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GSE29013 FOXM1 KIF20A 1.066530062 0.707914874 2.905280846 0.725454013 11.6349991 1.506579536 0.131918466
GSE29013 FOXM1 TK1 0.16437505 0.48902375 1.178656287 0.451990603 3.073583017 0.33612897 0.736773613
GSE29013 FOXM1 AURKB 0.281161335 0.295459528 1.324667302 0.742354269 2.363754794 0.951606932 0.341296364
GSE29013 FOXM1 HMGN2 0.248546552 0.801162369 1.282160508 0.266680801 6.164431641 0.310232434 0.756384208
GSE29013 FOXM1 RNASE4 -0.088395923 0.358163971 0.915398377 0.453670368 1.84705515 -0.246802947 0.80506073
GSE29013 FOXM1 ANLN 0.854119668 0.436401437 2.349305301 0.998789302 5.525925627 1.957188028 0.050325366
GSE29013 FOXM1 MELK 0.944426158 0.676055728 2.571337414 0.683438422 9.674282109 1.396964953 0.16242411
GSE29013 FOXM1 SERPING1 -0.215950582 0.424160874 0.805775121 0.35088715 1.850377098 -0.509124238 0.610665143
GSE29013 FOXM1 PRC1 -0.34615709 0.231980275 0.707401352 0.448956142 1.114622624 -1.492183293 0.135651101
GSE29013 FOXM1 MXD3 0.169247497 0.612235706 1.184413241 0.356752706 3.932232892 0.276441729 0.78220881
GSE29013 FOXM1 ASF1B -0.004886223 0.819385942 0.995125695 0.199717151 4.958388119 -0.005963275 0.995242023
GSE29013 FOXM1 PYCR1 0.823343806 1.142195549 2.278104657 0.242848295 21.37038202 0.720843123 0.47100604
GSE29013 FOXM1 NEK2 0.616807897 0.430854476 1.853003612 0.796401871 4.311419289 1.431592177 0.15226057
GSE29013 FOXM1 KIF11 0.063890844 0.246850384 1.065976035 0.657094774 1.729286174 0.258824164 0.795770913
GSE29013 FOXM1 DLGAP5 0.05228086 0.295207967 1.053671636 0.590777317 1.87925955 0.177098406 0.859431094
GSE29013 FOXM1 CHPF 0.227556646 0.709948852 1.255528559 0.31226049 5.048195374 0.320525409 0.748570072
GSE29013 FOXM1 PBK 0.565210001 0.399929528 1.759817307 0.803612999 3.853791512 1.413273993 0.157575178
GSE29013 FOXM1 CD4 -0.519974312 0.31269929 0.59453582 0.322112744 1.097357519 -1.662857349 0.096340994
GSE29013 FOXM1 CKAP2L 0.856562588 0.542324446 2.355051481 0.813528928 6.817541813 1.57942832 0.114237846
GSE29013 FOXM1 PTK7 0.419843058 0.487433475 1.521722715 0.585371262 3.955848486 0.861334069 0.389054077
GSE29013 FOXM1 TP53I3 0.064887368 0.301720602 1.067038835 0.590683968 1.927548294 0.215057796 0.829722258
GSE29013 FOXM1 MMP14 0.61711273 0.876493103 1.853568555 0.332610819 10.32953889 0.704070263 0.481389018
GSE29013 FOXM1 CD276 -0.154424323 0.770394936 0.856908338 0.189309762 3.878785176 -0.200448258 0.841130021
GSE29013 FOXM1 ABCB6 -0.207860723 0.286250475 0.812320167 0.46352204 1.423587223 -0.72614979 0.467746949
GSE29013 FOXM1 TTLL12 1.574566355 0.896263049 4.828647246 0.833537204 27.97215782 1.756812754 0.07894973
GSE29013 FOXM1 SFXN5 0.006211402 0.590528772 1.006230732 0.316255856 3.201522653 0.010518373 0.991607708
GSE29013 FOXM1 IPO13 0.910922938 0.721762579 2.486616467 0.604287185 10.23232265 1.26208114 0.206919591
GSE29013 FOXM1 MCM2 0.049165559 0.711711896 1.050394238 0.260340699 4.238016028 0.069080704 0.94492538
GSE29013 FOXM1 ASPHD1 0.191488626 0.309903649 1.211051059 0.659738744 2.223068875 0.617897294 0.536643043
GSE29013 FOXM1 CDCA3 0.538280464 0.347042549 1.713058662 0.867698969 3.382013905 1.551050339 0.120889621
GSE29013 FOXM1 TOMM40L 0.003256557 0.237733135 1.003261865 0.629586625 1.598722608 0.013698372 0.989070622
GSE29013 FOXM1 SMPD1 -0.146729563 0.463724343 0.863527476 0.347979199 2.142885849 -0.316415485 0.751687165
GSE29013 FOXM1 RACGAP1 0.702599721 0.424861251 2.018994713 0.877996185 4.64277604 1.653715697 0.098185292
GSE29013 FOXM1 TPX2 0.397904012 0.396577827 1.488701125 0.684289472 3.238733212 1.003344072 0.315694879
GSE29013 FOXM1 SAC3D1 0.146393556 0.333485743 1.157651699 0.602163371 2.225571198 0.438979953 0.660676062
GSE29013 FOXM1 RHBDD3 -0.650544188 0.966559194 0.521761763 0.078475767 3.469036955 -0.673051575 0.50091448
GSE29013 FOXM1 FANCI 0.634858002 0.574633445 1.886754208 0.611767571 5.81894433 1.104805173 0.269244019
GSE29013 FOXM1 MYO19 -0.009592215 0.815056608 0.990453644 0.200473379 4.893409909 -0.011768771 0.990610096
GSE29013 FOXM1 TSTA3 -0.213170499 0.57123017 0.808018359 0.263748031 2.47544471 -0.373177942 0.709016012
GSE29013 FOXM1 MKL1 -3.541481521 1.226674417 0.028970375 0.00261702 0.320701709 -2.887059085 0.003888612
GSE29013 FOXM1 CENPE 0.023920342 0.241984435 1.024208728 0.637398369 1.645758085 0.098850746 0.921256776
GSE29013 FOXM1 CENPF 0.072471495 0.609117931 1.075162158 0.325830584 3.5477752 0.118977773 0.905292965
GSE29013 FOXM1 CHD1L -0.158427873 0.632274744 0.853484521 0.247173787 2.947059385 -0.250568086 0.802148058
GSE29013 FOXM1 PARP8 -0.106720584 0.460478169 0.89877677 0.36449545 2.216213353 -0.231760356 0.81672415
GSE29013 FOXM1 RPS6KA4 0.863453255 0.647859991 2.371335397 0.666090991 8.442137244 1.332777555 0.182604813
GSE29013 FOXM1 CHD3 -0.293137323 0.33807357 0.745919702 0.384523896 1.446974318 -0.867081453 0.385897382
GSE29013 FOXM1 MND1 -0.28412866 0.247528321 0.7526698 0.463348757 1.222646699 -1.147863237 0.251025027
GSE29013 FOXM1 NRM -0.126498127 0.371917013 0.8811758 0.425095224 1.826580838 -0.340124603 0.733762695
GSE29013 FOXM1 CCNB1 0.931968041 0.52329541 2.539502108 0.910581279 7.082367169 1.78095971 0.074919033
GSE29013 FOXM1 RAD54L -0.03687977 0.231013224 0.963792005 0.612836335 1.515730998 -0.159643543 0.873161876
GSE29013 FOXM1 NKIRAS2 0.019626039 0.398788777 1.019819896 0.466738749 2.228297139 0.04921412 0.960748658
GSE29013 FOXM1 CDCA2 0.035070347 0.446736404 1.035692565 0.431487424 2.485956784 0.078503447 0.937427589
GSE29013 FOXM1 DEPDC1B 0.320374142 0.285535761 1.377643102 0.787205721 2.410933338 1.122010571 0.261857945
GSE29013 FOXM1 MKI67 0.759745607 0.664415204 2.137732326 0.581302349 7.861484661 1.143480165 0.252839286
GSE29013 FOXM1 NUF2 0.837417136 0.590034417 2.310391835 0.726854419 7.343850835 1.419268287 0.155820814
GSE29013 FOXM1 RECQL4 0.164883569 0.327870039 1.179255809 0.620189688 2.242288593 0.502893066 0.615039456
GSE29013 FOXM1 AP2M1 0.065604114 0.279572548 1.067803904 0.617332186 1.846988064 0.234658639 0.814473693
GSE29013 FOXM1 FOXM1 0.158847711 0.306689868 1.172159426 0.642586793 2.138166756 0.51794248 0.604498402
GSE37745 FOXA2 GFPT2 0.007532346 0.166795427 1.007560786 0.726598892 1.397165269 0.045159189 0.963980423
GSE37745 FOXA2 IL1R2 0.253315615 0.115929717 1.288289817 1.026441068 1.616937108 2.18507922 0.028883039
GSE37745 FOXA2 TUBB3 0.235499009 0.207490647 1.265540128 0.842673935 1.900606804 1.134986142 0.256381125
GSE37745 FOXA2 MLLT11 -0.011953183 0.06574171 0.988117972 0.86865906 1.124005001 -0.181820388 0.855723684
GSE37745 FOXA2 IGF1 0.065258321 0.700050431 1.06743473 0.270680719 4.20944981 0.093219457 0.925729217
GSE37745 FOXA2 FST -0.013537135 0.132502371 0.98655408 0.760912423 1.279107717 -0.102165232 0.918625524
GSE37745 FOXA2 THBS2 -0.144481376 0.1337992 0.865471031 0.665828606 1.124974352 -1.079837369 0.280214607
GSE37745 FOXA2 RTKN2 0.239335947 0.586292647 1.270405253 0.402614188 4.008625521 0.408219253 0.683112714
GSE37745 FOXA2 SCRG1 -0.225848602 0.817871807 0.797838884 0.160598489 3.963591993 -0.276141811 0.782439148
GSE37745 FOXA2 CRISPLD2 -0.599905157 0.468083885 0.54886369 0.219296033 1.373720014 -1.281618908 0.199976364
GSE37745 FOXA2 ALDH1A3 0.308564913 0.297798672 1.361469884 0.759488759 2.44058944 1.036152751 0.300130886
GSE37745 FOXA2 RSPO3 -0.190060477 0.112401257 0.826909123 0.66340946 1.03070387 -1.690910608 0.090853877
GSE37745 FOXA2 PI15 -0.180782313 0.34264714 0.834617024 0.426408119 1.633612369 -0.52760491 0.597773584
GSE37745 FOXA2 STEAP1 0.016904347 0.104407121 1.017048034 0.828838588 1.24799535 0.161907988 0.871378313
GSE37745 FOXA2 SLC39A14 1.515871152 0.684318593 4.553386092 1.190807152 17.41115249 2.215154122 0.026749488
GSE37745 FOXA2 SLAMF1 -0.851946559 0.378872353 0.426583753 0.203005395 0.896398337 -2.248637444 0.024535572
GSE37745 FOXA2 F13A1 -0.036595219 0.106022913 0.964066293 0.783177192 1.18673504 -0.3451633 0.729971608
GSE37745 FOXA2 C1QTNF1 0.03442199 0.35868174 1.035021284 0.512435053 2.090546015 0.095968059 0.923545941
GSE37745 FOXA2 IL13RA2 -0.231435551 0.099275196 0.793393827 0.653108923 0.963811308 -2.331252516 0.019740048
GSE37745 FOXA2 NECAB1 0.09896585 0.338621343 1.104028596 0.568519432 2.143953353 0.292261112 0.770086989
GSE37745 FOXA2 FHL2 -0.124419235 0.1263788 0.883009575 0.689273502 1.131199599 -0.984494508 0.32487243
GSE37745 FOXA2 IL24 -0.042504696 0.360977181 0.958385965 0.47236326 1.944485814 -0.117748982 0.906266555
GSE37745 FOXA2 FOLR2 0.584365831 0.580274744 1.793853019 0.5752493 5.593937545 1.00705026 0.313910622
GSE37745 FOXA2 ANK2 0.467992786 0.332181373 1.596785883 0.832709247 3.061963303 1.408847167 0.158880365
GSE37745 FOXA2 ITK -0.193435805 0.13664697 0.824122739 0.630489394 1.077223971 -1.415587956 0.15689618
GSE37745 FOXA2 MS4A15 0.002273887 0.18289536 1.002276474 0.70033644 1.434393634 0.01243272 0.99008038
GSE37745 FOXA2 PAPPA 0.663977837 0.689666031 1.942503951 0.502709533 7.50596786 0.962752706 0.33567164
GSE37745 FOXA2 GREM1 -0.022600178 0.068800714 0.977653293 0.854322006 1.118788881 -0.328487549 0.742543057
GSE37745 FOXA2 SLC2A5 -0.434258996 0.628103979 0.647744471 0.189130094 2.218435419 -0.691380743 0.489326302
GSE37745 FOXA2 SERPINF1 -0.11444989 0.131061132 0.891856628 0.689819721 1.153066838 -0.873255773 0.382523681
GSE37745 FOXA2 CLIC5 0.325900841 0.391300796 1.385277999 0.643370429 2.982722002 0.832865264 0.404920722
GSE37745 FOXA2 TWIST1 -0.082847994 0.086153994 0.920491056 0.777472722 1.089818023 -0.961626857 0.336237076
GSE37745 FOXA2 DNAJC30 0.460240106 0.307583063 1.584454376 0.867090765 2.895308969 1.496311604 0.134572473
GSE37745 FOXA2 AGER -0.117915174 0.235103475 0.888771441 0.560621372 1.408998502 -0.501545856 0.615987014
GSE37745 FOXA2 STX19 0.06965253 0.147125869 1.072135581 0.803555619 1.430485554 0.473421363 0.635912592
GSE37745 FOXA2 CYP4B1 -0.024828904 0.071385968 0.975476798 0.848111784 1.121968826 -0.347812112 0.727981293
GSE37745 FOXA2 SULF2 -0.053712041 0.136630117 0.947704968 0.725059072 1.238719355 -0.393120067 0.694230804
GSE37745 FOXA2 TIMP1 -0.014263672 0.267151741 0.985837572 0.583989975 1.66419932 -0.053391648 0.957419859
GSE37745 FOXA2 PRRX1 -0.245293174 0.15104827 0.782475103 0.581966529 1.052066153 -1.623938983 0.104388832
GSE37745 FOXA2 BDNF 0.1791939 0.238251709 1.196252675 0.749933406 1.908196716 0.752120106 0.451978834
GSE37745 FOXA2 FKBP11 -0.137929044 0.258564831 0.871160504 0.524816395 1.446068816 -0.533440851 0.593728445
GSE37745 FOXA2 HAS3 0.282265188 0.450420851 1.326130347 0.548513461 3.206159595 0.626669896 0.530875641
GSE37745 FOXA2 GGT1 0.11371953 0.506628358 1.120437832 0.415092536 3.024339936 0.224463412 0.822396733
GSE37745 FOXA2 AGT 0.007019109 0.077700326 1.007043801 0.864788137 1.172700196 0.090335648 0.928020493
GSE37745 FOXA2 LGALS4 0.055225529 0.044967468 1.056778922 0.967626523 1.154145388 1.228121819 0.219401242
GSE37745 FOXA2 SH3PXD2B -1.188565827 0.501404684 0.304657883 0.114029174 0.813970865 -2.370472128 0.017765383
GSE37745 FOXA2 PEBP4 0.027575961 0.068527723 1.027959697 0.898762998 1.175728352 0.402405914 0.687385318
GSE37745 FOXA2 CRTAC1 -0.143659507 0.3771021 0.866182627 0.41363719 1.8138416 -0.380956529 0.703235505
GSE37745 FOXA2 NAV2 -1.059409341 0.673062743 0.346660508 0.092681344 1.296631042 -1.574012753 0.115484501
GSE37745 FOXA2 TMC5 0.041299412 0.111685942 1.042164096 0.83727642 1.297189286 0.369781654 0.711545186
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GSE37745 FOXA2 EXPH5 -1.196844554 0.874101674 0.302146115 0.054472878 1.675921638 -1.369228077 0.170927992
GSE37745 FOXA2 IL2RA -0.017696446 0.230698759 0.982459217 0.625091209 1.544136437 -0.076708023 0.938855822
GSE37745 FOXA2 FNDC4 0.271806319 0.209777893 1.312332803 0.869922809 1.979735867 1.29568619 0.195083621
GSE37745 FOXA2 NRGN -0.376137181 0.138332025 0.68650815 0.52347659 0.900314264 -2.71908968 0.006546186
GSE37745 FOXA2 PIGR -0.088235013 0.206042843 0.915545686 0.611358613 1.371083822 -0.428236245 0.668479131
GSE37745 FOXA2 SLC44A3 0.114181791 0.117331494 1.120955886 0.890667845 1.410786419 0.973155524 0.330476012
GSE37745 FOXA2 ZNF385D 0.2149872 0.41775791 1.239846027 0.546728328 2.811667317 0.514621495 0.606817542
GSE37745 FOXA2 FOXA1 0.213973953 0.109049647 1.238590393 1.000240601 1.533737144 1.962170062 0.049742688
GSE37745 FOXA2 FHDC1 -0.365675807 0.211754609 0.693727666 0.458081935 1.050593875 -1.726884763 0.084188361
GSE37745 FOXA2 P4HTM 0.61228559 0.292283684 1.844642681 1.040207378 3.271181007 2.094833283 0.036185815
GSE37745 FOXA2 SYT15 -0.473522734 0.371158918 0.622804425 0.300898932 1.2890885 -1.275795111 0.202027956
GSE37745 FOXA2 NKX2.1 0.067097895 0.154222837 1.069400161 0.790433847 1.446821527 0.43507107 0.663510842
GSE37745 FOXA2 ENTPD1 -0.591405731 0.226997391 0.553548597 0.354760473 0.863726579 -2.605341531 0.009178272
GSE37745 FOXA2 FGFR3 0.172080427 0.273220839 1.187773359 0.695292556 2.029081916 0.629821751 0.528811213
GSE37745 FOXA2 ACOXL -0.103553383 0.390486581 0.90162789 0.419415578 1.93825145 -0.265190631 0.790862612
GSE37745 FOXA2 PCSK1 0.033381483 0.043077194 1.033944897 0.950232805 1.125031723 0.77492241 0.438385509
GSE37745 FOXA2 ATP2C2 -0.461607013 0.431024452 0.630269979 0.270793317 1.466949963 -1.070953192 0.284190477
GSE37745 FOXA2 TCF7L2 0.177100623 0.216150259 1.193751206 0.781495334 1.823481062 0.819340322 0.412592274
GSE37745 FOXA2 EDN3 -0.353806268 0.440736211 0.702010956 0.295929695 1.665325887 -0.802761969 0.422112328
GSE37745 FOXA2 N4BP1 -0.419027333 0.524799912 0.657686219 0.23513011 1.839624721 -0.798451606 0.424608466
GSE37745 FOXA2 EPB41L5 -0.071454008 0.365309402 0.931039097 0.455004815 1.905109072 -0.195598601 0.844924355
GSE37745 FOXA2 VSIG2 0.151011474 0.150303562 1.163010002 0.866253148 1.561428398 1.004709883 0.315036568
GSE37745 FOXA2 JPH1 0.784994077 0.35503649 2.192393955 1.093228607 4.396693632 2.211023651 0.027034199
GSE37745 FOXA2 PLEKHH1 0.190217063 0.107876665 1.20951211 0.97900619 1.494290393 1.763282764 0.077852811
GSE37745 FOXA2 MARVELD2 0.363166409 0.2027673 1.437875114 0.966329702 2.139523229 1.791050178 0.073285243
GSE37745 FOXA2 ALDH3B1 -0.346509124 0.487674833 0.707152367 0.271896382 1.839172947 -0.710533126 0.477373596
GSE37745 FOXA2 IRX2 -2.187185093 0.518111729 0.112232228 0.0406537 0.309838289 -4.221454509 2.43E-05
GSE37745 FOXA2 PRDM16 0.098874514 0.332506614 1.103927763 0.575321379 2.118218705 0.297361045 0.766190881
GSE37745 FOXA2 CDS1 0.286953704 0.644198275 1.33236253 0.376946612 4.709393461 0.445443143 0.65599954
GSE37745 FOXA2 USP54 -0.186193269 0.185084752 0.830113144 0.577554356 1.193113384 -1.005989239 0.314420747
GSE37745 FOXA2 SLC9A9 -0.190230084 0.219047103 0.826768886 0.538184137 1.270098363 -0.868443734 0.385151462
GSE37745 FOXA2 SAP30 0.246588703 0.47604645 1.279652687 0.503362247 3.253146233 0.517992945 0.604463192
GSE37745 FOXA2 CLIC3 0.097833826 0.112037544 1.102779517 0.885364613 1.373583994 0.873223582 0.382541223
GSE37745 FOXA2 FGF7 0.760696775 0.666580238 2.139766638 0.57939172 7.902427853 1.14119311 0.253789571
GSE37745 FOXA2 IGSF3 0.707717666 0.62337555 2.029354304 0.598052963 6.886144114 1.135299043 0.256250043
GSE37745 FOXA2 TUFT1 0.413123274 0.195176048 1.511531347 1.031057783 2.21590589 2.11666994 0.03428787
GSE37745 FOXA2 F11 -0.442306615 0.903743794 0.642552589 0.109305135 3.777259222 -0.489415936 0.624547256
GSE37745 FOXA2 NEDD4L -0.092362251 0.182778273 0.911774798 0.637245 1.304574039 -0.505324016 0.613331277
GSE37745 FOXA2 SPINT1 0.043280717 0.133187326 1.044230988 0.804317132 1.355706986 0.324961231 0.745210414
GSE37745 FOXA2 KLK10 -0.147793729 0.340219442 0.862609028 0.442811289 1.680387002 -0.434407063 0.663992869
GSE37745 FOXA2 CXADR 0.234623172 0.154917996 1.264432205 0.93331686 1.713018235 1.514499139 0.129899292
GSE37745 FOXA2 ARRB1 0.00467233 0.238951681 1.004683263 0.628974629 1.604815857 0.019553453 0.984399596
GSE37745 FOXA2 PLEKHA1 0.253427695 0.183893987 1.288434216 0.898527563 1.84753679 1.378118442 0.168166723
GSE37745 FOXA2 MAT2A 0.383196648 0.265158073 1.466966478 0.872403158 2.466738717 1.445163046 0.148412094
GSE37745 FOXA2 LGI2 -0.258662422 0.272220371 0.772083618 0.452845376 1.316372307 -0.95019495 0.342013204
GSE37745 FOXA2 TMEM97 0.498346035 0.209926801 1.645996597 1.090784394 2.483813312 2.373903819 0.017601135
GSE37745 FOXA2 PLCH1 0.172151258 0.436030528 1.187857492 0.505375848 2.791992191 0.394814691 0.692979652
GSE37745 FOXA2 GCNT2 0.32274961 0.154763462 1.38091954 1.019608571 1.870265541 2.085438042 0.037029557
GSE37745 FOXA2 SELENBP1 -0.139815562 0.113921484 0.869518593 0.69551857 1.087048737 -1.227297587 0.219710762
GSE37745 FOXA2 RAB17 0.204683512 0.197224034 1.227136629 0.833710973 1.806218648 1.037822356 0.299352767
GSE37745 FOXA2 CMTM8 0.035335948 0.158578547 1.035967682 0.759213468 1.413606427 0.222829312 0.823668354
GSE37745 FOXA2 BEX2 0.057286571 0.078687738 1.058959234 0.907611767 1.235544425 0.728024121 0.466598821
GSE37745 FOXA2 DENND1A -0.091920277 0.293640769 0.912177868 0.513017352 1.621910954 -0.313036494 0.754252936
GSE37745 FOXA2 TMEM125 -0.03623913 0.135167979 0.964409647 0.73995678 1.25694634 -0.268104401 0.788618959
GSE37745 FOXA2 SPOCK2 -0.609576946 0.511556371 0.543580785 0.199446548 1.481500044 -1.19161246 0.233413237
GSE37745 FOXA2 ILDR1 0.006685327 0.303409553 1.006707724 0.555444564 1.824593319 0.022034003 0.982420832
GSE37745 FOXA2 CD28 0.764163035 0.467196658 2.147196495 0.859395892 5.364760095 1.635634636 0.101916077
GSE37745 FOXA2 NARS2 0.473860136 0.206235234 1.606182324 1.072129121 2.406260223 2.29766818 0.021580682
GSE37745 FOXA2 CCNY 0.017012267 0.331295889 1.017157799 0.531359882 1.947098424 0.051350672 0.959046091
GSE37745 FOXA2 C1orf198 -0.085168478 0.251131191 0.918357549 0.561369151 1.502363616 -0.339139385 0.734504729
GSE37745 FOXA2 EIF4G3 0.252317264 0.284121973 1.287004293 0.737453996 2.246079157 0.888059665 0.374508658
GSE37745 FOXA2 KIF5C -0.820481034 0.391888355 0.440219843 0.204217823 0.948954932 -2.093660154 0.036290265
GSE37745 FOXA2 TMEM30B -0.843463849 0.432091492 0.43021773 0.184455394 1.003425767 -1.952049196 0.050932364
GSE37745 FOXA2 NR2E3 -0.723245742 0.454941629 0.485174945 0.198907587 1.183437652 -1.589755025 0.111890035
GSE37745 FOXA2 ADCY9 0.229592823 0.539123838 1.258087641 0.437328573 3.619211296 0.425862866 0.670207775
GSE37745 FOXA2 TMEM116 -0.028565186 0.692505762 0.971838942 0.25011073 3.776211152 -0.041249023 0.967097372
GSE37745 FOXA2 IMPA2 0.245518705 0.126690786 1.278284194 0.997213218 1.638576837 1.937936553 0.052630964
GSE37745 FOXA2 TCEA3 -0.119159849 0.326104555 0.887665897 0.468456031 1.682016439 -0.365403815 0.714809994
GSE37745 FOXA2 MALL -0.130765556 0.090484719 0.877423457 0.734832757 1.047683184 -1.445167284 0.148410903
GSE37745 FOXA2 SUSD2 -0.027046979 0.14072503 0.973315515 0.738700314 1.282445768 -0.192197358 0.847587615
GSE37745 FOXA2 IL10 -0.048511082 0.40429729 0.952646782 0.431313873 2.104119407 -0.119988641 0.904492146
GSE37745 FOXA2 FOXO4 -0.446710495 0.346419401 0.639729086 0.324431764 1.26144647 -1.289507728 0.197221631
GSE37745 FOXA2 SPINT2 0.063526177 0.179542575 1.06558738 0.74948363 1.515011694 0.353822359 0.723472016
GSE37745 FOXA2 QDPR -0.997508893 0.498459356 0.368797011 0.138834698 0.979663133 -2.001184012 0.045372563
GSE37745 FOXA2 C10orf76 -0.018286365 0.382295405 0.981879816 0.46413882 2.077154357 -0.047833076 0.961849276
GSE37745 FOXA2 CNKSR1 0.337132071 0.294289744 1.400924073 0.786891246 2.494103561 1.145578728 0.251969503
GSE37745 FOXA2 GLTP -0.267470444 0.280562304 0.76531295 0.441594846 1.326337742 -0.953337067 0.340419316
GSE37745 FOXA2 FOXA2 -0.162835205 0.368823776 0.849731209 0.41241856 1.750753232 -0.441498664 0.658852028
GSE37745 UHRF1 PLA2G2A -0.052276081 0.141779675 0.949066811 0.718809335 1.253083076 -0.368713508 0.712341279
GSE37745 UHRF1 MMP7 -0.021347534 0.069092583 0.978878712 0.854903648 1.120832196 -0.308969974 0.757344368
GSE37745 UHRF1 COL1A1 -0.371428201 0.290126824 0.689748527 0.390601927 1.217999701 -1.280227029 0.200465303
GSE37745 UHRF1 THY1 -0.19923022 0.185711098 0.819361239 0.569374275 1.179106377 -1.072796519 0.283362423
GSE37745 UHRF1 TUBB3 0.235499009 0.207490647 1.265540128 0.842673935 1.900606804 1.134986142 0.256381125
GSE37745 UHRF1 CTHRC1 -0.01592567 0.128282073 0.984200473 0.765402138 1.265544637 -0.124145721 0.901199898
GSE37745 UHRF1 COL15A1 -0.212864699 0.113951106 0.808265489 0.646485337 1.010530424 -1.868035392 0.061757138
GSE37745 UHRF1 TDO2 -0.023799214 0.707103046 0.976481754 0.244217583 3.904373322 -0.033657349 0.97315039
GSE37745 UHRF1 RTKN2 0.239335947 0.586292647 1.270405253 0.402614188 4.008625521 0.408219253 0.683112714
GSE37745 UHRF1 CXCL14 0.10883121 0.101727362 1.114974138 0.913427971 1.36099109 1.069832223 0.284694835
GSE37745 UHRF1 CCL13 -0.545743412 0.421839886 0.579410882 0.253463767 1.324516612 -1.293721694 0.195761569
GSE37745 UHRF1 GCNT3 0.078996707 0.076489487 1.082200759 0.931536474 1.257233092 1.03277862 0.301707511
GSE37745 UHRF1 TMEM158 -0.002692241 0.094537423 0.99731138 0.828629469 1.200331422 -0.028478042 0.977280881
GSE37745 UHRF1 SCG5 -0.005550322 0.07814937 0.994465053 0.853234999 1.159071935 -0.071021968 0.943380272
GSE37745 UHRF1 COL3A1 -0.000653769 0.16915657 0.999346445 0.717347746 1.392202487 -0.003864876 0.996916283
GSE37745 UHRF1 CDH3 -0.009171613 0.086455123 0.990870318 0.836423227 1.173836348 -0.106085247 0.915514716
GSE37745 UHRF1 COL14A1 0.234105931 0.414561495 1.263778359 0.560783891 2.848041404 0.564707368 0.572272822
GSE37745 UHRF1 PI15 -0.180782313 0.34264714 0.834617024 0.426408119 1.633612369 -0.52760491 0.597773584
GSE37745 UHRF1 STEAP1 0.016904347 0.104407121 1.017048034 0.828838588 1.24799535 0.161907988 0.871378313
GSE37745 UHRF1 CD209 0.333806275 0.562939928 1.396272625 0.463228091 4.208676638 0.59296962 0.553201484
GSE37745 UHRF1 COL1A2 -0.05294891 0.153456465 0.948428466 0.702072885 1.281229591 -0.3450419 0.730062871
GSE37745 UHRF1 TOP2A 0.323549952 0.208755295 1.382025189 0.917958672 2.080696747 1.549900572 0.121165382
GSE37745 UHRF1 CD248 0.050035362 0.286513209 1.051308272 0.599583394 1.84336173 0.174635445 0.861366096
GSE37745 UHRF1 COL17A1 0.01677615 0.133047034 1.01691766 0.783494494 1.319883593 0.126091876 0.899659198
GSE37745 UHRF1 SERPINE2 0.533164592 0.498766297 1.704317252 0.64120928 4.530030037 1.06896676 0.285084648
GSE37745 UHRF1 UBE2C 0.049216011 0.080874513 1.050447235 0.896465813 1.230877271 0.608547859 0.542824174
GSE37745 UHRF1 FAM167A -1.35197727 0.68340764 0.258728179 0.067783828 0.987555175 -1.978288202 0.047896203
GSE37745 UHRF1 COL5A1 -0.037992238 0.144599324 0.962720414 0.725131903 1.278154486 -0.262741461 0.792749858
GSE37745 UHRF1 AGER -0.117915174 0.235103475 0.888771441 0.560621372 1.408998502 -0.501545856 0.615987014
GSE37745 UHRF1 UCHL1 0.113727802 0.1879455 1.120447099 0.775196597 1.619462351 0.605110534 0.545105556
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GSE37745 UHRF1 TIMP1 -0.014263672 0.267151741 0.985837572 0.583989975 1.66419932 -0.053391648 0.957419859
GSE37745 UHRF1 CD163L1 0.071821366 0.161058757 1.074463391 0.783606736 1.473279295 0.445932699 0.655645861
GSE37745 UHRF1 MXRA5 -0.15329997 0.127866557 0.857872347 0.667701663 1.102206277 -1.198905901 0.230564537
GSE37745 UHRF1 NUSAP1 0.20463501 0.116018182 1.227077112 0.977500526 1.540375886 1.763818443 0.077762551
GSE37745 UHRF1 CDC20 0.165437198 0.096153766 1.179908859 0.977242235 1.42460576 1.720548292 0.085332823
GSE37745 UHRF1 MME -0.084061685 0.166907073 0.919374543 0.662858631 1.275158096 -0.503643633 0.614511825
GSE37745 UHRF1 CFB 0.155841975 0.380883699 1.168641514 0.553952488 2.465415388 0.409158953 0.682423015
GSE37745 UHRF1 LMO7 0.25486551 0.378101476 1.290288078 0.614958947 2.707243031 0.674066424 0.500269085
GSE37745 UHRF1 C10orf67 0.717415622 0.545698244 2.049130634 0.703186393 5.971299211 1.314674603 0.188619285
GSE37745 UHRF1 KDELR3 0.104683871 0.135932256 1.110359538 0.850663662 1.449336982 0.770117956 0.441229926
GSE37745 UHRF1 DCLK1 0.102966123 0.08857081 1.108453857 0.931807086 1.318588333 1.162528862 0.245020708
GSE37745 UHRF1 CCNB2 0.789795782 0.570928645 2.202946499 0.719496368 6.744958685 1.383352873 0.166556693
GSE37745 UHRF1 NCKAP5 -0.027685845 0.108712334 0.972693895 0.786031742 1.20368347 -0.254670692 0.798977454
GSE37745 UHRF1 TYMS 0.858504189 0.339756986 2.359628494 1.212388926 4.592459161 2.526818355 0.011510102
GSE37745 UHRF1 COL6A3 -0.136289287 0.163135089 0.872590167 0.633795972 1.201354431 -0.835438207 0.403471025
GSE37745 UHRF1 PCOLCE -0.002222801 0.13579229 0.997779668 0.764624207 1.302030797 -0.016369122 0.986939914
GSE37745 UHRF1 NCAPG 0.150669204 0.102508538 1.162612007 0.950997506 1.421314642 1.469821019 0.141610235
GSE37745 UHRF1 CENPM 0.329163885 0.182985447 1.389805606 0.970949326 1.989351628 1.798852814 0.072041966
GSE37745 UHRF1 FMO1 0.060846436 0.120563974 1.062735703 0.839075481 1.346013798 0.504681737 0.61378239
GSE37745 UHRF1 CEP55 0.074654397 0.084933545 1.077511695 0.912276374 1.27267513 0.878974217 0.379415255
GSE37745 UHRF1 CERCAM -0.024807304 0.5958508 0.975497869 0.30341511 3.136284453 -0.041633415 0.966790935
GSE37745 UHRF1 MTHFD1L -0.559889037 0.65764141 0.57127245 0.157419271 2.073140155 -0.851359158 0.394569872
GSE37745 UHRF1 PTGFRN -0.103988228 0.241531153 0.901235907 0.561366893 1.446872214 -0.430537538 0.666804666
GSE37745 UHRF1 RPL29 0.328112864 0.341904905 1.388345658 0.710342213 2.713486022 0.959661179 0.337225767
GSE37745 UHRF1 GAL3ST4 0.092817824 0.273785747 1.097261822 0.641598616 1.876536944 0.339016275 0.73459747
GSE37745 UHRF1 CDCA5 0.212609305 0.134160718 1.236901306 0.950905235 1.608914102 1.584735898 0.113026352
GSE37745 UHRF1 LAMA3 0.034251595 0.470034358 1.034844935 0.411890056 2.599975463 0.072870406 0.941909244
GSE37745 UHRF1 HMMR 0.292218259 0.113303101 1.339395321 1.072667205 1.672447723 2.579084393 0.009906258
GSE37745 UHRF1 ENTPD1 -0.591405731 0.226997391 0.553548597 0.354760473 0.863726579 -2.605341531 0.009178272
GSE37745 UHRF1 ECM1 -0.00466456 0.080860855 0.995346302 0.849464674 1.166280708 -0.057686259 0.953998539
GSE37745 UHRF1 CDKN3 0.177815416 0.097920461 1.194604796 0.985993851 1.447352454 1.815916859 0.069383127
GSE37745 UHRF1 E2F2 -0.425551925 0.511809192 0.653409053 0.239625136 1.781713709 -0.831465967 0.405710446
GSE37745 UHRF1 KIF20A 0.17458329 0.117047736 1.190749916 0.946649796 1.497792919 1.491556314 0.135815498
GSE37745 UHRF1 PDLIM7 0.148929537 0.574737331 1.160591208 0.376237407 3.580111721 0.259126264 0.795537821
GSE37745 UHRF1 TK1 0.210134786 0.14773643 1.233844354 0.923648865 1.648214975 1.42236269 0.154920988
GSE37745 UHRF1 AURKB 0.138035567 0.269620182 1.148016381 0.67677915 1.947373248 0.511963037 0.608676879
GSE37745 UHRF1 SERPINH1 -0.10997794 0.177683866 0.895853897 0.632400794 1.269059454 -0.618952877 0.535947403
GSE37745 UHRF1 ANLN 0.116384074 0.088871609 1.123427269 0.943837678 1.337188436 1.309575415 0.19033951
GSE37745 UHRF1 MELK 0.16072408 0.099005246 1.174360895 0.967226447 1.425853806 1.623389536 0.10450616
GSE37745 UHRF1 PRC1 0.19522858 0.117019417 1.215588814 0.966450436 1.528951832 1.668343463 0.095247565
GSE37745 UHRF1 BUB1 0.795777934 0.489365375 2.216164356 0.849284902 5.782964521 1.626142705 0.103919301
GSE37745 UHRF1 PSAT1 0.381340962 0.156034117 1.464246772 1.078444486 1.98806581 2.443958856 0.014527083
GSE37745 UHRF1 WWC2 0.629647323 0.464895511 1.876948506 0.754627419 4.668443797 1.354384603 0.175613707
GSE37745 UHRF1 ADRB2 -0.27293085 0.122230169 0.761145419 0.598997665 0.967186323 -2.232925405 0.025553864
GSE37745 UHRF1 NEBL 0.436069193 0.460096336 1.546615807 0.627693647 3.810808768 0.947778018 0.343242473
GSE37745 UHRF1 HBZ -0.067559997 0.343146566 0.934671641 0.477059094 1.831242895 -0.196883792 0.843918478
GSE37745 UHRF1 RCN3 -0.214038421 0.248365543 0.807317367 0.496175323 1.313570628 -0.861787902 0.388804243
GSE37745 UHRF1 KIFC1 0.400664308 0.195340498 1.492816057 1.017963403 2.189174753 2.051107233 0.040256505
GSE37745 UHRF1 ANXA3 0.020181811 0.097371121 1.020386841 0.843106429 1.234944094 0.207266911 0.835801415
GSE37745 UHRF1 CCNE2 0.124024844 0.08814365 1.132043995 0.952434886 1.345523589 1.407076338 0.159404754
GSE37745 UHRF1 APOBEC3F -1.210747628 0.508813879 0.297974422 0.109919774 0.807759633 -2.379549137 0.017333832
GSE37745 UHRF1 RGS10 -0.115863218 0.276130813 0.890597032 0.518368102 1.530115511 -0.419595398 0.674781051
GSE37745 UHRF1 PC -0.111042751 0.181300472 0.89490049 0.627265649 1.276726836 -0.612479107 0.540220817
GSE37745 UHRF1 MCM4 0.111160124 0.46887488 1.117573843 0.445829916 2.801452415 0.237078438 0.81259594
GSE37745 UHRF1 DLGAP5 0.197930575 0.091872062 1.218877771 1.01802517 1.459357846 2.154415299 0.031207618
GSE37745 UHRF1 NEDD4L -0.092362251 0.182778273 0.911774798 0.637245 1.304574039 -0.505324016 0.613331277
GSE37745 UHRF1 RAD51AP1 0.10100638 0.101965864 1.106283699 0.905884883 1.351014513 0.990590139 0.321885755
GSE37745 UHRF1 CKAP2L 0.409905718 0.137247239 1.506675726 1.151316501 1.971718237 2.986622677 0.002820776
GSE37745 UHRF1 LGI2 -0.258662422 0.272220371 0.772083618 0.452845376 1.316372307 -0.95019495 0.342013204
GSE37745 UHRF1 COQ2 0.186517557 0.225283984 1.205045779 0.774892524 1.873982887 0.827921957 0.407714699
GSE37745 UHRF1 CSF1R -0.150062623 0.171447775 0.860654078 0.615023939 1.204384733 -0.875267253 0.381428507
GSE37745 UHRF1 GMDS 0.123842203 0.161879459 1.131837256 0.824122819 1.5544474 0.765027281 0.4442553
GSE37745 UHRF1 UBE2T 0.143415793 0.114536836 1.154209614 0.922127037 1.444703149 1.252136845 0.210520004
GSE37745 UHRF1 ALDH18A1 0.3891897 0.257620145 1.475784481 0.890709889 2.44517307 1.510711439 0.130861987
GSE37745 UHRF1 APOBEC3B 0.050363676 0.084108772 1.051653488 0.891823988 1.240127059 0.598792194 0.549311468
GSE37745 UHRF1 SOCS6 0.114247571 0.203037487 1.121029625 0.752993569 1.668948411 0.562692006 0.573644628
GSE37745 UHRF1 ANG -0.001766824 0.14365166 0.998234736 0.753279527 1.322845708 -0.012299361 0.990186777
GSE37745 UHRF1 MAD2L1 0.262589583 0.162305704 1.300292947 0.945989554 1.78729431 1.617870325 0.105690547
GSE37745 UHRF1 GALNT13 -0.247049215 0.322551799 0.78110225 0.41509863 1.469821102 -0.765921058 0.443723275
GSE37745 UHRF1 SESN3 -0.525312263 0.530667226 0.591370673 0.209004204 1.673264299 -0.989908999 0.322218601
GSE37745 UHRF1 KDELR2 0.317286134 0.243601031 1.373395491 0.852004805 2.21385509 1.302482724 0.19275142
GSE37745 UHRF1 KIF4A 0.166442342 0.108449125 1.181095435 0.954933059 1.460821167 1.534750447 0.124845139
GSE37745 UHRF1 CDT1 0.585328712 0.191836335 1.795581118 1.232859669 2.615148855 3.051187945 0.002279378
GSE37745 UHRF1 TPX2 0.15310034 0.089521297 1.165441913 0.977889915 1.388964988 1.710211378 0.087226792
GSE37745 UHRF1 TUBB 0.300879971 0.231653334 1.351047167 0.857999107 2.127424647 1.298837213 0.193999801
GSE37745 UHRF1 CCNA2 0.131553723 0.125902461 1.140599182 0.891178471 1.459827112 1.044886027 0.296075649
GSE37745 UHRF1 PRDX4 -0.590220548 0.237754776 0.554205042 0.347770901 0.883176908 -2.482476094 0.013047282
GSE37745 UHRF1 KIF26B -0.107521033 0.55535894 0.898057634 0.302400024 2.667021985 -0.193606378 0.846484104
GSE37745 UHRF1 RRM2 0.215405468 0.113878128 1.240364723 0.992238714 1.550538822 1.891543812 0.058551788
GSE37745 UHRF1 ZWINT 0.151456378 0.113897214 1.163527545 0.930737442 1.454541623 1.329763678 0.183596147
GSE37745 UHRF1 CDCA4 0.679989675 0.217524773 1.973857353 1.288719325 3.023243907 3.126033259 0.001771815
GSE37745 UHRF1 CENPK 0.199890472 0.121030571 1.221268988 0.963362906 1.54822023 1.651570094 0.098622221
GSE37745 UHRF1 FEN1 0.16534705 0.165436793 1.179802499 0.853079014 1.631658865 0.999457543 0.317573096
GSE37745 UHRF1 SAP18 0.391429221 0.329278422 1.479093236 0.775734755 2.820186649 1.188748472 0.23453866
GSE37745 UHRF1 LMNB2 -0.045904668 0.183035904 0.955133013 0.667211329 1.367301531 -0.250795974 0.801971854
GSE37745 UHRF1 NDC80 0.242235521 0.10328121 1.274094233 1.040611029 1.559964358 2.345397773 0.01900679
GSE37745 UHRF1 TGFBI -0.178859354 0.146605884 0.836223503 0.627380787 1.114585848 -1.220001195 0.222464422
GSE37745 UHRF1 CENPA 0.306015115 0.208738396 1.358002832 0.902032595 2.044462365 1.466022164 0.142642249
GSE37745 UHRF1 BLM 0.376411383 0.185973275 1.457046414 1.011981674 2.097848517 2.024007927 0.042969336
GSE37745 UHRF1 RPL37 0.419470949 0.618427691 1.521156574 0.452654992 5.111878507 0.678286169 0.497590266
GSE37745 UHRF1 MCM10 0.212880592 0.14698455 1.237236907 0.927554401 1.650313083 1.448319513 0.147527713
GSE37745 UHRF1 CALU -0.150513284 0.246530893 0.860266302 0.530622222 1.394698675 -0.610525042 0.54151406
GSE37745 UHRF1 FOXM1 0.10103384 0.106938187 1.106314079 0.89712403 1.364282754 0.944787294 0.34476748
GSE37745 UHRF1 CDC25A 0.519835791 0.414951948 1.681751468 0.745682717 3.792883939 1.252761419 0.210292546
GSE37745 UHRF1 PCCB 0.564811845 0.566492968 1.759116766 0.57955543 5.339423353 0.997032403 0.318748782
GSE37745 UHRF1 OIP5 0.2173694 0.104673055 1.242803109 1.012288877 1.525809088 2.076650953 0.037833787
GSE37745 UHRF1 HJURP 0.296417098 0.127004962 1.345031049 1.048637757 1.725198728 2.333901716 0.019600869
GSE37745 UHRF1 CHAF1B 0.450193962 0.250791746 1.568616408 0.959494373 2.564431333 1.795090824 0.07263923
GSE37745 UHRF1 LIMCH1 -0.02936938 0.137807193 0.971057709 0.741213541 1.272174646 -0.213119353 0.83123387
GSE37745 UHRF1 ZNF469 0.0136647 0.246681524 1.013758489 0.625113402 1.644031741 0.055394097 0.955824499
GSE37745 UHRF1 PAICS 0.360008677 0.233577809 1.433341851 0.906834407 2.265539161 1.541279446 0.123248789
GSE37745 UHRF1 EXO1 0.252506389 0.118374633 1.287247721 1.020707865 1.623389758 2.13311233 0.032915513
GSE37745 UHRF1 SKP1 -0.050088171 0.414969736 0.951145557 0.421719909 2.145210251 -0.120703191 0.903926132
GSE37745 UHRF1 TTK 0.181058833 0.086374922 1.198485688 1.011836602 1.419565117 2.096196785 0.036064738
GSE37745 UHRF1 MCM6 0.369435645 0.178167108 1.446917809 1.020440636 2.051634434 2.073534497 0.038122564
GSE37745 UHRF1 LOXL3 -0.38187593 0.333026952 0.682579736 0.35536965 1.311071711 -1.146681754 0.251513174
GSE37745 UHRF1 CHEK1 -0.065645884 0.280230622 0.936462422 0.540701553 1.621896336 -0.23425664 0.814785746
GSE37745 UHRF1 CHAF1A 0.869737763 0.591100333 2.386285 0.74916382 7.600949144 1.471387707 0.141186296

174



GSE37745 UHRF1 AP2S1 0.095910759 0.300563513 1.100660836 0.610679565 1.983780604 0.319103135 0.749648306
GSE37745 UHRF1 RAD1 0.174930159 0.215469621 1.191163022 0.780841935 1.817101876 0.811855326 0.416874651
GSE37745 UHRF1 IRAK1 -0.371495124 0.269700207 0.689702369 0.406529893 1.170121476 -1.377437295 0.168377089
GSE37745 UHRF1 MIF 0.038747138 0.314713089 1.039507599 0.560974863 1.926246823 0.123118929 0.902012922
GSE37745 UHRF1 PEPD 0.219275711 0.288219352 1.245174537 0.707778676 2.190599519 0.760794545 0.446779793
GSE37745 UHRF1 TFDP1 0.35109317 0.217805296 1.420619679 0.92700403 2.177078207 1.611958829 0.106970899
GSE37745 UHRF1 DNMT1 -0.14482022 0.223206576 0.865177821 0.558613717 1.339982603 -0.648816993 0.516456672
GSE37745 UHRF1 ESPL1 0.15416671 0.150400754 1.166685368 0.868825177 1.566661262 1.025039476 0.305344562
GSE37745 UHRF1 P4HB -0.17753027 0.394018268 0.837335653 0.386821518 1.812543931 -0.45056355 0.652304142
GSE37745 UHRF1 CDK2AP1 -0.273976351 0.30154494 0.760350057 0.421054259 1.37305869 -0.908575519 0.363574234
GSE37745 UHRF1 UHRF1 0.229201702 0.120268929 1.257595673 0.993500149 1.591893949 1.905743275 0.056683522
GSE37745 FOXM1 TOP2A 0.323549952 0.208755295 1.382025189 0.917958672 2.080696747 1.549900572 0.121165382
GSE37745 FOXM1 UBE2C 0.049216011 0.080874513 1.050447235 0.896465813 1.230877271 0.608547859 0.542824174
GSE37745 FOXM1 STOM 0.027483393 0.551538193 1.027864545 0.348711062 3.029744786 0.049830443 0.960257506
GSE37745 FOXM1 SON 0.281909989 0.369408918 1.32565939 0.642673676 2.734471453 0.763138016 0.44538109
GSE37745 FOXM1 NUSAP1 0.20463501 0.116018182 1.227077112 0.977500526 1.540375886 1.763818443 0.077762551
GSE37745 FOXM1 CDC20 0.165437198 0.096153766 1.179908859 0.977242235 1.42460576 1.720548292 0.085332823
GSE37745 FOXM1 CCNB2 0.789795782 0.570928645 2.202946499 0.719496368 6.744958685 1.383352873 0.166556693
GSE37745 FOXM1 NCAPG 0.150669204 0.102508538 1.162612007 0.950997506 1.421314642 1.469821019 0.141610235
GSE37745 FOXM1 CEP55 0.074654397 0.084933545 1.077511695 0.912276374 1.27267513 0.878974217 0.379415255
GSE37745 FOXM1 UHRF1 0.229201702 0.120268929 1.257595673 0.993500149 1.591893949 1.905743275 0.056683522
GSE37745 FOXM1 CDCA5 0.212609305 0.134160718 1.236901306 0.950905235 1.608914102 1.584735898 0.113026352
GSE37745 FOXM1 HMMR 0.292218259 0.113303101 1.339395321 1.072667205 1.672447723 2.579084393 0.009906258
GSE37745 FOXM1 GINS2 0.298211048 0.492698677 1.347446133 0.513009654 3.539136286 0.6052605 0.545005923
GSE37745 FOXM1 ASPM 0.042382564 0.150093118 1.043293529 0.777404447 1.400122411 0.282375135 0.777655879
GSE37745 FOXM1 CDKN3 0.177815416 0.097920461 1.194604796 0.985993851 1.447352454 1.815916859 0.069383127
GSE37745 FOXM1 KIF20A 0.17458329 0.117047736 1.190749916 0.946649796 1.497792919 1.491556314 0.135815498
GSE37745 FOXM1 TK1 0.210134786 0.14773643 1.233844354 0.923648865 1.648214975 1.42236269 0.154920988
GSE37745 FOXM1 AURKB 0.138035567 0.269620182 1.148016381 0.67677915 1.947373248 0.511963037 0.608676879
GSE37745 FOXM1 HMGN2 1.12658257 0.311553178 3.085095367 1.675228481 5.681501676 3.616020156 0.000299167
GSE37745 FOXM1 RNASE4 -0.112335659 0.133859542 0.893744214 0.687498563 1.161862385 -0.839205466 0.401354021
GSE37745 FOXM1 ANLN 0.116384074 0.088871609 1.123427269 0.943837678 1.337188436 1.309575415 0.19033951
GSE37745 FOXM1 MELK 0.16072408 0.099005246 1.174360895 0.967226447 1.425853806 1.623389536 0.10450616
GSE37745 FOXM1 SERPING1 -0.193348616 0.176262053 0.824194597 0.583438698 1.164298384 -1.096938407 0.272668318
GSE37745 FOXM1 PRC1 0.19522858 0.117019417 1.215588814 0.966450436 1.528951832 1.668343463 0.095247565
GSE37745 FOXM1 MXD3 -0.602623587 0.537820556 0.547373668 0.190761274 1.570643382 -1.120491919 0.262504194
GSE37745 FOXM1 ASF1B 0.186475774 0.159598748 1.20499543 0.881322179 1.647540503 1.168403743 0.242643946
GSE37745 FOXM1 PYCR1 -0.017201636 0.200515304 0.982945467 0.663514607 1.456157532 -0.085787148 0.931635623
GSE37745 FOXM1 NEK2 0.313424213 0.121399029 1.368101774 1.078408656 1.735615208 2.581768694 0.009829544
GSE37745 FOXM1 KIF11 0.201163361 0.114506519 1.222824517 0.977003259 1.530496226 1.756785232 0.078954423
GSE37745 FOXM1 DLGAP5 0.197930575 0.091872062 1.218877771 1.01802517 1.459357846 2.154415299 0.031207618
GSE37745 FOXM1 CHPF 0.196023914 0.18506232 1.216555998 0.846460646 1.748466987 1.059231903 0.289494179
GSE37745 FOXM1 PBK 0.12970481 0.078098301 1.138492262 0.976905803 1.326806155 1.660789149 0.096755801
GSE37745 FOXM1 CD4 0.942358781 0.776117045 2.566026981 0.560569148 11.74608787 1.214196733 0.224672608
GSE37745 FOXM1 CKAP2L 0.409905718 0.137247239 1.506675726 1.151316501 1.971718237 2.986622677 0.002820776
GSE37745 FOXM1 PTK7 -0.143568111 0.211881838 0.866261796 0.571866971 1.312209897 -0.677585737 0.498034392
GSE37745 FOXM1 TP53I3 0.103248463 0.172713244 1.108766862 0.79036274 1.5554427 0.597802812 0.549971514
GSE37745 FOXM1 MMP14 -0.163721451 0.313243095 0.848978471 0.459476889 1.568663109 -0.522665793 0.601206846
GSE37745 FOXM1 CD276 -0.460327605 0.34594017 0.631076868 0.320344635 1.243217367 -1.330656698 0.183301997
GSE37745 FOXM1 ABCB6 -0.061927102 0.411046948 0.939951405 0.419973226 2.103726113 -0.150657006 0.880246291
GSE37745 FOXM1 TTLL12 0.702726873 0.237144131 2.01925145 1.268624088 3.214014661 2.963290179 0.003043695
GSE37745 FOXM1 SFXN5 -0.991677367 0.508506246 0.370953943 0.13692372 1.004988964 -1.950177359 0.051154983
GSE37745 FOXM1 IPO13 0.047413215 0.30329917 1.048555198 0.578658819 1.90002808 0.156324909 0.875776923
GSE37745 FOXM1 MCM2 0.196633731 0.130942545 1.2172981 0.941756113 1.573459036 1.501679465 0.13317991
GSE37745 FOXM1 ASPHD1 0.116146186 0.150263886 1.123160051 0.836636478 1.507809583 0.772948107 0.439553092
GSE37745 FOXM1 CDCA3 0.057278095 0.132426881 1.058950258 0.816871221 1.372769197 0.432526198 0.665359016
GSE37745 FOXM1 TOMM40L -0.149824055 0.237475496 0.860859427 0.540496307 1.371108264 -0.630903218 0.528103808
GSE37745 FOXM1 SMPD1 -0.769493741 0.640626793 0.463247532 0.131980752 1.625981609 -1.2011576 0.229690073
GSE37745 FOXM1 RACGAP1 0.184203043 0.12987012 1.202259909 0.93207899 1.550757934 1.418363538 0.156084655
GSE37745 FOXM1 TPX2 0.15310034 0.089521297 1.165441913 0.977889915 1.388964988 1.710211378 0.087226792
GSE37745 FOXM1 SAC3D1 -0.074841177 0.205888422 0.927890845 0.619789689 1.389150924 -0.363503575 0.716228743
GSE37745 FOXM1 RHBDD3 -0.224070965 0.411969523 0.799258413 0.356466008 1.79207553 -0.543901801 0.58650905
GSE37745 FOXM1 FANCI 0.363653792 0.155736444 1.438576081 1.060155897 1.952072472 2.335059037 0.019540337
GSE37745 FOXM1 MYO19 0.348478947 0.283053161 1.416910712 0.813592986 2.467617101 1.231143101 0.218269348
GSE37745 FOXM1 TSTA3 0.209354783 0.16875927 1.232882327 0.885673144 1.716207431 1.240552787 0.214771002
GSE37745 FOXM1 MKL1 -0.318060598 0.475382109 0.727558698 0.286564278 1.847200435 -0.669063038 0.503455267
GSE37745 FOXM1 CENPE 0.204965 0.117759216 1.227482103 0.974492144 1.546151319 1.740543179 0.081763685
GSE37745 FOXM1 CENPF 0.324200484 0.269757663 1.382924534 0.815042664 2.34647872 1.201821223 0.229432801
GSE37745 FOXM1 CHD1L 0.502900436 0.240565581 1.653510223 1.031898759 2.649577812 2.090492054 0.036573621
GSE37745 FOXM1 PARP8 0.155877365 0.194254133 1.168682873 0.798633018 1.710196831 0.802440404 0.422298249
GSE37745 FOXM1 RPS6KA4 -0.237157063 0.324680007 0.788867377 0.417480191 1.490637765 -0.730433218 0.46512542
GSE37745 FOXM1 CHD3 -0.408824057 0.276723116 0.664431124 0.386280535 1.142870733 -1.47737588 0.139574908
GSE37745 FOXM1 MND1 0.06363693 0.11708099 1.065705403 0.84718381 1.340592197 0.543529138 0.586765534
GSE37745 FOXM1 NRM 0.138011018 0.273346622 1.147988199 0.671837679 1.961600169 0.504893813 0.61363342
GSE37745 FOXM1 CCNB1 0.298427639 0.12272577 1.34773801 1.059597957 1.714232961 2.43166239 0.015029709
GSE37745 FOXM1 RAD54L 0.3626554 0.234856311 1.437140535 0.906962195 2.277242568 1.544158632 0.122549908
GSE37745 FOXM1 NKIRAS2 0.189886743 0.357641006 1.20911265 0.599849345 2.437200961 0.530942315 0.595458754
GSE37745 FOXM1 CDCA2 0.399989304 0.221576276 1.491808741 0.966289097 2.303134049 1.805199141 0.071043525
GSE37745 FOXM1 DEPDC1B 0.244135812 0.103132908 1.276517685 1.042893464 1.562477336 2.367196049 0.017923436
GSE37745 FOXM1 MKI67 0.205978298 0.141863073 1.228726538 0.930467422 1.622591904 1.451951478 0.146515097
GSE37745 FOXM1 NUF2 0.13864162 0.084093028 1.148712351 0.974161979 1.354538664 1.648669616 0.099215338
GSE37745 FOXM1 RECQL4 0.143796513 0.216614719 1.154649129 0.75520916 1.765358104 0.663835373 0.506795683
GSE37745 FOXM1 AP2M1 0.288831492 0.145058863 1.334866774 1.004531582 1.773831044 1.991133022 0.046466265
GSE37745 FOXM1 FOXM1 0.10103384 0.106938187 1.106314079 0.89712403 1.364282754 0.944787294 0.34476748
GSE41271 FOXA2 GFPT2 0.074331524 0.099564633 1.077163852 0.88620093 1.309276401 0.746565542 0.455325854
GSE41271 FOXA2 IL1R2 -0.005671874 0.27442197 0.994344181 0.580695328 1.702649052 -0.02066844 0.983510145
GSE41271 FOXA2 TUBB3 0.10274387 0.086255308 1.108207527 0.935837501 1.312326042 1.191159965 0.233590793
GSE41271 FOXA2 MLLT11 0.129690203 0.079357817 1.138475632 0.974482946 1.330066134 1.634246101 0.102207186
GSE41271 FOXA2 IGF1 -0.009185185 0.1230776 0.99085687 0.778479324 1.261173299 -0.074629217 0.940509727
GSE41271 FOXA2 FST 0.14653375 0.085301074 1.157814006 0.979558535 1.368507571 1.717841794 0.085825476
GSE41271 FOXA2 THBS2 0.12133837 0.09939383 1.12900687 0.92916406 1.371831486 1.220783723 0.222167918
GSE41271 FOXA2 SCRG1 -0.090852311 0.100534998 0.913152563 0.749838607 1.112036105 -0.903688401 0.366160651
GSE41271 FOXA2 CRISPLD2 -0.121342268 0.09567839 0.88573075 0.734277345 1.068423215 -1.268230661 0.204715591
GSE41271 FOXA2 ALDH1A3 0.092488567 0.109214493 1.096900601 0.885530919 1.358722664 0.846852508 0.397077337
GSE41271 FOXA2 RSPO3 0.090293089 0.132934523 1.094495021 0.843450731 1.420260019 0.679229795 0.496992271
GSE41271 FOXA2 PI15 0.140850897 0.175955567 1.151252979 0.815449587 1.625340725 0.800491277 0.423426216
GSE41271 FOXA2 STEAP1 -0.311968385 0.388864621 0.73200467 0.341595143 1.568613748 -0.802254483 0.422405766
GSE41271 FOXA2 SLC39A14 0.090773187 0.119491548 1.095020613 0.86638496 1.383992333 0.759661995 0.447456651
GSE41271 FOXA2 SLAMF1 -0.104230285 0.084847347 0.901017782 0.762976513 1.064034121 -1.228444833 0.219280027
GSE41271 FOXA2 F13A1 -0.076489429 0.074581703 0.926362707 0.800381428 1.072173634 -1.025579019 0.305090061
GSE41271 FOXA2 C1QTNF1 0.44055463 0.232342906 1.553568636 0.985280312 2.449633347 1.896139793 0.057941562
GSE41271 FOXA2 IL13RA2 -0.040855808 0.088528484 0.95996754 0.807050974 1.141858082 -0.461499012 0.64444063
GSE41271 FOXA2 FHL2 -0.035414481 0.108510539 0.965205274 0.780288755 1.193944184 -0.326369049 0.744145152
GSE41271 FOXA2 IL24 0.402977514 0.270876634 1.496273246 0.879914151 2.54437734 1.487679128 0.136835534
GSE41271 FOXA2 FOLR2 -0.140869328 0.097166172 0.868602806 0.717981465 1.050822162 -1.449777486 0.14712058
GSE41271 FOXA2 ANK2 0.176345491 0.324413397 1.192850107 0.631603735 2.252822932 0.543582641 0.586728708
GSE41271 FOXA2 ITK -0.131385666 0.092636578 0.876879526 0.73128646 1.051458964 -1.418291453 0.156105691
GSE41271 FOXA2 PAPPA -0.104770643 0.085906434 0.900531042 0.760983077 1.065669108 -1.219590184 0.222620269
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GSE41271 FOXA2 GREM1 0.032074029 0.064952741 1.032593944 0.90916289 1.172782419 0.493805626 0.621443459
GSE41271 FOXA2 SLC2A5 -0.030286971 0.072412311 0.970167084 0.841800279 1.118108647 -0.418257208 0.675759073
GSE41271 FOXA2 SERPINF1 0.04460319 0.10778092 1.045612868 0.846501309 1.291558864 0.413831965 0.678997172
GSE41271 FOXA2 CLIC5 -0.150424535 0.071588264 0.860342654 0.74771383 0.989936861 -2.10124573 0.035619401
GSE41271 FOXA2 TWIST1 0.052248809 0.119009316 1.053637864 0.83443105 1.330430776 0.439031253 0.660638891
GSE41271 FOXA2 AGER -0.184244824 0.137120567 0.831732151 0.635720552 1.08817997 -1.343670237 0.179055046
GSE41271 FOXA2 STX19 -0.008833999 0.098118508 0.991204906 0.81779569 1.201384622 -0.09003397 0.92826022
GSE41271 FOXA2 CYP4B1 -0.080355026 0.055580807 0.922788675 0.82754532 1.028993721 -1.445733336 0.14825201
GSE41271 FOXA2 SULF2 0.089597979 0.125288251 1.093734491 0.855591292 1.398161889 0.715134727 0.474525798
GSE41271 FOXA2 TIMP1 0.060706719 0.191427965 1.062587232 0.730164668 1.546352041 0.317125657 0.751148257
GSE41271 FOXA2 PRRX1 -0.053284513 0.127675131 0.948110224 0.738212783 1.217688203 -0.417344495 0.676426447
GSE41271 FOXA2 BDNF -0.3553533 0.381006374 0.700925762 0.332168778 1.479058106 -0.932670225 0.350990263
GSE41271 FOXA2 FKBP11 -0.130003123 0.124665318 0.878092689 0.687741213 1.121129221 -1.042817081 0.297033019
GSE41271 FOXA2 HAS3 -0.02797814 0.207465857 0.972409623 0.647521198 1.460308139 -0.1348566 0.892725254
GSE41271 FOXA2 GGT1 -0.141900357 0.098837945 0.867707713 0.714895308 1.053184524 -1.43568705 0.151091412
GSE41271 FOXA2 AGT 0.054489835 0.070324153 1.056001742 0.920035546 1.212061516 0.774838122 0.43843532
GSE41271 FOXA2 LGALS4 -0.003032442 0.048905352 0.996972151 0.90584672 1.097264525 -0.062006338 0.950557785
GSE41271 FOXA2 SH3PXD2B 0.119951751 0.126035775 1.127442452 0.880668651 1.443365198 0.9517278 0.341235047
GSE41271 FOXA2 PEBP4 -0.131229536 0.065468443 0.877016445 0.771402243 0.997090495 -2.004470101 0.045019727
GSE41271 FOXA2 CRTAC1 -0.058638063 0.058102232 0.943048032 0.841544534 1.056794446 -1.009222208 0.312868078
GSE41271 FOXA2 NAV2 -0.155413779 0.148671863 0.856060884 0.639668455 1.145656365 -1.045347628 0.295862332
GSE41271 FOXA2 TMC5 0.030958019 0.082066882 1.031442202 0.878191927 1.211435659 0.377229134 0.706003331
GSE41271 FOXA2 EXPH5 -0.222100637 0.103226107 0.800834767 0.654149023 0.98041318 -2.15159365 0.031429373
GSE41271 FOXA2 IL2RA 0.270663017 0.223174035 1.310833268 0.846411142 2.030081801 1.21278901 0.225210498
GSE41271 FOXA2 FNDC4 0.12904897 0.103111834 1.137745838 0.929557595 1.392560934 1.251543742 0.210736165
GSE41271 FOXA2 NRGN -0.093076549 0.07809949 0.911123752 0.781805933 1.061831917 -1.19176896 0.23335185
GSE41271 FOXA2 PIGR -0.005227587 0.047922576 0.994786053 0.905603135 1.092751619 -0.109084006 0.91313586
GSE41271 FOXA2 SLC44A3 -0.135097688 0.107003925 0.873630564 0.708346762 1.07748126 -1.262548903 0.206751341
GSE41271 FOXA2 FOXA1 -0.091807057 0.095800637 0.912281151 0.756106639 1.10071365 -0.958313633 0.337904631
GSE41271 FOXA2 SYT15 -0.337725754 0.124925422 0.713390906 0.558458437 0.911306107 -2.703418961 0.006863018
GSE41271 FOXA2 ENTPD1 -0.189706553 0.118043311 0.827201838 0.656345999 1.042533788 -1.607092786 0.108034016
GSE41271 FOXA2 FGFR3 0.459771414 0.209351593 1.58371193 1.05069288 2.387132839 2.196168692 0.028079871
GSE41271 FOXA2 ACOXL -0.40221545 0.183191886 0.668836629 0.467075227 0.957752437 -2.195596426 0.028120842
GSE41271 FOXA2 PCSK1 -0.038248969 0.083628212 0.962473285 0.816966448 1.1338958 -0.457369209 0.647405692
GSE41271 FOXA2 TCF7L2 0.014483119 0.117475363 1.014588508 0.805925186 1.277277169 0.123286438 0.90188028
GSE41271 FOXA2 EDN3 -0.097937835 0.239675625 0.906705268 0.56683137 1.45036864 -0.408626595 0.68281371
GSE41271 FOXA2 N4BP1 -0.186896389 0.155296726 0.829529681 0.611847397 1.124658688 -1.203479258 0.228790913
GSE41271 FOXA2 EPB41L5 -0.225704643 0.096936789 0.797953748 0.659880014 0.964918123 -2.3283693 0.019892502
GSE41271 FOXA2 VSIG2 -0.03137599 0.055506425 0.969111128 0.869213426 1.080489958 -0.565267724 0.571891679
GSE41271 FOXA2 JPH1 -0.030955252 0.088411481 0.969518956 0.815267849 1.152954833 -0.350127059 0.726243344
GSE41271 FOXA2 PLEKHH1 0.165483467 0.099487972 1.179963454 0.970921775 1.434012287 1.66335149 0.096242097
GSE41271 FOXA2 MARVELD2 -0.027358641 0.112868135 0.973012217 0.779910492 1.213924911 -0.242394732 0.808474316
GSE41271 FOXA2 ALDH3B1 -0.191379781 0.089637049 0.825818899 0.692764497 0.984428123 -2.135052213 0.032756745
GSE41271 FOXA2 IRX2 -0.083070786 0.053768221 0.920286002 0.828238136 1.022563787 -1.544979264 0.122351279
GSE41271 FOXA2 PRDM16 0.326959426 0.35571893 1.38674521 0.690570739 2.784743358 0.919151044 0.358016573
GSE41271 FOXA2 CDS1 0.035487901 0.142672006 1.036125112 0.783374747 1.370423608 0.248737657 0.803563718
GSE41271 FOXA2 USP54 -0.104809935 0.120210105 0.900495659 0.711473284 1.139737007 -0.871889562 0.383268629
GSE41271 FOXA2 SLC9A9 -0.199467841 0.108623744 0.819166564 0.6620816 1.013521383 -1.836318966 0.066310496
GSE41271 FOXA2 SAP30 -0.047419056 0.109890578 0.953687666 0.768895176 1.182892275 -0.431511566 0.666096444
GSE41271 FOXA2 CLIC3 -0.162764187 0.087279535 0.849791557 0.716176287 1.008335103 -1.864860849 0.062200911
GSE41271 FOXA2 FGF7 -0.147556497 0.188929323 0.86281369 0.595799448 1.249493377 -0.781014271 0.434794101
GSE41271 FOXA2 IGSF3 0.273567883 0.127505773 1.314646598 1.023943305 1.687882198 2.145533301 0.031910232
GSE41271 FOXA2 TUFT1 0.092533608 0.154149602 1.096950008 0.810913362 1.48388148 0.600284446 0.548316683
GSE41271 FOXA2 F11 -0.118596102 0.283779335 0.888166457 0.509261634 1.54898701 -0.417916623 0.676008078
GSE41271 FOXA2 NEDD4L -0.067303674 0.10291895 0.93491125 0.764127125 1.143866009 -0.653948319 0.513145102
GSE41271 FOXA2 SPINT1 0.063165205 0.108793974 1.065202801 0.860650254 1.31837178 0.580594701 0.561513644
GSE41271 FOXA2 KLK10 -0.072873154 0.278451823 0.929718753 0.538682628 1.604612653 -0.261708304 0.793546338
GSE41271 FOXA2 CXADR -0.027736214 0.112666118 0.972644903 0.77992482 1.21298628 -0.246180616 0.80554242
GSE41271 FOXA2 ARRB1 -0.14708123 0.165885228 0.863223855 0.62362235 1.194882485 -0.886644533 0.37527031
GSE41271 FOXA2 PLEKHA1 0.04417134 0.191006098 1.045161418 0.718784468 1.519735663 0.231256179 0.817115788
GSE41271 FOXA2 MAT2A -0.172181126 0.279639217 0.841826683 0.48662381 1.456303926 -0.615725961 0.5380754
GSE41271 FOXA2 LGI2 -0.049486146 0.108908946 0.951718343 0.768785134 1.178180697 -0.454380906 0.649554693
GSE41271 FOXA2 TMEM97 0.168236285 0.131944548 1.183216154 0.913592839 1.53241182 1.275052943 0.202290503
GSE41271 FOXA2 PLCH1 -0.102254717 0.090898397 0.902799564 0.755472195 1.078857778 -1.124934209 0.260616914
GSE41271 FOXA2 GCNT2 0.753115667 0.377600898 2.123606169 1.013116787 4.451316198 1.994475307 0.046100136
GSE41271 FOXA2 SELENBP1 -0.124388247 0.077394054 0.883036938 0.758753893 1.027677407 -1.607206766 0.108009018
GSE41271 FOXA2 RAB17 -0.087300557 0.094887366 0.916401623 0.760882468 1.103707826 -0.920044062 0.357549734
GSE41271 FOXA2 CMTM8 -0.177353048 0.148673289 0.83748406 0.625785674 1.12079835 -1.192904584 0.232906744
GSE41271 FOXA2 BEX2 -0.016381406 0.08122013 0.98375204 0.838978722 1.153507295 -0.201691449 0.840157948
GSE41271 FOXA2 DENND1A 0.130390854 0.136048368 1.139273586 0.872616555 1.487416548 0.958415428 0.337853319
GSE41271 FOXA2 TMEM125 -0.101425789 0.0900256 0.90354823 0.757393215 1.077906942 -1.126632746 0.259897788
GSE41271 FOXA2 SPOCK2 -0.26215084 0.110725523 0.769394959 0.61929789 0.955870531 -2.367573737 0.017905152
GSE41271 FOXA2 ILDR1 -0.027937556 0.111910403 0.972449088 0.780923633 1.210947127 -0.249642174 0.802864081
GSE41271 FOXA2 CD28 -0.12261265 0.138845182 0.884606248 0.673852385 1.161275425 -0.88308898 0.377188197
GSE41271 FOXA2 NARS2 0.089976749 0.143331941 1.094148843 0.826174976 1.449041336 0.627750857 0.530167163
GSE41271 FOXA2 CCNY 0.240129893 0.207023504 1.271414288 0.847360785 1.907681261 1.159916091 0.246082971
GSE41271 FOXA2 C1orf198 -0.458635476 0.152801621 0.632145635 0.468545928 0.852868588 -3.001509227 0.002686449
GSE41271 FOXA2 EIF4G3 0.298483025 0.184769771 1.347812658 0.938324848 1.936002191 1.615432136 0.106217146
GSE41271 FOXA2 KIF5C 0.226507907 0.265437889 1.254212527 0.745469696 2.110144882 0.853336757 0.393472582
GSE41271 FOXA2 TMEM30B 0.102750395 0.149998339 1.108214759 0.825933559 1.48697185 0.685010224 0.493337469
GSE41271 FOXA2 NR2E3 0.353286375 0.245666488 1.423738809 0.879667667 2.304315904 1.438073128 0.150413306
GSE41271 FOXA2 ADCY9 -0.368027385 0.117013776 0.692098228 0.550256816 0.870502543 -3.145162882 0.001659944
GSE41271 FOXA2 TMEM116 -0.342109593 0.16818328 0.71027036 0.510817567 0.987601087 -2.034147466 0.041936729
GSE41271 FOXA2 IMPA2 0.016345857 0.100803558 1.016480182 0.834247226 1.238520103 0.162155558 0.871183356
GSE41271 FOXA2 TCEA3 -0.30821451 0.103493266 0.734757688 0.599860839 0.899990172 -2.978111727 0.002900302
GSE41271 FOXA2 MALL -0.164996121 0.087006734 0.847896993 0.714961784 1.005549285 -1.896360351 0.057912411
GSE41271 FOXA2 SUSD2 -0.133331514 0.062401029 0.875174911 0.774424363 0.989032839 -2.136687739 0.032623398
GSE41271 FOXA2 IL10 0.220733222 0.149522897 1.246990716 0.93022734 1.671619162 1.476250303 0.13987671
GSE41271 FOXA2 SPINT2 0.183400772 0.157739158 1.201295758 0.881824435 1.636506588 1.162683856 0.244957794
GSE41271 FOXA2 QDPR -0.314378988 0.192286536 0.730242223 0.50094765 1.06448988 -1.634950599 0.102059404
GSE41271 FOXA2 C10orf76 -0.373153898 0.154337335 0.688559257 0.508825822 0.931780247 -2.417781131 0.015615466
GSE41271 FOXA2 CNKSR1 -0.068573659 0.135261527 0.933724681 0.716281967 1.217176782 -0.506970904 0.612175234
GSE41271 FOXA2 GLTP -0.542200379 0.311732091 0.581467395 0.315630185 1.071204045 -1.73931525 0.081979326
GSE41271 FOXA2 FOXA2 0.344854699 0.356413172 1.411784771 0.702083959 2.838885883 0.967570016 0.333259158
GSE41271 UHRF1 PLA2G2A 0.045461571 0.073849661 1.046510787 0.905488135 1.209496608 0.615596206 0.538161056
GSE41271 UHRF1 MMP7 0.030655887 0.056806714 1.031130617 0.922485864 1.152570887 0.539652527 0.589436685
GSE41271 UHRF1 COL1A1 0.032188027 0.085221494 1.032711665 0.873853067 1.220449321 0.37769846 0.705654612
GSE41271 UHRF1 THY1 0.078341934 0.116221941 1.081492394 0.861182456 1.358162595 0.674071806 0.500265663
GSE41271 UHRF1 TUBB3 0.10274387 0.086255308 1.108207527 0.935837501 1.312326042 1.191159965 0.233590793
GSE41271 UHRF1 CTHRC1 0.090797316 0.099324933 1.095047034 0.901337079 1.330387971 0.914144249 0.360641054
GSE41271 UHRF1 COL15A1 0.004988173 0.081646808 1.005000635 0.856383807 1.179408424 0.061094527 0.951283928
GSE41271 UHRF1 TDO2 0.407962123 0.214012188 1.503750202 0.988571747 2.287405723 1.906256495 0.056616936
GSE41271 UHRF1 CXCL14 -0.010099598 0.057874964 0.989951232 0.883792968 1.108860873 -0.174507193 0.861466878
GSE41271 UHRF1 CCL13 -0.064264407 0.073653518 0.937757017 0.811701474 1.083388723 -0.872523255 0.382922987
GSE41271 UHRF1 GCNT3 0.00016189 0.053615953 1.000161903 0.900393448 1.110985242 0.003019435 0.997590843
GSE41271 UHRF1 SCG5 0.050291981 0.073546597 1.051578093 0.910413214 1.214631408 0.683811122 0.494094442
GSE41271 UHRF1 COL3A1 0.053957954 0.098076342 1.055440224 0.870865143 1.279134978 0.550162788 0.582207725
GSE41271 UHRF1 CDH3 0.122306885 0.075609534 1.130100859 0.974447067 1.310618088 1.617611928 0.105746257
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GSE41271 UHRF1 COL14A1 -0.026069098 0.11820272 0.974267767 0.772794454 1.228266685 -0.220545671 0.825446207
GSE41271 UHRF1 PI15 0.140850897 0.175955567 1.151252979 0.815449587 1.625340725 0.800491277 0.423426216
GSE41271 UHRF1 STEAP1 -0.311968385 0.388864621 0.73200467 0.341595143 1.568613748 -0.802254483 0.422405766
GSE41271 UHRF1 CD209 -0.127587953 0.091176958 0.880215995 0.736171989 1.05244455 -1.399344258 0.161709774
GSE41271 UHRF1 COL1A2 -0.001404148 0.095083117 0.998596837 0.828810588 1.203164701 -0.014767586 0.9882176
GSE41271 UHRF1 TOP2A 0.160456017 0.099847208 1.174046134 0.965372817 1.427825914 1.607015568 0.108050953
GSE41271 UHRF1 CD248 -0.004142577 0.118419329 0.995865991 0.789590993 1.256028857 -0.034982274 0.972093876
GSE41271 UHRF1 COL17A1 0.052709342 0.055060413 1.054123211 0.946289166 1.174245447 0.957300163 0.338415773
GSE41271 UHRF1 SERPINE2 0.181825755 0.122099901 1.199405185 0.944135436 1.523693258 1.489155635 0.13644639
GSE41271 UHRF1 UBE2C 0.224916196 0.090425092 1.25221777 1.048841552 1.49502977 2.487320609 0.012870935
GSE41271 UHRF1 COL5A1 0.047161143 0.104412522 1.048290921 0.854290791 1.286346366 0.451680915 0.651498869
GSE41271 UHRF1 AGER -0.184244824 0.137120567 0.831732151 0.635720552 1.08817997 -1.343670237 0.179055046
GSE41271 UHRF1 UCHL1 0.044001069 0.050951973 1.044983472 0.945668719 1.154728326 0.8635793 0.38781904
GSE41271 UHRF1 TIMP1 0.060706719 0.191427965 1.062587232 0.730164668 1.546352041 0.317125657 0.751148257
GSE41271 UHRF1 MXRA5 0.108359407 0.103113584 1.114448214 0.910519919 1.36405014 1.050874221 0.293316362
GSE41271 UHRF1 NUSAP1 0.357140715 0.13964992 1.429236971 1.08701119 1.879206339 2.557400078 0.010545785
GSE41271 UHRF1 CDC20 0.281147892 0.096219581 1.324649495 1.096980033 1.59956994 2.921940523 0.00347858
GSE41271 UHRF1 MME -0.052139081 0.297318348 0.949196843 0.530003147 1.699942069 -0.175364491 0.86079324
GSE41271 UHRF1 CFB 0.091000781 0.08953194 1.09526986 0.918991323 1.30536169 1.016405767 0.3094362
GSE41271 UHRF1 LMO7 -0.134393375 0.084877484 0.87424609 0.740262677 1.032479755 -1.583380751 0.113334708
GSE41271 UHRF1 C10orf67 -0.21864756 0.147209778 0.803604891 0.602195327 1.072377668 -1.485278783 0.13746999
GSE41271 UHRF1 KDELR3 0.042190865 0.118963216 1.04309355 0.826155097 1.316997447 0.35465471 0.722848284
GSE41271 UHRF1 CCNB2 0.219563997 0.105654302 1.245533555 1.012563638 1.532105025 2.078135894 0.037696845
GSE41271 UHRF1 TYMS 0.084973241 0.102035574 1.088687934 0.891354726 1.329707896 0.832780545 0.404968509
GSE41271 UHRF1 COL6A3 0.099228597 0.137707394 1.104318715 0.843097276 1.446475822 0.720575667 0.47117063
GSE41271 UHRF1 PCOLCE -0.051695421 0.113997759 0.949618057 0.759475723 1.187364423 -0.453477518 0.650204929
GSE41271 UHRF1 CENPM 0.387943456 0.150517543 1.47394644 1.097389846 1.97971406 2.577396949 0.009954756
GSE41271 UHRF1 FMO1 0.054152172 0.080316263 1.055645229 0.901888112 1.235615412 0.674236694 0.500160844
GSE41271 UHRF1 CEP55 0.170978261 0.116830191 1.186464957 0.943645507 1.491766859 1.463476686 0.143336988
GSE41271 UHRF1 MTHFD1L 0.273640398 0.170653129 1.314741934 0.940979817 1.836964323 1.6034889 0.108826758
GSE41271 UHRF1 PTGFRN 0.127176648 0.134277485 1.135617605 0.872840549 1.477506224 0.947118185 0.343578559
GSE41271 UHRF1 RPL29 0.091123361 0.09731695 1.095404127 0.90518643 1.325594553 0.936356518 0.349089658
GSE41271 UHRF1 GAL3ST4 -0.006032889 0.137260948 0.993985273 0.759527004 1.300818427 -0.043951967 0.964942692
GSE41271 UHRF1 CDCA5 0.185237734 0.105443975 1.20350452 0.978799303 1.479795832 1.756740806 0.078961999
GSE41271 UHRF1 LAMA3 -0.319898703 0.342733963 0.726222597 0.370965977 1.421691728 -0.933373222 0.350627301
GSE41271 UHRF1 HMMR 0.203007279 0.096307421 1.225081386 1.014350192 1.479591973 2.107908999 0.035038862
GSE41271 UHRF1 ENTPD1 -0.189706553 0.118043311 0.827201838 0.656345999 1.042533788 -1.607092786 0.108034016
GSE41271 UHRF1 ECM1 -0.020364306 0.07992599 0.979841647 0.837766073 1.146011618 -0.254789532 0.798885661
GSE41271 UHRF1 CDKN3 0.194216093 0.088072345 1.214358669 1.021832383 1.443159369 2.205188178 0.027440892
GSE41271 UHRF1 E2F2 0.24178471 0.117766994 1.273519988 1.011025987 1.60416565 2.053077031 0.040065107
GSE41271 UHRF1 KIF20A 0.248491375 0.108259672 1.282089764 1.036973439 1.585145868 2.295327237 0.021714378
GSE41271 UHRF1 PDLIM7 0.28374166 0.212454596 1.328089788 0.875761316 2.014044755 1.335540232 0.181699597
GSE41271 UHRF1 TK1 0.118597466 0.107516054 1.125916608 0.911986468 1.390029625 1.103067514 0.269997847
GSE41271 UHRF1 AURKB 0.188351613 0.088847639 1.207257929 1.014314932 1.436902545 2.119939426 0.034011154
GSE41271 UHRF1 SERPINH1 0.102763145 0.129321682 1.108228889 0.860103375 1.427934485 0.79463199 0.426827604
GSE41271 UHRF1 ANLN 0.357345047 0.10369017 1.42952904 1.166626264 1.751677755 3.446276994 0.000568367
GSE41271 UHRF1 MELK 0.189663622 0.093767739 1.208842901 1.005899566 1.452730679 2.02269592 0.043104508
GSE41271 UHRF1 PRC1 0.400270714 0.13732094 1.49222861 1.140112131 1.953094055 2.914855633 0.003558531
GSE41271 UHRF1 BUB1 0.182556654 0.093617878 1.20028215 0.999069417 1.442019157 1.950019133 0.051173839
GSE41271 UHRF1 PSAT1 0.106643298 0.312085272 1.11253734 0.603485905 2.050983001 0.341712051 0.732567602
GSE41271 UHRF1 WWC2 -0.429384686 0.151582832 0.650909485 0.483607536 0.876088825 -2.832673598 0.004616049
GSE41271 UHRF1 ADRB2 -0.167252362 0.104866255 0.84598609 0.688812317 1.039023906 -1.594911181 0.110732099
GSE41271 UHRF1 NEBL -0.026941166 0.197321456 0.97341851 0.661209786 1.433045329 -0.136534397 0.891398835
GSE41271 UHRF1 HBZ -0.025285211 0.28917471 0.975031782 0.553188079 1.718560129 -0.087439221 0.930322395
GSE41271 UHRF1 RCN3 0.073178064 0.116557769 1.075922103 0.85618315 1.352056942 0.627826566 0.530117561
GSE41271 UHRF1 KIFC1 0.270672133 0.102424933 1.310845217 1.072425551 1.602269903 2.642639105 0.008226267
GSE41271 UHRF1 ANXA3 -0.046824967 0.083517704 0.954254409 0.810165558 1.123969623 -0.560659177 0.575029901
GSE41271 UHRF1 CCNE2 0.153736275 0.382943773 1.166183294 0.550559784 2.470183102 0.401459131 0.688082122
GSE41271 UHRF1 APOBEC3F 0.022671755 0.160813928 1.022930713 0.746381995 1.401945987 0.14098129 0.887884723
GSE41271 UHRF1 RGS10 -0.063468099 0.14572672 0.938504058 0.705331607 1.248759957 -0.43552822 0.66317906
GSE41271 UHRF1 PC -0.082528158 0.12288892 0.92078551 0.723694443 1.171552392 -0.671567118 0.501859318
GSE41271 UHRF1 MCM4 0.363484548 0.132407863 1.438332631 1.109567063 1.864511688 2.745188547 0.006047614
GSE41271 UHRF1 NEDD4L -0.067303674 0.10291895 0.93491125 0.764127125 1.143866009 -0.653948319 0.513145102
GSE41271 UHRF1 RAD51AP1 0.177074376 0.099774235 1.193719874 0.981690168 1.451544677 1.774750525 0.075939089
GSE41271 UHRF1 LGI2 -0.049486146 0.108908946 0.951718343 0.768785134 1.178180697 -0.454380906 0.649554693
GSE41271 UHRF1 COQ2 0.067284093 0.177199438 1.0695993 0.755768306 1.51374787 0.379708273 0.704161978
GSE41271 UHRF1 CSF1R -0.107103444 0.133664845 0.898432731 0.691368905 1.167511824 -0.80128357 0.4229675
GSE41271 UHRF1 GMDS 0.331732251 0.135594189 1.393379723 1.068197368 1.817554612 2.446507882 0.014424764
GSE41271 UHRF1 UBE2T 0.176172416 0.100856449 1.192643671 0.978726941 1.45331539 1.74676402 0.08067828
GSE41271 UHRF1 ALDH18A1 -0.139407391 0.16964606 0.869873578 0.623811177 1.212995325 -0.82175437 0.411216708
GSE41271 UHRF1 APOBEC3B 0.042351129 0.079145098 1.043260734 0.893355741 1.218319768 0.535107423 0.592575577
GSE41271 UHRF1 SOCS6 -0.004250599 0.194854025 0.995758422 0.679663491 1.458861406 -0.021814273 0.982596109
GSE41271 UHRF1 ANG -0.114237321 0.0990841 0.89204623 0.734593064 1.083248012 -1.152932921 0.248937918
GSE41271 UHRF1 MAD2L1 0.448334518 0.18358428 1.565702364 1.092551668 2.243760147 2.442118232 0.014601364
GSE41271 UHRF1 GALNT13 0.174286451 0.155242316 1.190396507 0.878110449 1.613742149 1.122673609 0.261576141
GSE41271 UHRF1 SESN3 -0.076655536 0.101902458 0.926208845 0.758524119 1.130963146 -0.752244227 0.451904201
GSE41271 UHRF1 KDELR2 0.08814112 0.132659408 1.092142234 0.84209155 1.416442974 0.664416653 0.506423678
GSE41271 UHRF1 KIF4A 0.203461132 0.092074897 1.225637518 1.023264136 1.468034767 2.209735113 0.027123551
GSE41271 UHRF1 CDT1 0.157686118 0.093091028 1.170798645 0.975535289 1.405145956 1.693891685 0.090285867
GSE41271 UHRF1 TPX2 0.184691149 0.084469571 1.202846882 1.019318058 1.419420181 2.186481451 0.0287804
GSE41271 UHRF1 TUBB 0.228632037 0.189252248 1.256879469 0.867364866 1.821316566 1.208080958 0.227016123
GSE41271 UHRF1 CCNA2 0.19405031 0.107349241 1.214157365 0.983782605 1.498479543 1.807654232 0.070660332
GSE41271 UHRF1 PRDX4 -0.027898589 0.12663481 0.972486983 0.758738377 1.246451953 -0.220307424 0.825631739
GSE41271 UHRF1 KIF26B 0.02013756 0.093271279 1.020341688 0.84987093 1.225006202 0.215903113 0.82906327
GSE41271 UHRF1 RRM2 0.152958957 0.095262238 1.165277151 0.966811632 1.40448335 1.605662013 0.108348192
GSE41271 UHRF1 ZWINT 0.209419334 0.205152103 1.232961913 0.824752944 1.843212674 1.020800328 0.307349049
GSE41271 UHRF1 CDCA4 0.410469306 0.1443371 1.507525109 1.136068693 2.000435333 2.843823973 0.004457567
GSE41271 UHRF1 FEN1 0.304026433 0.160946703 1.35530488 0.98864169 1.857954542 1.888988263 0.058893401
GSE41271 UHRF1 SAP18 -0.059537906 0.169451821 0.942199818 0.675935669 1.313350571 -0.351355955 0.725321322
GSE41271 UHRF1 LMNB2 0.463292734 0.175588812 1.589298516 1.126533239 2.242161782 2.638509419 0.008327139
GSE41271 UHRF1 TGFBI -0.00690923 0.138526362 0.993114584 0.756981919 1.302906386 -0.049876646 0.960220688
GSE41271 UHRF1 CENPA 0.189525991 0.108271886 1.208676538 0.977572319 1.494415242 1.750463559 0.080038357
GSE41271 UHRF1 BLM 0.330788611 0.136339226 1.392065494 1.065632627 1.818493813 2.42621747 0.015257125
GSE41271 UHRF1 RPL37 -0.060777148 0.119980339 0.941032927 0.743836304 1.190507866 -0.506559231 0.61246412
GSE41271 UHRF1 MCM10 0.255387183 0.100353481 1.290961362 1.060454907 1.571571998 2.54487617 0.01093165
GSE41271 UHRF1 CALU 0.020721256 0.153368599 1.020937432 0.75587771 1.378944274 0.135107554 0.892526838
GSE41271 UHRF1 FOXM1 0.224704496 0.101307555 1.251952704 1.026490125 1.526936826 2.218042834 0.026551912
GSE41271 UHRF1 CDC25A -0.04578925 0.279646268 0.955243259 0.552177424 1.652529865 -0.163739891 0.869935913
GSE41271 UHRF1 PCCB -0.141595825 0.19174737 0.867971998 0.596060108 1.263925197 -0.738449894 0.460241105
GSE41271 UHRF1 OIP5 0.156107785 0.092520642 1.168952192 0.975086259 1.401362407 1.687275206 0.091550446
GSE41271 UHRF1 CHAF1B 0.280440804 0.121062206 1.323713181 1.04410832 1.678194256 2.316501674 0.020530893
GSE41271 UHRF1 ZNF469 -0.360020242 0.301414803 0.697662204 0.386438555 1.259534133 -1.194434508 0.232308045
GSE41271 UHRF1 PAICS 0.086139402 0.17794094 1.08995826 0.769035282 1.544804299 0.484089847 0.628322107
GSE41271 UHRF1 EXO1 -0.508123318 0.377199021 0.601623576 0.287244987 1.260077438 -1.347096068 0.177949294
GSE41271 UHRF1 TTK 0.34963766 0.102289718 1.418553457 1.160851162 1.733464182 3.418111485 0.000630573
GSE41271 UHRF1 MCM6 0.508806077 0.183629758 1.663304151 1.160555031 2.383842754 2.770825837 0.005591433
GSE41271 UHRF1 LOXL3 0.09055047 0.143946599 1.094776759 0.825653834 1.451620647 0.629055984 0.529312405
GSE41271 UHRF1 CHEK1 0.228506036 0.102355252 1.25672111 1.028286092 1.535903248 2.23247983 0.025583267
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GSE41271 UHRF1 CHAF1A 0.124250893 0.142637223 1.132299921 0.856147223 1.49752645 0.871097247 0.383701057
GSE41271 UHRF1 AP2S1 0.789237135 0.410490987 2.201716173 0.984806193 4.922343243 1.922666172 0.054521988
GSE41271 UHRF1 RAD1 -0.184792235 0.296053345 0.831276976 0.465312466 1.485069627 -0.624185602 0.532505702
GSE41271 UHRF1 IRAK1 0.056677553 0.200950681 1.058314505 0.713781386 1.56914934 0.282047078 0.777907412
GSE41271 UHRF1 MIF 0.476167194 0.227222281 1.609892158 1.031299551 2.513094046 2.0956008 0.036117618
GSE41271 UHRF1 PEPD -0.067813446 0.180996396 0.93443478 0.655367021 1.332334906 -0.374667383 0.707907853
GSE41271 UHRF1 TFDP1 0.416106297 0.191727614 1.516047011 1.041151256 2.207554885 2.170299244 0.029984184
GSE41271 UHRF1 DNMT1 0.218501898 0.196021677 1.244211379 0.847305869 1.827040284 1.114682321 0.26498658
GSE41271 UHRF1 ESPL1 0.32753094 0.171647224 1.387537982 0.991147976 1.942456321 1.908163343 0.056370108
GSE41271 UHRF1 P4HB -0.074126356 0.278402016 0.928554358 0.538060496 1.602446571 -0.266256534 0.790041646
GSE41271 UHRF1 UHRF1 0.178103501 0.11296726 1.194948993 0.95761615 1.491101728 1.57659397 0.114888981
GSE41271 FOXM1 TOP2A 0.160456017 0.099847208 1.174046134 0.965372817 1.427825914 1.607015568 0.108050953
GSE41271 FOXM1 UBE2C 0.224916196 0.090425092 1.25221777 1.048841552 1.49502977 2.487320609 0.012870935
GSE41271 FOXM1 STOM -0.096283031 0.163156989 0.908206929 0.65963749 1.25044413 -0.590125075 0.555106799
GSE41271 FOXM1 SON -0.364752248 0.227785301 0.694368661 0.44432312 1.085128852 -1.601298445 0.109310833
GSE41271 FOXM1 NUSAP1 0.357140715 0.13964992 1.429236971 1.08701119 1.879206339 2.557400078 0.010545785
GSE41271 FOXM1 CDC20 0.281147892 0.096219581 1.324649495 1.096980033 1.59956994 2.921940523 0.00347858
GSE41271 FOXM1 CCNB2 0.219563997 0.105654302 1.245533555 1.012563638 1.532105025 2.078135894 0.037696845
GSE41271 FOXM1 CEP55 0.170978261 0.116830191 1.186464957 0.943645507 1.491766859 1.463476686 0.143336988
GSE41271 FOXM1 UHRF1 0.178103501 0.11296726 1.194948993 0.95761615 1.491101728 1.57659397 0.114888981
GSE41271 FOXM1 CDCA5 0.185237734 0.105443975 1.20350452 0.978799303 1.479795832 1.756740806 0.078961999
GSE41271 FOXM1 HMMR 0.203007279 0.096307421 1.225081386 1.014350192 1.479591973 2.107908999 0.035038862
GSE41271 FOXM1 ASPM 0.163297661 0.093513612 1.177387099 0.980212737 1.414224003 1.746244812 0.080768421
GSE41271 FOXM1 CDKN3 0.194216093 0.088072345 1.214358669 1.021832383 1.443159369 2.205188178 0.027440892
GSE41271 FOXM1 KIF20A 0.248491375 0.108259672 1.282089764 1.036973439 1.585145868 2.295327237 0.021714378
GSE41271 FOXM1 TK1 0.118597466 0.107516054 1.125916608 0.911986468 1.390029625 1.103067514 0.269997847
GSE41271 FOXM1 AURKB 0.188351613 0.088847639 1.207257929 1.014314932 1.436902545 2.119939426 0.034011154
GSE41271 FOXM1 HMGN2 0.125717629 0.18381821 1.133961925 0.790919218 1.625791381 0.683923693 0.494023352
GSE41271 FOXM1 RNASE4 -0.128303586 0.085672341 0.879586309 0.743625086 1.040406098 -1.497608038 0.134235117
GSE41271 FOXM1 ANLN 0.357345047 0.10369017 1.42952904 1.166626264 1.751677755 3.446276994 0.000568367
GSE41271 FOXM1 MELK 0.189663622 0.093767739 1.208842901 1.005899566 1.452730679 2.02269592 0.043104508
GSE41271 FOXM1 SERPING1 -0.153779208 0.108903455 0.857461321 0.692653049 1.061483695 -1.41206914 0.157929604
GSE41271 FOXM1 PRC1 0.400270714 0.13732094 1.49222861 1.140112131 1.953094055 2.914855633 0.003558531
GSE41271 FOXM1 MXD3 0.194462568 0.142021042 1.214658015 0.919529126 1.604510451 1.369251804 0.170920578
GSE41271 FOXM1 ASF1B 0.270093594 0.104733716 1.310087061 1.066966187 1.608605904 2.578860019 0.009912695
GSE41271 FOXM1 PYCR1 0.004301529 0.119531748 1.004310794 0.79455236 1.269444559 0.035986495 0.971293127
GSE41271 FOXM1 NEK2 0.09618549 0.128019583 1.100963262 0.856647912 1.414957169 0.751334189 0.452451559
GSE41271 FOXM1 KIF11 0.187652574 0.12135967 1.206414303 0.951031582 1.53037554 1.546251521 0.122043835
GSE41271 FOXM1 CHPF 0.147289938 0.141930008 1.158689862 0.877316232 1.530305889 1.037764594 0.299379664
GSE41271 FOXM1 PBK 0.198274679 0.081454181 1.219297263 1.039383156 1.430353962 2.434186635 0.014925297
GSE41271 FOXM1 CD4 -0.108982759 0.107760421 0.896745878 0.726011587 1.107631315 -1.011343109 0.31185224
GSE41271 FOXM1 PTK7 0.174247901 0.139133392 1.190350619 0.90624233 1.56352727 1.252380169 0.210431369
GSE41271 FOXM1 TP53I3 0.171637621 0.167266305 1.187247521 0.855389539 1.647853537 1.026133869 0.304828488
GSE41271 FOXM1 MMP14 0.164827739 0.129054452 1.179189972 0.915656175 1.518571085 1.277195293 0.201533308
GSE41271 FOXM1 CD276 0.302690577 0.16248063 1.353495597 0.98435802 1.861061011 1.862933303 0.062471651
GSE41271 FOXM1 ABCB6 0.114110802 0.118656823 1.120876314 0.888294189 1.414355431 0.961687662 0.336206522
GSE41271 FOXM1 TTLL12 0.243982488 0.162039916 1.276321979 0.929034028 1.753431785 1.505693742 0.132145811
GSE41271 FOXM1 SFXN5 0.152103441 0.168207585 1.164280664 0.837296218 1.618960455 0.904260299 0.365857393
GSE41271 FOXM1 IPO13 0.248899667 0.18517444 1.282613338 0.892226222 1.843811506 1.344136192 0.178904351
GSE41271 FOXM1 MCM2 0.368859246 0.114580889 1.446084047 1.155213101 1.810193348 3.219203906 0.00128547
GSE41271 FOXM1 ASPHD1 0.283727646 0.297771785 1.328071176 0.740896508 2.38059301 0.952835898 0.340673223
GSE41271 FOXM1 CDCA3 0.165946246 0.08854354 1.180509643 0.992432873 1.404228996 1.874176772 0.060906065
GSE41271 FOXM1 TOMM40L 0.294665684 0.181331488 1.342677405 0.941070236 1.915672757 1.625011115 0.104160191
GSE41271 FOXM1 SMPD1 -0.216477395 0.155945463 0.805350739 0.5932586 1.093266601 -1.388160905 0.165088054
GSE41271 FOXM1 RACGAP1 0.210762319 0.129141466 1.234618875 0.958533944 1.590224087 1.632026684 0.102673865
GSE41271 FOXM1 TPX2 0.184691149 0.084469571 1.202846882 1.019318058 1.419420181 2.186481451 0.0287804
GSE41271 FOXM1 SAC3D1 -0.01570916 0.180337049 0.984413586 0.691312523 1.401782949 -0.087109997 0.930584079
GSE41271 FOXM1 RHBDD3 0.429093809 0.154395568 1.535865106 1.134831358 2.078618647 2.77918476 0.005449552
GSE41271 FOXM1 TSTA3 0.102349502 0.148176409 1.107770572 0.828555942 1.481077593 0.690727375 0.489736883
GSE41271 FOXM1 MKL1 0.288179829 0.191858486 1.333997174 0.915892852 1.942965769 1.502043691 0.133085826
GSE41271 FOXM1 CENPE 0.173640263 0.12761949 1.189627536 0.926362788 1.527709979 1.360609281 0.173637197
GSE41271 FOXM1 CENPF 0.295434613 0.099659412 1.343710225 1.1052878 1.633562923 2.964442652 0.003032318
GSE41271 FOXM1 CHD1L 0.113036234 0.171708488 1.119672503 0.799709919 1.567651574 0.658303125 0.51034337
GSE41271 FOXM1 PARP8 0.075206197 0.163150055 1.078106431 0.783047411 1.484346234 0.46096336 0.644824893
GSE41271 FOXM1 RPS6KA4 -0.038066111 0.160340236 0.962649297 0.703050048 1.318104838 -0.237408351 0.812340012
GSE41271 FOXM1 CHD3 -0.093467083 0.164868361 0.910767997 0.659282516 1.258183441 -0.566919465 0.570768899
GSE41271 FOXM1 MND1 0.177735098 0.116745949 1.194508851 0.950200031 1.501632655 1.522409123 0.1279066
GSE41271 FOXM1 NRM 0.401731375 0.132643686 1.494409843 1.152293757 1.938100215 3.02865056 0.002456486
GSE41271 FOXM1 CCNB1 0.253684074 0.110109081 1.288764586 1.038600611 1.599184652 2.303934172 0.021226339
GSE41271 FOXM1 RAD54L 0.170996048 0.125883231 1.18648606 0.927065969 1.518499457 1.35837034 0.174346201
GSE41271 FOXM1 NKIRAS2 0.316366724 0.197687851 1.372133358 0.931374019 2.021475704 1.600334686 0.109524356
GSE41271 FOXM1 CDCA2 0.316484406 0.107344908 1.372294842 1.111924449 1.693634073 2.948294535 0.003195325
GSE41271 FOXM1 DEPDC1B 0.149333703 0.15146187 1.161060374 0.862839912 1.562353773 0.985949159 0.324158062
GSE41271 FOXM1 MKI67 0.325788246 0.12356987 1.385122033 1.087189311 1.764700064 2.636469936 0.008377362
GSE41271 FOXM1 NUF2 0.390048242 0.318280423 1.477052048 0.79154391 2.756237177 1.225486123 0.220392116
GSE41271 FOXM1 RECQL4 0.130514414 0.079236925 1.139414363 0.975517572 1.330847469 1.647141328 0.099529
GSE41271 FOXM1 AP2M1 0.131932246 0.252419955 1.141031007 0.69572433 1.871361548 0.522669636 0.601204172
GSE41271 FOXM1 FOXM1 0.224704496 0.101307555 1.251952704 1.026490125 1.526936826 2.218042834 0.026551912
GSE42127 FOXA2 GFPT2 0.07286154 0.149611784 1.075581602 0.802220182 1.442092593 0.487004019 0.626255483
GSE42127 FOXA2 IL1R2 0.123496132 0.365454292 1.131445628 0.552787776 2.315842107 0.337924972 0.735419728
GSE42127 FOXA2 TUBB3 0.178212139 0.11351641 1.195078817 0.956689935 1.492869661 1.569924019 0.116432789
GSE42127 FOXA2 MLLT11 0.194595372 0.094940873 1.214819337 1.008551034 1.463273521 2.04964802 0.040398791
GSE42127 FOXA2 IGF1 0.25679681 0.212519414 1.292782419 0.852370841 1.960750302 1.208345182 0.226914516
GSE42127 FOXA2 FST 0.204890057 0.106117329 1.227390115 0.996908701 1.511157934 1.930787916 0.053509285
GSE42127 FOXA2 THBS2 0.198040543 0.141730589 1.219011815 0.923350565 1.609345207 1.397302761 0.162322546
GSE42127 FOXA2 SCRG1 -0.04327029 0.181221141 0.957652511 0.671355014 1.366040789 -0.23877065 0.81128343
GSE42127 FOXA2 CRISPLD2 -0.16430147 0.151502242 0.84848619 0.630501082 1.141835972 -1.0844821 0.278151099
GSE42127 FOXA2 ALDH1A3 0.073600877 0.146060346 1.076377112 0.808421142 1.433148675 0.503907313 0.614326511
GSE42127 FOXA2 RSPO3 0.212742773 0.212043634 1.237066403 0.816396518 1.874497564 1.003297147 0.315717512
GSE42127 FOXA2 PI15 0.098984531 0.333821878 1.104049221 0.573903321 2.123919899 0.296519006 0.766833755
GSE42127 FOXA2 STEAP1 -0.004138273 0.407937571 0.995870278 0.447677926 2.215337304 -0.010144379 0.991906096
GSE42127 FOXA2 SLC39A14 0.122440858 0.172721055 1.130252273 0.80566586 1.58560796 0.708893644 0.478390479
GSE42127 FOXA2 SLAMF1 -0.123686656 0.145813544 0.883656686 0.663998126 1.175980937 -0.848252173 0.396297547
GSE42127 FOXA2 F13A1 -0.107978966 0.13016392 0.897646477 0.695519965 1.158513398 -0.829561418 0.406786798
GSE42127 FOXA2 C1QTNF1 0.336043387 0.426688357 1.399399739 0.606378788 3.229531883 0.787561651 0.430953153
GSE42127 FOXA2 IL13RA2 -0.066574821 0.147749362 0.935592912 0.70036178 1.249831333 -0.450592947 0.652282951
GSE42127 FOXA2 FHL2 0.194218373 0.408632419 1.214361438 0.545154274 2.705057579 0.475288704 0.63458121
GSE42127 FOXA2 IL24 0.137435338 0.407817206 1.147327515 0.51588485 2.551655523 0.337002304 0.736115163
GSE42127 FOXA2 FOLR2 -0.176065069 0.153451758 0.838563417 0.620751158 1.132802726 -1.147364301 0.251231089
GSE42127 FOXA2 ANK2 0.195055489 0.373352262 1.215378425 0.584673622 2.526443233 0.522443572 0.601361525
GSE42127 FOXA2 ITK -0.156617408 0.139336948 0.855031124 0.650695943 1.123532783 -1.124019224 0.261004871
GSE42127 FOXA2 PAPPA -0.209855095 0.163250932 0.810701712 0.588710315 1.11640182 -1.285475629 0.198626128
GSE42127 FOXA2 GREM1 0.307890797 0.180098729 1.360552405 0.955905495 1.936491479 1.709566739 0.087346021
GSE42127 FOXA2 SLC2A5 0.102176154 0.112606281 1.107578558 0.888226855 1.381100174 0.907375261 0.364208387
GSE42127 FOXA2 SERPINF1 0.193182518 0.162308859 1.213104187 0.882552502 1.667460876 1.19021549 0.233961706
GSE42127 FOXA2 CLIC5 -0.252443238 0.104799019 0.77690031 0.632645187 0.954048342 -2.40883208 0.016003659
GSE42127 FOXA2 TWIST1 0.066734157 0.183986944 1.069011251 0.745370681 1.533176827 0.362711373 0.716820503
GSE42127 FOXA2 AGER -0.374534897 0.221892412 0.687609013 0.445109022 1.062225502 -1.687912149 0.091428094
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GSE42127 FOXA2 STX19 -0.038649153 0.151144312 0.962088196 0.715419238 1.293805991 -0.255710271 0.798174564
GSE42127 FOXA2 CYP4B1 -0.244366316 0.091191261 0.783200683 0.655014503 0.936472868 -2.679712006 0.007368553
GSE42127 FOXA2 SULF2 0.18022356 0.168432705 1.197485043 0.860795364 1.665866813 1.070003359 0.284617797
GSE42127 FOXA2 TIMP1 -0.014833821 0.241062046 0.985275658 0.614278574 1.580338568 -0.061535283 0.950932916
GSE42127 FOXA2 PRRX1 0.005667754 0.173546454 1.005683846 0.715712273 1.413137704 0.032658427 0.973946977
GSE42127 FOXA2 BDNF 0.289136376 0.400418698 1.335273815 0.609162722 2.926896372 0.7220851 0.470242158
GSE42127 FOXA2 FKBP11 -0.162889261 0.16777729 0.849685277 0.611569481 1.180511933 -0.970865964 0.331615029
GSE42127 FOXA2 HAS3 -0.265235581 0.373363276 0.767025232 0.368979514 1.594472552 -0.710395473 0.477458929
GSE42127 FOXA2 GGT1 0.199400117 0.287506804 1.220670279 0.694819719 2.144492863 0.693549211 0.487964954
GSE42127 FOXA2 AGT 0.075380214 0.103917271 1.078294056 0.879594833 1.32187915 0.725386776 0.468214783
GSE42127 FOXA2 LGALS4 0.011536894 0.069004572 1.0116037 0.883636427 1.158103056 0.167190279 0.867220333
GSE42127 FOXA2 SH3PXD2B 0.171635846 0.191459104 1.187245414 0.815774669 1.727868893 0.896462179 0.370005971
GSE42127 FOXA2 PEBP4 -0.272345161 0.115013746 0.761591344 0.607885972 0.954161474 -2.367935764 0.017887641
GSE42127 FOXA2 CRTAC1 -0.087583433 0.091743046 0.916142432 0.765369543 1.096616612 -0.954660186 0.33974957
GSE42127 FOXA2 NAV2 -0.374361018 0.205536608 0.687728585 0.45968888 1.02889286 -1.821383655 0.068548558
GSE42127 FOXA2 TMC5 -0.12358554 0.125850353 0.883746042 0.690563257 1.130971071 -0.982003925 0.326097915
GSE42127 FOXA2 EXPH5 -0.384076137 0.153189428 0.68107957 0.50443217 0.919587227 -2.507197412 0.012169272
GSE42127 FOXA2 IL2RA 0.149940859 0.371221369 1.161765533 0.561221481 2.404931386 0.403912253 0.686277246
GSE42127 FOXA2 FNDC4 0.033458903 0.180601254 1.034024947 0.725776582 1.473191087 0.185263955 0.853022008
GSE42127 FOXA2 NRGN -0.28069956 0.133535658 0.75525521 0.581337009 0.981204403 -2.102056966 0.035548286
GSE42127 FOXA2 PIGR -0.113334074 0.070611262 0.892852331 0.777454931 1.025378134 -1.605042477 0.108484457
GSE42127 FOXA2 SLC44A3 -0.125006988 0.157615559 0.882490736 0.647959032 1.20191225 -0.79311325 0.427711844
GSE42127 FOXA2 FOXA1 -0.071551639 0.125968846 0.930948203 0.727278321 1.191654599 -0.5680106 0.570027771
GSE42127 FOXA2 SYT15 -1.165761142 0.444420407 0.311685335 0.130444278 0.744745187 -2.623104439 0.008713256
GSE42127 FOXA2 ENTPD1 -0.077631183 0.192603861 0.925305632 0.634366882 1.349677195 -0.403061403 0.686903054
GSE42127 FOXA2 FGFR3 0.267028807 0.39406702 1.306078069 0.603307441 2.827480331 0.677622824 0.498010871
GSE42127 FOXA2 ACOXL -0.548540357 0.274234228 0.577792566 0.337554072 0.989009693 -2.000262189 0.04547196
GSE42127 FOXA2 PCSK1 0.068332717 0.094689985 1.070721496 0.889357272 1.289070836 0.721646718 0.470511708
GSE42127 FOXA2 TCF7L2 -0.099511623 0.200701108 0.905279428 0.610865445 1.341589788 -0.495819999 0.620021414
GSE42127 FOXA2 EDN3 -0.006093251 0.265528696 0.993925276 0.590656923 1.672523278 -0.022947616 0.981692058
GSE42127 FOXA2 N4BP1 -0.342961108 0.376177718 0.709665811 0.339508639 1.483395431 -0.911699688 0.361926828
GSE42127 FOXA2 EPB41L5 -0.540844451 0.186041416 0.582256358 0.404348186 0.838441913 -2.907118538 0.003647749
GSE42127 FOXA2 VSIG2 -0.155058793 0.087182726 0.856364828 0.721852975 1.015941949 -1.778549481 0.075313653
GSE42127 FOXA2 JPH1 -0.099692017 0.136494221 0.905116136 0.692660171 1.182737586 -0.730375371 0.465160769
GSE42127 FOXA2 PLEKHH1 0.315724823 0.177686201 1.371252866 0.967989797 1.942514713 1.776867426 0.075590055
GSE42127 FOXA2 MARVELD2 0.268172017 0.263098214 1.307572045 0.780757242 2.189854363 1.019284823 0.308067767
GSE42127 FOXA2 ALDH3B1 -0.313838145 0.111460077 0.730637276 0.587255152 0.909027068 -2.815700045 0.004867109
GSE42127 FOXA2 IRX2 -0.261248186 0.082478483 0.77008977 0.655142151 0.905205463 -3.167470798 0.001537712
GSE42127 FOXA2 PRDM16 -0.331570895 0.430829171 0.717795267 0.308516315 1.670025279 -0.76961106 0.441530643
GSE42127 FOXA2 CDS1 -0.313004044 0.18864334 0.731246956 0.505231673 1.058370127 -1.65923718 0.097068008
GSE42127 FOXA2 USP54 -0.117188647 0.203414206 0.889417391 0.596979106 1.325110524 -0.576108471 0.564541866
GSE42127 FOXA2 SLC9A9 -0.133236464 0.18981697 0.875258101 0.603342115 1.269721976 -0.701920721 0.482728606
GSE42127 FOXA2 SAP30 0.141925902 0.175342074 1.152491249 0.817308833 1.625133639 0.809422973 0.418271893
GSE42127 FOXA2 CLIC3 -0.280530392 0.11397545 0.755382986 0.60415882 0.944459366 -2.461322961 0.01384257
GSE42127 FOXA2 FGF7 0.316952588 0.244626232 1.372937477 0.850010977 2.217568205 1.295660674 0.195092416
GSE42127 FOXA2 IGSF3 0.297534342 0.183799913 1.346534617 0.939218748 1.930493273 1.618794791 0.105491423
GSE42127 FOXA2 TUFT1 -0.135742302 0.223624382 0.873067591 0.56324643 1.353309986 -0.607010296 0.543844079
GSE42127 FOXA2 F11 0.10421766 0.337514407 1.109841997 0.572754316 2.150571763 0.308779886 0.757488971
GSE42127 FOXA2 NEDD4L -0.383440492 0.1427501 0.681512632 0.515186892 0.901535879 -2.686096138 0.007229228
GSE42127 FOXA2 SPINT1 -0.126197786 0.231413976 0.881440493 0.560032285 1.387308131 -0.545333467 0.58552419
GSE42127 FOXA2 KLK10 0.034053152 0.344691454 1.034639598 0.52648645 2.033250996 0.098793142 0.921302514
GSE42127 FOXA2 CXADR -0.181115701 0.140180643 0.834338819 0.63389959 1.09815699 -1.29201648 0.196351437
GSE42127 FOXA2 ARRB1 -0.228356518 0.209855032 0.795840478 0.52746919 1.200756515 -1.088163174 0.276523079
GSE42127 FOXA2 PLEKHA1 0.089192894 0.223347511 1.093291525 0.705703442 1.693751634 0.399345816 0.689638413
GSE42127 FOXA2 MAT2A -0.514582637 0.392444593 0.597750021 0.276993869 1.289938614 -1.311223663 0.18978221
GSE42127 FOXA2 LGI2 -0.04221681 0.198140233 0.95866191 0.650141967 1.413587656 -0.213065311 0.831276021
GSE42127 FOXA2 TMEM97 0.124307421 0.173001678 1.132363929 0.806727258 1.589444334 0.718533032 0.472428688
GSE42127 FOXA2 PLCH1 -0.220462802 0.166997436 0.802147476 0.578236825 1.112763052 -1.320156806 0.18678267
GSE42127 FOXA2 GCNT2 0.514978769 0.47378184 1.67360297 0.661254446 4.235808045 1.086953375 0.277057416
GSE42127 FOXA2 SELENBP1 -0.233614011 0.103093867 0.791667332 0.646828379 0.968938879 -2.266032098 0.023449418
GSE42127 FOXA2 RAB17 -0.151970092 0.112593988 0.859013972 0.688906133 1.071125612 -1.349717641 0.177106572
GSE42127 FOXA2 CMTM8 -0.250070318 0.190510162 0.778746021 0.536084558 1.131249459 -1.312635061 0.189305949
GSE42127 FOXA2 BEX2 -0.124098632 0.114923525 0.883292715 0.705150092 1.106439651 -1.079836631 0.280214936
GSE42127 FOXA2 DENND1A -0.114857946 0.246232789 0.891492775 0.550204449 1.444480083 -0.466460809 0.640885694
GSE42127 FOXA2 TMEM125 -0.177878486 0.107334687 0.83704413 0.67824235 1.033027316 -1.657232086 0.097472562
GSE42127 FOXA2 SPOCK2 -0.307435697 0.133246826 0.73533015 0.566320744 0.954777722 -2.307264693 0.021040069
GSE42127 FOXA2 ILDR1 -0.205379528 0.152120299 0.814338194 0.604393481 1.097210203 -1.35011257 0.176979877
GSE42127 FOXA2 CD28 0.045888222 0.253965943 1.046957378 0.636433159 1.722285734 0.180686518 0.856613642
GSE42127 FOXA2 NARS2 0.24682082 0.219904138 1.279949751 0.831783265 1.969589237 1.122401889 0.261691602
GSE42127 FOXA2 CCNY 0.21476046 0.297882733 1.239564936 0.691370812 2.222427103 0.720956391 0.470936346
GSE42127 FOXA2 C1orf198 -0.506341891 0.194127703 0.60269628 0.411961575 0.881739529 -2.608292805 0.009099508
GSE42127 FOXA2 EIF4G3 0.179613743 0.213423747 1.196755019 0.787659716 1.818326552 0.841582745 0.400021551
GSE42127 FOXA2 KIF5C 0.53358167 0.413902926 1.705028234 0.757559529 3.837482295 1.28914689 0.197347025
GSE42127 FOXA2 TMEM30B -0.045615767 0.190406463 0.955408991 0.657832081 1.387597788 -0.239570478 0.810663253
GSE42127 FOXA2 NR2E3 0.472772521 0.326708359 1.604436366 0.845722408 3.043807317 1.447078129 0.147875043
GSE42127 FOXA2 ADCY9 -0.778817445 0.197592435 0.458948422 0.311582384 0.676012718 -3.941534735 8.10E-05
GSE42127 FOXA2 TMEM116 -0.423393055 0.219968112 0.654821201 0.425486256 1.007766526 -1.924792878 0.054255275
GSE42127 FOXA2 IMPA2 -0.002516035 0.131839875 0.997487127 0.770344516 1.291604663 -0.019084025 0.984774075
GSE42127 FOXA2 TCEA3 -0.417769805 0.129785367 0.658513798 0.51061242 0.849255531 -3.218928404 0.001286706
GSE42127 FOXA2 MALL -0.274819291 0.115264515 0.759709397 0.606085879 0.952271597 -2.384248888 0.017114023
GSE42127 FOXA2 SUSD2 -0.242912605 0.082916721 0.784340058 0.666692477 0.922748265 -2.929597325 0.003394015
GSE42127 FOXA2 IL10 0.286017382 0.194338121 1.331115592 0.909483579 1.948214085 1.471751299 0.141088049
GSE42127 FOXA2 SPINT2 0.080119031 0.196147811 1.08341602 0.737622123 1.591316523 0.40846253 0.682934135
GSE42127 FOXA2 QDPR -0.340748355 0.249472556 0.711237865 0.436177687 1.15975511 -1.365875108 0.171978167
GSE42127 FOXA2 C10orf76 -0.557173708 0.204449378 0.572825751 0.383702746 0.855165475 -2.725240416 0.006425468
GSE42127 FOXA2 CNKSR1 -0.179882144 0.257299017 0.835368659 0.504504283 1.383220757 -0.699117107 0.484478848
GSE42127 FOXA2 GLTP -0.799496839 0.417940167 0.449555106 0.19816713 1.019845185 -1.912945683 0.055755006
GSE42127 FOXA2 FOXA2 0.610897185 0.401439646 1.842083347 0.838693409 4.045901659 1.521765952 0.128067736
GSE42127 UHRF1 PLA2G2A 0.10632386 0.123238185 1.11218201 0.873524988 1.416042861 0.862750945 0.388274416
GSE42127 UHRF1 MMP7 0.051490739 0.076050516 1.052839436 0.907042898 1.222071063 0.677059695 0.49836808
GSE42127 UHRF1 COL1A1 0.051037673 0.113295256 1.052362538 0.84280729 1.314021515 0.450483763 0.65236166
GSE42127 UHRF1 THY1 0.101359835 0.149985345 1.10667479 0.824806851 1.484867748 0.675798257 0.499168741
GSE42127 UHRF1 TUBB3 0.178212139 0.11351641 1.195078817 0.956689935 1.492869661 1.569924019 0.116432789
GSE42127 UHRF1 CTHRC1 0.281899033 0.136181131 1.325644867 1.015101818 1.731190196 2.070030045 0.038449531
GSE42127 UHRF1 COL15A1 0.002241237 0.128843136 1.002243751 0.778577557 1.290163743 0.017395085 0.98612143
GSE42127 UHRF1 TDO2 0.460284104 0.303441115 1.584524091 0.874196979 2.872026164 1.516881139 0.129296696
GSE42127 UHRF1 CXCL14 0.019131207 0.087659197 1.019315381 0.858406373 1.21038692 0.218245289 0.827238
GSE42127 UHRF1 CCL13 -0.168788892 0.097884935 0.844687205 0.697230068 1.023330041 -1.724360256 0.084642828
GSE42127 UHRF1 GCNT3 -0.038720751 0.07270763 0.962019314 0.834247559 1.109360347 -0.532554163 0.594342239
GSE42127 UHRF1 SCG5 0.06404118 0.092678404 1.066136301 0.88904702 1.278499997 0.691004349 0.489562808
GSE42127 UHRF1 COL3A1 0.126076223 0.133725329 1.13436863 0.872824647 1.47428489 0.942799868 0.345783279
GSE42127 UHRF1 CDH3 0.143445544 0.099299913 1.154243953 0.950108862 1.402238373 1.444568672 0.148579078
GSE42127 UHRF1 COL14A1 0.155769619 0.191186051 1.168556959 0.803363367 1.69976056 0.8147541 0.41521308
GSE42127 UHRF1 PI15 0.098984531 0.333821878 1.104049221 0.573903321 2.123919899 0.296519006 0.766833755
GSE42127 UHRF1 STEAP1 -0.004138273 0.407937571 0.995870278 0.447677926 2.215337304 -0.010144379 0.991906096
GSE42127 UHRF1 CD209 -0.209118098 0.160387518 0.811299417 0.592460036 1.110972392 -1.303830254 0.192291465
GSE42127 UHRF1 COL1A2 0.06408423 0.133419863 1.066182199 0.820850816 1.384836879 0.48032001 0.630999862
GSE42127 UHRF1 TOP2A 0.279712866 0.126528912 1.322749952 1.03222922 1.695037692 2.210663642 0.027059138
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GSE42127 UHRF1 CD248 -0.029418979 0.161710391 0.971009547 0.707253923 1.333127338 -0.181923861 0.855642479
GSE42127 UHRF1 COL17A1 0.002384456 0.080320023 1.002387301 0.856381009 1.173286528 0.029686939 0.976316728
GSE42127 UHRF1 SERPINE2 0.221303509 0.153341541 1.247702062 0.923817822 1.685137912 1.443206502 0.148962309
GSE42127 UHRF1 UBE2C 0.315561027 0.213846484 1.371028279 0.901612565 2.084840668 1.475642813 0.140039806
GSE42127 UHRF1 COL5A1 0.024917821 0.134096125 1.025230864 0.788276979 1.333412433 0.185820589 0.852585458
GSE42127 UHRF1 AGER -0.374534897 0.221892412 0.687609013 0.445109022 1.062225502 -1.687912149 0.091428094
GSE42127 UHRF1 UCHL1 0.100051967 0.067921786 1.105228352 0.967468622 1.262603956 1.473046764 0.140738426
GSE42127 UHRF1 TIMP1 -0.014833821 0.241062046 0.985275658 0.614278574 1.580338568 -0.061535283 0.950932916
GSE42127 UHRF1 MXRA5 0.111098905 0.135057971 1.117505428 0.857606548 1.456167032 0.822601614 0.410734581
GSE42127 UHRF1 NUSAP1 0.543181374 0.178186132 1.721474814 1.214027047 2.441029253 3.048393086 0.002300688
GSE42127 UHRF1 CDC20 0.367994049 0.121067473 1.444833441 1.139632864 1.831768578 3.03957817 0.002369097
GSE42127 UHRF1 MME -0.490510059 0.3863976 0.612313998 0.287125626 1.305799271 -1.269443854 0.204282803
GSE42127 UHRF1 CFB 0.016671309 0.113272834 1.016811051 0.814370899 1.269574728 0.147178351 0.882991248
GSE42127 UHRF1 LMO7 -0.39088029 0.134247731 0.676461131 0.51996124 0.880064947 -2.911634229 0.003595434
GSE42127 UHRF1 C10orf67 -0.254064691 0.225728532 0.775641623 0.49833413 1.20726214 -1.125532023 0.260363655
GSE42127 UHRF1 KDELR3 0.062068255 0.167014897 1.064034968 0.766995052 1.476111755 0.371633045 0.710166082
GSE42127 UHRF1 CCNB2 0.377582686 0.13960113 1.458754057 1.10956661 1.917832944 2.704725129 0.006836093
GSE42127 UHRF1 TYMS 0.293097056 0.142575776 1.340572895 1.013747306 1.772764943 2.055728282 0.039808714
GSE42127 UHRF1 COL6A3 0.179081636 0.181310848 1.196118387 0.838382285 1.706499792 0.98770503 0.32329713
GSE42127 UHRF1 PCOLCE -0.067023596 0.161918443 0.935173135 0.680874068 1.284450141 -0.41393429 0.678922231
GSE42127 UHRF1 CENPM 0.456911874 0.191249156 1.57918971 1.085532245 2.297343218 2.38909223 0.016890062
GSE42127 UHRF1 FMO1 0.136743029 0.130590944 1.146533485 0.887620922 1.480968958 1.047109587 0.295049038
GSE42127 UHRF1 CEP55 0.393020615 0.164488658 1.481448928 1.073182752 2.045030003 2.389347804 0.016878315
GSE42127 UHRF1 MTHFD1L 0.428467939 0.249180082 1.534904155 0.9418436 2.50140338 1.719511188 0.085521332
GSE42127 UHRF1 PTGFRN 0.04462699 0.189757477 1.045637754 0.72087406 1.516711966 0.235179088 0.814069736
GSE42127 UHRF1 RPL29 0.275168682 0.153484448 1.316752768 0.974670993 1.778895509 1.79281149 0.073003072
GSE42127 UHRF1 GAL3ST4 -0.01875141 0.259664994 0.981423304 0.589968906 1.63261435 -0.072213854 0.94243172
GSE42127 UHRF1 CDCA5 0.346481523 0.134883574 1.414083366 1.085580185 1.841993612 2.568745135 0.010206749
GSE42127 UHRF1 LAMA3 -0.181840386 0.344530499 0.833734405 0.424387742 1.637919736 -0.527791841 0.59764382
GSE42127 UHRF1 HMMR 0.391044094 0.138196831 1.478523705 1.127703521 1.938481442 2.829616941 0.004660377
GSE42127 UHRF1 ENTPD1 -0.077631183 0.192603861 0.925305632 0.634366882 1.349677195 -0.403061403 0.686903054
GSE42127 UHRF1 ECM1 -0.198494139 0.137311148 0.819964577 0.626492144 1.073184897 -1.445579189 0.148295267
GSE42127 UHRF1 CDKN3 0.353963654 0.132379518 1.424703403 1.099114183 1.846741512 2.673855142 0.007498483
GSE42127 UHRF1 E2F2 0.419185943 0.153925815 1.520723096 1.124678132 2.056231619 2.723298517 0.006463363
GSE42127 UHRF1 KIF20A 0.372598433 0.152082124 1.451501348 1.077370067 1.955554762 2.449981786 0.014286344
GSE42127 UHRF1 PDLIM7 0.426053965 0.301097472 1.531203404 0.848668833 2.762660503 1.415003462 0.157067481
GSE42127 UHRF1 TK1 0.103596166 0.131833224 1.109152451 0.856593154 1.436176735 0.785812273 0.431977475
GSE42127 UHRF1 AURKB 0.284354384 0.124833025 1.32890379 1.040484169 1.697272612 2.277877867 0.022733855
GSE42127 UHRF1 SERPINH1 0.002086705 0.172344097 1.002088884 0.714836439 1.404771883 0.012107783 0.990339623
GSE42127 UHRF1 ANLN 0.498819272 0.164982162 1.646775728 1.191794525 2.275451214 3.023473958 0.002498905
GSE42127 UHRF1 MELK 0.292870065 0.117561879 1.340268632 1.064444446 1.687565764 2.491199252 0.01273127
GSE42127 UHRF1 PRC1 0.539816658 0.16981368 1.715692274 1.229967764 2.393233438 3.178876153 0.001478472
GSE42127 UHRF1 BUB1 0.48844991 0.154323834 1.629787943 1.204399079 2.205422426 3.165097037 0.001550312
GSE42127 UHRF1 PSAT1 0.097688605 0.371164824 1.102619381 0.532708408 2.282241996 0.263194674 0.792400536
GSE42127 UHRF1 WWC2 -0.283551679 0.2684125 0.753104202 0.445022466 1.274465857 -1.056402658 0.290784292
GSE42127 UHRF1 ADRB2 -0.257147688 0.145297869 0.773254005 0.581626797 1.028016176 -1.769796691 0.076761015
GSE42127 UHRF1 NEBL -0.405136347 0.360310745 0.666885877 0.329120139 1.351290061 -1.124408174 0.260839906
GSE42127 UHRF1 HBZ -0.179861571 0.356384324 0.835385845 0.415462878 1.679739745 -0.504684296 0.613780593
GSE42127 UHRF1 RCN3 0.180539468 0.163704358 1.197863398 0.869084277 1.651021378 1.1028385 0.270097306
GSE42127 UHRF1 KIFC1 0.317272897 0.139368684 1.373377311 1.045102843 1.804765197 2.276500624 0.022816063
GSE42127 UHRF1 ANXA3 -0.148764562 0.143413136 0.861771985 0.650607236 1.141473555 -1.037314753 0.299589193
GSE42127 UHRF1 CCNE2 -0.473599985 0.426972138 0.622756315 0.269698665 1.437995354 -1.10920583 0.267341398
GSE42127 UHRF1 APOBEC3F 0.417384743 0.32103832 1.517986435 0.809095111 2.847975206 1.300108792 0.193563685
GSE42127 UHRF1 RGS10 0.004790269 0.197611628 1.00480176 0.68213929 1.480088587 0.024240824 0.980660515
GSE42127 UHRF1 PC -0.295043307 0.381255968 0.744499345 0.352645748 1.571773594 -0.773871969 0.439006508
GSE42127 UHRF1 MCM4 0.540537025 0.165800459 1.716928648 1.240573901 2.376193776 3.26016603 0.00111347
GSE42127 UHRF1 NEDD4L -0.383440492 0.1427501 0.681512632 0.515186892 0.901535879 -2.686096138 0.007229228
GSE42127 UHRF1 RAD51AP1 0.385732126 0.144137722 1.470690658 1.108743488 1.950794782 2.676135851 0.007447645
GSE42127 UHRF1 LGI2 -0.04221681 0.198140233 0.95866191 0.650141967 1.413587656 -0.213065311 0.831276021
GSE42127 UHRF1 COQ2 0.112411123 0.235986729 1.118972802 0.704607501 1.777017885 0.476345105 0.633828536
GSE42127 UHRF1 CSF1R -0.023624 0.181333505 0.976652862 0.684524296 1.39345063 -0.130279291 0.896345464
GSE42127 UHRF1 GMDS 0.355087735 0.174050039 1.426305786 1.014053765 2.006154176 2.0401474 0.041335647
GSE42127 UHRF1 UBE2T 0.38131625 0.143928876 1.464210589 1.104310144 1.941404469 2.64933806 0.008064961
GSE42127 UHRF1 ALDH18A1 -0.264833809 0.211886191 0.767333463 0.506554626 1.162363571 -1.249887066 0.211340805
GSE42127 UHRF1 APOBEC3B 0.106219987 0.144200912 1.11206649 0.838275389 1.475281149 0.736611065 0.461358904
GSE42127 UHRF1 SOCS6 -0.594322662 0.377946776 0.551936287 0.263135879 1.15770478 -1.57250359 0.115833807
GSE42127 UHRF1 ANG -0.16660996 0.128611444 0.846529728 0.657912222 1.089222173 -1.295452058 0.19516433
GSE42127 UHRF1 MAD2L1 0.71882497 0.320964483 2.052020608 1.093896555 3.849348055 2.239577921 0.025118337
GSE42127 UHRF1 GALNT13 0.096378782 0.261084729 1.101176091 0.6601172 1.836929538 0.369147526 0.712017766
GSE42127 UHRF1 SESN3 -0.053387841 0.148334097 0.948012263 0.708845756 1.267874208 -0.359916176 0.71890982
GSE42127 UHRF1 KDELR2 0.164663911 0.166756198 1.178996805 0.850294746 1.634766618 0.987453023 0.323420602
GSE42127 UHRF1 KIF4A 0.359463849 0.148330296 1.43256114 1.071159612 1.915896938 2.423401413 0.015375926
GSE42127 UHRF1 CDT1 0.208645619 0.138748094 1.23200832 0.938665917 1.617023133 1.503772861 0.132639861
GSE42127 UHRF1 TPX2 0.242059994 0.116516741 1.273870615 1.013785534 1.600680114 2.07746966 0.037758233
GSE42127 UHRF1 TUBB 0.414147954 0.247453685 1.513080977 0.931599427 2.457509072 1.67363826 0.094201714
GSE42127 UHRF1 CCNA2 0.367466676 0.155512908 1.444071675 1.06467222 1.958671377 2.362933603 0.018130918
GSE42127 UHRF1 PRDX4 0.020884223 0.172514581 1.021103824 0.728157328 1.431906236 0.121057725 0.903645314
GSE42127 UHRF1 KIF26B 0.180572668 0.161674765 1.197903168 0.872577286 1.644521375 1.116888391 0.264042049
GSE42127 UHRF1 RRM2 0.38882809 0.165365138 1.475250919 1.066858529 2.039975513 2.351330486 0.018706411
GSE42127 UHRF1 ZWINT 0.279845008 0.373440073 1.322924754 0.636300664 2.750476316 0.749370591 0.453633871
GSE42127 UHRF1 CDCA4 0.154749852 0.318009744 1.167365911 0.62591682 2.177195318 0.486619846 0.626527757
GSE42127 UHRF1 FEN1 0.504121005 0.210040353 1.655529678 1.096857723 2.498754813 2.400115008 0.016389921
GSE42127 UHRF1 SAP18 -0.421426741 0.252977597 0.656110053 0.39961499 1.07723787 -1.665865857 0.095740135
GSE42127 UHRF1 LMNB2 0.448509704 0.222570442 1.565976677 1.012355359 2.4223539 2.015135976 0.043890404
GSE42127 UHRF1 TGFBI 0.086665439 0.190039758 1.09053177 0.751408645 1.582706759 0.456038465 0.648362318
GSE42127 UHRF1 CENPA 0.342788214 0.175003331 1.408870351 0.999788012 1.985336536 1.958752516 0.050141777
GSE42127 UHRF1 BLM 0.533257797 0.199771208 1.70447611 1.152246395 2.521369408 2.669342606 0.007599988
GSE42127 UHRF1 RPL37 -0.522204112 0.334317377 0.593211601 0.308062027 1.142302435 -1.562001105 0.118287728
GSE42127 UHRF1 MCM10 0.230006721 0.210435955 1.258608469 0.833234493 1.901139825 1.093001053 0.274393337
GSE42127 UHRF1 CALU 0.110813751 0.208917066 1.117186812 0.74181442 1.682504868 0.530419812 0.595820893
GSE42127 UHRF1 FOXM1 0.33342818 0.161057031 1.3957448 1.017920885 1.913806442 2.070249138 0.03842902
GSE42127 UHRF1 CDC25A -0.275177631 0.344261152 0.759437212 0.386773089 1.491171165 -0.799328154 0.424100158
GSE42127 UHRF1 PCCB -0.226521091 0.2313469 0.797302526 0.506640964 1.254717567 -0.979140378 0.327510623
GSE42127 UHRF1 OIP5 0.528945675 0.192758753 1.697142026 1.163165841 2.476251413 2.744081219 0.006068052
GSE42127 UHRF1 CHAF1B 0.353645702 0.188237853 1.424250489 0.984822645 2.059751028 1.878717254 0.060283111
GSE42127 UHRF1 ZNF469 -0.834416632 0.409825096 0.434127664 0.19443467 0.969306701 -2.036031079 0.041747235
GSE42127 UHRF1 PAICS 0.305438458 0.231857652 1.357219957 0.861574121 2.138000628 1.317353365 0.187720205
GSE42127 UHRF1 EXO1 0.055055753 0.438255632 1.056599521 0.447575741 2.494332125 0.125624746 0.900028974
GSE42127 UHRF1 TTK 0.534859723 0.144899554 1.707208743 1.285132487 2.267907567 3.691244787 0.000223159
GSE42127 UHRF1 MCM6 0.772385683 0.238058569 2.164924924 1.357710008 3.452062589 3.244519565 0.001176489
GSE42127 UHRF1 LOXL3 0.406876103 0.284836447 1.502117986 0.859509781 2.625169013 1.428455198 0.153160881
GSE42127 UHRF1 CHEK1 0.49792831 0.150597639 1.645309167 1.224781379 2.210224862 3.306348719 0.000945204
GSE42127 UHRF1 CHAF1A -0.029488844 0.267759906 0.970941709 0.574480792 1.641008396 -0.110131665 0.912304956
GSE42127 UHRF1 AP2S1 0.753442948 0.555691651 2.124301299 0.714842761 6.312795283 1.355865156 0.175142076
GSE42127 UHRF1 RAD1 -0.230810252 0.39631017 0.793890091 0.365107331 1.726236158 -0.582398004 0.560298625
GSE42127 UHRF1 IRAK1 -0.186257456 0.263400242 0.830059864 0.495339227 1.390964697 -0.707127124 0.479487481
GSE42127 UHRF1 MIF 0.700479429 0.310705976 2.014718391 1.095824346 3.704143104 2.25447685 0.024166185
GSE42127 UHRF1 PEPD -0.040745411 0.210410555 0.960073523 0.635627537 1.450127811 -0.193647183 0.846452151
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GSE42127 UHRF1 TFDP1 0.555553156 0.237281837 1.742904817 1.094709796 2.774906386 2.341321876 0.019215593
GSE42127 UHRF1 DNMT1 0.314767758 0.251513305 1.369941116 0.836784037 2.242799309 1.251495453 0.210753772
GSE42127 UHRF1 ESPL1 0.57630382 0.248916184 1.779449096 1.092465495 2.898433956 2.315252509 0.020599117
GSE42127 UHRF1 P4HB -0.469604657 0.39363795 0.625249407 0.28906004 1.352441594 -1.19298624 0.232874762
GSE42127 UHRF1 UHRF1 0.093140403 0.325028383 1.097615833 0.580477915 2.075463139 0.286560829 0.774448611
GSE42127 FOXM1 TOP2A 0.279712866 0.126528912 1.322749952 1.03222922 1.695037692 2.210663642 0.027059138
GSE42127 FOXM1 UBE2C 0.315561027 0.213846484 1.371028279 0.901612565 2.084840668 1.475642813 0.140039806
GSE42127 FOXM1 STOM -0.237528129 0.194732978 0.788574709 0.538376175 1.15504753 -1.219763245 0.222554639
GSE42127 FOXM1 SON -0.291560516 0.317868925 0.747096801 0.400688019 1.392988067 -0.91723504 0.359019489
GSE42127 FOXM1 NUSAP1 0.543181374 0.178186132 1.721474814 1.214027047 2.441029253 3.048393086 0.002300688
GSE42127 FOXM1 CDC20 0.367994049 0.121067473 1.444833441 1.139632864 1.831768578 3.03957817 0.002369097
GSE42127 FOXM1 CCNB2 0.377582686 0.13960113 1.458754057 1.10956661 1.917832944 2.704725129 0.006836093
GSE42127 FOXM1 CEP55 0.393020615 0.164488658 1.481448928 1.073182752 2.045030003 2.389347804 0.016878315
GSE42127 FOXM1 UHRF1 0.093140403 0.325028383 1.097615833 0.580477915 2.075463139 0.286560829 0.774448611
GSE42127 FOXM1 CDCA5 0.346481523 0.134883574 1.414083366 1.085580185 1.841993612 2.568745135 0.010206749
GSE42127 FOXM1 HMMR 0.391044094 0.138196831 1.478523705 1.127703521 1.938481442 2.829616941 0.004660377
GSE42127 FOXM1 ASPM 0.352974349 0.136816533 1.423294634 1.088519887 1.861029494 2.579910052 0.009882605
GSE42127 FOXM1 CDKN3 0.353963654 0.132379518 1.424703403 1.099114183 1.846741512 2.673855142 0.007498483
GSE42127 FOXM1 KIF20A 0.372598433 0.152082124 1.451501348 1.077370067 1.955554762 2.449981786 0.014286344
GSE42127 FOXM1 TK1 0.103596166 0.131833224 1.109152451 0.856593154 1.436176735 0.785812273 0.431977475
GSE42127 FOXM1 AURKB 0.284354384 0.124833025 1.32890379 1.040484169 1.697272612 2.277877867 0.022733855
GSE42127 FOXM1 HMGN2 0.489629208 0.254890582 1.631711082 0.990102157 2.689097318 1.9209388 0.054739424
GSE42127 FOXM1 RNASE4 -0.133183722 0.354576302 0.875304265 0.436860873 1.753779299 -0.375613715 0.707204093
GSE42127 FOXM1 ANLN 0.498819272 0.164982162 1.646775728 1.191794525 2.275451214 3.023473958 0.002498905
GSE42127 FOXM1 MELK 0.292870065 0.117561879 1.340268632 1.064444446 1.687565764 2.491199252 0.01273127
GSE42127 FOXM1 SERPING1 0.477894242 0.295561828 1.612674921 0.903574878 2.87825665 1.616901089 0.105899633
GSE42127 FOXM1 PRC1 0.539816658 0.16981368 1.715692274 1.229967764 2.393233438 3.178876153 0.001478472
GSE42127 FOXM1 MXD3 0.205167173 0.211514641 1.227730291 0.811075685 1.85842295 0.969990405 0.332051275
GSE42127 FOXM1 ASF1B 0.365159509 0.160946804 1.440743802 1.05096582 1.975081076 2.268821124 0.023279206
GSE42127 FOXM1 PYCR1 -0.587912972 0.330235465 0.555485389 0.290787479 1.061132406 -1.780284176 0.075029465
GSE42127 FOXM1 NEK2 0.367488687 0.232699929 1.444103461 0.91521635 2.278624948 1.579238499 0.114281363
GSE42127 FOXM1 KIF11 0.519223319 0.179242209 1.680721757 1.182836118 2.388180055 2.896769248 0.00377027
GSE42127 FOXM1 CHPF 0.073396075 0.1832159 1.076156692 0.75148766 1.541094134 0.400598831 0.688715507
GSE42127 FOXM1 PBK 0.323707249 0.12401822 1.382242595 1.083976262 1.762579733 2.610158805 0.00905002
GSE42127 FOXM1 CD4 -0.139875359 0.172051062 0.8694666 0.620587143 1.218156349 -0.812987479 0.416225237
GSE42127 FOXM1 PTK7 0.052760478 0.202763961 1.054177116 0.708468569 1.568579668 0.260206389 0.794704576
GSE42127 FOXM1 TP53I3 0.230092777 0.242702946 1.258716784 0.782237985 2.025429566 0.948042785 0.343107673
GSE42127 FOXM1 MMP14 0.282572424 0.236226795 1.326537845 0.834916478 2.107639148 1.196191246 0.231621936
GSE42127 FOXM1 CD276 -0.064965269 0.428703379 0.937100009 0.404457566 2.17119545 -0.151538972 0.879550571
GSE42127 FOXM1 ABCB6 0.1271834 0.16888182 1.135625272 0.815610077 1.58120258 0.753091126 0.451395157
GSE42127 FOXM1 TTLL12 -0.021741407 0.205935336 0.978493233 0.653529732 1.465042768 -0.105573952 0.915920392
GSE42127 FOXM1 SFXN5 0.037008944 0.239945207 1.037702302 0.648382149 1.660789193 0.154239145 0.877421178
GSE42127 FOXM1 IPO13 0.171259513 0.263529938 1.186798699 0.708043551 1.989271917 0.649867389 0.515777885
GSE42127 FOXM1 MCM2 0.514568908 0.15353695 1.672917165 1.238179327 2.260296049 3.351433704 0.000803943
GSE42127 FOXM1 ASPHD1 0.370437655 0.427088072 1.448368362 0.627106069 3.345161237 0.867356594 0.385746657
GSE42127 FOXM1 CDCA3 0.315762655 0.139968784 1.371304745 1.042299031 1.804162383 2.25595055 0.024073728
GSE42127 FOXM1 TOMM40L 0.553851242 0.259879258 1.739941065 1.045502107 2.895637311 2.131186787 0.033073757
GSE42127 FOXM1 SMPD1 -0.668306047 0.3162657 0.512576123 0.275773493 0.952717678 -2.113115795 0.034590858
GSE42127 FOXM1 RACGAP1 0.118114671 0.35969313 1.125373151 0.556064542 2.27754988 0.328376221 0.74262722
GSE42127 FOXM1 TPX2 0.242059994 0.116516741 1.273870615 1.013785534 1.600680114 2.07746966 0.037758233
GSE42127 FOXM1 SAC3D1 -0.031520454 0.236407521 0.968971137 0.609649742 1.54007293 -0.133331012 0.893931603
GSE42127 FOXM1 RHBDD3 0.500103019 0.230023887 1.648891129 1.050498154 2.58814539 2.17413515 0.029694987
GSE42127 FOXM1 TSTA3 -0.017732754 0.218780521 0.982423546 0.63984156 1.508429717 -0.08105271 0.935400034
GSE42127 FOXM1 MKL1 0.186835361 0.267669998 1.205428808 0.713346363 2.036960847 0.698006361 0.485173216
GSE42127 FOXM1 CENPE 0.419801629 0.188781937 1.521659673 1.051056481 2.202972153 2.223738325 0.026166055
GSE42127 FOXM1 CENPF 0.453531677 0.136052711 1.57386075 1.205474498 2.054823775 3.333499748 0.000857607
GSE42127 FOXM1 CHD1L 0.012146001 0.248373505 1.012220064 0.622098323 1.646989583 0.048902162 0.960997266
GSE42127 FOXM1 PARP8 0.329775067 0.276147677 1.390655289 0.809398068 2.389333764 1.194198231 0.232400435
GSE42127 FOXM1 RPS6KA4 -0.295742118 0.233506778 0.743979262 0.470759941 1.175769419 -1.266524766 0.205325269
GSE42127 FOXM1 CHD3 -0.15868567 0.325899284 0.853264524 0.450482284 1.616179756 -0.486916289 0.626317655
GSE42127 FOXM1 MND1 0.47799198 0.219217271 1.612832548 1.049521162 2.478491071 2.180448546 0.029224229
GSE42127 FOXM1 NRM 0.505585429 0.221464219 1.657955852 1.074143431 2.559078729 2.282921508 0.022434992
GSE42127 FOXM1 CCNB1 0.53633514 0.199328023 1.709729448 1.156802108 2.526944552 2.690716202 0.007129882
GSE42127 FOXM1 RAD54L 0.293679934 0.242017389 1.341354513 0.83471458 2.155505571 1.213466251 0.22495161
GSE42127 FOXM1 NKIRAS2 0.210871048 0.27310268 1.234753121 0.722960734 2.108849344 0.772131011 0.440036837
GSE42127 FOXM1 CDCA2 0.535178095 0.184247627 1.707752358 1.190126236 2.450511573 2.904667508 0.003676434
GSE42127 FOXM1 DEPDC1B 0.42103122 0.230454989 1.523531842 0.969812758 2.3933994 1.826956412 0.067706323
GSE42127 FOXM1 MKI67 0.582950355 0.222511279 1.791315658 1.158164311 2.770601509 2.619868786 0.008796361
GSE42127 FOXM1 NUF2 0.197106109 0.377498987 1.217873261 0.581131445 2.552288805 0.522136789 0.601575093
GSE42127 FOXM1 RECQL4 0.192993293 0.125624371 1.212874658 0.94816575 1.551484999 1.536272706 0.124471511
GSE42127 FOXM1 AP2M1 0.203458471 0.290777044 1.225634257 0.693187979 2.16705912 0.699706097 0.484110868
GSE42127 FOXM1 FOXM1 0.33342818 0.161057031 1.3957448 1.017920885 1.913806442 2.070249138 0.03842902
GSE50081 FOXA2 GFPT2 0.260073583 0.180853016 1.297025523 0.90992617 1.848804069 1.43803841 0.150423156
GSE50081 FOXA2 IL1R2 0.296295094 0.117917665 1.344866961 1.067351897 1.69453687 2.512728646 0.011980144
GSE50081 FOXA2 TUBB3 0.550042941 0.221314361 1.733327447 1.123304473 2.674630174 2.485346807 0.012942528
GSE50081 FOXA2 MLLT11 0.112543296 0.097257188 1.119120709 0.924892938 1.354136364 1.157172005 0.247202093
GSE50081 FOXA2 IGF1 1.356118116 0.897137813 3.88109805 0.66882042 22.52162409 1.511605126 0.130634347
GSE50081 FOXA2 FST 0.308504401 0.117858811 1.361387501 1.080588042 1.71515495 2.617576048 0.008855675
GSE50081 FOXA2 THBS2 0.240621013 0.135171639 1.272038858 0.97598259 1.657901352 1.780114642 0.075057201
GSE50081 FOXA2 RTKN2 3.607602566 0.873714195 36.87753529 6.65357438 204.3942897 4.129041953 3.64E-05
GSE50081 FOXA2 SCRG1 0.524739062 1.107303868 1.690017802 0.192909012 14.80573734 0.473888945 0.635579103
GSE50081 FOXA2 CRISPLD2 1.123580825 0.472809791 3.075848582 1.217610902 7.770006394 2.376390771 0.017482937
GSE50081 FOXA2 ALDH1A3 0.218480339 0.302516176 1.244184554 0.687673944 2.251059848 0.722210434 0.47016511
GSE50081 FOXA2 RSPO3 0.018084233 0.141769602 1.018248743 0.771221944 1.344399637 0.127560721 0.898496617
GSE50081 FOXA2 PI15 0.680105161 0.642034154 1.974085318 0.560874191 6.948105133 1.059297479 0.289464323
GSE50081 FOXA2 STEAP1 0.112675535 0.114881586 1.119268711 0.89360786 1.401915206 0.980797181 0.326692769
GSE50081 FOXA2 SLC39A14 1.297508158 0.733992014 3.660164743 0.868411364 15.42679714 1.767741519 0.077104126
GSE50081 FOXA2 SLAMF1 0.189502996 0.300476437 1.208648746 0.670708945 2.17804131 0.630675065 0.528253006
GSE50081 FOXA2 F13A1 -0.142448161 0.108251765 0.86723251 0.701441538 1.072209421 -1.315896892 0.188208652
GSE50081 FOXA2 C1QTNF1 0.707308786 0.314848263 2.028524712 1.094412326 3.759928876 2.246506874 0.02467156
GSE50081 FOXA2 IL13RA2 -0.496613815 0.215064954 0.608587966 0.39926362 0.927656051 -2.309134075 0.020936142
GSE50081 FOXA2 NECAB1 0.205246905 0.953885722 1.227828185 0.189316558 7.963181179 0.215169281 0.82963534
GSE50081 FOXA2 FHL2 0.106142986 0.146492592 1.111980863 0.834454369 1.481808337 0.724562142 0.468720691
GSE50081 FOXA2 IL24 1.041660907 0.266908871 2.833919984 1.67955543 4.781683494 3.902683731 9.51E-05
GSE50081 FOXA2 FOLR2 0.743450841 0.544739975 2.103180748 0.723091224 6.117304581 1.364781135 0.17232185
GSE50081 FOXA2 ANK2 2.233120169 0.670709693 9.328928554 2.50566289 34.73288778 3.329488438 0.000870057
GSE50081 FOXA2 ITK -0.066806543 0.136619129 0.935376139 0.715642087 1.222578349 -0.488998455 0.624842791
GSE50081 FOXA2 MS4A15 -0.579777677 0.284083762 0.560022859 0.320917365 0.977278378 -2.040868769 0.041263873
GSE50081 FOXA2 PAPPA 0.991918106 0.555356465 2.6964015 0.907954906 8.007645533 1.78609266 0.074084256
GSE50081 FOXA2 GREM1 0.17205664 0.087718043 1.187745105 1.000132444 1.410551616 1.961473766 0.049823782
GSE50081 FOXA2 SLC2A5 0.744891258 0.562595848 2.106212389 0.699229446 6.344313237 1.324025516 0.185494571
GSE50081 FOXA2 SERPINF1 0.126507153 0.168280127 1.134857569 0.816020472 1.578271311 0.751765256 0.452192239
GSE50081 FOXA2 CLIC5 1.069691493 0.758312176 2.914480223 0.659302341 12.88361112 1.410621544 0.158356236
GSE50081 FOXA2 TWIST1 0.213003476 0.08632061 1.237388952 1.044792382 1.465488689 2.467585372 0.013602778
GSE50081 FOXA2 DNAJC30 -0.063547597 0.362517016 0.938429451 0.461133407 1.909750675 -0.175295489 0.860847456
GSE50081 FOXA2 AGER 0.153049467 0.157748135 1.165382625 0.855446951 1.587610618 0.970214111 0.331939778
GSE50081 FOXA2 STX19 0.155836444 0.493788007 1.16863505 0.44398244 3.076040304 0.31559382 0.752310829
GSE50081 FOXA2 CYP4B1 -0.169273885 0.076259329 0.844277636 0.727064981 0.980386548 -2.21971382 0.0264382
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GSE50081 FOXA2 SULF2 0.255509504 0.136236374 1.291119283 0.988557091 1.686285009 1.875486674 0.060725801
GSE50081 FOXA2 TIMP1 0.267350194 0.324755465 1.306497894 0.691315606 2.469113574 0.823235396 0.410374144
GSE50081 FOXA2 PRRX1 0.304953933 0.177513011 1.356562508 0.957944749 1.92105217 1.717924397 0.085810406
GSE50081 FOXA2 BDNF 1.194605403 0.405482572 3.302254455 1.491636988 7.310682541 2.946132552 0.003217745
GSE50081 FOXA2 FKBP11 0.146414232 0.304906603 1.157675635 0.636868724 2.10437854 0.480193707 0.631089661
GSE50081 FOXA2 HAS3 0.814404297 0.540925025 2.257830276 0.782087017 6.518197392 1.505577039 0.132175786
GSE50081 FOXA2 GGT1 1.483571223 0.567158527 4.408661914 1.450576314 13.39901919 2.61579638 0.008901963
GSE50081 FOXA2 AGT -0.059832826 0.101131127 0.941921985 0.772559544 1.148412485 -0.591636104 0.554094292
GSE50081 FOXA2 LGALS4 -0.136581857 0.075120203 0.872334911 0.752906109 1.010707959 -1.81817743 0.069037018
GSE50081 FOXA2 SH3PXD2B 0.82237973 0.533989475 2.275909448 0.799138977 6.481680861 1.540067302 0.123543949
GSE50081 FOXA2 PEBP4 -0.073710869 0.0711714 0.928940241 0.807991089 1.067994415 -1.035681035 0.300350973
GSE50081 FOXA2 CRTAC1 -0.682446775 0.331999977 0.50537893 0.263644211 0.968759611 -2.05556272 0.039824684
GSE50081 FOXA2 NAV2 1.870987279 0.955181241 6.494705323 0.998867091 42.22903888 1.958777245 0.05013888
GSE50081 FOXA2 TMC5 -0.202016245 0.073056694 0.817081654 0.708075371 0.942869159 -2.765198277 0.005688821
GSE50081 FOXA2 EXPH5 1.822505838 0.59787473 6.18734352 1.916868567 19.97175002 3.048307189 0.002301345
GSE50081 FOXA2 IL2RA 0.450697055 0.215169271 1.569405767 1.029396835 2.39269675 2.094616267 0.036205118
GSE50081 FOXA2 FNDC4 0.332346159 0.250136915 1.394235393 0.853923912 2.276423348 1.328656985 0.183961162
GSE50081 FOXA2 NRGN -0.055306859 0.123422985 0.946194755 0.742886901 1.205142416 -0.448108255 0.654075071
GSE50081 FOXA2 PIGR -0.452484721 0.121851944 0.63604579 0.500919363 0.807623497 -3.713397631 0.000204495
GSE50081 FOXA2 SLC44A3 -0.413530172 0.133029566 0.661311581 0.509531639 0.858303928 -3.108558382 0.001880025
GSE50081 FOXA2 ZNF385D 0.648146745 0.57953423 1.911994131 0.614025099 5.953700526 1.118392515 0.26339939
GSE50081 FOXA2 FOXA1 -0.10037473 0.122014309 0.904498411 0.712113207 1.148858591 -0.822647208 0.410708645
GSE50081 FOXA2 FHDC1 -0.503689424 0.249025163 0.604297034 0.370919666 0.984512116 -2.022644695 0.043109793
GSE50081 FOXA2 P4HTM -0.745917259 0.249536827 0.474299045 0.290834631 0.773496552 -2.989207122 0.002797025
GSE50081 FOXA2 SYT15 0.120960336 0.460959185 1.128580148 0.457260026 2.785489825 0.26241008 0.793005303
GSE50081 FOXA2 NKX2.1 -0.450201225 0.155382184 0.637499858 0.470130619 0.864453521 -2.897379943 0.003762937
GSE50081 FOXA2 ENTPD1 -0.222824699 0.197479038 0.800255123 0.543417977 1.178481921 -1.128346084 0.259173788
GSE50081 FOXA2 FGFR3 -0.126749783 0.288873619 0.880954075 0.500107766 1.551825698 -0.438772439 0.660826432
GSE50081 FOXA2 ACOXL 0.674356824 0.631350539 1.962770164 0.569459569 6.765127727 1.06811792 0.285467323
GSE50081 FOXA2 PCSK1 0.038998843 0.069369048 1.039769281 0.907590501 1.191198185 0.562193721 0.573984039
GSE50081 FOXA2 ATP2C2 0.604002659 0.575520969 1.829426736 0.59214857 5.651963629 1.049488535 0.293953329
GSE50081 FOXA2 TCF7L2 -0.230699398 0.333531017 0.793978101 0.412958499 1.526548618 -0.69168799 0.489133291
GSE50081 FOXA2 EDN3 0.555405336 0.836333236 1.742647199 0.33831506 8.976305272 0.664095736 0.506629039
GSE50081 FOXA2 N4BP1 0.608318988 0.610687029 1.83734021 0.55510078 6.081452533 0.996122332 0.31919071
GSE50081 FOXA2 EPB41L5 0.0492636 0.343876407 1.050497226 0.535410374 2.061118863 0.143259611 0.886085152
GSE50081 FOXA2 VSIG2 -0.302916634 0.188212214 0.738660673 0.510785371 1.06819737 -1.609441958 0.107519737
GSE50081 FOXA2 JPH1 -0.320940685 0.669845892 0.725466281 0.195183623 2.696442037 -0.479126152 0.631848886
GSE50081 FOXA2 PLEKHH1 0.739742588 0.527104679 2.095396065 0.745750937 5.887601946 1.403407363 0.160495399
GSE50081 FOXA2 MARVELD2 -0.480918943 0.158463332 0.618215026 0.453163919 0.843380955 -3.034891018 0.002406226
GSE50081 FOXA2 ALDH3B1 1.070307915 0.576091802 2.916277328 0.942884705 9.019844535 1.85787736 0.063186432
GSE50081 FOXA2 IRX2 0.091580972 0.632502358 1.095905511 0.317238675 3.785821161 0.144791511 0.884875485
GSE50081 FOXA2 PRDM16 -0.534856383 0.460713626 0.585753408 0.237440433 1.445023712 -1.160930245 0.245670268
GSE50081 FOXA2 CDS1 1.120385838 0.770212005 3.066036968 0.677597413 13.87340404 1.454646032 0.14576728
GSE50081 FOXA2 USP54 -0.459300185 0.185286824 0.631725582 0.439351419 0.908332586 -2.478860482 0.013180285
GSE50081 FOXA2 SLC9A9 0.027032232 0.385930409 1.027400917 0.482209086 2.188993683 0.070044316 0.944158387
GSE50081 FOXA2 SAP30 0.700437257 0.474325771 2.014633428 0.795150264 5.10437842 1.476700825 0.139755851
GSE50081 FOXA2 CLIC3 0.019354393 0.111188621 1.019542903 0.819901309 1.26779616 0.174068104 0.86181194
GSE50081 FOXA2 FGF7 2.937037123 1.191882236 18.85988393 1.823925171 195.0163459 2.464200769 0.013731917
GSE50081 FOXA2 IGSF3 0.65496196 0.643735108 1.925069286 0.545127445 6.798211663 1.017440174 0.308944079
GSE50081 FOXA2 TUFT1 -0.096082328 0.178760853 0.908389227 0.63989757 1.289536055 -0.537490878 0.590928584
GSE50081 FOXA2 F11 1.611493461 1.28543805 5.010288312 0.403362821 62.23426568 1.25365315 0.209968104
GSE50081 FOXA2 NEDD4L -0.224910958 0.135535565 0.798587324 0.612286001 1.041574872 -1.659423916 0.0970304
GSE50081 FOXA2 SPINT1 0.008112421 0.224549883 1.008145416 0.649211154 1.565526369 0.03612748 0.971180711
GSE50081 FOXA2 KLK10 0.550189357 0.330878492 1.733581253 0.906358305 3.315801205 1.662813902 0.096349693
GSE50081 FOXA2 CXADR -0.040113852 0.341077962 0.960680058 0.492325905 1.874583815 -0.117609041 0.906377441
GSE50081 FOXA2 ARRB1 -0.48961297 0.256951325 0.612863545 0.370379059 1.014100865 -1.905469723 0.056719039
GSE50081 FOXA2 PLEKHA1 0.078358413 0.208123479 1.081510217 0.719242927 1.626243797 0.376499632 0.706545489
GSE50081 FOXA2 MAT2A -0.91110821 0.394600979 0.40207839 0.185534966 0.871356138 -2.308935501 0.020947161
GSE50081 FOXA2 LGI2 0.333588264 0.318541261 1.395968255 0.747709208 2.606263701 1.047237218 0.294990184
GSE50081 FOXA2 TMEM97 -0.653650567 0.266478928 0.520143488 0.308528929 0.876900747 -2.452916531 0.014170322
GSE50081 FOXA2 PLCH1 -0.095123182 0.677313126 0.909260923 0.241078538 3.429402855 -0.140441958 0.888310809
GSE50081 FOXA2 GCNT2 -0.108038699 0.624441947 0.897592859 0.263969312 3.052146238 -0.173016403 0.862638535
GSE50081 FOXA2 SELENBP1 -0.39381499 0.103610907 0.67447883 0.550521849 0.8263463 -3.800902843 0.00014417
GSE50081 FOXA2 RAB17 -0.399328583 0.160240367 0.670770262 0.489978419 0.918270532 -2.492059833 0.012700464
GSE50081 FOXA2 CMTM8 -0.230563124 0.180618976 0.794086307 0.557345573 1.131386152 -1.276516615 0.201772957
GSE50081 FOXA2 BEX2 -0.214511841 0.093435947 0.806935257 0.6719019 0.969106515 -2.295817065 0.021686343
GSE50081 FOXA2 DENND1A 0.199108841 0.240729439 1.220314779 0.76131187 1.956055356 0.827106323 0.408176801
GSE50081 FOXA2 TMEM125 -0.298859567 0.087961246 0.741663556 0.624214985 0.88121055 -3.397627698 0.000679729
GSE50081 FOXA2 SPOCK2 0.66350245 0.368394899 1.941580729 0.943142133 3.996996418 1.801063077 0.071692939
GSE50081 FOXA2 ILDR1 -0.284659779 0.432083045 0.752270149 0.322540366 1.754541252 -0.658808028 0.510019051
GSE50081 FOXA2 CD28 1.541677824 0.663292395 4.672423203 1.273346684 17.14500761 2.324280869 0.020110445
GSE50081 FOXA2 NARS2 -0.422547532 0.256191882 0.655375102 0.396660553 1.082831458 -1.64934005 0.099077989
GSE50081 FOXA2 CCNY 0.713723461 0.892161079 2.041578863 0.355268967 11.73208088 0.799993945 0.423714306
GSE50081 FOXA2 C1orf198 -0.411692759 0.237889859 0.6625278 0.415634789 1.056078793 -1.730602391 0.083522705
GSE50081 FOXA2 EIF4G3 1.482466087 0.56186482 4.403792436 1.464086173 13.24606993 2.638474653 0.008327993
GSE50081 FOXA2 KIF5C 0.923617727 0.39776665 2.518384757 1.154894986 5.49163505 2.322008965 0.020232453
GSE50081 FOXA2 TMEM30B 0.673239593 0.473792971 1.960578521 0.774623971 4.962237523 1.420957327 0.155329166
GSE50081 FOXA2 NR2E3 0.99967802 0.592043639 2.717406736 0.851542226 8.671677273 1.688520836 0.091311293
GSE50081 FOXA2 ADCY9 0.190500328 0.667835013 1.20985477 0.326791723 4.479148227 0.285250585 0.775452168
GSE50081 FOXA2 TMEM116 1.343775984 0.852988361 3.833491413 0.720326655 20.40137807 1.575374349 0.115170062
GSE50081 FOXA2 IMPA2 -0.284900546 0.132012744 0.752089049 0.580630458 0.974178893 -2.158129122 0.030917794
GSE50081 FOXA2 TCEA3 -1.362628397 0.508744186 0.255987056 0.094443956 0.693844009 -2.678415662 0.007397136
GSE50081 FOXA2 MALL -0.311337464 0.093076677 0.732466653 0.61032456 0.879052612 -3.344956806 0.000822954
GSE50081 FOXA2 SUSD2 -0.406268046 0.1548322 0.66613159 0.491775198 0.902305152 -2.623924781 0.008692298
GSE50081 FOXA2 IL10 0.348380861 0.372423937 1.41677174 0.68279771 2.939731833 0.935441647 0.349560743
GSE50081 FOXA2 FOXO4 0.499845179 0.433026484 1.648466034 0.705484038 3.85188058 1.154306257 0.248374632
GSE50081 FOXA2 SPINT2 -0.160717712 0.246877642 0.851532414 0.524878223 1.381477494 -0.651001489 0.515045526
GSE50081 FOXA2 QDPR 1.017134355 0.505086142 2.765259148 1.027556556 7.441593467 2.01378393 0.044032224
GSE50081 FOXA2 C10orf76 -0.713071799 0.458474164 0.490136283 0.199555148 1.203845541 -1.555315118 0.119871038
GSE50081 FOXA2 CNKSR1 -0.793770288 0.259049678 0.452136891 0.272123757 0.751230877 -3.064162415 0.002182804
GSE50081 FOXA2 GLTP -0.279898878 0.29957162 0.755860172 0.420189927 1.359681807 -0.934330423 0.350133476
GSE50081 FOXA2 FOXA2 1.356162806 0.657813737 3.881271499 1.069158161 14.08984096 2.061621292 0.039243805
GSE50081 UHRF1 PLA2G2A -0.051755108 0.098815741 0.949561379 0.782367734 1.15248466 -0.523753677 0.600449876
GSE50081 UHRF1 MMP7 -0.125623326 0.087330893 0.881946991 0.743201011 1.046595044 -1.438475216 0.150299265
GSE50081 UHRF1 COL1A1 1.205943743 0.447605482 3.339909608 1.389095922 8.030400212 2.694211292 0.007055542
GSE50081 UHRF1 THY1 0.222521414 0.149106406 1.24922257 0.932653275 1.673244572 1.492366564 0.135603075
GSE50081 UHRF1 TUBB3 0.550042941 0.221314361 1.733327447 1.123304473 2.674630174 2.485346807 0.012942528
GSE50081 UHRF1 CTHRC1 0.26277646 0.141789328 1.300535965 0.984988301 1.717171458 1.853288005 0.06384109
GSE50081 UHRF1 COL15A1 0.139943859 0.125146656 1.150209223 0.900019293 1.469947664 1.118238904 0.263464973
GSE50081 UHRF1 TDO2 1.548090193 0.751041056 4.70248077 1.079045411 20.49341498 2.061259075 0.03927833
GSE50081 UHRF1 RTKN2 3.607602566 0.873714195 36.87753529 6.65357438 204.3942897 4.129041953 3.64E-05
GSE50081 UHRF1 CXCL14 -0.083740311 0.146237443 0.919670054 0.690485412 1.224925237 -0.572632485 0.56689356
GSE50081 UHRF1 CCL13 0.493756709 0.367952324 1.63845989 0.79658886 3.370058192 1.341904039 0.179627112
GSE50081 UHRF1 GCNT3 -0.153266883 0.089134452 0.857900733 0.72038665 1.021664779 -1.719502162 0.085522974
GSE50081 UHRF1 TMEM158 0.264877666 0.089988741 1.303271531 1.092537501 1.554652982 2.943453386 0.003245727
GSE50081 UHRF1 SCG5 0.163148646 0.094591445 1.177211664 0.977998464 1.417003556 1.724771685 0.084568626
GSE50081 UHRF1 COL3A1 0.379212735 0.228102892 1.461133838 0.934390608 2.284817584 1.662463511 0.096419874
GSE50081 UHRF1 CDH3 0.256886463 0.100183817 1.292898326 1.062399245 1.573406692 2.564151277 0.010342845
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GSE50081 UHRF1 COL14A1 -0.146911184 0.515301011 0.863370655 0.314464965 2.370403608 -0.285097799 0.775569216
GSE50081 UHRF1 PI15 0.680105161 0.642034154 1.974085318 0.560874191 6.948105133 1.059297479 0.289464323
GSE50081 UHRF1 STEAP1 0.112675535 0.114881586 1.119268711 0.89360786 1.401915206 0.980797181 0.326692769
GSE50081 UHRF1 CD209 1.142722149 0.578694145 3.135291488 1.008538716 9.74682733 1.97465649 0.048307144
GSE50081 UHRF1 COL1A2 0.502036379 0.226838514 1.652082113 1.059122844 2.577014859 2.213188444 0.026884656
GSE50081 UHRF1 TOP2A 0.852596204 0.232046271 2.345728945 1.488537168 3.696544772 3.674250836 0.000238548
GSE50081 UHRF1 CD248 0.624200315 0.194933003 1.866752546 1.273970817 2.735357061 3.20212743 0.001364166
GSE50081 UHRF1 COL17A1 0.31335887 0.104865523 1.368012382 1.113854164 1.680164188 2.988197264 0.002806284
GSE50081 UHRF1 SERPINE2 0.437981976 0.68175326 1.549576978 0.407289982 5.895526318 0.642434736 0.520590952
GSE50081 UHRF1 UBE2C 0.326291748 0.098028737 1.38581962 1.143574581 1.679379772 3.328531589 0.000873051
GSE50081 UHRF1 FAM167A 1.113577314 0.640064461 3.045232685 0.868553601 10.67687946 1.73978932 0.081896018
GSE50081 UHRF1 COL5A1 0.401415134 0.146634744 1.493937324 1.120770413 1.99135229 2.737517206 0.006190488
GSE50081 UHRF1 AGER 0.153049467 0.157748135 1.165382625 0.855446951 1.587610618 0.970214111 0.331939778
GSE50081 UHRF1 UCHL1 0.593876168 0.336383362 1.810994546 0.936671068 3.501443954 1.765474263 0.077484092
GSE50081 UHRF1 TIMP1 0.267350194 0.324755465 1.306497894 0.691315606 2.469113574 0.823235396 0.410374144
GSE50081 UHRF1 CD163L1 -0.003252761 0.199436476 0.996752524 0.674258931 1.473492672 -0.016309759 0.986987272
GSE50081 UHRF1 MXRA5 0.342221274 0.135548933 1.408071833 1.079556434 1.836556408 2.524706517 0.011579495
GSE50081 UHRF1 NUSAP1 0.297001952 0.126982963 1.345817926 1.049296477 1.726133584 2.338911814 0.019339998
GSE50081 UHRF1 CDC20 0.316416065 0.097765307 1.372201062 1.132921375 1.662018032 3.236486173 0.001210111
GSE50081 UHRF1 MME 0.274258739 0.271160458 1.315555143 0.773208922 2.238315266 1.011426006 0.311812579
GSE50081 UHRF1 CFB 0.672191764 0.411633589 1.958525244 0.874069623 4.388461778 1.632985697 0.102472005
GSE50081 UHRF1 LMO7 1.230305019 0.650011854 3.422273234 0.957246061 12.2350507 1.892742435 0.05839213
GSE50081 UHRF1 C10orf67 0.265714074 0.64393314 1.304362054 0.369216647 4.608027244 0.412642334 0.67986868
GSE50081 UHRF1 KDELR3 -0.090558237 0.175633291 0.913421137 0.64739856 1.288755065 -0.515609752 0.606126998
GSE50081 UHRF1 DCLK1 -0.352444261 0.116396654 0.702967752 0.559575113 0.883105143 -3.027958693 0.002462117
GSE50081 UHRF1 CCNB2 1.34396028 0.637542839 3.834197974 1.098998462 13.37679224 2.108031331 0.035028279
GSE50081 UHRF1 NCKAP5 0.134168556 0.165288551 1.143585562 0.827131944 1.581111631 0.811723228 0.416950463
GSE50081 UHRF1 TYMS 0.878270181 0.658617841 2.406732892 0.661928942 8.750732665 1.333504995 0.182366137
GSE50081 UHRF1 COL6A3 0.362158374 0.231361186 1.436426416 0.912742736 2.260572195 1.565337647 0.11750376
GSE50081 UHRF1 PCOLCE 0.170672403 0.160618211 1.186102122 0.865772155 1.624952056 1.062596838 0.287964821
GSE50081 UHRF1 NCAPG 0.20777655 0.111742551 1.230938085 0.988828048 1.53232766 1.859421921 0.062967357
GSE50081 UHRF1 CENPM 0.427910662 0.169027667 1.534049026 1.101444524 2.136563725 2.531601299 0.011354302
GSE50081 UHRF1 FMO1 0.195668455 0.112773704 1.216123639 0.974955018 1.516948657 1.735053895 0.082731259
GSE50081 UHRF1 CEP55 0.302745364 0.1067925 1.353569753 1.097940234 1.668716583 2.834893492 0.004584097
GSE50081 UHRF1 CERCAM 1.005001281 0.71500466 2.731910773 0.672749589 11.0937808 1.405587037 0.159846788
GSE50081 UHRF1 MTHFD1L 2.039912527 0.689429676 7.689936511 1.991036171 29.70067767 2.958840616 0.003087988
GSE50081 UHRF1 PTGFRN 0.395540405 0.220549374 1.485186576 0.96393788 2.288300117 1.793432449 0.072903803
GSE50081 UHRF1 RPL29 -0.22745223 0.512955952 0.796560473 0.29146731 2.176945969 -0.443414739 0.657465777
GSE50081 UHRF1 GAL3ST4 0.298177369 0.230919657 1.347400753 0.856914749 2.118634081 1.291260228 0.196613457
GSE50081 UHRF1 CDCA5 0.411842696 0.132785223 1.509596952 1.163681215 1.958339559 3.101570248 0.001924972
GSE50081 UHRF1 LAMA3 0.538510421 0.566537753 1.713452638 0.56446146 5.20127617 0.950528749 0.341843653
GSE50081 UHRF1 HMMR 0.480103633 0.202331924 1.616241889 1.087129079 2.402877354 2.372851619 0.017651353
GSE50081 UHRF1 ENTPD1 -0.222824699 0.197479038 0.800255123 0.543417977 1.178481921 -1.128346084 0.259173788
GSE50081 UHRF1 ECM1 0.053629641 0.105074024 1.055093766 0.858720608 1.29637375 0.510398653 0.6097722
GSE50081 UHRF1 CDKN3 0.422103732 0.120325107 1.525166725 1.204748529 1.930804216 3.508027061 0.000451443
GSE50081 UHRF1 E2F2 0.86258668 0.613166189 2.369281346 0.712342127 7.880334307 1.406774696 0.159494208
GSE50081 UHRF1 KIF20A 0.355617019 0.124828452 1.427060906 1.117347696 1.822622303 2.848845855 0.004387813
GSE50081 UHRF1 PDLIM7 1.231406756 0.485695571 3.426045757 1.322416744 8.876013992 2.535346892 0.011233602
GSE50081 UHRF1 TK1 0.463033422 0.135837655 1.588886445 1.217496268 2.073567042 3.408726558 0.000652669
GSE50081 UHRF1 AURKB 1.005681145 0.250158893 2.733768733 1.674272469 4.463724765 4.02016947 5.82E-05
GSE50081 UHRF1 SERPINH1 0.41826645 0.196409373 1.519325445 1.033872182 2.232722622 2.129564613 0.033207575
GSE50081 UHRF1 ANLN 0.238627542 0.128794511 1.26950561 0.986289792 1.634047628 1.852777263 0.06391429
GSE50081 UHRF1 MELK 0.352148367 0.12433519 1.422119504 1.114555725 1.814556095 2.832250202 0.004622167
GSE50081 UHRF1 PRC1 0.362092932 0.122943921 1.436332416 1.128768567 1.827700443 2.945187772 0.003227587
GSE50081 UHRF1 BUB1 1.163931015 0.543580529 3.202497632 1.103550551 9.293630516 2.141230146 0.032255483
GSE50081 UHRF1 PSAT1 0.229391233 0.228525666 1.25783405 0.803714765 1.968542279 1.003787614 0.315480996
GSE50081 UHRF1 WWC2 0.739868395 0.688728644 2.095659698 0.54334275 8.082908199 1.074252395 0.282709575
GSE50081 UHRF1 ADRB2 -0.152425307 0.141260467 0.858623025 0.650970642 1.132514205 -1.079037256 0.28057112
GSE50081 UHRF1 NEBL 0.88744819 0.495331758 2.428923585 0.919997601 6.412701265 1.791623847 0.073193241
GSE50081 UHRF1 HBZ 1.186926595 0.626285175 3.276994184 0.960242145 11.18331552 1.89518552 0.058067828
GSE50081 UHRF1 RCN3 0.413641885 0.172108536 1.512315448 1.079302883 2.119051148 2.403378097 0.016244382
GSE50081 UHRF1 KIFC1 0.472587634 0.179252806 1.604139754 1.128916802 2.279410093 2.636430888 0.008378327
GSE50081 UHRF1 ANXA3 -0.077113188 0.104038393 0.92578506 0.755009693 1.135188044 -0.741199341 0.458572583
GSE50081 UHRF1 CCNE2 0.283471194 0.3661473 1.327730633 0.647805795 2.721291858 0.774199876 0.438812602
GSE50081 UHRF1 APOBEC3F 1.500537308 0.487088112 4.484097764 1.726095897 11.64890826 3.080628065 0.002065645
GSE50081 UHRF1 RGS10 0.931503844 0.368678355 2.538323552 1.23233106 5.228373013 2.526603017 0.011517161
GSE50081 UHRF1 PC -0.069367984 0.18695051 0.932983294 0.646757248 1.34588028 -0.371049986 0.710600301
GSE50081 UHRF1 MCM4 0.382058594 0.671068172 1.465297941 0.393288888 5.459340758 0.569329034 0.569132867
GSE50081 UHRF1 DLGAP5 0.226419874 0.104155235 1.254102119 1.022529402 1.538119219 2.173869346 0.029714949
GSE50081 UHRF1 NEDD4L -0.224910958 0.135535565 0.798587324 0.612286001 1.041574872 -1.659423916 0.0970304
GSE50081 UHRF1 RAD51AP1 0.18624194 0.125201946 1.204713694 0.942565972 1.539770294 1.487532308 0.136874277
GSE50081 UHRF1 CKAP2L 0.466431053 0.222314819 1.594294077 1.031178182 2.464921825 2.098065503 0.035899359
GSE50081 UHRF1 LGI2 0.333588264 0.318541261 1.395968255 0.747709208 2.606263701 1.047237218 0.294990184
GSE50081 UHRF1 COQ2 -0.134735385 0.25035857 0.87394714 0.535031762 1.427548155 -0.538169655 0.590459927
GSE50081 UHRF1 CSF1R 0.247455848 0.216361717 1.280762813 0.8381105 1.957204191 1.143713643 0.252742414
GSE50081 UHRF1 GMDS -0.283437741 0.225070912 0.753190014 0.484533541 1.170806866 -1.259326398 0.207912462
GSE50081 UHRF1 UBE2T 0.301748771 0.139821209 1.352221466 1.028091568 1.778540892 2.158104431 0.030919713
GSE50081 UHRF1 ALDH18A1 0.48503273 0.290707666 1.624228169 0.918747614 2.871427481 1.668455243 0.09522539
GSE50081 UHRF1 APOBEC3B 0.121792423 0.107943403 1.129519615 0.914138892 1.395646299 1.128298902 0.259193707
GSE50081 UHRF1 SOCS6 0.016234596 0.394379575 1.016367093 0.469195775 2.201644012 0.041164901 0.967164435
GSE50081 UHRF1 ANG -0.387928092 0.16179777 0.678461128 0.494085898 0.931638616 -2.397610869 0.016502386
GSE50081 UHRF1 MAD2L1 0.048694421 0.233822778 1.049899474 0.663922533 1.660267352 0.208253538 0.835031007
GSE50081 UHRF1 GALNT13 1.183088288 0.850782888 3.264440183 0.616057158 17.2980211 1.39058778 0.164350464
GSE50081 UHRF1 SESN3 0.630272571 0.729742626 1.87812243 0.449330449 7.850222193 0.863691592 0.387757334
GSE50081 UHRF1 KDELR2 -0.466634729 0.32685763 0.627109113 0.330461898 1.190048966 -1.427639088 0.153395767
GSE50081 UHRF1 KIF4A 0.386428399 0.123391337 1.471715017 1.155560863 1.874366951 3.131730375 0.001737794
GSE50081 UHRF1 CDT1 0.532502723 0.157929737 1.703189592 1.249778238 2.321095612 3.371769829 0.000746868
GSE50081 UHRF1 TPX2 0.33028067 0.10208129 1.391358586 1.139061889 1.699537782 3.235467257 0.001214438
GSE50081 UHRF1 TUBB 0.444223681 0.312764647 1.559279228 0.844691538 2.878390042 1.420312959 0.15551659
GSE50081 UHRF1 CCNA2 0.273293562 0.124088075 1.314286012 1.030542542 1.676153727 2.202415997 0.027635937
GSE50081 UHRF1 PRDX4 -0.142722262 0.20613484 0.866994832 0.578834242 1.29861018 -0.692373315 0.488702919
GSE50081 UHRF1 KIF26B 1.283492537 0.564221381 3.609223083 1.194394009 10.90636019 2.274803084 0.022917745
GSE50081 UHRF1 RRM2 0.344820893 0.108674394 1.411737046 1.140906355 1.74685808 3.172972773 0.001508867
GSE50081 UHRF1 ZWINT 0.32032913 0.134367003 1.377581093 1.058628966 1.792629644 2.38398656 0.017126228
GSE50081 UHRF1 CDCA4 0.511902136 0.184513977 1.66846182 1.16213797 2.395382404 2.774327151 0.005531602
GSE50081 UHRF1 CENPK 0.330506248 0.120763888 1.391672481 1.098354747 1.763321277 2.736797 0.006204056
GSE50081 UHRF1 FEN1 0.403697011 0.158417752 1.497350198 1.097685556 2.042531764 2.548306658 0.010824727
GSE50081 UHRF1 SAP18 -0.567134122 0.359241192 0.56714849 0.280485312 1.146788785 -1.578700147 0.114404851
GSE50081 UHRF1 LMNB2 0.444062993 0.214938399 1.55902869 1.023053181 2.375800693 2.066001207 0.038828366
GSE50081 UHRF1 NDC80 0.120129491 0.117487769 1.127642862 0.895706663 1.419637116 1.022485084 0.306551369
GSE50081 UHRF1 TGFBI 0.382371095 0.161143497 1.465755919 1.068799061 2.010144369 2.372860856 0.017650912
GSE50081 UHRF1 CENPA 0.613305715 0.21490848 1.846525407 1.211783006 2.813751359 2.853799506 0.004319979
GSE50081 UHRF1 BLM 0.446749123 0.210203237 1.563222073 1.035369479 2.360184744 2.125319896 0.033559929
GSE50081 UHRF1 RPL37 -1.100877967 0.795357383 0.332578962 0.069965725 1.580899295 -1.384129939 0.166318671
GSE50081 UHRF1 MCM10 0.512943166 0.206504821 1.670199644 1.114271864 2.503488546 2.48392829 0.012994197
GSE50081 UHRF1 CALU 0.302226482 0.25754393 1.352867592 0.816645367 2.241181785 1.173494875 0.240597411
GSE50081 UHRF1 FOXM1 0.360336965 0.100780441 1.433812478 1.176814169 1.746935307 3.575465252 0.000349606
GSE50081 UHRF1 CDC25A 1.423222429 0.400746279 4.150473519 1.892264301 9.103606944 3.551430177 0.000383144
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GSE50081 UHRF1 PCCB 1.078216934 0.62169451 2.939433672 0.869113185 9.941478815 1.734319535 0.082861403
GSE50081 UHRF1 OIP5 0.266997757 0.112693505 1.306037517 1.047202734 1.628847921 2.369238204 0.017824769
GSE50081 UHRF1 HJURP 0.503745494 0.136808265 1.654908126 1.265675817 2.163840747 3.682127644 0.000231296
GSE50081 UHRF1 CHAF1B 0.514086407 0.22883786 1.672110176 1.067770088 2.61849669 2.246509419 0.024671397
GSE50081 UHRF1 LIMCH1 -0.469474863 0.263256227 0.625330566 0.373272118 1.047595839 -1.783338109 0.074531282
GSE50081 UHRF1 ZNF469 0.680820115 0.18027652 1.975497204 1.387473723 2.812730171 3.776532373 0.000159027
GSE50081 UHRF1 PAICS 0.194598411 0.237874581 1.214823029 0.762138333 1.936387306 0.818071482 0.413316371
GSE50081 UHRF1 EXO1 0.325861797 0.16330925 1.385223914 1.005798294 1.907783403 1.995366442 0.046002928
GSE50081 UHRF1 SKP1 -0.828575744 0.379030747 0.436670775 0.207741168 0.917879527 -2.186038339 0.028812801
GSE50081 UHRF1 TTK 0.259814492 0.106995052 1.296689518 1.051384686 1.599227884 2.428285119 0.015170412
GSE50081 UHRF1 MCM6 0.336167327 0.20985536 1.399573192 0.927612108 2.111664027 1.601900124 0.109177697
GSE50081 UHRF1 LOXL3 0.627732863 0.281119734 1.873358601 1.079770275 3.250202872 2.232973315 0.025550704
GSE50081 UHRF1 CHEK1 -0.722579274 0.388617061 0.485498406 0.226671212 1.039870482 -1.859360658 0.062976034
GSE50081 UHRF1 CHAF1A 1.092575999 0.678739954 2.981945675 0.788415641 11.27831508 1.609712221 0.107460696
GSE50081 UHRF1 AP2S1 0.801728288 0.310472742 2.229390631 1.213141038 4.096953634 2.582282369 0.009814924
GSE50081 UHRF1 RAD1 -0.287059254 0.263984453 0.750467259 0.447329744 1.259028972 -1.087409696 0.276855788
GSE50081 UHRF1 IRAK1 0.288513946 0.288247222 1.334442959 0.758478954 2.347775114 1.00092533 0.31686291
GSE50081 UHRF1 MIF 0.698181805 0.330289119 2.010094639 1.052140887 3.840246596 2.11385046 0.034528042
GSE50081 UHRF1 PEPD -0.334021316 0.316200146 0.716038519 0.385288755 1.330719245 -1.056360411 0.290803586
GSE50081 UHRF1 TFDP1 -0.169293747 0.245588888 0.844260868 0.521712232 1.366225228 -0.689337975 0.490610606
GSE50081 UHRF1 DNMT1 -0.092240797 0.333272922 0.911885544 0.474523697 1.75235768 -0.276772552 0.781954759
GSE50081 UHRF1 ESPL1 0.422456637 0.179807629 1.525705059 1.072551254 2.170316727 2.349492283 0.018799034
GSE50081 UHRF1 P4HB 0.056982809 0.454741029 1.058637611 0.434181239 2.581211461 0.125308263 0.90027951
GSE50081 UHRF1 CDK2AP1 -0.025199222 0.262177076 0.975115628 0.583298131 1.630127779 -0.096115278 0.923429018
GSE50081 UHRF1 UHRF1 0.39853353 0.127505004 1.489638585 1.160241665 1.912552515 3.125630516 0.001774243
GSE50081 FOXM1 TOP2A 0.852596204 0.232046271 2.345728945 1.488537168 3.696544772 3.674250836 0.000238548
GSE50081 FOXM1 UBE2C 0.326291748 0.098028737 1.38581962 1.143574581 1.679379772 3.328531589 0.000873051
GSE50081 FOXM1 STOM -0.330649826 0.227717335 0.71845671 0.459798191 1.122623041 -1.452018691 0.146496408
GSE50081 FOXM1 SON 0.298697543 0.373925224 1.348101819 0.647794068 2.805488046 0.798816243 0.424396971
GSE50081 FOXM1 NUSAP1 0.297001952 0.126982963 1.345817926 1.049296477 1.726133584 2.338911814 0.019339998
GSE50081 FOXM1 CDC20 0.316416065 0.097765307 1.372201062 1.132921375 1.662018032 3.236486173 0.001210111
GSE50081 FOXM1 CCNB2 1.34396028 0.637542839 3.834197974 1.098998462 13.37679224 2.108031331 0.035028279
GSE50081 FOXM1 NCAPG 0.20777655 0.111742551 1.230938085 0.988828048 1.53232766 1.859421921 0.062967357
GSE50081 FOXM1 CEP55 0.302745364 0.1067925 1.353569753 1.097940234 1.668716583 2.834893492 0.004584097
GSE50081 FOXM1 UHRF1 0.39853353 0.127505004 1.489638585 1.160241665 1.912552515 3.125630516 0.001774243
GSE50081 FOXM1 CDCA5 0.411842696 0.132785223 1.509596952 1.163681215 1.958339559 3.101570248 0.001924972
GSE50081 FOXM1 HMMR 0.480103633 0.202331924 1.616241889 1.087129079 2.402877354 2.372851619 0.017651353
GSE50081 FOXM1 GINS2 0.849058923 0.732311181 2.337446099 0.556412909 9.819423982 1.159423678 0.24628353
GSE50081 FOXM1 ASPM 0.378504499 0.112758384 1.460099376 1.170583249 1.821220481 3.356774781 0.000788573
GSE50081 FOXM1 CDKN3 0.422103732 0.120325107 1.525166725 1.204748529 1.930804216 3.508027061 0.000451443
GSE50081 FOXM1 KIF20A 0.355617019 0.124828452 1.427060906 1.117347696 1.822622303 2.848845855 0.004387813
GSE50081 FOXM1 TK1 0.463033422 0.135837655 1.588886445 1.217496268 2.073567042 3.408726558 0.000652669
GSE50081 FOXM1 AURKB 1.005681145 0.250158893 2.733768733 1.674272469 4.463724765 4.02016947 5.82E-05
GSE50081 FOXM1 HMGN2 -0.904624915 0.474075175 0.404693651 0.159805923 1.024849072 -1.908188747 0.056366826
GSE50081 FOXM1 RNASE4 -0.364012519 0.127998579 0.694882496 0.540703006 0.893025705 -2.843879374 0.004456792
GSE50081 FOXM1 ANLN 0.238627542 0.128794511 1.26950561 0.986289792 1.634047628 1.852777263 0.06391429
GSE50081 FOXM1 MELK 0.352148367 0.12433519 1.422119504 1.114555725 1.814556095 2.832250202 0.004622167
GSE50081 FOXM1 SERPING1 0.228222399 0.243249174 1.256364708 0.77994083 2.023810295 0.938224763 0.348128915
GSE50081 FOXM1 PRC1 0.362092932 0.122943921 1.436332416 1.128768567 1.827700443 2.945187772 0.003227587
GSE50081 FOXM1 MXD3 1.098264618 0.403830806 2.99895717 1.35902942 6.617769986 2.719615747 0.006535782
GSE50081 FOXM1 ASF1B 0.389026513 0.175531169 1.475543672 1.046019225 2.081442747 2.21628168 0.026672217
GSE50081 FOXM1 PYCR1 -0.041614086 0.206233452 0.959239893 0.640296311 1.437055246 -0.201781455 0.84008758
GSE50081 FOXM1 NEK2 0.418422184 0.307030001 1.519562074 0.832480434 2.773721522 1.362805532 0.172943807
GSE50081 FOXM1 KIF11 0.22168243 0.118044467 1.248174931 0.99036623 1.573095499 1.877956968 0.060387052
GSE50081 FOXM1 DLGAP5 0.226419874 0.104155235 1.254102119 1.022529402 1.538119219 2.173869346 0.029714949
GSE50081 FOXM1 CHPF 0.589330507 0.268535725 1.802781062 1.065037658 3.051553655 2.19460747 0.028191767
GSE50081 FOXM1 PBK 0.241464931 0.105570263 1.273112808 1.035154838 1.565771769 2.287243812 0.022181596
GSE50081 FOXM1 CD4 0.926239738 0.761783144 2.524996655 0.567322254 11.2380716 1.21588374 0.224029213
GSE50081 FOXM1 CKAP2L 0.466431053 0.222314819 1.594294077 1.031178182 2.464921825 2.098065503 0.035899359
GSE50081 FOXM1 PTK7 -0.216594318 0.18931438 0.805256581 0.555634995 1.167021817 -1.144098607 0.252582745
GSE50081 FOXM1 TP53I3 0.162420362 0.199726698 1.176354633 0.795299287 1.739986749 0.813213075 0.416095904
GSE50081 FOXM1 MMP14 0.662828883 0.190517487 1.940273384 1.335654548 2.818588691 3.479097344 0.000503106
GSE50081 FOXM1 CD276 0.834248745 0.280488821 2.303083195 1.32909832 3.990820034 2.974267359 0.002936891
GSE50081 FOXM1 ABCB6 0.388249098 0.381802478 1.474397008 0.697627485 3.116056326 1.016884699 0.309208283
GSE50081 FOXM1 TTLL12 0.164673124 0.232403843 1.179007666 0.747642738 1.859255772 0.708564547 0.478594743
GSE50081 FOXM1 SFXN5 0.917180063 0.414188444 2.502224317 1.111139017 5.634872359 2.214402832 0.02680108
GSE50081 FOXM1 IPO13 -0.03072104 0.352840614 0.969746056 0.485645699 1.936406346 -0.087067754 0.930617656
GSE50081 FOXM1 MCM2 0.300082891 0.136937585 1.349970703 1.032197637 1.765573602 2.191384432 0.028423985
GSE50081 FOXM1 ASPHD1 0.060541658 0.122751561 1.062411855 0.83523097 1.351385412 0.49320479 0.621867894
GSE50081 FOXM1 CDCA3 0.388086398 0.120232462 1.474157143 1.164666875 1.865889147 3.227800469 0.00124746
GSE50081 FOXM1 TOMM40L -0.152872494 0.271214386 0.858239145 0.504371125 1.46038184 -0.563659236 0.572986064
GSE50081 FOXM1 SMPD1 0.84772752 0.513313055 2.334336089 0.853553052 6.384049548 1.651482486 0.098640094
GSE50081 FOXM1 RACGAP1 0.415355669 0.147758189 1.514909451 1.134004236 2.023758441 2.811050084 0.00493801
GSE50081 FOXM1 TPX2 0.33028067 0.10208129 1.391358586 1.139061889 1.699537782 3.235467257 0.001214438
GSE50081 FOXM1 SAC3D1 0.476366033 0.247340149 1.610212299 0.99162353 2.614685484 1.925955151 0.054109974
GSE50081 FOXM1 RHBDD3 0.928350761 0.465487424 2.53033261 1.016141055 6.300880262 1.994362709 0.046112431
GSE50081 FOXM1 FANCI 1.017117316 0.456072001 2.765212031 1.131147517 6.759858874 2.230168291 0.025736272
GSE50081 FOXM1 MYO19 0.09000605 0.25585998 1.094180904 0.662675205 1.806664625 0.351778539 0.725004354
GSE50081 FOXM1 TSTA3 -0.04255719 0.226882422 0.958335657 0.614320459 1.494996979 -0.187573764 0.851210794
GSE50081 FOXM1 MKL1 0.833762529 0.339324067 2.301963671 1.183764457 4.476428323 2.457127596 0.014005293
GSE50081 FOXM1 CENPE 0.521655094 0.209739821 1.684813869 1.116917432 2.541457131 2.487153324 0.012876989
GSE50081 FOXM1 CENPF 1.46656326 0.879279853 4.334313608 0.773527867 24.28648697 1.667914096 0.095332781
GSE50081 FOXM1 CHD1L -0.547571025 0.292621258 0.57835291 0.325921686 1.026295895 -1.871261946 0.061308782
GSE50081 FOXM1 PARP8 -0.299082325 0.205108692 0.741498363 0.496045326 1.108406418 -1.458165044 0.144795056
GSE50081 FOXM1 RPS6KA4 1.004150671 0.289838861 2.729587969 1.546627792 4.817351997 3.464513587 0.000531191
GSE50081 FOXM1 CHD3 -0.167041591 0.352733554 0.846164418 0.42384534 1.689281807 -0.473563086 0.635811504
GSE50081 FOXM1 MND1 0.148712749 0.235297015 1.160339632 0.731644216 1.840222383 0.632021399 0.527372895
GSE50081 FOXM1 NRM 0.561620005 0.227003246 1.753510896 1.123784287 2.736112704 2.474061556 0.013358668
GSE50081 FOXM1 CCNB1 0.364965676 0.11780619 1.440464565 1.143472616 1.814593664 3.098017823 0.001948197
GSE50081 FOXM1 RAD54L 0.443151471 0.159670236 1.557608249 1.139060225 2.129951871 2.775416893 0.005513099
GSE50081 FOXM1 NKIRAS2 0.299718391 0.345655008 1.349478729 0.685399791 2.656978987 0.867102703 0.38588574
GSE50081 FOXM1 CDCA2 0.811249795 0.233406685 2.250719167 1.424443338 3.556292225 3.475692195 0.000509537
GSE50081 FOXM1 DEPDC1B 0.310235564 0.127529532 1.363746326 1.062136318 1.751003152 2.432656653 0.014988506
GSE50081 FOXM1 MKI67 0.510925735 0.172331814 1.666833527 1.189058225 2.33658365 2.964778955 0.003029005
GSE50081 FOXM1 NUF2 0.275313257 0.12912238 1.316943151 1.02248715 1.696196636 2.132188518 0.032991352
GSE50081 FOXM1 RECQL4 0.420228008 0.216432647 1.522308614 0.996035694 2.326647059 1.941611 0.05218421
GSE50081 FOXM1 AP2M1 0.490447465 0.243559273 1.633046788 1.013165981 2.632186494 2.013667802 0.044044423
GSE50081 FOXM1 FOXM1 0.360336965 0.100780441 1.433812478 1.176814169 1.746935307 3.575465252 0.000349606
GSE87340 FOXA2 GFPT2 0.25390381 0.564805648 1.289047804 0.426094162 3.899711354 0.449541909 0.653040783
GSE87340 FOXA2 IL1R2 -0.074491209 0.429714472 0.928215634 0.39982989 2.154877074 -0.173350478 0.862375948
GSE87340 FOXA2 TUBB3 0.336405904 0.276461546 1.399907137 0.81428181 2.406709776 1.216827111 0.223670002
GSE87340 FOXA2 MLLT11 0.591314904 0.4619213 1.806362047 0.730494039 4.466763133 1.280120454 0.200502776
GSE87340 FOXA2 IGF1 0.422302459 0.642072135 1.525469846 0.433381966 5.369531808 0.657718091 0.510719295
GSE87340 FOXA2 FST -0.697165953 1.132244895 0.497994646 0.054132249 4.581347931 -0.615737775 0.538067601
GSE87340 FOXA2 THBS2 0.423627429 0.355663153 1.527492388 0.760743115 3.067044512 1.191091699 0.233617588
GSE87340 FOXA2 RTKN2 -0.336290465 0.537218748 0.714415563 0.249269693 2.047539715 -0.625984231 0.531325284
GSE87340 FOXA2 SCRG1 0.327041272 2.205256537 1.386858715 0.018404094 104.5081084 0.148300783 0.882105397
GSE87340 FOXA2 CRISPLD2 -0.208808377 0.551877184 0.811550732 0.275142047 2.393725711 -0.378360228 0.705163009
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GSE87340 FOXA2 ALDH1A3 -0.129966574 0.627423696 0.878124783 0.256739219 3.003448938 -0.207143234 0.835897998
GSE87340 FOXA2 RSPO3 0.363223705 0.924730566 1.437957501 0.234754522 8.808016818 0.392788687 0.694475561
GSE87340 FOXA2 PI15 0.542478553 0.667001935 1.720265351 0.465417132 6.358409853 0.813308814 0.416041025
GSE87340 FOXA2 STEAP1 0.565700142 0.436538696 1.760680078 0.748338413 4.142503289 1.295876281 0.195018112
GSE87340 FOXA2 SLC39A14 0.212341592 0.44188929 1.236570216 0.520094111 2.940056168 0.480531203 0.630849721
GSE87340 FOXA2 SLAMF1 -0.04182397 0.69669708 0.959038586 0.244797203 3.757212081 -0.060031785 0.952130319
GSE87340 FOXA2 F13A1 -0.078118405 0.347872775 0.924854913 0.467696118 1.828872589 -0.224560271 0.822321375
GSE87340 FOXA2 C1QTNF1 -0.358785655 0.799420845 0.69852406 0.145785091 3.3469531 -0.44880698 0.653570903
GSE87340 FOXA2 IL13RA2 -0.116558634 0.336897294 0.889977913 0.459845279 1.7224504 -0.345976759 0.729360181
GSE87340 FOXA2 NECAB1 -4.766944402 2.077854365 0.008506332 0.0001449 0.499361658 -2.294166753 0.021780922
GSE87340 FOXA2 FHL2 0.415435629 0.434889201 1.515030588 0.646015655 3.553037245 0.955267752 0.339442311
GSE87340 FOXA2 IL24 1.606743689 2.053263784 4.986547015 0.089137124 278.9595409 0.782531549 0.433902252
GSE87340 FOXA2 FOLR2 -0.646586496 0.484392612 0.523830827 0.202710066 1.353651259 -1.334839715 0.181928812
GSE87340 FOXA2 ANK2 -0.857195768 0.945771548 0.424350393 0.066478683 2.708736807 -0.90634548 0.36475302
GSE87340 FOXA2 ITK -0.215460098 0.596385893 0.806170437 0.250485318 2.594606256 -0.361276316 0.717892897
GSE87340 FOXA2 MS4A15 -0.559828181 0.317598598 0.571307217 0.306569745 1.064658012 -1.762690971 0.077952624
GSE87340 FOXA2 PAPPA -0.915383942 1.226338557 0.40036288 0.036190329 4.429095836 -0.746436567 0.455403737
GSE87340 FOXA2 GREM1 0.777281422 0.342551711 2.175549817 1.111702257 4.257450209 2.269092217 0.023262719
GSE87340 FOXA2 SLC2A5 0.994734623 0.485360957 2.704006665 1.044402161 7.000801337 2.049473918 0.040415796
GSE87340 FOXA2 SERPINF1 0.239502966 0.538580589 1.270617453 0.442154641 3.651366651 0.444692904 0.656541698
GSE87340 FOXA2 CLIC5 -1.244521479 0.685784966 0.288078727 0.075122489 1.104720493 -1.814740102 0.069563859
GSE87340 FOXA2 TWIST1 1.309071046 0.756569977 3.702732445 0.840482741 16.31232492 1.730270941 0.083581879
GSE87340 FOXA2 DNAJC30 -1.733829209 1.202752057 0.176606849 0.016719494 1.865485805 -1.441551648 0.149428897
GSE87340 FOXA2 AGER -0.918794977 0.398508949 0.398999555 0.182709437 0.871332362 -2.305581789 0.021134012
GSE87340 FOXA2 STX19 -2.024793906 1.042408654 0.132021049 0.017113677 1.01845779 -1.94241855 0.052086451
GSE87340 FOXA2 CYP4B1 -0.545239756 0.243899273 0.579702779 0.359416446 0.935002603 -2.235512021 0.025383753
GSE87340 FOXA2 SULF2 0.336495689 0.471524437 1.400032833 0.55561747 3.527772328 0.713633616 0.475453765
GSE87340 FOXA2 TIMP1 -0.676108442 0.906045616 0.508592363 0.086127612 3.003289938 -0.746218987 0.45553514
GSE87340 FOXA2 PRRX1 0.585076924 0.572213637 1.79512907 0.584825835 5.510167619 1.022479869 0.306553836
GSE87340 FOXA2 BDNF -10.88564116 5.147378692 1.87E-05 7.78E-10 0.450695062 -2.114793142 0.034447582
GSE87340 FOXA2 FKBP11 0.161039058 0.512317799 1.174730851 0.430380587 3.206447073 0.314334303 0.753267147
GSE87340 FOXA2 HAS3 -0.743825377 0.31584359 0.475292262 0.255925872 0.882688147 -2.355043446 0.01852054
GSE87340 FOXA2 GGT1 -1.635124424 0.901232386 0.194928116 0.033323 1.140262609 -1.814320534 0.069628392
GSE87340 FOXA2 AGT 0.079460555 0.304334912 1.082702851 0.596291932 1.965891874 0.261095758 0.794018663
GSE87340 FOXA2 LGALS4 -0.129089704 0.176965406 0.878895122 0.62130354 1.243283816 -0.729462932 0.465718535
GSE87340 FOXA2 SH3PXD2B 1.361801395 0.588304771 3.90321821 1.232131051 12.36484738 2.314788971 0.020624484
GSE87340 FOXA2 PEBP4 -0.350198096 0.20789084 0.704548508 0.468763615 1.058931588 -1.684528743 0.092079529
GSE87340 FOXA2 CRTAC1 -0.955405077 0.388007593 0.384656298 0.179804346 0.822897056 -2.462336034 0.013803527
GSE87340 FOXA2 NAV2 -1.093800776 0.945845711 0.334941036 0.052464197 2.138324871 -1.156426216 0.247506864
GSE87340 FOXA2 TMC5 -0.741429102 0.512985338 0.476432558 0.174320122 1.302132995 -1.445322209 0.148367403
GSE87340 FOXA2 EXPH5 -4.233855905 1.738703539 0.014496386 0.000480035 0.43777089 -2.435064868 0.01488912
GSE87340 FOXA2 IL2RA 0.703609069 0.713098326 2.02103361 0.499554805 8.176433921 0.986692919 0.323793202
GSE87340 FOXA2 FNDC4 -0.738944324 0.649512674 0.477617859 0.133725542 1.705873206 -1.137690385 0.25524979
GSE87340 FOXA2 NRGN -1.354026923 0.494412505 0.258198419 0.097973561 0.680453209 -2.738658325 0.006169045
GSE87340 FOXA2 PIGR -0.532240976 0.218310527 0.587287397 0.382846273 0.90090073 -2.437999593 0.014768791
GSE87340 FOXA2 SLC44A3 -0.773868682 0.942317038 0.461225278 0.07274638 2.924252155 -0.821240252 0.411509433
GSE87340 FOXA2 ZNF385D -0.996306935 1.210156155 0.369240556 0.034452648 3.957274554 -0.823287913 0.410344286
GSE87340 FOXA2 FOXA1 0.095241805 0.313422991 1.09992479 0.595082058 2.033054983 0.303876254 0.761222169
GSE87340 FOXA2 FHDC1 -1.940357477 0.760542649 0.143652588 0.032354775 0.637805898 -2.5512803 0.010732797
GSE87340 FOXA2 P4HTM -2.087057172 1.420281565 0.124051662 0.007667552 2.007004963 -1.469467199 0.141706112
GSE87340 FOXA2 SYT15 -1.246568666 0.620472001 0.287489579 0.085207021 0.969993516 -2.009065139 0.044530226
GSE87340 FOXA2 NKX2.1 -0.723319824 0.298251989 0.485139003 0.270391875 0.87043981 -2.42519698 0.015300083
GSE87340 FOXA2 ENTPD1 -0.430083672 0.939069933 0.650454667 0.103247432 4.097838234 -0.457988971 0.646960365
GSE87340 FOXA2 FGFR3 -0.516941975 0.364221609 0.596341389 0.292057899 1.217645725 -1.419306166 0.155809775
GSE87340 FOXA2 ACOXL -3.54775533 1.181035908 0.028789189 0.002844002 0.291426489 -3.003935194 0.002665121
GSE87340 FOXA2 PCSK1 -1.04668284 2.643400997 0.351100476 0.001974078 62.44510874 -0.395960674 0.69213404
GSE87340 FOXA2 ATP2C2 -1.352947846 0.532375217 0.258477186 0.091046574 0.733805263 -2.541342653 0.011042764
GSE87340 FOXA2 TCF7L2 -0.962449146 1.292581506 0.381956273 0.030322589 4.811284293 -0.744594551 0.456516863
GSE87340 FOXA2 EDN3 0.297584562 0.295432462 1.346602242 0.75468682 2.402768341 1.007284574 0.313798041
GSE87340 FOXA2 N4BP1 -2.747363155 1.516495369 0.064096651 0.003280894 1.252213957 -1.811652849 0.070039853
GSE87340 FOXA2 EPB41L5 -1.215796187 1.269424035 0.296473872 0.024629224 3.568799281 -0.957754189 0.338186725
GSE87340 FOXA2 VSIG2 -1.795420166 0.690089491 0.166057666 0.042939174 0.642190932 -2.601720776 0.009275734
GSE87340 FOXA2 JPH1 -2.168693521 0.961202674 0.114326885 0.017376855 0.752186562 -2.25622918 0.024056282
GSE87340 FOXA2 PLEKHH1 1.143933025 0.584590864 3.139090238 0.998157684 9.872075003 1.956809616 0.050369856
GSE87340 FOXA2 MARVELD2 0.868038039 0.985358203 2.382232418 0.345339064 16.43321561 0.880936533 0.378352173
GSE87340 FOXA2 ALDH3B1 -2.28455977 0.890701772 0.101818876 0.017768942 0.583438416 -2.564898646 0.010320595
GSE87340 FOXA2 IRX2 -0.399270281 0.268097929 0.67080937 0.396637479 1.134499977 -1.48927029 0.136416208
GSE87340 FOXA2 PRDM16 -2.317617108 0.802542283 0.09850804 0.020433673 0.474894247 -2.88784424 0.003878919
GSE87340 FOXA2 CDS1 -1.573852914 0.940996905 0.207245144 0.032772257 1.310576517 -1.672537822 0.094418316
GSE87340 FOXA2 USP54 -1.58447372 1.125990813 0.205055681 0.022564551 1.863446482 -1.407181747 0.159373503
GSE87340 FOXA2 SLC9A9 0.204664819 0.556456781 1.227113691 0.412313857 3.652091687 0.367800027 0.713022349
GSE87340 FOXA2 SAP30 1.171794518 0.966479761 3.227779753 0.485550973 21.45719547 1.21243565 0.225345661
GSE87340 FOXA2 CLIC3 -1.111504669 0.501507872 0.329063457 0.123138932 0.879354378 -2.216325467 0.02666922
GSE87340 FOXA2 FGF7 -0.015644316 0.544917595 0.98447742 0.338353803 2.864444802 -0.028709508 0.977096273
GSE87340 FOXA2 IGSF3 -0.304686809 0.790323321 0.737354271 0.156657709 3.470568578 -0.385521724 0.699850915
GSE87340 FOXA2 TUFT1 0.753400849 0.756672215 2.12421187 0.482077958 9.360054726 0.995676641 0.319407283
GSE87340 FOXA2 F11 -1.09248972 0.494112797 0.33538045 0.12733511 0.883338823 -2.211012803 0.02703495
GSE87340 FOXA2 NEDD4L -0.877359974 0.655712748 0.415879396 0.115033333 1.503526572 -1.338024884 0.180888325
GSE87340 FOXA2 SPINT1 1.818037297 0.781740636 6.159756805 1.330897872 28.50902741 2.325627215 0.020038446
GSE87340 FOXA2 KLK10 -1.211497134 0.784380752 0.297751172 0.06400109 1.385222658 -1.544526852 0.122460751
GSE87340 FOXA2 CXADR -0.069671774 0.947228974 0.932699906 0.145699872 5.970692392 -0.073553255 0.941365867
GSE87340 FOXA2 ARRB1 -1.110258301 0.683126455 0.329473847 0.08636597 1.256895697 -1.62526029 0.104107109
GSE87340 FOXA2 PLEKHA1 -0.795117411 1.116281865 0.451528217 0.050641207 4.025925572 -0.712290897 0.476284659
GSE87340 FOXA2 MAT2A -2.671275963 1.327644248 0.069163918 0.005126096 0.933195041 -2.012041981 0.044215512
GSE87340 FOXA2 LGI2 0.341731137 0.325948294 1.407381854 0.742957988 2.665996888 1.04842131 0.29444454
GSE87340 FOXA2 TMEM97 0.697676946 0.608395364 2.009080081 0.609719627 6.620096504 1.146749282 0.251485256
GSE87340 FOXA2 PLCH1 -0.685828616 0.70751036 0.503672706 0.125867761 2.015497795 -0.969354873 0.33236816
GSE87340 FOXA2 GCNT2 -0.293885246 0.859245252 0.74536202 0.138349112 4.015671179 -0.342027199 0.732330424
GSE87340 FOXA2 SELENBP1 -1.120099842 0.514512861 0.32624722 0.119012527 0.89433651 -2.177010386 0.029479793
GSE87340 FOXA2 RAB17 -1.437538602 0.67280097 0.23751165 0.063532463 0.887920619 -2.136647637 0.032626662
GSE87340 FOXA2 CMTM8 0.096776268 1.292855565 1.10161388 0.08740751 13.88385443 0.074854664 0.940330349
GSE87340 FOXA2 BEX2 -1.850035614 0.744859301 0.157231567 0.03651862 0.676963304 -2.483738355 0.013001129
GSE87340 FOXA2 DENND1A 0.894468437 1.049275751 2.446035221 0.312836607 19.1252819 0.852462697 0.393957335
GSE87340 FOXA2 TMEM125 -1.535394625 0.580511086 0.215370684 0.069032667 0.671921471 -2.64490147 0.008171471
GSE87340 FOXA2 SPOCK2 -2.229495007 1.032923495 0.107582745 0.014207463 0.814645559 -2.158431885 0.030894269
GSE87340 FOXA2 ILDR1 0.807223852 1.492624022 2.241676115 0.120240007 41.79234454 0.540808563 0.58863954
GSE87340 FOXA2 CD28 -0.452610289 0.865052157 0.635965929 0.116707863 3.465513382 -0.52321734 0.600823016
GSE87340 FOXA2 NARS2 0.093398105 1.048927226 1.097898728 0.140512127 8.578488148 0.089041549 0.92904889
GSE87340 FOXA2 CCNY 3.802771594 1.381274157 44.82524988 2.990749403 671.8393138 2.753089655 0.005903573
GSE87340 FOXA2 C1orf198 -1.124976772 1.244288962 0.324660009 0.02833271 3.720227345 -0.904112152 0.365935935
GSE87340 FOXA2 EIF4G3 1.131963695 1.489659617 3.101741399 0.167342026 57.4918325 0.759880769 0.447325858
GSE87340 FOXA2 KIF5C -0.101313035 1.416665535 0.903650115 0.056251281 14.51670988 -0.071515141 0.942987775
GSE87340 FOXA2 TMEM30B 1.730724835 1.084296016 5.644743932 0.674046415 47.27142426 1.596173747 0.110450007
GSE87340 FOXA2 NR2E3 -21.56836529 12.46698537 4.30E-10 1.05E-20 17.57499297 -1.730038549 0.083623388
GSE87340 FOXA2 ADCY9 -2.052687849 0.861168402 0.128389348 0.023741116 0.69431551 -2.38360795 0.017143855
GSE87340 FOXA2 TMEM116 -0.627871183 0.58119035 0.533726799 0.170847602 1.667359056 -1.080319353 0.279999994
GSE87340 FOXA2 IMPA2 -0.93343023 0.486601548 0.393202619 0.151502714 1.020498545 -1.918263998 0.055077545
GSE87340 FOXA2 TCEA3 -0.770208233 0.537045288 0.462916664 0.161573092 1.326284189 -1.434158814 0.151526947
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GSE87340 FOXA2 MALL -0.861427808 0.455409423 0.422558319 0.173077834 1.031648759 -1.891545858 0.058551515
GSE87340 FOXA2 SUSD2 -0.793942621 0.261794537 0.45205898 0.27061707 0.755153109 -3.032693614 0.002423816
GSE87340 FOXA2 C5orf38 -0.335895569 0.262884885 0.714697739 0.426927754 1.196438632 -1.277728725 0.201345093
GSE87340 FOXA2 IL10 -0.515598668 1.541070997 0.597142997 0.02912838 12.24166118 -0.334571651 0.737948233
GSE87340 FOXA2 FOXO4 -1.074031076 1.124843574 0.341628607 0.037677809 3.097582031 -0.954827054 0.339665164
GSE87340 FOXA2 SPINT2 1.170748121 0.730869022 3.224403981 0.769719713 13.50722978 1.601857632 0.109187095
GSE87340 FOXA2 QDPR -1.288550691 0.891888224 0.275670025 0.04799687 1.583310814 -1.444744595 0.148529639
GSE87340 FOXA2 CNKSR1 -1.701273776 1.258048927 0.182450974 0.015498619 2.147827383 -1.352311297 0.176275752
GSE87340 FOXA2 GLTP -0.80740375 0.966278492 0.44601453 0.067119894 2.963785375 -0.835580794 0.403390777
GSE87340 FOXA2 FOXA2 -0.623152849 0.287770388 0.536251051 0.305082683 0.94258116 -2.165451605 0.030353118
GSE87340 UHRF1 PLA2G2A -0.05366222 0.370088208 0.947752184 0.458854653 1.957557138 -0.14499846 0.884712087
GSE87340 UHRF1 MMP7 -0.342305591 0.279855533 0.710131162 0.41032229 1.229000422 -1.223151059 0.221272647
GSE87340 UHRF1 COL1A1 0.672371302 0.4027393 1.958876906 0.889600119 4.31339728 1.669495133 0.095019294
GSE87340 UHRF1 THY1 0.716077962 0.55309727 2.046391426 0.69213603 6.050426052 1.294669131 0.195434393
GSE87340 UHRF1 TUBB3 0.336405904 0.276461546 1.399907137 0.81428181 2.406709776 1.216827111 0.223670002
GSE87340 UHRF1 CTHRC1 0.595131009 0.419838951 1.813268485 0.796332702 4.128855428 1.417522143 0.156330325
GSE87340 UHRF1 COL15A1 0.296448401 0.50223079 1.345073153 0.50262754 3.599527768 0.590263294 0.555014144
GSE87340 UHRF1 TDO2 1.271242932 0.689701333 3.56528121 0.922611687 13.7774432 1.843178882 0.065302897
GSE87340 UHRF1 RTKN2 -0.336290465 0.537218748 0.714415563 0.249269693 2.047539715 -0.625984231 0.531325284
GSE87340 UHRF1 CXCL14 -0.587168511 0.396566833 0.55589908 0.255527505 1.209356257 -1.480629398 0.138705357
GSE87340 UHRF1 CCL13 -0.250503367 0.444280575 0.778408859 0.325863305 1.85943106 -0.563840468 0.572862708
GSE87340 UHRF1 GCNT3 -0.042173979 0.375102612 0.958702972 0.459617072 1.999732919 -0.112433177 0.91047995
GSE87340 UHRF1 TMEM158 1.521084489 0.789838752 4.577186412 0.973389452 21.52338452 1.925816485 0.054127292
GSE87340 UHRF1 SCG5 0.115542104 0.328448927 1.122481774 0.589661896 2.136758951 0.351781036 0.725002482
GSE87340 UHRF1 COL3A1 0.45757318 0.360570063 1.580234384 0.779477733 3.203607496 1.269027097 0.2044314
GSE87340 UHRF1 CDH3 0.39539841 0.318039776 1.484975702 0.796165582 2.769716357 1.243235718 0.213780984
GSE87340 UHRF1 COL14A1 0.009811084 0.334656688 1.009859371 0.524083649 1.945903008 0.029316863 0.976611878
GSE87340 UHRF1 PI15 0.542478553 0.667001935 1.720265351 0.465417132 6.358409853 0.813308814 0.416041025
GSE87340 UHRF1 STEAP1 0.565700142 0.436538696 1.760680078 0.748338413 4.142503289 1.295876281 0.195018112
GSE87340 UHRF1 CD209 0.211017429 0.571784174 1.234933879 0.402661525 3.78745321 0.36905084 0.712089831
GSE87340 UHRF1 COL1A2 0.358705962 0.376890699 1.431475832 0.683870823 2.99635982 0.951750635 0.341223463
GSE87340 UHRF1 TOP2A 1.233873298 0.426817337 3.434506676 1.487841912 7.928151512 2.890869677 0.003841774
GSE87340 UHRF1 CD248 -0.047096229 0.496450102 0.953995591 0.360551474 2.52420987 -0.094865987 0.924421273
GSE87340 UHRF1 COL17A1 0.115751646 0.206687982 1.122717006 0.74875058 1.683462437 0.560030847 0.575458397
GSE87340 UHRF1 SERPINE2 0.829346078 0.535466295 2.291819579 0.802399572 6.545911989 1.548829657 0.121422674
GSE87340 UHRF1 UBE2C 1.161900854 0.457099002 3.19600264 1.304739329 7.828715398 2.541901972 0.011025109
GSE87340 UHRF1 FAM167A -1.256010845 0.658951579 0.284787826 0.078274593 1.036148546 -1.906074565 0.056640532
GSE87340 UHRF1 COL5A1 0.352593431 0.416535852 1.422752578 0.628888164 3.218735883 0.846489993 0.397279454
GSE87340 UHRF1 AGER -0.918794977 0.398508949 0.398999555 0.182709437 0.871332362 -2.305581789 0.021134012
GSE87340 UHRF1 UCHL1 0.445758874 0.394698762 1.561674861 0.720480821 3.385001102 1.129364766 0.25874399
GSE87340 UHRF1 TIMP1 -0.676108442 0.906045616 0.508592363 0.086127612 3.003289938 -0.746218987 0.45553514
GSE87340 UHRF1 CD163L1 0.152619141 0.685520012 1.164881239 0.303924673 4.464752025 0.222632656 0.823821418
GSE87340 UHRF1 MXRA5 0.601848538 0.408086651 1.82549017 0.820380845 4.062033363 1.474805745 0.140264776
GSE87340 UHRF1 NUSAP1 1.864793688 0.627225147 6.454604089 1.887880912 22.06808367 2.973085019 0.002948228
GSE87340 UHRF1 CDC20 1.219383366 0.455904104 3.385099723 1.38517674 8.272518448 2.674648803 0.007480757
GSE87340 UHRF1 MME 0.754125337 0.497698067 2.125751395 0.801440176 5.638373428 1.515226573 0.129715036
GSE87340 UHRF1 CFB 0.475865995 0.29462544 1.609407333 0.903400541 2.86715786 1.615155822 0.106276955
GSE87340 UHRF1 LMO7 -0.938159728 0.822010316 0.391347359 0.07813866 1.960012571 -1.141299214 0.253745429
GSE87340 UHRF1 C10orf67 -2.187647157 2.36538812 0.112180381 0.001087664 11.5701484 -0.92485759 0.355039989
GSE87340 UHRF1 KDELR3 0.300780832 0.627522513 1.350913232 0.394892899 4.621421571 0.479314806 0.631714691
GSE87340 UHRF1 DCLK1 1.513991777 0.741981986 4.544836609 1.061553932 19.45783363 2.040469724 0.041303564
GSE87340 UHRF1 CCNB2 1.774366246 0.597855566 5.896542996 1.826845794 19.03237779 2.967884467 0.00299857
GSE87340 UHRF1 NCKAP5 -1.529907286 0.975377369 0.216555744 0.032013045 1.464915011 -1.568528587 0.116757824
GSE87340 UHRF1 TYMS 1.96086712 0.737114604 7.105485701 1.675562691 30.13192364 2.660193014 0.007809588
GSE87340 UHRF1 COL6A3 0.255643159 0.325649168 1.29129186 0.682073755 2.44465449 0.785026294 0.432438153
GSE87340 UHRF1 PCOLCE 0.23330828 0.431024522 1.262770707 0.542544993 2.939092384 0.541287718 0.588309284
GSE87340 UHRF1 NCAPG 2.710696198 0.936088914 15.03974252 2.401264903 94.19779328 2.895767869 0.003782321
GSE87340 UHRF1 CENPM 1.667840364 0.622991896 5.300707828 1.563299553 17.97320508 2.677146164 0.007425223
GSE87340 UHRF1 FMO1 1.978888228 1.008373958 7.234695178 1.002514744 52.20952076 1.962454714 0.049709568
GSE87340 UHRF1 CEP55 1.857582973 0.602804312 6.408229178 1.966210787 20.88555381 3.081568822 0.002059129
GSE87340 UHRF1 CERCAM 0.975346219 0.504608336 2.652085254 0.986425036 7.130350448 1.932877737 0.053251261
GSE87340 UHRF1 MTHFD1L 0.910665852 1.014546685 2.485977276 0.340340358 18.15853711 0.897608623 0.36939424
GSE87340 UHRF1 PTGFRN 2.18616436 0.759470416 8.901006494 2.008985155 39.43678548 2.878537878 0.003995233
GSE87340 UHRF1 RPL29 -2.423823345 1.408223989 0.088582289 0.005606147 1.399681842 -1.721191632 0.085216056
GSE87340 UHRF1 GAL3ST4 0.020146794 0.459430433 1.020351111 0.414650074 2.510831308 0.043851675 0.965022636
GSE87340 UHRF1 CDCA5 1.283670737 0.489031459 3.609866303 1.384289053 9.41359371 2.624924659 0.008666814
GSE87340 UHRF1 LAMA3 -0.55490256 0.509108872 0.574128201 0.211667716 1.557267204 -1.089948714 0.275735736
GSE87340 UHRF1 HMMR 3.60725623 1.276404523 36.86476548 3.020883489 449.8720121 2.82610737 0.004711747
GSE87340 UHRF1 ENTPD1 -0.430083672 0.939069933 0.650454667 0.103247432 4.097838234 -0.457988971 0.646960365
GSE87340 UHRF1 ECM1 -0.130140935 0.238352032 0.877971685 0.550294146 1.400767727 -0.546003045 0.585063844
GSE87340 UHRF1 CDKN3 1.797288369 0.607988395 6.033265277 1.832448431 19.86429156 2.956122823 0.00311533
GSE87340 UHRF1 E2F2 3.086765898 1.354567154 21.90611668 1.540124198 311.5839285 2.278783956 0.022679911
GSE87340 UHRF1 KIF20A 1.631753049 0.566427548 5.112829908 1.684679697 15.51691382 2.880779818 0.003966927
GSE87340 UHRF1 PDLIM7 -0.151673536 1.069644027 0.859268755 0.105595734 6.992164972 -0.141798143 0.887239451
GSE87340 UHRF1 TK1 1.461442766 0.564069453 4.312176504 1.427446172 13.02666718 2.590891527 0.009572766
GSE87340 UHRF1 AURKB 1.365488904 0.495460967 3.917637933 1.483498653 10.34573705 2.75599693 0.005851355
GSE87340 UHRF1 SERPINH1 1.830218993 0.983577127 6.235251988 0.907050864 42.86238941 1.86077832 0.062775488
GSE87340 UHRF1 ANLN 2.184527821 0.706026385 8.886451563 2.227191854 35.45676645 3.094116405 0.001974
GSE87340 UHRF1 MELK 2.25032166 0.719888464 9.490788152 2.314899323 38.91100527 3.125930991 0.001772431
GSE87340 UHRF1 PRC1 1.945689393 0.677426194 6.998454876 1.85513682 26.40148701 2.872179155 0.004076518
GSE87340 UHRF1 BUB1 1.05334388 0.452592063 2.867222756 1.180903398 6.961590887 2.327358268 0.019946205
GSE87340 UHRF1 PSAT1 0.747346476 0.53929965 2.111389953 0.733695332 6.076047289 1.385772224 0.165816466
GSE87340 UHRF1 WWC2 -1.04994705 0.806712597 0.349956279 0.072001042 1.700939228 -1.301513146 0.193082868
GSE87340 UHRF1 ADRB2 -1.54008049 0.642956169 0.214363847 0.060794775 0.755852101 -2.395311787 0.016606238
GSE87340 UHRF1 NEBL -0.096739797 0.573714315 0.907792186 0.294876342 2.794685556 -0.168620155 0.866095426
GSE87340 UHRF1 HBZ -1.365021557 8.670429897 0.255375171 1.06E-08 6130021.238 -0.157434126 0.87490272
GSE87340 UHRF1 RCN3 -0.122794641 0.409966834 0.884445273 0.396010375 1.975310475 -0.299523353 0.764540756
GSE87340 UHRF1 KIFC1 1.206770006 0.444191836 3.342670392 1.399576939 7.983444877 2.716776644 0.006592108
GSE87340 UHRF1 ANXA3 -1.312787612 0.794784362 0.26906895 0.056668525 1.277571632 -1.651753198 0.098584873
GSE87340 UHRF1 CCNE2 1.972004414 0.757452469 7.185063905 1.628118174 31.70847432 2.603469515 0.009228547
GSE87340 UHRF1 APOBEC3F -0.546497582 0.933318007 0.578974073 0.09294315 3.606623795 -0.585542739 0.558182838
GSE87340 UHRF1 RGS10 1.089059561 0.569842 2.971478265 0.972572909 9.078685001 1.911160569 0.055983949
GSE87340 UHRF1 PC 0.526190971 0.714586205 1.692473335 0.417123785 6.867184493 0.736357584 0.461513111
GSE87340 UHRF1 MCM4 1.525005129 0.534497475 4.595167136 1.611893101 13.09985196 2.853156842 0.004328725
GSE87340 UHRF1 DLGAP5 1.367450235 0.479496899 3.925329257 1.533654702 10.04672679 2.851843748 0.004346646
GSE87340 UHRF1 NEDD4L -0.877359974 0.655712748 0.415879396 0.115033333 1.503526572 -1.338024884 0.180888325
GSE87340 UHRF1 RAD51AP1 2.098239174 0.684493343 8.151803357 2.131139628 31.18139098 3.065390181 0.002173862
GSE87340 UHRF1 CKAP2L 2.329056852 0.771536066 10.26825248 2.263413222 46.58319038 3.018727126 0.002538391
GSE87340 UHRF1 LGI2 0.341731137 0.325948294 1.407381854 0.742957988 2.665996888 1.04842131 0.29444454
GSE87340 UHRF1 COQ2 0.386034126 0.979361756 1.471134874 0.21578351 10.02967196 0.394169083 0.69345621
GSE87340 UHRF1 CSF1R -0.157943 0.540970663 0.853898452 0.295754365 2.465365362 -0.291962229 0.770315504
GSE87340 UHRF1 GMDS 0.016857933 0.643181709 1.01700083 0.288299603 3.58755502 0.026210218 0.979089666
GSE87340 UHRF1 UBE2T 1.451672083 0.513568515 4.27024876 1.560640463 11.68432121 2.826637617 0.004703953
GSE87340 UHRF1 ALDH18A1 1.632402886 0.847168738 5.116153495 0.972371517 26.91875084 1.926892263 0.053993058
GSE87340 UHRF1 APOBEC3B 1.232840955 0.671282509 3.430962917 0.920490512 12.78829752 1.836545626 0.066277001
GSE87340 UHRF1 SOCS6 -1.021688313 1.17051647 0.359986657 0.036302871 3.569700898 -0.872852574 0.382743439
GSE87340 UHRF1 ANG -2.562803117 0.86168541 0.07708835 0.014240354 0.417307989 -2.9741749 0.002937776
GSE87340 UHRF1 MAD2L1 2.282544571 0.748484564 9.801589549 2.260399988 42.5018396 3.049554636 0.002291809
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GSE87340 UHRF1 GALNT13 -0.494899435 1.192391295 0.609632212 0.058898278 6.310056048 -0.415047843 0.67810688
GSE87340 UHRF1 SESN3 2.140903289 1.065881635 8.507118547 1.053179488 68.71674465 2.008575079 0.044582216
GSE87340 UHRF1 KDELR2 2.034367222 1.421453142 7.647411478 0.471597344 124.0102453 1.431188382 0.152376232
GSE87340 UHRF1 KIF4A 2.131146052 0.691372374 8.424516218 2.17294002 32.661957 3.08248656 0.00205279
GSE87340 UHRF1 CDT1 1.668082507 0.618531349 5.301991514 1.577408547 17.82107372 2.69684392 0.007000007
GSE87340 UHRF1 TPX2 1.183472066 0.429724349 3.265693245 1.406673672 7.581539756 2.754026087 0.005886708
GSE87340 UHRF1 TUBB 1.674214766 0.676102427 5.334604593 1.41776028 20.07250913 2.476273859 0.01327617
GSE87340 UHRF1 CCNA2 2.797194213 0.987705156 16.39857127 2.366300298 113.6428626 2.832013375 0.004625591
GSE87340 UHRF1 PRDX4 1.266707816 0.677696186 3.549148856 0.940303766 13.39615777 1.869138181 0.061603592
GSE87340 UHRF1 KIF26B 1.002018392 0.458721523 2.723773928 1.108425708 6.693226582 2.184371871 0.028934933
GSE87340 UHRF1 RRM2 1.805808256 0.601657274 6.08488761 1.87120324 19.78719171 3.001390216 0.002687499
GSE87340 UHRF1 ZWINT 1.681896738 0.553272675 5.375742681 1.817573229 15.89955712 3.039905662 0.002366523
GSE87340 UHRF1 CDCA4 2.034819992 0.754520732 7.650874781 1.743660311 33.57069295 2.696837747 0.007000137
GSE87340 UHRF1 CENPK 2.433568947 0.838152504 11.39949376 2.20520445 58.92807716 2.903491829 0.003690266
GSE87340 UHRF1 FEN1 4.257326591 1.642527196 70.62093221 2.823655842 1766.262018 2.591936743 0.009543732
GSE87340 UHRF1 SAP18 -2.69659374 1.622467276 0.067434823 0.002804385 1.621551955 -1.662032744 0.096506209
GSE87340 UHRF1 LMNB2 2.012798521 0.921074191 7.484232853 1.230630057 45.5163118 2.185272958 0.028868839
GSE87340 UHRF1 NDC80 2.625505421 1.005644502 13.81155308 1.924138655 99.13994393 2.61076893 0.009033891
GSE87340 UHRF1 TGFBI 1.17495004 0.782867724 3.237981169 0.698065386 15.01939826 1.500828306 0.133399976
GSE87340 UHRF1 CENPA 2.020193456 0.662731436 7.539783408 2.057031058 27.63610867 3.048283731 0.002301525
GSE87340 UHRF1 BLM 1.951567783 0.711350986 7.039715683 1.74603145 28.38299213 2.743466757 0.00607942
GSE87340 UHRF1 RPL37 -0.365439433 0.762031267 0.693891665 0.155829429 3.089824848 -0.479559631 0.631540557
GSE87340 UHRF1 MCM10 2.153311438 0.696843759 8.613333748 2.197944859 33.75403981 3.090092164 0.002000944
GSE87340 UHRF1 CALU 2.190717551 1.087201572 8.941626891 1.061668392 75.30853517 2.015005871 0.043904034
GSE87340 UHRF1 FOXM1 1.699082166 0.547224017 5.468925521 1.871130513 15.98453242 3.10491154 0.001903359
GSE87340 UHRF1 CDC25A 3.623809966 1.345184332 37.48009402 2.683970219 523.3878668 2.693913303 0.007061853
GSE87340 UHRF1 PCCB 1.916742588 0.74443934 6.798775943 1.580384692 29.24816632 2.574746505 0.010031358
GSE87340 UHRF1 OIP5 2.336942192 0.787807426 10.34954122 2.209724861 48.47345719 2.966387616 0.003013205
GSE87340 UHRF1 HJURP 1.628373571 0.550349871 5.095580377 1.732746367 14.9848471 2.958797044 0.003088424
GSE87340 UHRF1 CHAF1B 1.795456353 0.783815997 6.022222351 1.295899733 27.98608651 2.290660513 0.021983056
GSE87340 UHRF1 LIMCH1 -1.769574135 0.858248462 0.170405543 0.031691391 0.916275624 -2.061843643 0.039222624
GSE87340 UHRF1 ZNF469 -0.707199431 1.107799401 0.493023011 0.056222044 4.323423208 -0.638382211 0.523224908
GSE87340 UHRF1 PAICS 1.19596094 0.987318687 3.306733816 0.477520528 22.89846799 1.211322094 0.225771984
GSE87340 UHRF1 EXO1 1.538191183 0.547255356 4.656160509 1.592954383 13.60982519 2.810737557 0.004942809
GSE87340 UHRF1 SKP1 0.528967926 0.89401723 1.697179789 0.294265268 9.788512449 0.591675315 0.55406803
GSE87340 UHRF1 TTK 0.871151128 0.336680971 2.389660075 1.235244037 4.622953122 2.587467673 0.009668427
GSE87340 UHRF1 MCM6 3.299834405 1.045530665 27.10814958 3.492549404 210.4055486 3.156133547 0.001598756
GSE87340 UHRF1 LOXL3 0.77236735 0.598634711 2.164885232 0.669693507 6.998317916 1.290214777 0.196976097
GSE87340 UHRF1 CHEK1 1.710128245 0.643847434 5.529670587 1.565508143 19.53184143 2.656107884 0.007904832
GSE87340 UHRF1 CHAF1A 1.193363772 1.052137616 3.298156818 0.4194596 25.93298231 1.134227837 0.25669899
GSE87340 UHRF1 AP2S1 1.466342252 1.42791894 4.333355794 0.263862421 71.16577027 1.026908608 0.3044635
GSE87340 UHRF1 RAD1 0.134109806 0.51348982 1.143518378 0.417984157 3.128430246 0.261173251 0.793958905
GSE87340 UHRF1 IRAK1 1.929760725 1.259148331 6.887861948 0.583842131 81.25936734 1.532592052 0.125376401
GSE87340 UHRF1 PEPD 1.316283762 1.837913919 3.729535748 0.101676271 136.80121 0.716183575 0.473878004
GSE87340 UHRF1 TFDP1 3.04143728 1.197182834 20.93531152 2.003713164 218.73753 2.54049523 0.01106956
GSE87340 UHRF1 DNMT1 0.416446087 0.96272853 1.516562237 0.229818099 10.00774539 0.432568553 0.665328239
GSE87340 UHRF1 ESPL1 1.790136372 0.665664999 5.990269314 1.62491734 22.08317036 2.68924515 0.007161381
GSE87340 UHRF1 P4HB 1.282930839 0.901821164 3.607196359 0.615939729 21.12522536 1.422600056 0.154852128
GSE87340 UHRF1 CDK2AP1 2.814159223 1.402798147 16.67914645 1.066865998 260.7580772 2.006104177 0.044845134
GSE87340 UHRF1 UHRF1 1.502404487 0.575189868 4.492478198 1.455068621 13.87038389 2.612014869 0.009001034
GSE87340 FOXM1 TOP2A 1.233873298 0.426817337 3.434506676 1.487841912 7.928151512 2.890869677 0.003841774
GSE87340 FOXM1 UBE2C 1.161900854 0.457099002 3.19600264 1.304739329 7.828715398 2.541901972 0.011025109
GSE87340 FOXM1 STOM -1.850281201 0.849925105 0.157192957 0.029714986 0.831554361 -2.176993232 0.029481072
GSE87340 FOXM1 SON -0.102923224 1.169559205 0.902196238 0.091152883 8.929591921 -0.088001722 0.929875308
GSE87340 FOXM1 NUSAP1 1.864793688 0.627225147 6.454604089 1.887880912 22.06808367 2.973085019 0.002948228
GSE87340 FOXM1 CDC20 1.219383366 0.455904104 3.385099723 1.38517674 8.272518448 2.674648803 0.007480757
GSE87340 FOXM1 CCNB2 1.774366246 0.597855566 5.896542996 1.826845794 19.03237779 2.967884467 0.00299857
GSE87340 FOXM1 NCAPG 2.710696198 0.936088914 15.03974252 2.401264903 94.19779328 2.895767869 0.003782321
GSE87340 FOXM1 CEP55 1.857582973 0.602804312 6.408229178 1.966210787 20.88555381 3.081568822 0.002059129
GSE87340 FOXM1 UHRF1 1.502404487 0.575189868 4.492478198 1.455068621 13.87038389 2.612014869 0.009001034
GSE87340 FOXM1 CDCA5 1.283670737 0.489031459 3.609866303 1.384289053 9.41359371 2.624924659 0.008666814
GSE87340 FOXM1 HMMR 3.60725623 1.276404523 36.86476548 3.020883489 449.8720121 2.82610737 0.004711747
GSE87340 FOXM1 GINS2 0.854209022 0.38892825 2.349515232 1.096281129 5.03540714 2.196315188 0.028069391
GSE87340 FOXM1 ASPM 1.567185371 0.531803501 4.793138283 1.690238532 13.5922677 2.946925637 0.003209504
GSE87340 FOXM1 CDKN3 1.797288369 0.607988395 6.033265277 1.832448431 19.86429156 2.956122823 0.00311533
GSE87340 FOXM1 KIF20A 1.631753049 0.566427548 5.112829908 1.684679697 15.51691382 2.880779818 0.003966927
GSE87340 FOXM1 TK1 1.461442766 0.564069453 4.312176504 1.427446172 13.02666718 2.590891527 0.009572766
GSE87340 FOXM1 AURKB 1.365488904 0.495460967 3.917637933 1.483498653 10.34573705 2.75599693 0.005851355
GSE87340 FOXM1 HMGN2 0.358395858 1.313799444 1.431031994 0.108978601 18.79132733 0.272793431 0.785012009
GSE87340 FOXM1 RNASE4 -2.256040776 0.788296008 0.104764451 0.022346791 0.491148383 -2.861920844 0.004210821
GSE87340 FOXM1 ANLN 2.184527821 0.706026385 8.886451563 2.227191854 35.45676645 3.094116405 0.001974
GSE87340 FOXM1 MELK 2.25032166 0.719888464 9.490788152 2.314899323 38.91100527 3.125930991 0.001772431
GSE87340 FOXM1 SERPING1 -0.280765992 0.548197465 0.755205039 0.257892286 2.211522729 -0.512162149 0.608537532
GSE87340 FOXM1 PRC1 1.945689393 0.677426194 6.998454876 1.85513682 26.40148701 2.872179155 0.004076518
GSE87340 FOXM1 MXD3 2.562082984 1.237699498 12.9627905 1.145952931 146.6324952 2.070036377 0.038448938
GSE87340 FOXM1 ASF1B 1.985071361 0.723532008 7.279566847 1.762925569 30.059178 2.74358472 0.006077236
GSE87340 FOXM1 PYCR1 0.196517883 0.449641741 1.217157087 0.504209342 2.93820691 0.437054358 0.662071927
GSE87340 FOXM1 NEK2 1.364868573 0.459684487 3.915208455 1.590269557 9.63915657 2.969142122 0.002986324
GSE87340 FOXM1 KIF11 1.485720469 0.495720718 4.418147404 1.672175903 11.67342888 2.997091737 0.002725687
GSE87340 FOXM1 DLGAP5 1.367450235 0.479496899 3.925329257 1.533654702 10.04672679 2.851843748 0.004346646
GSE87340 FOXM1 CHPF 1.282203023 0.767105083 3.60457194 0.801479958 16.21118374 1.671482892 0.094626335
GSE87340 FOXM1 PBK 1.075030418 0.415134159 2.930082026 1.298724226 6.610626421 2.589597592 0.009608818
GSE87340 FOXM1 CD4 -0.715341841 0.596749412 0.489024915 0.151836773 1.575016132 -1.1987307 0.230632677
GSE87340 FOXM1 CKAP2L 2.329056852 0.771536066 10.26825248 2.263413222 46.58319038 3.018727126 0.002538391
GSE87340 FOXM1 PTK7 0.143445762 0.627495148 1.154244205 0.337421588 3.94841271 0.228600591 0.819179365
GSE87340 FOXM1 TP53I3 1.413254817 0.882757835 4.109308708 0.728389936 23.18321166 1.600954146 0.109387076
GSE87340 FOXM1 MMP14 0.704099657 0.609938686 2.022025348 0.611794889 6.682936688 1.154377764 0.248345328
GSE87340 FOXM1 CD276 2.748027848 1.216470474 15.61181264 1.438771366 169.4005731 2.259017302 0.023882309
GSE87340 FOXM1 ABCB6 1.02374702 0.884399192 2.783605473 0.491819479 15.75468189 1.157562139 0.247042767
GSE87340 FOXM1 TTLL12 0.062955541 0.668709691 1.06497949 0.287166995 3.949553171 0.094144801 0.924994132
GSE87340 FOXM1 SFXN5 0.529461543 1.367520545 1.698017752 0.116387577 24.7729556 0.387168986 0.698631109
GSE87340 FOXM1 IPO13 0.833962492 1.444667197 2.302424025 0.135669543 39.07403451 0.577269626 0.563757329
GSE87340 FOXM1 MCM2 1.273326696 0.502051912 3.572718163 1.335523073 9.557539911 2.536245088 0.011204828
GSE87340 FOXM1 ASPHD1 -0.557755628 0.482321738 0.572492509 0.222442005 1.473407296 -1.156397451 0.247518624
GSE87340 FOXM1 CDCA3 2.066117229 0.666635454 7.894112506 2.137283752 29.15710757 3.09932095 0.001939648
GSE87340 FOXM1 TOMM40L 1.138449043 0.940898543 3.12192264 0.493773576 19.73860376 1.209959407 0.22629447
GSE87340 FOXM1 SMPD1 3.580805643 1.637494313 35.90245376 1.449727727 889.1229449 2.186759132 0.028760112
GSE87340 FOXM1 RACGAP1 2.297769236 0.79584272 9.951957202 2.091635231 47.3512067 2.887215248 0.003886682
GSE87340 FOXM1 TPX2 1.183472066 0.429724349 3.265693245 1.406673672 7.581539756 2.754026087 0.005886708
GSE87340 FOXM1 SAC3D1 1.508374109 0.944484029 4.519376804 0.709793943 28.77562834 1.597035061 0.110257892
GSE87340 FOXM1 RHBDD3 -0.46167686 0.903124391 0.630225958 0.107338473 3.700301931 -0.511199636 0.609211273
GSE87340 FOXM1 FANCI 1.603188881 0.552847771 4.968852268 1.681400642 14.68388452 2.899874008 0.003733127
GSE87340 FOXM1 MYO19 3.431017917 1.252567995 30.90808862 2.65389868 359.9647375 2.739186959 0.006159134
GSE87340 FOXM1 TSTA3 -0.573195113 0.868225312 0.563721405 0.102808684 3.09100175 -0.660191663 0.509130842
GSE87340 FOXM1 MKL1 -1.121210243 1.567330556 0.325885156 0.015099077 7.033617812 -0.715362971 0.474384787
GSE87340 FOXM1 CENPE 3.309825624 1.191069808 27.38035057 2.652152826 282.6698333 2.778867873 0.005454871
GSE87340 FOXM1 CENPF 1.25209362 0.424612094 3.497658063 1.521762509 8.039107188 2.948794059 0.003190165
GSE87340 FOXM1 CHD1L 1.182149138 0.975497077 3.261375824 0.482010201 22.06711026 1.211842829 0.22557255
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GSE87340 FOXM1 PARP8 0.157536648 1.187894972 1.170623658 0.114098324 12.01034078 0.132618331 0.894495235
GSE87340 FOXM1 RPS6KA4 0.644458157 1.330215545 1.904954563 0.140476312 25.83248262 0.484476489 0.628047746
GSE87340 FOXM1 CHD3 0.638622657 0.939095631 1.893870572 0.300601155 11.93190939 0.680040068 0.496479091
GSE87340 FOXM1 MND1 1.074616236 0.554384912 2.928868691 0.988112991 8.681468506 1.938393728 0.052575205
GSE87340 FOXM1 NRM 1.571337721 0.664238393 4.813082449 1.30924992 17.69391948 2.365623151 0.017999756
GSE87340 FOXM1 CCNB1 2.282416837 0.850057698 9.800337631 1.852126362 51.85748643 2.685014019 0.007252676
GSE87340 FOXM1 RAD54L 2.085603798 0.787767339 8.049450253 1.718768737 37.69771231 2.647487009 0.008109248
GSE87340 FOXM1 NKIRAS2 2.111152974 1.466760947 8.25775678 0.46596458 146.3427692 1.439329959 0.150057058
GSE87340 FOXM1 CDCA2 1.59295194 0.632973025 4.91824589 1.422402878 17.00583077 2.516619001 0.011848688
GSE87340 FOXM1 DEPDC1B 0.991379667 0.489323314 2.694950042 1.032851676 7.031750929 2.026021728 0.042762558
GSE87340 FOXM1 MKI67 1.399947026 0.49328494 4.054985154 1.542070988 10.66287138 2.838008854 0.004539592
GSE87340 FOXM1 NUF2 1.104058499 0.413471796 3.016383204 1.341339405 6.783195663 2.670214777 0.007580274
GSE87340 FOXM1 RECQL4 1.239479 0.682987336 3.453813558 0.905605425 13.1722136 1.814790603 0.069556095
GSE87340 FOXM1 AP2M1 2.438786877 1.029701197 11.45913097 1.52288965 86.22534312 2.368441334 0.017863213
GSE87340 FOXM1 FOXM1 1.699082166 0.547224017 5.468925521 1.871130513 15.98453242 3.10491154 0.001903359
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil 13
sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine 13
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 13
cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 13
glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 13
ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin 13
levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine 13
famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone 13
acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 13
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil 13
monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone 13
metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 13
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A 13
seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline 13
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat 13
medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone 13
metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 13
mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine 13
chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 13
deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine 13
antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 13
pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone 13
metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone 13
azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine 13
ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene 13
ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline 13
bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 13
piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate 13
butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole 13
rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin 13
novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin 13
calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium 13
etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid 13
resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol 13
pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium 13
trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine 13
doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin 13
nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline 13
chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine 13
spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone 13
zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine 13
0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 13
diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac 13
clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 13
cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin 13
vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine 13
0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 13
PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 13
thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine 13
fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 13
niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide 13
thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine 13
trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine 13
cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone 13
ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox 13
protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 13
pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine 13
rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin 13
prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine 13
thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 13
clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin 13
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 12
practolol practolol practolol NA practolol practolol practolol practolol practolol practolol practolol practolol practolol 12
epivincamine NA epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine 12
amiodarone amiodarone amiodarone NA amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 12
ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 12
cimetidine cimetidine cimetidine NA cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine 12
piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine NA piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine 12
flunixin NA flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin 12
clobetasol clobetasol clobetasol NA clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol 12
5279552 NA 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 12
pargyline NA pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline 12
capsaicin capsaicin capsaicin NA capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin 12
loperamide loperamide loperamide NA loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide 12
menadione menadione menadione NA menadione menadione menadione menadione menadione menadione menadione menadione menadione 12
pentoxyverine pentoxyverine pentoxyverine NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine 12
trioxysalen NA trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen 12
pimozide pimozide pimozide NA pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide 12
xylazine xylazine xylazine NA xylazine xylazine xylazine xylazine xylazine xylazine xylazine xylazine xylazine 12
omeprazole omeprazole omeprazole NA omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole 12
picrotoxinin picrotoxinin picrotoxinin NA picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin 12
methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene NA 12
sulconazole sulconazole sulconazole NA sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole 12
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ethotoin NA ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin 12
chlorpromazine chlorpromazine chlorpromazine NA chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine 12
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 12
HC toxin HC toxin HC toxin HC toxin HC toxin NA HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin 12
danazol danazol danazol NA danazol danazol danazol danazol danazol danazol danazol danazol danazol 12
saquinavir saquinavir saquinavir NA saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir 12
talampicillin talampicillin talampicillin NA talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 12
chlorambucil NA chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil 12
skimmianine skimmianine skimmianine NA skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine 12
hydrocotarnine NA hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine 12
iopanoic acid NA iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid 12
quinostatin quinostatin quinostatin NA quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin 12
6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine NA 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 12
0173570-0000 0173570-0000 0173570-0000 0173570-0000 NA 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 12
hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone NA hycanthone hycanthone hycanthone 12
MG-262 MG-262 MG-262 MG-262 MG-262 MG-262 MG-262 NA MG-262 MG-262 MG-262 MG-262 MG-262 12
prochlorperazine prochlorperazine NA prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine 12
luteolin luteolin luteolin luteolin luteolin luteolin luteolin luteolin NA luteolin luteolin luteolin luteolin 12
xylometazoline xylometazoline xylometazoline NA xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline 12
fluorometholone fluorometholone fluorometholone fluorometholone fluorometholone fluorometholone fluorometholone NA fluorometholone fluorometholone fluorometholone fluorometholone fluorometholone 12
primaquine primaquine primaquine NA primaquine primaquine primaquine primaquine primaquine primaquine primaquine primaquine primaquine 12
rimexolone rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone 12
quipazine NA quipazine quipazine quipazine quipazine quipazine quipazine quipazine quipazine quipazine quipazine quipazine 12
PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 NA PNU-0251126 PNU-0251126 12
norethisterone norethisterone norethisterone norethisterone norethisterone NA norethisterone norethisterone norethisterone norethisterone norethisterone norethisterone norethisterone 12
0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 NA 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 12
trimipramine trimipramine trimipramine NA trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine 12
idoxuridine NA idoxuridine NA idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine 11
cefalexin cefalexin cefalexin NA cefalexin cefalexin NA cefalexin cefalexin cefalexin cefalexin cefalexin cefalexin 11
bromperidol NA bromperidol bromperidol bromperidol bromperidol bromperidol NA bromperidol bromperidol bromperidol bromperidol bromperidol 11
SC-58125 NA SC-58125 SC-58125 SC-58125 SC-58125 NA SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 11
meclofenoxate NA meclofenoxate NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 11
nitrendipine NA nitrendipine NA nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine 11
clomifene NA clomifene NA clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 11
sertaconazole sertaconazole NA NA sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole 11
tranylcypromine NA tranylcypromine NA tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine 11
fipexide NA fipexide NA fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide 11
napelline napelline NA NA napelline napelline napelline napelline napelline napelline napelline napelline napelline 11
Prestwick-665 NA Prestwick-665 NA Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 Prestwick-665 11
meclozine meclozine meclozine NA meclozine meclozine NA meclozine meclozine meclozine meclozine meclozine meclozine 11
promethazine promethazine promethazine NA promethazine promethazine promethazine promethazine NA promethazine promethazine promethazine promethazine 11
latamoxef NA latamoxef NA latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef 11
norcyclobenzaprine NA norcyclobenzaprine NA norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine 11
bromopride NA bromopride bromopride bromopride bromopride bromopride NA bromopride bromopride bromopride bromopride bromopride 11
chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine NA chlorcyclizine chlorcyclizine chlorcyclizine NA chlorcyclizine chlorcyclizine 11
ampyrone ampyrone ampyrone NA ampyrone ampyrone NA ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 11
oxprenolol NA oxprenolol oxprenolol oxprenolol oxprenolol NA oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol 11
ifenprodil ifenprodil ifenprodil NA ifenprodil ifenprodil ifenprodil ifenprodil NA ifenprodil ifenprodil ifenprodil ifenprodil 11
dioxybenzone NA dioxybenzone NA dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone 11
pimethixene pimethixene pimethixene NA pimethixene pimethixene NA pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene 11
methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride 11
chlortetracycline chlortetracycline chlortetracycline NA chlortetracycline chlortetracycline NA chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 11
etamsylate NA etamsylate NA etamsylate etamsylate etamsylate etamsylate etamsylate etamsylate etamsylate etamsylate etamsylate 11
triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene NA NA triamterene 11
repaglinide NA repaglinide NA repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide 11
mephentermine mephentermine mephentermine mephentermine mephentermine NA mephentermine mephentermine mephentermine NA mephentermine NA mephentermine 10
alimemazine NA NA NA alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine 10
flutamide flutamide NA NA flutamide NA flutamide flutamide flutamide flutamide flutamide flutamide flutamide 10
progesterone NA progesterone NA progesterone progesterone NA progesterone progesterone progesterone progesterone progesterone progesterone 10
benperidol NA benperidol NA benperidol benperidol NA benperidol benperidol benperidol benperidol benperidol benperidol 10
procainamide NA procainamide NA procainamide procainamide procainamide NA procainamide procainamide procainamide procainamide procainamide 10
rofecoxib NA rofecoxib NA rofecoxib rofecoxib NA rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib 10
betaxolol NA betaxolol NA betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol 10
sanguinarine NA sanguinarine NA sanguinarine sanguinarine NA sanguinarine sanguinarine sanguinarine sanguinarine sanguinarine sanguinarine 10
raloxifene NA raloxifene NA raloxifene raloxifene raloxifene NA raloxifene raloxifene raloxifene raloxifene raloxifene 10
ramipril NA ramipril NA ramipril ramipril ramipril ramipril ramipril NA ramipril ramipril ramipril 10
acetylsalicylic acid NA NA NA acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid 10
etoposide etoposide etoposide etoposide etoposide NA etoposide etoposide NA etoposide etoposide NA etoposide 10
valinomycin valinomycin valinomycin valinomycin valinomycin valinomycin valinomycin NA valinomycin NA NA valinomycin valinomycin 10
acetohexamide NA acetohexamide acetohexamide acetohexamide NA acetohexamide acetohexamide NA acetohexamide acetohexamide acetohexamide acetohexamide 10
alexidine alexidine alexidine NA alexidine NA alexidine NA alexidine alexidine alexidine alexidine alexidine 10
solanine NA solanine solanine solanine solanine NA solanine solanine NA solanine solanine solanine 10
roxithromycin NA roxithromycin NA roxithromycin roxithromycin NA roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin 10
alpha-estradiol alpha-estradiol alpha-estradiol NA alpha-estradiol alpha-estradiol alpha-estradiol NA alpha-estradiol alpha-estradiol alpha-estradiol NA alpha-estradiol 10
Prestwick-685 NA Prestwick-685 NA Prestwick-685 Prestwick-685 NA Prestwick-685 Prestwick-685 Prestwick-685 Prestwick-685 Prestwick-685 Prestwick-685 10
tonzonium bromide NA NA NA tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 10
NA NA desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone 10
tropicamide NA tropicamide NA tropicamide tropicamide NA tropicamide tropicamide NA tropicamide tropicamide tropicamide 9
racecadotril NA racecadotril racecadotril racecadotril racecadotril NA NA racecadotril NA racecadotril racecadotril racecadotril 9
hydrastine hydrochloride NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride 9
milrinone NA NA milrinone milrinone milrinone milrinone milrinone NA NA milrinone milrinone milrinone 9
felodipine NA felodipine NA felodipine felodipine NA felodipine felodipine NA felodipine felodipine felodipine 9
nifedipine NA nifedipine nifedipine nifedipine NA NA nifedipine nifedipine nifedipine nifedipine nifedipine NA 9
perhexiline perhexiline NA NA perhexiline perhexiline NA NA perhexiline perhexiline perhexiline perhexiline perhexiline 9
dexpropranolol dexpropranolol dexpropranolol NA dexpropranolol dexpropranolol NA NA dexpropranolol dexpropranolol dexpropranolol dexpropranolol NA 9
griseofulvin NA griseofulvin NA griseofulvin griseofulvin griseofulvin NA griseofulvin griseofulvin griseofulvin NA griseofulvin 9
fenspiride NA NA fenspiride NA fenspiride NA fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride 9
betamethasone NA NA betamethasone betamethasone betamethasone NA NA betamethasone betamethasone betamethasone betamethasone betamethasone 9
GW-8510 GW-8510 GW-8510 GW-8510 NA NA NA GW-8510 GW-8510 GW-8510 GW-8510 NA GW-8510 9
cyproheptadine cyproheptadine NA NA cyproheptadine cyproheptadine cyproheptadine NA cyproheptadine NA cyproheptadine cyproheptadine cyproheptadine 9
berberine NA berberine NA berberine berberine NA berberine NA berberine berberine berberine berberine 9
bisacodyl NA bisacodyl NA bisacodyl bisacodyl NA bisacodyl bisacodyl bisacodyl NA bisacodyl bisacodyl 9
quinisocaine NA NA quinisocaine quinisocaine quinisocaine NA NA quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine 9
wortmannin NA wortmannin NA wortmannin wortmannin NA wortmannin wortmannin wortmannin NA wortmannin wortmannin 9
benserazide NA NA benserazide NA benserazide benserazide benserazide NA benserazide benserazide benserazide benserazide 9
furazolidone NA NA NA furazolidone NA furazolidone furazolidone furazolidone furazolidone furazolidone furazolidone furazolidone 9
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blebbistatin NA blebbistatin NA blebbistatin blebbistatin blebbistatin blebbistatin blebbistatin NA blebbistatin NA blebbistatin 9
flunisolide NA flunisolide NA flunisolide flunisolide flunisolide flunisolide NA NA flunisolide flunisolide flunisolide 9
NA amoxicillin NA NA amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin NA amoxicillin 9
NA NA bupropion NA bupropion bupropion NA bupropion bupropion bupropion bupropion bupropion bupropion 9
NA NA flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid NA 9
NA NA lobeline lobeline lobeline lobeline NA lobeline NA lobeline lobeline lobeline lobeline 9
fluocinonide fluocinonide fluocinonide NA NA fluocinonide NA fluocinonide fluocinonide NA fluocinonide fluocinonide NA 8
ambroxol NA NA NA ambroxol ambroxol NA NA ambroxol ambroxol ambroxol ambroxol ambroxol 8
beta-escin beta-escin NA NA NA beta-escin beta-escin NA beta-escin NA beta-escin beta-escin beta-escin 8
solasodine NA solasodine solasodine solasodine solasodine NA NA NA NA solasodine solasodine solasodine 8
isotretinoin isotretinoin isotretinoin NA NA NA isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin NA NA 8
procarbazine NA NA procarbazine NA NA procarbazine procarbazine NA procarbazine procarbazine procarbazine procarbazine 8
tyloxapol NA NA NA tyloxapol tyloxapol NA NA tyloxapol tyloxapol tyloxapol tyloxapol tyloxapol 8
glimepiride NA NA glimepiride glimepiride glimepiride NA glimepiride NA NA glimepiride glimepiride glimepiride 8
mevalolactone NA NA NA mevalolactone mevalolactone NA NA mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone 8
puromycin NA puromycin NA puromycin puromycin NA NA puromycin NA puromycin puromycin puromycin 8
drofenine NA NA NA drofenine drofenine NA drofenine drofenine drofenine drofenine drofenine NA 8
nicergoline nicergoline NA nicergoline NA NA NA nicergoline nicergoline nicergoline nicergoline nicergoline NA 8
troglitazone troglitazone troglitazone troglitazone troglitazone troglitazone troglitazone NA troglitazone NA NA NA NA 8
methazolamide NA methazolamide NA NA methazolamide NA methazolamide NA methazolamide methazolamide methazolamide methazolamide 8
dicloxacillin dicloxacillin NA NA dicloxacillin dicloxacillin dicloxacillin NA NA NA dicloxacillin dicloxacillin dicloxacillin 8
celastrol celastrol celastrol NA celastrol celastrol celastrol NA NA NA NA celastrol celastrol 8
pseudopelletierine NA NA pseudopelletierine pseudopelletierine NA pseudopelletierine NA pseudopelletierine NA pseudopelletierine pseudopelletierine pseudopelletierine 8
H-7 NA H-7 NA NA NA H-7 H-7 H-7 H-7 H-7 NA H-7 8
5224221 NA 5224221 5224221 5224221 NA NA NA 5224221 NA 5224221 5224221 5224221 8
amoxapine NA amoxapine NA NA amoxapine amoxapine NA NA amoxapine amoxapine amoxapine amoxapine 8
NA phenazopyridine phenazopyridine NA NA NA phenazopyridine phenazopyridine phenazopyridine phenazopyridine phenazopyridine NA phenazopyridine 8
NA enilconazole enilconazole NA NA enilconazole enilconazole enilconazole enilconazole enilconazole NA enilconazole NA 8
NA ellipticine ellipticine NA NA NA ellipticine ellipticine ellipticine ellipticine ellipticine NA ellipticine 8
NA NA chlorphenesin NA chlorphenesin NA NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin 8
NA NA clemizole NA clemizole clemizole clemizole clemizole clemizole clemizole clemizole NA NA 8
NA NA estriol NA estriol estriol estriol estriol NA NA estriol estriol estriol 8
orphenadrine NA NA NA orphenadrine orphenadrine NA NA orphenadrine orphenadrine orphenadrine NA orphenadrine 7
tretinoin tretinoin tretinoin NA NA NA tretinoin tretinoin NA tretinoin tretinoin NA NA 7
isoxsuprine NA NA NA isoxsuprine isoxsuprine NA isoxsuprine isoxsuprine NA NA isoxsuprine isoxsuprine 7
tribenoside tribenoside tribenoside NA NA NA tribenoside NA tribenoside tribenoside NA NA tribenoside 7
benfluorex NA NA benfluorex benfluorex NA benfluorex NA benfluorex NA benfluorex NA benfluorex 7
proxymetacaine NA NA NA proxymetacaine NA proxymetacaine NA proxymetacaine proxymetacaine proxymetacaine proxymetacaine NA 7
tubocurarine chloride tubocurarine chloride tubocurarine chloride NA NA NA tubocurarine chloride NA NA NA tubocurarine chloride tubocurarine chloride tubocurarine chloride 7
phenformin phenformin phenformin NA phenformin NA NA phenformin phenformin NA NA NA phenformin 7
cyclopentolate NA cyclopentolate NA cyclopentolate NA cyclopentolate NA NA cyclopentolate cyclopentolate NA cyclopentolate 7
cetirizine NA NA NA cetirizine cetirizine NA NA cetirizine NA cetirizine cetirizine cetirizine 7
irinotecan NA irinotecan NA irinotecan NA NA irinotecan irinotecan irinotecan NA NA irinotecan 7
NA apigenin apigenin apigenin NA apigenin apigenin apigenin NA apigenin NA NA NA 7
NA succinylsulfathiazole succinylsulfathiazole NA NA NA succinylsulfathiazole succinylsulfathiazole NA succinylsulfathiazole succinylsulfathiazole succinylsulfathiazole NA 7
NA abamectin NA NA abamectin NA abamectin abamectin abamectin NA NA abamectin abamectin 7
NA mitoxantrone mitoxantrone NA NA NA NA mitoxantrone mitoxantrone mitoxantrone mitoxantrone NA mitoxantrone 7
NA bufexamac bufexamac NA NA bufexamac NA NA NA bufexamac bufexamac bufexamac bufexamac 7
NA NA phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole NA NA NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole 7
NA NA Prestwick-860 NA NA Prestwick-860 NA Prestwick-860 NA Prestwick-860 Prestwick-860 Prestwick-860 Prestwick-860 7
NA NA NA NA alfaxalone alfaxalone NA alfaxalone alfaxalone NA alfaxalone alfaxalone alfaxalone 7
NA NA NA NA kanamycin kanamycin NA kanamycin kanamycin NA kanamycin kanamycin kanamycin 7
tiapride NA NA NA tiapride NA tiapride NA tiapride NA tiapride NA tiapride 6
lobelanidine NA lobelanidine NA NA lobelanidine NA lobelanidine NA lobelanidine lobelanidine NA NA 6
gliclazide NA gliclazide NA NA NA NA gliclazide NA gliclazide gliclazide gliclazide NA 6
rolitetracycline NA NA rolitetracycline NA rolitetracycline NA rolitetracycline NA NA NA rolitetracycline rolitetracycline 6
colecalciferol colecalciferol NA NA colecalciferol NA NA NA NA NA colecalciferol colecalciferol colecalciferol 6
NA natamycin NA NA natamycin natamycin NA NA NA NA natamycin natamycin natamycin 6
NA prednicarbate NA NA prednicarbate prednicarbate NA NA prednicarbate prednicarbate NA NA prednicarbate 6
NA camptothecin camptothecin camptothecin NA NA NA camptothecin NA camptothecin camptothecin NA NA 6
NA hyoscyamine NA NA hyoscyamine hyoscyamine NA NA NA hyoscyamine hyoscyamine hyoscyamine NA 6
NA atovaquone NA NA NA atovaquone NA atovaquone NA atovaquone atovaquone atovaquone NA 6
NA NA cycloserine NA NA cycloserine NA cycloserine NA cycloserine cycloserine cycloserine NA 6
NA NA ronidazole NA ronidazole ronidazole NA ronidazole NA NA ronidazole ronidazole NA 6
NA NA etofenamate NA etofenamate etofenamate etofenamate NA NA NA etofenamate etofenamate NA 6
NA NA cyproterone NA NA cyproterone NA NA NA cyproterone cyproterone cyproterone cyproterone 6
NA NA trimethylcolchicinic acid NA NA trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid NA NA NA trimethylcolchicinic acid trimethylcolchicinic acid 6
NA NA NA NA mepyramine mepyramine NA NA mepyramine NA mepyramine mepyramine mepyramine 6
NA NA NA NA paracetamol paracetamol NA NA NA paracetamol paracetamol paracetamol paracetamol 6
NA NA NA NA meclofenamic acid meclofenamic acid NA meclofenamic acid NA meclofenamic acid meclofenamic acid meclofenamic acid NA 6
NA NA NA NA NA PF-00562151-00 NA PF-00562151-00 PF-00562151-00 PF-00562151-00 NA PF-00562151-00 PF-00562151-00 6
sulfamethoxypyridazine NA sulfamethoxypyridazine NA NA NA NA sulfamethoxypyridazine NA sulfamethoxypyridazine sulfamethoxypyridazine NA NA 5
clozapine NA NA NA clozapine NA NA NA clozapine NA clozapine NA clozapine 5
ketoprofen NA ketoprofen ketoprofen NA NA ketoprofen NA ketoprofen NA NA NA NA 5
LY-294002 NA NA NA NA LY-294002 NA NA LY-294002 LY-294002 NA LY-294002 NA 5
fursultiamine NA fursultiamine NA fursultiamine NA NA fursultiamine NA NA fursultiamine NA NA 5
fenoprofen NA NA NA NA fenoprofen NA fenoprofen NA NA fenoprofen NA fenoprofen 5
nisoxetine NA NA NA nisoxetine NA NA nisoxetine nisoxetine NA nisoxetine NA NA 5
SB-202190 NA NA NA SB-202190 SB-202190 NA SB-202190 NA NA NA SB-202190 NA 5
NA ethisterone ethisterone NA ethisterone NA NA NA NA NA ethisterone NA ethisterone 5
NA ginkgolide A ginkgolide A NA NA NA NA ginkgolide A NA NA ginkgolide A ginkgolide A NA 5
NA chrysin chrysin chrysin NA NA chrysin NA NA NA chrysin NA NA 5
NA CP-944629 CP-944629 NA NA NA NA CP-944629 NA CP-944629 CP-944629 NA NA 5
NA mycophenolic acid mycophenolic acid NA NA NA mycophenolic acid mycophenolic acid NA mycophenolic acid NA NA NA 5
NA apomorphine NA NA NA NA apomorphine apomorphine NA NA apomorphine apomorphine NA 5
NA NA eucatropine NA NA eucatropine NA eucatropine eucatropine NA NA eucatropine NA 5
NA NA reserpine reserpine NA NA NA reserpine NA NA reserpine reserpine NA 5
NA NA benzylpenicillin NA NA NA NA benzylpenicillin NA benzylpenicillin benzylpenicillin benzylpenicillin NA 5
NA NA dipyridamole NA NA NA NA dipyridamole NA NA dipyridamole dipyridamole dipyridamole 5
NA NA tolfenamic acid NA tolfenamic acid NA NA tolfenamic acid NA tolfenamic acid tolfenamic acid NA NA 5
NA NA metamizole sodium NA NA metamizole sodium NA metamizole sodium NA NA metamizole sodium metamizole sodium NA 5
NA NA beclometasone NA beclometasone NA NA beclometasone beclometasone NA beclometasone NA NA 5
NA NA bezafibrate bezafibrate NA bezafibrate NA NA bezafibrate NA NA bezafibrate NA 5
NA NA NA NA eticlopride eticlopride NA eticlopride NA NA NA eticlopride eticlopride 5
NA NA NA NA dequalinium chloride dequalinium chloride NA NA dequalinium chloride NA NA dequalinium chloride dequalinium chloride 5
NA NA NA NA dirithromycin dirithromycin NA dirithromycin NA dirithromycin dirithromycin NA NA 5
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NA NA NA NA NA labetalol labetalol NA NA labetalol labetalol NA labetalol 5
NA NA NA NA NA NA NA Prestwick-559 NA Prestwick-559 Prestwick-559 Prestwick-559 Prestwick-559 5
kinetin NA NA NA NA kinetin NA kinetin NA NA kinetin NA NA 4
sulfafurazole NA sulfafurazole NA NA NA NA sulfafurazole NA NA sulfafurazole NA NA 4
2,6-dimethylpiperidine NA NA NA NA NA NA NA NA 2,6-dimethylpiperidine NA 2,6-dimethylpiperidine 2,6-dimethylpiperidine 4
tracazolate tracazolate tracazolate NA NA NA NA tracazolate NA NA NA NA NA 4
tyrphostin AG-1478 NA NA NA NA NA NA tyrphostin AG-1478 NA tyrphostin AG-1478 NA tyrphostin AG-1478 NA 4
DL-thiorphan NA NA DL-thiorphan NA NA NA NA NA NA NA DL-thiorphan DL-thiorphan 4
metaraminol NA NA NA NA metaraminol metaraminol NA NA NA metaraminol NA NA 4
phenacetin NA NA NA NA NA NA NA phenacetin NA phenacetin NA phenacetin 4
SR-95531 NA NA NA SR-95531 SR-95531 NA NA NA NA NA SR-95531 NA 4
meticrane NA NA NA meticrane NA NA NA meticrane NA NA meticrane NA 4
naringin NA NA NA NA naringin NA NA NA NA naringin naringin NA 4
etamivan NA NA NA NA etamivan NA NA NA NA etamivan etamivan NA 4
NA oxytetracycline oxytetracycline NA NA NA NA NA NA oxytetracycline NA oxytetracycline NA 4
NA BCB000038 NA NA NA BCB000038 NA BCB000038 NA NA NA BCB000038 NA 4
NA demeclocycline demeclocycline NA NA NA NA demeclocycline NA NA NA NA demeclocycline 4
NA NA amodiaquine NA NA NA NA NA NA NA amodiaquine amodiaquine amodiaquine 4
NA NA pirinixic acid NA NA pirinixic acid pirinixic acid pirinixic acid NA NA NA NA NA 4
NA NA rescinnamine rescinnamine NA NA rescinnamine NA rescinnamine NA NA NA NA 4
NA NA NA noretynodrel noretynodrel NA noretynodrel NA NA NA noretynodrel NA NA 4
NA NA NA scriptaid scriptaid NA NA NA NA scriptaid NA NA scriptaid 4
NA NA NA NA phenelzine NA phenelzine NA NA phenelzine phenelzine NA NA 4
NA NA NA NA imidurea imidurea NA imidurea NA NA NA imidurea NA 4
NA NA NA NA hesperidin NA NA NA NA hesperidin hesperidin NA hesperidin 4
NA NA NA NA domperidone domperidone NA domperidone NA NA NA NA domperidone 4
NA NA NA NA NA NA naftidrofuryl naftidrofuryl NA NA naftidrofuryl NA naftidrofuryl 4
flumetasone NA flumetasone NA NA NA NA NA NA NA NA flumetasone NA 3
betahistine NA NA NA NA NA betahistine NA NA NA betahistine NA NA 3
midodrine NA NA NA NA midodrine NA midodrine NA NA NA NA NA 3
captopril NA NA NA NA NA captopril NA NA captopril NA NA NA 3
morantel NA morantel NA NA NA NA NA NA NA morantel NA NA 3
androsterone androsterone NA NA NA NA NA androsterone NA NA NA NA NA 3
remoxipride NA NA NA NA NA NA remoxipride NA NA remoxipride NA NA 3
pivampicillin NA NA NA NA NA NA pivampicillin NA NA pivampicillin NA NA 3
Prestwick-1100 NA NA NA NA NA NA NA NA Prestwick-1100 NA Prestwick-1100 NA 3
metergoline NA NA NA metergoline NA NA NA NA NA metergoline NA NA 3
NA emetine emetine NA NA NA NA NA NA NA NA emetine NA 3
NA AG-013608 NA NA NA NA NA AG-013608 NA AG-013608 NA NA NA 3
NA pinacidil pinacidil NA NA NA NA NA NA NA pinacidil NA NA 3
NA Prestwick-864 NA NA Prestwick-864 NA NA NA NA NA NA NA Prestwick-864 3
NA NA lorglumide NA NA NA NA lorglumide NA NA NA lorglumide NA 3
NA NA propylthiouracil NA NA NA NA propylthiouracil NA NA propylthiouracil NA NA 3
NA NA withaferin A withaferin A NA NA NA NA NA NA NA NA withaferin A 3
NA NA phenoxybenzamine phenoxybenzamine NA NA phenoxybenzamine NA NA NA NA NA NA 3
NA NA apramycin NA apramycin NA NA NA NA NA apramycin NA NA 3
NA NA semustine NA NA NA semustine NA NA semustine NA NA NA 3
NA NA propoxycaine NA NA NA NA propoxycaine NA propoxycaine NA NA NA 3
NA NA sulfadimidine NA NA sulfadimidine NA NA NA NA NA NA sulfadimidine 3
NA NA NA dicycloverine dicycloverine NA NA NA dicycloverine NA NA NA NA 3
NA NA NA alclometasone NA NA alclometasone NA NA NA alclometasone NA NA 3
NA NA NA palmatine NA palmatine NA palmatine NA NA NA NA NA 3
NA NA NA NA lysergol NA NA NA NA lysergol lysergol NA NA 3
NA NA NA NA nordihydroguaiaretic acid NA nordihydroguaiaretic acid NA NA NA nordihydroguaiaretic acid NA NA 3
NA NA NA NA BW-B70C NA NA NA NA BW-B70C NA NA BW-B70C 3
NA NA NA NA nimesulide NA NA NA NA nimesulide NA nimesulide NA 3
NA NA NA NA NA santonin NA NA NA NA santonin santonin NA 3
NA NA NA NA NA N-acetyl-L-leucine NA N-acetyl-L-leucine NA NA NA N-acetyl-L-leucine NA 3
NA NA NA NA NA 11-deoxy-16,16-dimethylprostaglandin E2 NA 11-deoxy-16,16-dimethylprostaglandin E2 NA NA NA 11-deoxy-16,16-dimethylprostaglandin E2 NA 3
NA NA NA NA NA cantharidin NA NA NA NA cantharidin cantharidin NA 3
NA NA NA NA NA cefixime NA NA NA cefixime cefixime NA NA 3
NA NA NA NA NA aminocaproic acid NA aminocaproic acid aminocaproic acid NA NA NA NA 3
NA NA NA NA NA NA thiethylperazine thiethylperazine thiethylperazine NA NA NA NA 3
NA NA NA NA NA NA NA propafenone NA NA propafenone propafenone NA 3
NA NA NA NA NA NA NA amylocaine NA amylocaine NA amylocaine NA 3
NA NA NA NA NA NA NA azaperone NA azaperone azaperone NA NA 3
NA NA NA NA NA NA NA NA heliotrine NA heliotrine heliotrine NA 3
NA NA NA NA NA NA NA NA 0225151-0000 NA 0225151-0000 NA 0225151-0000 3
NA NA NA NA NA NA NA NA NA IC-86621 IC-86621 IC-86621 NA 3
hydralazine NA NA NA NA NA NA NA hydralazine NA NA NA NA 2
pizotifen NA NA NA NA NA NA pizotifen NA NA NA NA NA 2
oxyphenbutazone NA NA NA NA NA NA oxyphenbutazone NA NA NA NA NA 2
salsolinol NA NA NA NA salsolinol NA NA NA NA NA NA NA 2
metixene NA NA NA NA NA NA NA metixene NA NA NA NA 2
NA nilutamide NA NA NA NA NA nilutamide NA NA NA NA NA 2
NA cephaeline NA NA NA NA NA NA NA NA NA cephaeline NA 2
NA flupentixol NA NA NA NA NA flupentixol NA NA NA NA NA 2
NA 0316684-0000 NA 0316684-0000 NA NA NA NA NA NA NA NA NA 2
NA NA tinidazole NA NA NA NA NA NA NA tinidazole NA NA 2
NA NA dextromethorphan NA NA NA NA NA NA NA NA dextromethorphan NA 2
NA NA scopolamine NA NA NA NA NA NA scopolamine NA NA NA 2
NA NA 15-delta prostaglandin J2 NA NA NA 15-delta prostaglandin J2 NA NA NA NA NA NA 2
NA NA methylprednisolone NA NA NA NA NA NA methylprednisolone NA NA NA 2
NA NA sulfametoxydiazine NA NA NA NA NA NA NA NA NA sulfametoxydiazine 2
NA NA ebselen NA NA NA NA ebselen NA NA NA NA NA 2
NA NA protoveratrine A NA NA protoveratrine A NA NA NA NA NA NA NA 2
NA NA 5230742 NA 5230742 NA NA NA NA NA NA NA NA 2
NA NA budesonide NA NA NA NA NA NA NA NA budesonide NA 2
NA NA NA esculetin NA NA esculetin NA NA NA NA NA NA 2
NA NA NA NA droperidol NA NA NA NA NA NA droperidol NA 2
NA NA NA NA carcinine NA NA NA NA NA NA NA carcinine 2
NA NA NA NA amphotericin B NA NA NA NA NA amphotericin B NA NA 2
NA NA NA NA liothyronine NA liothyronine NA NA NA NA NA NA 2
NA NA NA NA NA sulfasalazine NA NA NA NA NA NA sulfasalazine 2
NA NA NA NA NA mephenytoin NA mephenytoin NA NA NA NA NA 2
NA NA NA NA NA NA gossypol NA NA NA NA NA gossypol 2
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NA NA NA NA NA NA ritodrine ritodrine NA NA NA NA NA 2
NA NA NA NA NA NA NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 NA NA 2
NA NA NA NA NA NA NA lidoflazine NA NA NA lidoflazine NA 2
NA NA NA NA NA NA NA clofazimine NA NA NA clofazimine NA 2
NA NA NA NA NA NA NA etofylline NA etofylline NA NA NA 2
NA NA NA NA NA NA NA hesperetin NA NA NA hesperetin NA 2
NA NA NA NA NA NA NA CP-645525-01 NA CP-645525-01 NA NA NA 2
NA NA NA NA NA NA NA buflomedil NA buflomedil NA NA NA 2
NA NA NA NA NA NA NA trazodone NA NA trazodone NA NA 2
NA NA NA NA NA NA NA NA NA mifepristone mifepristone NA NA 2
NA NA NA NA NA NA NA NA NA NA pipemidic acid NA pipemidic acid 2
NA NA NA NA NA NA NA NA NA NA bacitracin NA bacitracin 2
NA NA NA NA NA NA NA NA NA NA NA ciclacillin ciclacillin 2
nitrofural NA NA NA NA NA NA NA NA NA NA NA NA 1
5194442 NA NA NA NA NA NA NA NA NA NA NA NA 1
levomepromazine NA NA NA NA NA NA NA NA NA NA NA NA 1
lovastatin NA NA NA NA NA NA NA NA NA NA NA NA 1
fludroxycortide NA NA NA NA NA NA NA NA NA NA NA NA 1
glycocholic acid NA NA NA NA NA NA NA NA NA NA NA NA 1
NA risperidone NA NA NA NA NA NA NA NA NA NA NA 1
NA denatonium benzoate NA NA NA NA NA NA NA NA NA NA NA 1
NA colforsin NA NA NA NA NA NA NA NA NA NA NA 1
NA urapidil NA NA NA NA NA NA NA NA NA NA NA 1
NA lymecycline NA NA NA NA NA NA NA NA NA NA NA 1
NA 6-bromoindirubin-3'-oxime NA NA NA NA NA NA NA NA NA NA NA 1
NA nifuroxazide NA NA NA NA NA NA NA NA NA NA NA 1
NA flucytosine NA NA NA NA NA NA NA NA NA NA NA 1
NA fluoxetine NA NA NA NA NA NA NA NA NA NA NA 1
NA tolazamide NA NA NA NA NA NA NA NA NA NA NA 1
NA ribostamycin NA NA NA NA NA NA NA NA NA NA NA 1
NA imipramine NA NA NA NA NA NA NA NA NA NA NA 1
NA prednisolone NA NA NA NA NA NA NA NA NA NA NA 1
NA NA dihydroergotamine NA NA NA NA NA NA NA NA NA NA 1
NA NA glipizide NA NA NA NA NA NA NA NA NA NA 1
NA NA metolazone NA NA NA NA NA NA NA NA NA NA 1
NA NA mephenesin NA NA NA NA NA NA NA NA NA NA 1
NA NA NA pyrimethamine NA NA NA NA NA NA NA NA NA 1
NA NA NA dimenhydrinate NA NA NA NA NA NA NA NA NA 1
NA NA NA metoclopramide NA NA NA NA NA NA NA NA NA 1
NA NA NA STOCK1N-35215 NA NA NA NA NA NA NA NA NA 1
NA NA NA rolipram NA NA NA NA NA NA NA NA NA 1
NA NA NA NA NA canrenoic acid NA NA NA NA NA NA NA 1
NA NA NA NA NA pempidine NA NA NA NA NA NA NA 1
NA NA NA NA NA fluvastatin NA NA NA NA NA NA NA 1
NA NA NA NA NA NA kaempferol NA NA NA NA NA NA 1
NA NA NA NA NA NA AG-012559 NA NA NA NA NA NA 1
NA NA NA NA NA NA naproxen NA NA NA NA NA NA 1
NA NA NA NA NA NA cefotetan NA NA NA NA NA NA 1
NA NA NA NA NA NA nomegestrol NA NA NA NA NA NA 1
NA NA NA NA NA NA NA tobramycin NA NA NA NA NA 1
NA NA NA NA NA NA NA pirenperone NA NA NA NA NA 1
NA NA NA NA NA NA NA mebhydrolin NA NA NA NA NA 1
NA NA NA NA NA NA NA canavanine NA NA NA NA NA 1
NA NA NA NA NA NA NA physostigmine NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA troleandomycin NA NA NA NA NA 1
NA NA NA NA NA NA NA dizocilpine NA NA NA NA NA 1
NA NA NA NA NA NA NA propranolol NA NA NA NA NA 1
NA NA NA NA NA NA NA crotamiton NA NA NA NA NA 1
NA NA NA NA NA NA NA propantheline bromide NA NA NA NA NA 1
NA NA NA NA NA NA NA trimetazidine NA NA NA NA NA 1
NA NA NA NA NA NA NA zimeldine NA NA NA NA NA 1
NA NA NA NA NA NA NA 5248896 NA NA NA NA NA 1
NA NA NA NA NA NA NA syrosingopine NA NA NA NA NA 1
NA NA NA NA NA NA NA ornidazole NA NA NA NA NA 1
NA NA NA NA NA NA NA testosterone NA NA NA NA NA 1
NA NA NA NA NA NA NA profenamine NA NA NA NA NA 1
NA NA NA NA NA NA NA papaverine NA NA NA NA NA 1
NA NA NA NA NA NA NA khellin NA NA NA NA NA 1
NA NA NA NA NA NA NA nystatin NA NA NA NA NA 1
NA NA NA NA NA NA NA tyrphostin AG-825 NA NA NA NA NA 1
NA NA NA NA NA NA NA hydrastinine NA NA NA NA NA 1
NA NA NA NA NA NA NA pyrithyldione NA NA NA NA NA 1
NA NA NA NA NA NA NA NA chlorprothixene NA NA NA NA 1
NA NA NA NA NA NA NA NA zuclopenthixol NA NA NA NA 1
NA NA NA NA NA NA NA NA halcinonide NA NA NA NA 1
NA NA NA NA NA NA NA NA ketoconazole NA NA NA NA 1
NA NA NA NA NA NA NA NA NA 0198306-0000 NA NA NA 1
NA NA NA NA NA NA NA NA NA iproniazid NA NA NA 1
NA NA NA NA NA NA NA NA NA nialamide NA NA NA 1
NA NA NA NA NA NA NA NA NA sulfathiazole NA NA NA 1
NA NA NA NA NA NA NA NA NA R-atenolol NA NA NA 1
NA NA NA NA NA NA NA NA NA staurosporine NA NA NA 1
NA NA NA NA NA NA NA NA NA Rapamycin NA NA NA 1
NA NA NA NA NA NA NA NA NA BAS-012416453 NA NA NA 1
NA NA NA NA NA NA NA NA NA sulpiride NA NA NA 1
NA NA NA NA NA NA NA NA NA oxantel NA NA NA 1
NA NA NA NA NA NA NA NA NA NA aminohippuric acid NA NA 1
NA NA NA NA NA NA NA NA NA NA sulfabenzamide NA NA 1
NA NA NA NA NA NA NA NA NA NA PF-00539758-00 NA NA 1
NA NA NA NA NA NA NA NA NA NA NA cinchocaine NA 1
NA NA NA NA NA NA NA NA NA NA NA fulvestrant NA 1
NA NA NA NA NA NA NA NA NA NA NA oxybutynin NA 1
NA NA NA NA NA NA NA NA NA NA NA azlocillin NA 1
NA NA NA NA NA NA NA NA NA NA NA dacarbazine NA 1
NA NA NA NA NA NA NA NA NA NA NA pentetrazol NA 1
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NA NA NA NA NA NA NA NA NA NA NA calcium pantothenate NA 1
NA NA NA NA NA NA NA NA NA NA NA cefaclor NA 1
NA NA NA NA NA NA NA NA NA NA NA spectinomycin NA 1
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 13
8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 13
cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 13
glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 13
epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine 13
ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline 13
chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 13
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine 13
rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin 13
nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine 13
azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine 13
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A 13
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil 13
sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine 13
danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol 13
piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil 13
acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 13
ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin 13
mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine 13
ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline 13
pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine 13
pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide 13
0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 13
lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline 13
resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol 13
chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine 13
ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox 13
nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine nifedipine 13
deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine 13
bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 13
fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone 13
chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine 13
etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid 13
thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine 13
clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin 13
piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine 13
butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole 13
calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium 13
picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin 13
pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium 13
talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 13
zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine 13
trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine 13
0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 13
niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide 13
vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone 13
mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone 13
thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton 13
protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline 13
famprofazone famprofazone famprofazone NA famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone 12
practolol practolol practolol NA practolol practolol practolol practolol practolol practolol practolol practolol practolol 12
levonorgestrel levonorgestrel levonorgestrel NA levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 12
loperamide loperamide loperamide NA loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide 12
promethazine promethazine promethazine NA promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine 12
ipratropium bromide ipratropium bromide ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 12
amiodarone amiodarone amiodarone NA amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 12
SC-58125 NA SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 12
cimetidine cimetidine cimetidine NA cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine 12
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 12
alimemazine alimemazine alimemazine NA alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine 12
medrysone medrysone medrysone NA medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone 12
pioglitazone pioglitazone NA pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone pioglitazone 12
pargyline NA pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline pargyline 12
mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine NA mephentermine mephentermine mephentermine 12
hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride 12
clomifene clomifene clomifene NA clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 12
capsaicin capsaicin capsaicin NA capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin 12
cefalotin NA cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin 12
meclofenoxate meclofenoxate meclofenoxate NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 12
clioquinol clioquinol clioquinol NA clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 12
fenspiride NA fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride 12
antimycin A antimycin A antimycin A NA antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 12
racecadotril NA racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril 12
clobetasol clobetasol clobetasol NA clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol 12
irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan NA irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan 12
HC toxin HC toxin HC toxin HC toxin HC toxin NA HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin 12
sulconazole sulconazole sulconazole NA sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole 12
meclofenamic acid meclofenamic acid meclofenamic acid NA meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid 12
oxprenolol NA oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol 12
rottlerin rottlerin rottlerin NA rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin rottlerin 12
spiperone spiperone spiperone NA spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone 12
skimmianine skimmianine skimmianine NA skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine 12
perhexiline perhexiline perhexiline NA perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline 12
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primaquine primaquine primaquine NA primaquine primaquine primaquine primaquine primaquine primaquine primaquine primaquine primaquine 12
GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 NA GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 12
norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine NA norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine 12
nortriptyline nortriptyline nortriptyline NA nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline 12
piperidolate piperidolate piperidolate NA piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate 12
rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine NA rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine 12
PNU-0293363 NA PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 12
metyrapone NA metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone 12
fluphenazine fluphenazine fluphenazine NA fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 12
PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 NA PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 12
menadione menadione menadione NA menadione menadione menadione menadione menadione menadione menadione menadione menadione 12
chlortetracycline chlortetracycline chlortetracycline NA chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 12
0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 NA 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 12
repaglinide NA repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide 12
thioridazine thioridazine thioridazine NA thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine 12
cyproheptadine cyproheptadine cyproheptadine NA cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine 12
mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid NA mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid 12
triamterene triamterene triamterene NA triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene 12
etoposide etoposide etoposide etoposide etoposide NA etoposide etoposide etoposide etoposide etoposide etoposide etoposide 12
dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin NA dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin 12
prenylamine NA prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine 12
phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine NA phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine 12
natamycin natamycin natamycin NA natamycin natamycin natamycin natamycin natamycin natamycin natamycin natamycin natamycin 12
PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 NA PNU-0251126 PNU-0251126 12
desoxycortone desoxycortone desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone 12
trimipramine NA trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine 12
ellipticine ellipticine ellipticine NA ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine 12
camptothecin camptothecin camptothecin camptothecin camptothecin NA camptothecin camptothecin camptothecin camptothecin camptothecin camptothecin camptothecin 12
metronidazole NA metronidazole NA metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 11
flunixin NA flunixin NA flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin 11
meclozine meclozine meclozine NA meclozine meclozine NA meclozine meclozine meclozine meclozine meclozine meclozine 11
idoxuridine NA idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine NA idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine 11
bromperidol NA bromperidol bromperidol bromperidol bromperidol bromperidol NA bromperidol bromperidol bromperidol bromperidol bromperidol 11
quipazine NA quipazine quipazine quipazine quipazine NA quipazine quipazine quipazine quipazine quipazine quipazine 11
latamoxef NA latamoxef NA latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef 11
tropicamide NA tropicamide tropicamide tropicamide tropicamide NA tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide 11
cefalexin NA cefalexin NA cefalexin cefalexin cefalexin cefalexin cefalexin cefalexin cefalexin cefalexin cefalexin 11
novobiocin NA novobiocin novobiocin novobiocin novobiocin novobiocin NA novobiocin novobiocin novobiocin novobiocin novobiocin 11
betaxolol betaxolol betaxolol NA betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol 11
dicloxacillin dicloxacillin NA NA dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin 11
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 11
fipexide NA fipexide NA fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide 11
sertaconazole sertaconazole NA NA sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole 11
ampyrone ampyrone ampyrone NA ampyrone ampyrone NA ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 11
quinostatin quinostatin quinostatin NA quinostatin quinostatin NA quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin 11
5279552 NA 5279552 NA 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 11
dioxybenzone NA dioxybenzone NA dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone 11
methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride 11
trifluoperazine trifluoperazine trifluoperazine NA trifluoperazine trifluoperazine NA trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine 11
0297417-0002B 0297417-0002B 0297417-0002B NA 0297417-0002B 0297417-0002B 0297417-0002B NA 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 11
rimexolone rimexolone rimexolone NA rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone 11
solanine solanine solanine NA solanine solanine NA solanine solanine solanine solanine solanine solanine 11
cetirizine NA cetirizine NA cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine 11
5224221 5224221 5224221 NA 5224221 5224221 NA 5224221 5224221 5224221 5224221 5224221 5224221 11
celastrol NA celastrol NA celastrol celastrol celastrol celastrol celastrol celastrol celastrol celastrol celastrol 11
phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole 11
bisacodyl NA bisacodyl bisacodyl bisacodyl bisacodyl NA bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl 11
H-7 NA H-7 H-7 H-7 NA H-7 H-7 H-7 H-7 H-7 H-7 H-7 11
norethisterone norethisterone norethisterone norethisterone norethisterone NA norethisterone norethisterone norethisterone NA norethisterone norethisterone norethisterone 11
NA Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 NA Prestwick-1083 Prestwick-1083 11
omeprazole NA omeprazole NA omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole NA omeprazole 10
naringin naringin naringin NA naringin naringin NA NA naringin naringin naringin naringin naringin 10
methapyrilene methapyrilene NA NA methapyrilene methapyrilene NA methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene 10
benserazide benserazide NA benserazide NA benserazide benserazide benserazide NA benserazide benserazide benserazide benserazide 10
propafenone NA propafenone NA propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone NA 10
chlorphenesin chlorphenesin chlorphenesin NA chlorphenesin NA NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin 10
rofecoxib NA rofecoxib NA rofecoxib rofecoxib NA rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib 10
napelline NA NA NA napelline napelline napelline napelline napelline napelline napelline napelline napelline 10
beta-escin NA NA NA beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin 10
tonzonium bromide tonzonium bromide NA NA tonzonium bromide tonzonium bromide NA tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 10
prochlorperazine NA NA NA prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine 10
ronidazole NA ronidazole NA ronidazole ronidazole ronidazole ronidazole ronidazole NA ronidazole ronidazole ronidazole 10
pirinixic acid pirinixic acid pirinixic acid pirinixic acid NA pirinixic acid pirinixic acid pirinixic acid NA pirinixic acid NA pirinixic acid pirinixic acid 10
hydrocotarnine NA hydrocotarnine NA hydrocotarnine hydrocotarnine NA hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine 10
wortmannin NA wortmannin NA wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin NA wortmannin wortmannin 10
felodipine NA felodipine NA felodipine felodipine felodipine felodipine felodipine NA felodipine felodipine felodipine 10
saquinavir NA saquinavir NA saquinavir saquinavir NA saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir 10
oxytetracycline oxytetracycline oxytetracycline NA oxytetracycline NA NA oxytetracycline oxytetracycline oxytetracycline oxytetracycline oxytetracycline oxytetracycline 10
estriol NA estriol NA estriol estriol estriol estriol estriol NA estriol estriol estriol 10
luteolin luteolin luteolin luteolin NA luteolin luteolin luteolin NA luteolin luteolin luteolin NA 10
benperidol NA benperidol NA benperidol benperidol NA benperidol benperidol benperidol benperidol benperidol benperidol 10
pararosaniline pararosaniline pararosaniline NA pararosaniline pararosaniline NA pararosaniline pararosaniline pararosaniline NA pararosaniline pararosaniline 10
NA acetohexamide NA acetohexamide acetohexamide acetohexamide acetohexamide acetohexamide NA acetohexamide acetohexamide acetohexamide acetohexamide 10
xylazine NA xylazine NA xylazine NA NA xylazine xylazine xylazine xylazine xylazine xylazine 9
ambroxol NA NA ambroxol ambroxol ambroxol NA NA ambroxol ambroxol ambroxol ambroxol ambroxol 9
PF-00562151-00 PF-00562151-00 NA NA PF-00562151-00 PF-00562151-00 PF-00562151-00 NA PF-00562151-00 PF-00562151-00 NA PF-00562151-00 PF-00562151-00 9
tretinoin tretinoin tretinoin NA NA tretinoin tretinoin tretinoin NA tretinoin tretinoin tretinoin NA 9
procainamide NA procainamide NA procainamide procainamide procainamide NA NA procainamide procainamide procainamide procainamide 9
mevalolactone mevalolactone NA NA mevalolactone mevalolactone NA NA mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone 9
withaferin A withaferin A withaferin A withaferin A withaferin A NA withaferin A NA NA NA withaferin A withaferin A withaferin A 9
gliclazide NA gliclazide NA gliclazide gliclazide NA gliclazide NA gliclazide gliclazide gliclazide gliclazide 9
methazolamide NA methazolamide NA methazolamide methazolamide NA methazolamide methazolamide methazolamide NA methazolamide methazolamide 9
flufenamic acid NA flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid NA NA 9
NA 6-benzylaminopurine 6-benzylaminopurine NA 6-benzylaminopurine 6-benzylaminopurine NA 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine 6-benzylaminopurine NA 9
NA abamectin NA NA abamectin abamectin abamectin abamectin abamectin abamectin NA abamectin abamectin 9
NA BW-B70C BW-B70C NA NA BW-B70C BW-B70C BW-B70C BW-B70C BW-B70C NA BW-B70C BW-B70C 9
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NA maprotiline maprotiline NA NA maprotiline maprotiline maprotiline NA maprotiline maprotiline maprotiline maprotiline 9
NA clopamide clopamide clopamide clopamide clopamide NA clopamide NA clopamide clopamide clopamide NA 9
NA noretynodrel NA noretynodrel noretynodrel noretynodrel noretynodrel noretynodrel noretynodrel NA noretynodrel noretynodrel NA 9
NA NA sanguinarine NA sanguinarine sanguinarine NA sanguinarine sanguinarine sanguinarine sanguinarine sanguinarine sanguinarine 9
NA NA scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid NA scriptaid scriptaid NA scriptaid 9
NA NA cortisone NA cortisone cortisone cortisone cortisone NA cortisone cortisone cortisone cortisone 9
NA NA dequalinium chloride NA dequalinium chloride dequalinium chloride NA dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride 9
prazosin NA prazosin prazosin NA NA NA prazosin prazosin NA prazosin prazosin prazosin 8
bupropion NA bupropion NA NA bupropion NA bupropion bupropion bupropion bupropion bupropion NA 8
berberine NA berberine NA berberine berberine NA berberine NA berberine berberine berberine NA 8
zuclopenthixol zuclopenthixol NA NA zuclopenthixol zuclopenthixol NA zuclopenthixol zuclopenthixol zuclopenthixol NA NA zuclopenthixol 8
doxazosin doxazosin NA doxazosin NA doxazosin doxazosin NA NA doxazosin doxazosin doxazosin NA 8
tolfenamic acid tolfenamic acid tolfenamic acid NA tolfenamic acid NA NA tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid NA NA 8
raloxifene NA raloxifene NA NA raloxifene NA raloxifene raloxifene raloxifene raloxifene NA raloxifene 8
colecalciferol colecalciferol NA NA colecalciferol colecalciferol NA NA colecalciferol NA colecalciferol colecalciferol colecalciferol 8
ifenprodil ifenprodil ifenprodil NA NA ifenprodil NA NA NA ifenprodil ifenprodil ifenprodil ifenprodil 8
emetine emetine emetine NA NA emetine NA emetine emetine NA emetine emetine NA 8
kinetin kinetin NA NA kinetin kinetin NA kinetin NA kinetin kinetin kinetin NA 8
trioxysalen NA trioxysalen NA trioxysalen trioxysalen NA trioxysalen trioxysalen trioxysalen NA trioxysalen NA 8
trimethylcolchicinic acid NA trimethylcolchicinic acid NA NA trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid NA NA trimethylcolchicinic acid trimethylcolchicinic acid 8
chlorprothixene chlorprothixene NA NA chlorprothixene chlorprothixene NA chlorprothixene chlorprothixene NA chlorprothixene chlorprothixene NA 8
ethisterone ethisterone NA NA NA NA ethisterone ethisterone NA ethisterone ethisterone ethisterone ethisterone 8
alfaxalone NA NA NA alfaxalone alfaxalone NA alfaxalone alfaxalone NA alfaxalone alfaxalone alfaxalone 8
NA apigenin apigenin apigenin NA apigenin apigenin apigenin NA apigenin NA apigenin NA 8
NA apomorphine NA apomorphine NA apomorphine apomorphine apomorphine NA apomorphine apomorphine apomorphine NA 8
NA pentoxyverine pentoxyverine NA pentoxyverine NA NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine NA 8
NA cyproterone cyproterone NA NA cyproterone NA cyproterone NA cyproterone cyproterone cyproterone cyproterone 8
NA NA N-acetyl-L-leucine NA N-acetyl-L-leucine N-acetyl-L-leucine NA N-acetyl-L-leucine NA N-acetyl-L-leucine N-acetyl-L-leucine N-acetyl-L-leucine N-acetyl-L-leucine 8
NA NA apramycin NA apramycin apramycin NA apramycin apramycin NA apramycin apramycin apramycin 8
eticlopride NA NA NA eticlopride eticlopride NA eticlopride eticlopride NA NA eticlopride eticlopride 7
flutamide NA NA NA flutamide NA flutamide NA flutamide flutamide flutamide NA flutamide 7
chlorcyclizine chlorcyclizine NA NA NA chlorcyclizine NA chlorcyclizine chlorcyclizine chlorcyclizine NA chlorcyclizine NA 7
alexidine NA alexidine NA alexidine NA NA NA alexidine alexidine NA alexidine alexidine 7
tyrphostin AG-1478 NA NA NA NA tyrphostin AG-1478 NA tyrphostin AG-1478 tyrphostin AG-1478 tyrphostin AG-1478 NA tyrphostin AG-1478 tyrphostin AG-1478 7
etofenamate NA etofenamate NA etofenamate etofenamate NA NA etofenamate NA etofenamate etofenamate NA 7
mepyramine NA mepyramine NA mepyramine NA NA NA mepyramine NA mepyramine mepyramine mepyramine 7
xylometazoline NA xylometazoline NA NA xylometazoline NA xylometazoline xylometazoline NA xylometazoline xylometazoline NA 7
oxybutynin oxybutynin oxybutynin NA NA oxybutynin NA oxybutynin NA oxybutynin NA oxybutynin NA 7
NA phenazopyridine NA NA phenazopyridine phenazopyridine NA phenazopyridine phenazopyridine phenazopyridine NA NA phenazopyridine 7
NA bufexamac bufexamac NA NA bufexamac NA bufexamac NA bufexamac NA bufexamac bufexamac 7
NA NA Prestwick-685 NA NA Prestwick-685 NA Prestwick-685 NA Prestwick-685 Prestwick-685 Prestwick-685 Prestwick-685 7
NA NA thiethylperazine NA thiethylperazine NA NA thiethylperazine thiethylperazine NA thiethylperazine thiethylperazine thiethylperazine 7
NA NA pseudopelletierine NA pseudopelletierine NA NA NA pseudopelletierine pseudopelletierine pseudopelletierine pseudopelletierine pseudopelletierine 7
NA NA paracetamol NA paracetamol NA NA paracetamol paracetamol paracetamol paracetamol NA paracetamol 7
NA NA 5186223 5186223 5186223 NA NA NA 5186223 NA 5186223 5186223 5186223 7
NA NA NA Prestwick-559 NA Prestwick-559 NA Prestwick-559 NA Prestwick-559 Prestwick-559 Prestwick-559 Prestwick-559 7
tranylcypromine NA NA NA NA NA tranylcypromine NA tranylcypromine tranylcypromine tranylcypromine tranylcypromine NA 6
tiapride NA NA NA tiapride NA NA NA tiapride NA tiapride tiapride tiapride 6
pivampicillin pivampicillin pivampicillin NA pivampicillin NA NA pivampicillin NA NA pivampicillin NA NA 6
fluocinonide fluocinonide fluocinonide NA NA fluocinonide NA fluocinonide NA NA fluocinonide NA NA 6
milrinone NA NA NA milrinone milrinone NA NA NA NA milrinone milrinone milrinone 6
glimepiride NA NA glimepiride glimepiride NA NA NA NA glimepiride glimepiride NA glimepiride 6
indapamide NA NA NA indapamide indapamide indapamide NA NA NA indapamide NA indapamide 6
5194442 NA NA NA 5194442 5194442 5194442 NA 5194442 NA NA 5194442 NA 6
furazolidone NA NA NA furazolidone NA NA furazolidone furazolidone furazolidone NA NA furazolidone 6
NA ginkgolide A ginkgolide A NA NA NA NA ginkgolide A NA ginkgolide A NA ginkgolide A ginkgolide A 6
NA mifepristone mifepristone NA mifepristone NA NA NA mifepristone mifepristone NA NA mifepristone 6
NA NA dipyridamole NA NA dipyridamole NA dipyridamole NA NA dipyridamole dipyridamole dipyridamole 6
NA NA roxithromycin NA NA roxithromycin NA roxithromycin NA roxithromycin roxithromycin roxithromycin NA 6
NA NA valinomycin NA valinomycin NA NA NA valinomycin valinomycin NA valinomycin valinomycin 6
NA NA propoxycaine NA NA NA NA propoxycaine NA propoxycaine propoxycaine propoxycaine propoxycaine 6
NA NA NA diclofenac NA NA NA diclofenac diclofenac diclofenac diclofenac diclofenac NA 6
NA NA NA NA tyloxapol tyloxapol NA NA tyloxapol NA tyloxapol tyloxapol tyloxapol 6
NA NA NA NA beclometasone NA NA beclometasone beclometasone NA beclometasone beclometasone beclometasone 6
zidovudine NA zidovudine zidovudine NA zidovudine NA zidovudine NA NA NA NA NA 5
puromycin NA NA NA puromycin NA NA NA NA NA puromycin puromycin puromycin 5
levomepromazine NA NA NA levomepromazine NA NA NA levomepromazine NA NA levomepromazine levomepromazine 5
imidurea NA imidurea NA imidurea NA NA NA imidurea NA NA imidurea NA 5
ethotoin NA ethotoin NA NA ethotoin NA ethotoin NA ethotoin NA NA NA 5
tracazolate NA tracazolate NA NA tracazolate NA tracazolate NA NA tracazolate NA NA 5
meticrane NA NA NA meticrane NA meticrane NA meticrane NA meticrane NA NA 5
Prestwick-665 NA NA NA NA Prestwick-665 Prestwick-665 NA NA Prestwick-665 NA Prestwick-665 NA 5
ciclacillin NA NA NA ciclacillin NA NA NA ciclacillin NA NA ciclacillin ciclacillin 5
amoxapine amoxapine NA NA NA NA NA NA NA amoxapine NA amoxapine amoxapine 5
cantharidin NA NA NA NA cantharidin NA NA cantharidin NA cantharidin cantharidin NA 5
NA doxorubicin doxorubicin NA NA NA NA NA NA doxorubicin doxorubicin doxorubicin NA 5
NA enilconazole enilconazole NA NA NA NA enilconazole enilconazole enilconazole NA NA NA 5
NA NA metamizole sodium NA NA metamizole sodium NA metamizole sodium NA NA metamizole sodium metamizole sodium NA 5
NA NA cycloserine NA NA cycloserine NA cycloserine NA cycloserine cycloserine NA NA 5
NA NA nisoxetine NA NA NA NA nisoxetine nisoxetine NA nisoxetine nisoxetine NA 5
NA NA NA pentetrazol NA NA NA NA pentetrazol pentetrazol NA pentetrazol pentetrazol 5
NA NA NA NA kanamycin NA NA kanamycin kanamycin NA NA kanamycin kanamycin 5
NA NA NA NA MG-262 MG-262 NA NA NA MG-262 MG-262 NA MG-262 5
NA NA NA NA azaperone azaperone NA NA NA NA azaperone azaperone azaperone 5
NA NA NA NA NA clofazimine NA clofazimine clofazimine NA NA clofazimine clofazimine 5
NA NA NA NA NA NA lidoflazine lidoflazine NA lidoflazine NA lidoflazine lidoflazine 5
troglitazone troglitazone NA NA troglitazone troglitazone NA NA NA NA NA NA NA 4
tribenoside NA NA NA NA NA tribenoside NA tribenoside NA NA NA tribenoside 4
hydralazine NA hydralazine NA NA NA NA NA hydralazine NA hydralazine NA NA 4
AG-012559 NA NA NA AG-012559 NA AG-012559 NA AG-012559 NA NA NA NA 4
NA prednicarbate NA NA NA NA NA NA prednicarbate prednicarbate NA NA prednicarbate 4
NA nicergoline NA NA NA nicergoline NA nicergoline NA nicergoline NA NA NA 4
NA dexpropranolol dexpropranolol NA NA dexpropranolol NA NA NA dexpropranolol NA NA NA 4
NA NA lorglumide NA NA NA NA lorglumide NA NA lorglumide lorglumide NA 4
NA NA amodiaquine NA NA NA NA NA amodiaquine NA amodiaquine NA amodiaquine 4
NA NA Prestwick-860 NA NA NA NA Prestwick-860 NA Prestwick-860 NA Prestwick-860 NA 4
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NA NA lanatoside C lanatoside C NA NA NA lanatoside C lanatoside C NA NA NA NA 4
NA NA sulfamethoxypyridazine NA NA NA NA sulfamethoxypyridazine NA sulfamethoxypyridazine sulfamethoxypyridazine NA NA 4
NA NA daunorubicin NA NA NA NA daunorubicin NA daunorubicin daunorubicin NA NA 4
NA NA cinchocaine NA NA cinchocaine NA cinchocaine NA NA NA cinchocaine NA 4
NA NA SB-202190 NA SB-202190 NA SB-202190 SB-202190 NA NA NA NA NA 4
NA NA NA iopanoic acid NA NA iopanoic acid NA NA NA iopanoic acid iopanoic acid NA 4
NA NA NA NA NA etamsylate NA etamsylate NA etamsylate NA etamsylate NA 4
NA NA NA NA NA oxyphenbutazone oxyphenbutazone oxyphenbutazone NA NA oxyphenbutazone NA NA 4
NA NA NA NA NA labetalol NA labetalol labetalol labetalol NA NA NA 4
NA NA NA NA NA NA NA succinylsulfathiazole NA succinylsulfathiazole succinylsulfathiazole succinylsulfathiazole NA 4
dicycloverine NA NA NA NA NA dicycloverine NA dicycloverine NA NA NA NA 3
metixene NA NA NA NA NA NA metixene NA metixene NA NA NA 3
hyoscyamine NA NA NA NA NA NA NA NA hyoscyamine hyoscyamine NA NA 3
ketoprofen NA NA ketoprofen NA NA ketoprofen NA NA NA NA NA NA 3
NA fluorometholone NA NA NA fluorometholone NA NA NA NA fluorometholone NA NA 3
NA vanoxerine NA NA NA NA NA vanoxerine NA NA NA vanoxerine NA 3
NA kaempferol NA NA kaempferol NA kaempferol NA NA NA NA NA NA 3
NA methylprednisolone methylprednisolone NA NA NA NA NA NA methylprednisolone NA NA NA 3
NA NA reserpine NA NA NA NA reserpine NA NA NA NA reserpine 3
NA NA benzylpenicillin NA NA NA NA benzylpenicillin NA benzylpenicillin NA NA NA 3
NA NA eucatropine NA NA eucatropine NA eucatropine NA NA NA NA NA 3
NA NA dextromethorphan NA NA NA NA NA NA dextromethorphan dextromethorphan NA NA 3
NA NA semustine NA NA NA NA semustine NA semustine NA NA NA 3
NA NA flunisolide NA NA flunisolide NA NA NA NA NA NA flunisolide 3
NA NA phenformin NA NA NA NA phenformin NA NA NA phenformin NA 3
NA NA lobelanidine NA NA lobelanidine NA lobelanidine NA NA NA NA NA 3
NA NA copper sulfate NA NA copper sulfate NA copper sulfate NA NA NA NA NA 3
NA NA NA droperidol droperidol NA droperidol NA NA NA NA NA NA 3
NA NA NA NA NA proadifen NA proadifen NA NA NA proadifen NA 3
NA NA NA NA NA NA clemizole clemizole clemizole NA NA NA NA 3
NA NA NA NA NA NA NA naftidrofuryl naftidrofuryl NA NA naftidrofuryl NA 3
NA NA NA NA NA NA NA hesperetin NA hesperetin NA NA hesperetin 3
NA NA NA NA NA NA NA altizide altizide NA NA NA altizide 3
NA NA NA NA NA NA NA NA NA 2,6-dimethylpiperidine 2,6-dimethylpiperidine NA 2,6-dimethylpiperidine 3
metoclopramide NA NA NA NA NA NA NA metoclopramide NA NA NA NA 2
midodrine NA NA NA NA NA NA midodrine NA NA NA NA NA 2
nitrofural NA NA NA NA nitrofural NA NA NA NA NA NA NA 2
captopril NA NA NA NA NA NA NA NA captopril NA NA NA 2
pipemidic acid NA NA NA NA NA NA NA NA NA pipemidic acid NA NA 2
alclometasone NA NA alclometasone NA NA NA NA NA NA NA NA NA 2
erastin NA erastin NA NA NA NA NA NA NA NA NA NA 2
NA fluoxetine NA NA NA NA NA NA NA fluoxetine NA NA NA 2
NA chrysin NA NA NA NA NA NA NA NA chrysin NA NA 2
NA nilutamide NA NA NA NA NA nilutamide NA NA NA NA NA 2
NA flupentixol NA NA NA NA NA flupentixol NA NA NA NA NA 2
NA AG-013608 NA NA NA NA NA NA NA AG-013608 NA NA NA 2
NA ikarugamycin NA ikarugamycin NA NA NA NA NA NA NA NA NA 2
NA tubocurarine chloride NA NA NA NA NA NA NA NA NA tubocurarine chloride NA 2
NA BCB000038 NA NA NA NA NA BCB000038 NA NA NA NA NA 2
NA NA cyclopentolate NA cyclopentolate NA NA NA NA NA NA NA NA 2
NA NA crotamiton NA NA NA NA crotamiton NA NA NA NA NA 2
NA NA bromopride NA NA NA NA NA NA NA bromopride NA NA 2
NA NA scopolamine NA NA NA NA NA NA scopolamine NA NA NA 2
NA NA liothyronine NA NA NA NA NA NA NA liothyronine NA NA 2
NA NA syrosingopine NA NA NA NA syrosingopine NA NA NA NA NA 2
NA NA staurosporine NA NA NA NA NA NA staurosporine NA NA NA 2
NA NA NA benfluorex NA NA NA NA benfluorex NA NA NA NA 2
NA NA NA NA alpha-estradiol NA NA NA NA NA alpha-estradiol NA NA 2
NA NA NA NA NA orphenadrine NA NA NA NA orphenadrine NA NA 2
NA NA NA NA NA domperidone NA NA NA NA domperidone NA NA 2
NA NA NA NA NA bezafibrate NA NA NA NA bezafibrate NA NA 2
NA NA NA NA NA androsterone NA androsterone NA NA NA NA NA 2
NA NA NA NA NA 11-deoxy-16,16-dimethylprostaglandin E2 NA 11-deoxy-16,16-dimethylprostaglandin E2 NA NA NA NA NA 2
NA NA NA NA NA NA ticarcillin ticarcillin NA NA NA NA NA 2
NA NA NA NA NA NA nordihydroguaiaretic acid NA NA NA nordihydroguaiaretic acid NA NA 2
NA NA NA NA NA NA NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 NA NA 2
NA NA NA NA NA NA NA atovaquone NA atovaquone NA NA NA 2
NA NA NA NA NA NA NA pyrithyldione NA pyrithyldione NA NA NA 2
NA NA NA NA NA NA NA CP-645525-01 NA CP-645525-01 NA NA NA 2
NA NA NA NA NA NA NA ramipril NA NA NA NA ramipril 2
NA NA NA NA NA NA NA benzamil benzamil NA NA NA NA 2
NA NA NA NA NA NA NA amoxicillin NA amoxicillin NA NA NA 2
NA NA NA NA NA NA NA fursultiamine NA NA fursultiamine NA NA 2
NA NA NA NA NA NA NA NA orlistat orlistat NA NA NA 2
NA NA NA NA NA NA NA NA NA acetylsalicylic acid acetylsalicylic acid NA NA 2
NA NA NA NA NA NA NA NA NA vinpocetine NA vinpocetine NA 2
NA NA NA NA NA NA NA NA NA pimethixene NA pimethixene NA 2
NA NA NA NA NA NA NA NA NA methocarbamol methocarbamol NA NA 2
NA NA NA NA NA NA NA NA NA lysergol lysergol NA NA 2
NA NA NA NA NA NA NA NA NA NA solasodine NA solasodine 2
NA NA NA NA NA NA NA NA NA NA NA 0225151-0000 0225151-0000 2
nalidixic acid NA NA NA NA NA NA NA NA NA NA NA NA 1
amphotericin B NA NA NA NA NA NA NA NA NA NA NA NA 1
metergoline NA NA NA NA NA NA NA NA NA NA NA NA 1
NA risperidone NA NA NA NA NA NA NA NA NA NA NA 1
NA thioproperazine NA NA NA NA NA NA NA NA NA NA NA 1
NA tolazamide NA NA NA NA NA NA NA NA NA NA NA 1
NA colforsin NA NA NA NA NA NA NA NA NA NA NA 1
NA etamivan NA NA NA NA NA NA NA NA NA NA NA 1
NA 6-bromoindirubin-3'-oxime NA NA NA NA NA NA NA NA NA NA NA 1
NA CP-690334-01 NA NA NA NA NA NA NA NA NA NA NA 1
NA ciclosporin NA NA NA NA NA NA NA NA NA NA NA 1
NA sotalol NA NA NA NA NA NA NA NA NA NA NA 1
NA hydrastinine NA NA NA NA NA NA NA NA NA NA NA 1
NA triflupromazine NA NA NA NA NA NA NA NA NA NA NA 1
NA NA protoveratrine A NA NA NA NA NA NA NA NA NA NA 1
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NA NA progesterone NA NA NA NA NA NA NA NA NA NA 1
NA NA Y-27632 NA NA NA NA NA NA NA NA NA NA 1
NA NA NA esculetin NA NA NA NA NA NA NA NA NA 1
NA NA NA DL-thiorphan NA NA NA NA NA NA NA NA NA 1
NA NA NA anisomycin NA NA NA NA NA NA NA NA NA 1
NA NA NA STOCK1N-35215 NA NA NA NA NA NA NA NA NA 1
NA NA NA 3-nitropropionic acid NA NA NA NA NA NA NA NA NA 1
NA NA NA rolitetracycline NA NA NA NA NA NA NA NA NA 1
NA NA NA helveticoside NA NA NA NA NA NA NA NA NA 1
NA NA NA ouabain NA NA NA NA NA NA NA NA NA 1
NA NA NA diphenylpyraline NA NA NA NA NA NA NA NA NA 1
NA NA NA NA chloropyramine NA NA NA NA NA NA NA NA 1
NA NA NA NA NA fluvastatin NA NA NA NA NA NA NA 1
NA NA NA NA NA sulfadimidine NA NA NA NA NA NA NA 1
NA NA NA NA NA SR-95531 NA NA NA NA NA NA NA 1
NA NA NA NA NA Prestwick-1085 NA NA NA NA NA NA NA 1
NA NA NA NA NA NA gossypol NA NA NA NA NA NA 1
NA NA NA NA NA NA naproxen NA NA NA NA NA NA 1
NA NA NA NA NA NA nomegestrol NA NA NA NA NA NA 1
NA NA NA NA NA NA piperacetazine NA NA NA NA NA NA 1
NA NA NA NA NA NA NA mephenytoin NA NA NA NA NA 1
NA NA NA NA NA NA NA aminocaproic acid NA NA NA NA NA 1
NA NA NA NA NA NA NA canavanine NA NA NA NA NA 1
NA NA NA NA NA NA NA isoxsuprine NA NA NA NA NA 1
NA NA NA NA NA NA NA proscillaridin NA NA NA NA NA 1
NA NA NA NA NA NA NA sulfafurazole NA NA NA NA NA 1
NA NA NA NA NA NA NA hexestrol NA NA NA NA NA 1
NA NA NA NA NA NA NA pirenperone NA NA NA NA NA 1
NA NA NA NA NA NA NA propantheline bromide NA NA NA NA NA 1
NA NA NA NA NA NA NA remoxipride NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA zimeldine NA NA NA NA NA 1
NA NA NA NA NA NA NA tobramycin NA NA NA NA NA 1
NA NA NA NA NA NA NA strophanthidin NA NA NA NA NA 1
NA NA NA NA NA NA NA ebselen NA NA NA NA NA 1
NA NA NA NA NA NA NA dizocilpine NA NA NA NA NA 1
NA NA NA NA NA NA NA pizotifen NA NA NA NA NA 1
NA NA NA NA NA NA NA trimetazidine NA NA NA NA NA 1
NA NA NA NA NA NA NA ritodrine NA NA NA NA NA 1
NA NA NA NA NA NA NA 5248896 NA NA NA NA NA 1
NA NA NA NA NA NA NA mephenesin NA NA NA NA NA 1
NA NA NA NA NA NA NA dihydroergocristine NA NA NA NA NA 1
NA NA NA NA NA NA NA blebbistatin NA NA NA NA NA 1
NA NA NA NA NA NA NA econazole NA NA NA NA NA 1
NA NA NA NA NA NA NA clotrimazole NA NA NA NA NA 1
NA NA NA NA NA NA NA astemizole NA NA NA NA NA 1
NA NA NA NA NA NA NA perphenazine NA NA NA NA NA 1
NA NA NA NA NA NA NA cephaeline NA NA NA NA NA 1
NA NA NA NA NA NA NA profenamine NA NA NA NA NA 1
NA NA NA NA NA NA NA papaverine NA NA NA NA NA 1
NA NA NA NA NA NA NA propylthiouracil NA NA NA NA NA 1
NA NA NA NA NA NA NA propranolol NA NA NA NA NA 1
NA NA NA NA NA NA NA digitoxigenin NA NA NA NA NA 1
NA NA NA NA NA NA NA carbamazepine NA NA NA NA NA 1
NA NA NA NA NA NA NA troleandomycin NA NA NA NA NA 1
NA NA NA NA NA NA NA miconazole NA NA NA NA NA 1
NA NA NA NA NA NA NA mebhydrolin NA NA NA NA NA 1
NA NA NA NA NA NA NA imipenem NA NA NA NA NA 1
NA NA NA NA NA NA NA dicoumarol NA NA NA NA NA 1
NA NA NA NA NA NA NA terfenadine NA NA NA NA NA 1
NA NA NA NA NA NA NA aminohippuric acid NA NA NA NA NA 1
NA NA NA NA NA NA NA azlocillin NA NA NA NA NA 1
NA NA NA NA NA NA NA testosterone NA NA NA NA NA 1
NA NA NA NA NA NA NA NA alverine NA NA NA NA 1
NA NA NA NA NA NA NA NA clofilium tosylate NA NA NA NA 1
NA NA NA NA NA NA NA NA NA 0198306-0000 NA NA NA 1
NA NA NA NA NA NA NA NA NA parthenolide NA NA NA 1
NA NA NA NA NA NA NA NA NA F0447-0125 NA NA NA 1
NA NA NA NA NA NA NA NA NA nialamide NA NA NA 1
NA NA NA NA NA NA NA NA NA fenoprofen NA NA NA 1
NA NA NA NA NA NA NA NA NA 3-acetylcoumarin NA NA NA 1
NA NA NA NA NA NA NA NA NA fulvestrant NA NA NA 1
NA NA NA NA NA NA NA NA NA methoxsalen NA NA NA 1
NA NA NA NA NA NA NA NA NA nimesulide NA NA NA 1
NA NA NA NA NA NA NA NA NA SB-203580 NA NA NA 1
NA NA NA NA NA NA NA NA NA pinacidil NA NA NA 1
NA NA NA NA NA NA NA NA NA BAS-012416453 NA NA NA 1
NA NA NA NA NA NA NA NA NA NA methacholine chloride NA NA 1
NA NA NA NA NA NA NA NA NA NA furaltadone NA NA 1
NA NA NA NA NA NA NA NA NA NA retrorsine NA NA 1
NA NA NA NA NA NA NA NA NA NA betahistine NA NA 1
NA NA NA NA NA NA NA NA NA NA NA NA sulfadiazine 1
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil 13
sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine 13
omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole omeprazole 13
chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene 13
cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 13
medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone 13
glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 13
acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 13
danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline 13
clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin 13
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A 13
ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline 13
ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 13
spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone 13
nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline 13
tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide 13
seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline 13
monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone 13
alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine 13
pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide 13
sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole 13
bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 13
clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 13
amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 13
fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene 13
metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 13
epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine 13
dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin 13
rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine rescinnamine 13
chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine 13
bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl bisacodyl 13
ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin 13
homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine 13
5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 13
clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine 13
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat 13
ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin ethotoin 13
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine 13
norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine 13
thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine 13
ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin 13
chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 13
8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 13
tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin tretinoin 13
hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone 13
prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine 13
pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 PNU-0230031 13
azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine 13
resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol 13
thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine 13
H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 H-7 13
butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole 13
hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine hydrocotarnine 13
trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine 13
calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium 13
piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate piperidolate 13
PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 PNU-0293363 13
cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin 13
piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine 13
pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium 13
prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine 13
astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole astemizole 13
picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin picrotoxinin 13
protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline 13
niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide 13
irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan irinotecan 13
oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol 13
mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone mitoxantrone 13
ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox 13
etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide etoposide 13
thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine 13
trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine 13
GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 GW-8510 13
vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton thiostrepton 13
menadione menadione menadione menadione menadione menadione menadione menadione menadione menadione menadione menadione menadione 13
parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide parthenolide 13
deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine deferoxamine 13
triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene triamterene 13
apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine apomorphine 13
ipratropium bromide ipratropium bromide ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 12
bupropion bupropion bupropion NA bupropion bupropion bupropion bupropion bupropion bupropion bupropion bupropion bupropion 12
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 12
famprofazone famprofazone famprofazone NA famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone 12
chlorzoxazone chlorzoxazone chlorzoxazone NA chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 12
benperidol benperidol benperidol benperidol benperidol benperidol NA benperidol benperidol benperidol benperidol benperidol benperidol 12
meclofenoxate meclofenoxate meclofenoxate NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 12
tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid tolfenamic acid NA tolfenamic acid 12
cetirizine cetirizine cetirizine NA cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine 12
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desoxycortone desoxycortone desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone 12
propafenone propafenone propafenone NA propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone 12
nisoxetine nisoxetine nisoxetine NA nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine 12
perhexiline perhexiline perhexiline NA perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline 12
cortisone cortisone cortisone NA cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone cortisone 12
beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin beta-escin NA beta-escin beta-escin beta-escin 12
clioquinol clioquinol clioquinol NA clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 12
clobetasol clobetasol clobetasol NA clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol 12
loperamide loperamide loperamide NA loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide 12
saquinavir saquinavir saquinavir NA saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir 12
methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride 12
tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide NA tolazamide tolazamide tolazamide 12
clopamide clopamide clopamide clopamide clopamide clopamide NA clopamide clopamide clopamide clopamide clopamide clopamide 12
betaxolol betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol betaxolol 12
felodipine felodipine felodipine NA felodipine felodipine felodipine felodipine felodipine felodipine felodipine felodipine felodipine 12
cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid NA cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid cromoglicic acid 12
tribenoside tribenoside tribenoside tribenoside tribenoside tribenoside tribenoside tribenoside tribenoside NA tribenoside tribenoside tribenoside 12
raloxifene raloxifene raloxifene NA raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene 12
levonorgestrel levonorgestrel levonorgestrel NA levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 12
repaglinide NA repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide repaglinide 12
natamycin natamycin natamycin natamycin natamycin natamycin natamycin natamycin natamycin NA natamycin natamycin natamycin 12
5194442 5194442 NA 5194442 5194442 5194442 5194442 5194442 5194442 5194442 5194442 5194442 5194442 12
0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 0173570-0000 NA 0173570-0000 0173570-0000 12
amodiaquine amodiaquine amodiaquine NA amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine 12
pararosaniline pararosaniline pararosaniline NA pararosaniline pararosaniline pararosaniline pararosaniline pararosaniline pararosaniline pararosaniline pararosaniline pararosaniline 12
fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine NA fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 12
latamoxef latamoxef latamoxef NA latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef 12
miconazole miconazole miconazole NA miconazole miconazole miconazole miconazole miconazole miconazole miconazole miconazole miconazole 12
zidovudine NA zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine zidovudine 12
pizotifen pizotifen pizotifen pizotifen pizotifen NA pizotifen pizotifen pizotifen pizotifen pizotifen pizotifen pizotifen 12
talampicillin NA talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 12
antimycin A antimycin A antimycin A NA antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 12
flufenamic acid flufenamic acid flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid 12
econazole econazole econazole NA econazole econazole econazole econazole econazole econazole econazole econazole econazole 12
rifabutin rifabutin rifabutin rifabutin rifabutin NA rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin 12
5224221 5224221 5224221 NA 5224221 5224221 5224221 5224221 5224221 5224221 5224221 5224221 5224221 12
flupentixol flupentixol flupentixol NA flupentixol flupentixol flupentixol flupentixol flupentixol flupentixol flupentixol flupentixol flupentixol 12
hesperetin hesperetin hesperetin NA hesperetin hesperetin hesperetin hesperetin hesperetin hesperetin hesperetin hesperetin hesperetin 12
capsaicin capsaicin NA capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin 12
clotrimazole clotrimazole clotrimazole NA clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole 12
dipyridamole NA dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole 12
PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 NA PNU-0251126 PNU-0251126 12
pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine NA pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine 12
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 12
fipexide fipexide fipexide NA fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide fipexide 12
enilconazole enilconazole enilconazole NA enilconazole enilconazole enilconazole enilconazole enilconazole enilconazole enilconazole enilconazole enilconazole 12
norethisterone norethisterone norethisterone norethisterone norethisterone NA norethisterone norethisterone norethisterone norethisterone norethisterone norethisterone norethisterone 12
MS-275 MS-275 NA MS-275 MS-275 MS-275 MS-275 MS-275 MS-275 MS-275 MS-275 MS-275 MS-275 12
NA mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine 12
meclozine meclozine meclozine NA meclozine meclozine NA meclozine meclozine meclozine meclozine meclozine meclozine 11
quinostatin quinostatin quinostatin NA quinostatin quinostatin NA quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin 11
prazosin prazosin prazosin prazosin prazosin NA NA prazosin prazosin prazosin prazosin prazosin prazosin 11
flunixin NA flunixin flunixin flunixin flunixin NA flunixin flunixin flunixin flunixin flunixin flunixin 11
Prestwick-674 NA Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 Prestwick-674 NA Prestwick-674 11
reserpine reserpine reserpine NA reserpine NA reserpine reserpine reserpine reserpine reserpine reserpine reserpine 11
tubocurarine chloride tubocurarine chloride tubocurarine chloride NA tubocurarine chloride tubocurarine chloride tubocurarine chloride NA tubocurarine chloride tubocurarine chloride tubocurarine chloride tubocurarine chloride tubocurarine chloride 11
trifluoperazine trifluoperazine trifluoperazine NA trifluoperazine trifluoperazine NA trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine 11
emetine emetine emetine NA emetine emetine NA emetine emetine emetine emetine emetine emetine 11
benfluorex benfluorex benfluorex NA benfluorex benfluorex benfluorex benfluorex benfluorex NA benfluorex benfluorex benfluorex 11
idoxuridine NA idoxuridine NA idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine 11
metyrapone NA metyrapone metyrapone metyrapone metyrapone metyrapone NA metyrapone metyrapone metyrapone metyrapone metyrapone 11
nicergoline nicergoline nicergoline nicergoline nicergoline NA NA nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline 11
mephentermine NA mephentermine NA mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine mephentermine 11
tonzonium bromide NA tonzonium bromide NA tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 11
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil NA verapamil NA verapamil verapamil 11
perphenazine perphenazine perphenazine NA perphenazine perphenazine NA perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine 11
clozapine clozapine clozapine clozapine clozapine NA NA clozapine clozapine clozapine clozapine clozapine clozapine 11
terfenadine terfenadine terfenadine NA terfenadine terfenadine NA terfenadine terfenadine terfenadine terfenadine terfenadine terfenadine 11
pimethixene pimethixene pimethixene NA pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene NA pimethixene pimethixene 11
withaferin A withaferin A withaferin A withaferin A withaferin A NA withaferin A withaferin A withaferin A NA withaferin A withaferin A withaferin A 11
celastrol celastrol celastrol NA celastrol celastrol NA celastrol celastrol celastrol celastrol celastrol celastrol 11
estriol estriol estriol NA estriol estriol estriol estriol NA estriol estriol estriol estriol 11
roxithromycin NA roxithromycin NA roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin roxithromycin 11
novobiocin novobiocin novobiocin novobiocin novobiocin novobiocin NA NA novobiocin novobiocin novobiocin novobiocin novobiocin 11
racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril NA NA racecadotril racecadotril racecadotril racecadotril racecadotril 11
pentoxyverine pentoxyverine pentoxyverine NA pentoxyverine pentoxyverine NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine 11
NA spectinomycin spectinomycin NA spectinomycin spectinomycin spectinomycin spectinomycin spectinomycin spectinomycin spectinomycin spectinomycin spectinomycin 11
tranylcypromine NA NA NA tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine 10
ronidazole NA ronidazole NA ronidazole ronidazole ronidazole ronidazole ronidazole NA ronidazole ronidazole ronidazole 10
fluoxetine fluoxetine fluoxetine fluoxetine fluoxetine NA NA fluoxetine fluoxetine fluoxetine NA fluoxetine fluoxetine 10
milrinone NA NA milrinone milrinone milrinone milrinone milrinone milrinone milrinone milrinone NA milrinone 10
dicycloverine NA NA NA dicycloverine dicycloverine dicycloverine dicycloverine dicycloverine dicycloverine dicycloverine dicycloverine dicycloverine 10
fenspiride NA fenspiride fenspiride fenspiride NA NA fenspiride fenspiride fenspiride fenspiride fenspiride fenspiride 10
solanine solanine solanine NA solanine solanine NA solanine solanine NA solanine solanine solanine 10
erastin erastin erastin NA erastin erastin NA erastin erastin erastin erastin erastin NA 10
zalcitabine zalcitabine zalcitabine zalcitabine zalcitabine NA zalcitabine NA zalcitabine NA zalcitabine zalcitabine zalcitabine 10
proadifen proadifen proadifen NA proadifen proadifen NA proadifen proadifen NA proadifen proadifen proadifen 10
orphenadrine NA orphenadrine NA orphenadrine orphenadrine NA orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine 10
cyproterone cyproterone cyproterone NA cyproterone cyproterone NA NA cyproterone cyproterone cyproterone cyproterone cyproterone 10
methapyrilene methapyrilene methapyrilene NA methapyrilene methapyrilene NA methapyrilene methapyrilene NA methapyrilene methapyrilene methapyrilene 10
rimexolone rimexolone rimexolone NA rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone NA 10
wortmannin NA wortmannin NA wortmannin wortmannin NA wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin 10
maprotiline maprotiline maprotiline NA maprotiline maprotiline NA maprotiline maprotiline maprotiline maprotiline NA maprotiline 10
hydralazine hydralazine hydralazine NA hydralazine hydralazine hydralazine NA hydralazine NA hydralazine hydralazine hydralazine 10
puromycin NA puromycin NA puromycin puromycin NA puromycin puromycin puromycin puromycin puromycin puromycin 10
metergoline NA metergoline NA metergoline metergoline NA metergoline metergoline metergoline metergoline metergoline metergoline 10
alexidine alexidine alexidine NA alexidine NA NA alexidine alexidine alexidine alexidine alexidine alexidine 10
anisomycin NA anisomycin anisomycin anisomycin anisomycin NA anisomycin anisomycin NA anisomycin anisomycin anisomycin 10
doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin doxazosin NA NA doxazosin doxazosin doxazosin NA 10
phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine phenoxybenzamine NA phenoxybenzamine NA phenoxybenzamine NA phenoxybenzamine phenoxybenzamine phenoxybenzamine 10
ikarugamycin ikarugamycin ikarugamycin NA ikarugamycin ikarugamycin ikarugamycin ikarugamycin NA NA ikarugamycin ikarugamycin ikarugamycin 10
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mycophenolic acid mycophenolic acid NA mycophenolic acid mycophenolic acid NA mycophenolic acid NA mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid 10
chlorphenesin chlorphenesin chlorphenesin NA chlorphenesin NA NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin 10
diclofenac NA diclofenac diclofenac diclofenac NA NA diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac 10
sertaconazole NA NA NA sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole 10
mevalolactone NA NA NA mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone mevalolactone 10
vanoxerine NA vanoxerine NA vanoxerine vanoxerine NA vanoxerine vanoxerine vanoxerine vanoxerine vanoxerine vanoxerine 10
suloctidil suloctidil suloctidil NA suloctidil suloctidil NA suloctidil suloctidil suloctidil suloctidil NA suloctidil 10
dequalinium chloride NA dequalinium chloride NA dequalinium chloride dequalinium chloride NA dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride 10
NA primaquine primaquine NA primaquine primaquine primaquine primaquine primaquine primaquine NA primaquine primaquine 10
NA colforsin NA NA colforsin colforsin colforsin colforsin colforsin colforsin colforsin colforsin colforsin 10
NA NA metronidazole NA metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 10
practolol NA practolol NA practolol practolol NA NA practolol practolol practolol practolol practolol 9
fluocinonide NA fluocinonide NA fluocinonide fluocinonide NA fluocinonide fluocinonide fluocinonide fluocinonide fluocinonide NA 9
beclometasone NA beclometasone NA beclometasone NA beclometasone beclometasone NA beclometasone beclometasone beclometasone beclometasone 9
chlorhexidine chlorhexidine NA NA chlorhexidine chlorhexidine NA chlorhexidine NA chlorhexidine chlorhexidine chlorhexidine chlorhexidine 9
naftifine NA NA NA naftifine naftifine NA naftifine naftifine naftifine naftifine naftifine naftifine 9
hydrastinine NA NA NA hydrastinine hydrastinine hydrastinine hydrastinine hydrastinine NA hydrastinine hydrastinine hydrastinine 9
cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine NA cyproheptadine NA cyproheptadine NA cyproheptadine NA cyproheptadine 9
isotretinoin NA isotretinoin isotretinoin NA isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin NA NA 9
lanatoside C NA lanatoside C NA lanatoside C lanatoside C NA lanatoside C lanatoside C NA lanatoside C lanatoside C lanatoside C 9
rofecoxib rofecoxib NA NA rofecoxib rofecoxib NA NA rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib 9
disulfiram NA disulfiram NA disulfiram disulfiram disulfiram NA disulfiram NA disulfiram disulfiram disulfiram 9
pivampicillin pivampicillin pivampicillin NA pivampicillin pivampicillin pivampicillin pivampicillin NA pivampicillin pivampicillin NA NA 9
16-phenyltetranorprostaglandin E2 NA 16-phenyltetranorprostaglandin E2 NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 9
NA camptothecin NA camptothecin camptothecin NA NA camptothecin camptothecin camptothecin camptothecin camptothecin camptothecin 9
NA rottlerin rottlerin NA rottlerin rottlerin NA rottlerin rottlerin rottlerin rottlerin NA rottlerin 9
NA ellipticine ellipticine ellipticine ellipticine NA ellipticine NA ellipticine NA ellipticine ellipticine ellipticine 9
NA Prestwick-1083 Prestwick-1083 NA NA Prestwick-1083 Prestwick-1083 Prestwick-1083 NA Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 9
NA NA cyclobenzaprine NA cyclobenzaprine cyclobenzaprine cyclobenzaprine cyclobenzaprine cyclobenzaprine cyclobenzaprine cyclobenzaprine NA cyclobenzaprine 9
NA NA NA NA meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid meclofenamic acid 9
dioxybenzone NA dioxybenzone NA dioxybenzone NA NA dioxybenzone dioxybenzone NA dioxybenzone dioxybenzone dioxybenzone 8
dizocilpine NA NA dizocilpine dizocilpine NA NA dizocilpine dizocilpine NA dizocilpine dizocilpine dizocilpine 8
SC-58125 NA NA NA NA SC-58125 NA SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 8
fluorometholone fluorometholone NA fluorometholone fluorometholone NA NA fluorometholone NA NA fluorometholone fluorometholone fluorometholone 8
bromperidol NA bromperidol NA bromperidol bromperidol NA NA bromperidol NA bromperidol bromperidol bromperidol 8
profenamine profenamine profenamine NA profenamine NA NA profenamine profenamine NA profenamine profenamine NA 8
tyrphostin AG-1478 tyrphostin AG-1478 NA NA NA tyrphostin AG-1478 tyrphostin AG-1478 tyrphostin AG-1478 tyrphostin AG-1478 tyrphostin AG-1478 NA NA tyrphostin AG-1478 8
metixene metixene NA NA metixene NA NA metixene metixene metixene metixene NA metixene 8
mefloquine NA mefloquine NA mefloquine mefloquine mefloquine NA mefloquine NA NA mefloquine mefloquine 8
pargyline pargyline NA pargyline NA pargyline NA pargyline pargyline pargyline NA pargyline NA 8
quinisocaine NA quinisocaine NA quinisocaine quinisocaine NA quinisocaine quinisocaine quinisocaine quinisocaine NA NA 8
napelline napelline NA NA NA napelline napelline napelline napelline NA NA napelline napelline 8
canrenoic acid canrenoic acid canrenoic acid canrenoic acid NA canrenoic acid NA canrenoic acid canrenoic acid NA canrenoic acid NA NA 8
nimesulide nimesulide NA NA nimesulide NA nimesulide NA nimesulide nimesulide nimesulide nimesulide NA 8
0198306-0000 0198306-0000 0198306-0000 NA NA 0198306-0000 NA 0198306-0000 0198306-0000 0198306-0000 0198306-0000 NA NA 8
ethisterone ethisterone ethisterone NA ethisterone ethisterone ethisterone NA NA ethisterone NA NA ethisterone 8
hydrastine hydrochloride hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride NA NA NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride 8
NA doxorubicin NA NA doxorubicin NA doxorubicin doxorubicin doxorubicin doxorubicin NA doxorubicin doxorubicin 8
NA BW-B70C BW-B70C NA BW-B70C BW-B70C BW-B70C BW-B70C NA BW-B70C NA NA BW-B70C 8
NA abamectin NA NA abamectin abamectin abamectin abamectin abamectin abamectin NA NA abamectin 8
NA prednicarbate prednicarbate NA NA prednicarbate prednicarbate NA prednicarbate prednicarbate prednicarbate NA prednicarbate 8
NA NA digitoxigenin NA digitoxigenin digitoxigenin digitoxigenin digitoxigenin digitoxigenin NA NA digitoxigenin digitoxigenin 8
NA NA NA NA domperidone domperidone domperidone domperidone domperidone domperidone domperidone domperidone NA 8
tracazolate NA tracazolate NA tracazolate tracazolate NA tracazolate tracazolate tracazolate NA NA NA 7
oxybutynin oxybutynin NA NA NA oxybutynin oxybutynin oxybutynin NA oxybutynin NA NA oxybutynin 7
gliclazide gliclazide NA NA gliclazide NA gliclazide NA NA gliclazide gliclazide NA gliclazide 7
naringin naringin NA NA NA naringin NA NA NA naringin naringin naringin naringin 7
lorglumide lorglumide lorglumide NA NA NA lorglumide lorglumide NA NA lorglumide lorglumide NA 7
tobramycin NA NA NA tobramycin tobramycin NA tobramycin tobramycin NA tobramycin tobramycin NA 7
5230742 NA 5230742 NA 5230742 5230742 5230742 5230742 NA NA NA NA 5230742 7
BCB000038 NA BCB000038 NA NA BCB000038 NA BCB000038 BCB000038 BCB000038 NA BCB000038 NA 7
digoxin NA digoxin NA digoxin NA NA digoxin digoxin NA digoxin NA digoxin 7
cefalexin NA cefalexin NA NA cefalexin cefalexin cefalexin cefalexin NA cefalexin NA NA 7
berberine berberine berberine NA NA berberine NA berberine NA berberine berberine NA NA 7
NA pseudopelletierine pseudopelletierine NA pseudopelletierine NA NA pseudopelletierine pseudopelletierine NA pseudopelletierine NA pseudopelletierine 7
NA syrosingopine syrosingopine syrosingopine syrosingopine NA NA syrosingopine syrosingopine NA NA NA syrosingopine 7
NA NA dicloxacillin NA dicloxacillin NA dicloxacillin NA dicloxacillin dicloxacillin dicloxacillin NA dicloxacillin 7
NA NA sulfasalazine sulfasalazine NA sulfasalazine sulfasalazine sulfasalazine NA NA sulfasalazine NA sulfasalazine 7
NA NA lynestrenol NA lynestrenol NA lynestrenol lynestrenol lynestrenol NA NA lynestrenol lynestrenol 7
NA NA NA NA kaempferol kaempferol kaempferol kaempferol kaempferol NA kaempferol NA kaempferol 7
sulfafurazole sulfafurazole sulfafurazole NA NA sulfafurazole NA sulfafurazole sulfafurazole NA NA NA NA 6
alclometasone NA alclometasone NA NA NA alclometasone alclometasone alclometasone NA NA NA alclometasone 6
ifenprodil NA NA NA NA ifenprodil NA NA ifenprodil ifenprodil ifenprodil NA ifenprodil 6
AG-012559 NA NA NA AG-012559 AG-012559 AG-012559 NA AG-012559 NA NA NA AG-012559 6
quipazine NA NA NA quipazine NA NA quipazine quipazine quipazine NA NA quipazine 6
metolazone NA metolazone NA NA NA NA metolazone metolazone NA metolazone metolazone NA 6
halcinonide halcinonide halcinonide NA NA NA NA halcinonide halcinonide halcinonide NA NA NA 6
dacarbazine NA NA dacarbazine NA NA NA dacarbazine NA NA dacarbazine dacarbazine dacarbazine 6
alfaxalone NA NA NA NA NA NA alfaxalone NA alfaxalone alfaxalone alfaxalone alfaxalone 6
drofenine NA NA NA drofenine NA NA drofenine drofenine drofenine NA drofenine NA 6
NA HC toxin HC toxin NA HC toxin NA NA HC toxin NA HC toxin NA NA HC toxin 6
NA furazolidone NA furazolidone furazolidone NA furazolidone NA furazolidone NA NA NA furazolidone 6
NA luteolin luteolin NA NA luteolin luteolin luteolin NA luteolin NA NA NA 6
NA equilin NA NA equilin equilin equilin NA NA NA equilin NA equilin 6
NA 5248896 NA NA 5248896 5248896 NA 5248896 5248896 NA 5248896 NA NA 6
NA NA ticlopidine NA NA ticlopidine ticlopidine NA NA ticlopidine ticlopidine ticlopidine NA 6
NA NA ouabain NA ouabain ouabain NA ouabain ouabain NA NA NA ouabain 6
NA NA proscillaridin NA proscillaridin proscillaridin NA proscillaridin proscillaridin NA NA NA proscillaridin 6
NA NA phenazopyridine NA NA phenazopyridine NA phenazopyridine phenazopyridine phenazopyridine NA NA phenazopyridine 6
NA NA cantharidin NA cantharidin cantharidin NA cantharidin NA NA cantharidin cantharidin NA 6
NA NA NA acetohexamide acetohexamide NA acetohexamide NA NA acetohexamide acetohexamide NA acetohexamide 6
NA NA NA NA chloropyramine NA NA chloropyramine chloropyramine chloropyramine chloropyramine chloropyramine NA 6
zuclopenthixol zuclopenthixol NA NA zuclopenthixol NA NA zuclopenthixol NA NA NA NA zuclopenthixol 5
tiapride NA NA NA tiapride NA NA NA tiapride NA tiapride NA tiapride 5
xylazine NA xylazine NA NA xylazine NA NA NA xylazine xylazine NA NA 5
xylometazoline xylometazoline NA NA NA NA NA xylometazoline xylometazoline NA NA xylometazoline NA 5
SR-95531 NA NA NA NA SR-95531 NA NA SR-95531 SR-95531 SR-95531 NA NA 5
levamisole NA NA levamisole levamisole NA NA NA NA levamisole levamisole NA NA 5
bezafibrate NA NA NA NA bezafibrate NA bezafibrate bezafibrate bezafibrate NA NA NA 5
AG-013608 AG-013608 AG-013608 NA NA NA NA AG-013608 NA AG-013608 NA NA NA 5
STOCK1N-35215 STOCK1N-35215 NA NA NA NA NA NA NA NA STOCK1N-35215 STOCK1N-35215 STOCK1N-35215 5
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cimetidine NA NA NA cimetidine NA NA NA NA cimetidine NA cimetidine cimetidine 5
benserazide benserazide NA benserazide NA NA benserazide benserazide NA NA NA NA NA 5
flumetasone NA NA NA flumetasone NA NA flumetasone flumetasone NA NA flumetasone NA 5
NA etofenamate etofenamate NA NA etofenamate NA etofenamate etofenamate NA NA NA NA 5
NA testosterone testosterone NA NA testosterone NA testosterone testosterone NA NA NA NA 5
NA phthalylsulfathiazole phthalylsulfathiazole NA NA phthalylsulfathiazole NA NA NA phthalylsulfathiazole phthalylsulfathiazole NA NA 5
NA clofilium tosylate clofilium tosylate NA NA NA NA clofilium tosylate clofilium tosylate clofilium tosylate NA NA NA 5
NA fluvastatin NA NA NA fluvastatin fluvastatin fluvastatin NA fluvastatin NA NA NA 5
NA NA sanguinarine NA sanguinarine NA NA NA sanguinarine sanguinarine NA NA sanguinarine 5
NA NA valinomycin NA NA valinomycin NA valinomycin valinomycin NA NA valinomycin NA 5
NA NA cycloserine NA NA cycloserine NA cycloserine NA cycloserine cycloserine NA NA 5
NA NA Prestwick-685 NA NA Prestwick-685 NA Prestwick-685 NA Prestwick-685 NA Prestwick-685 NA 5
NA NA strophanthidin NA strophanthidin NA NA strophanthidin strophanthidin NA NA NA strophanthidin 5
NA NA fursultiamine NA fursultiamine NA NA NA fursultiamine fursultiamine fursultiamine NA NA 5
NA NA amoxapine NA NA NA NA amoxapine amoxapine amoxapine amoxapine NA NA 5
NA NA helveticoside NA helveticoside NA NA helveticoside helveticoside NA NA NA helveticoside 5
NA NA mepyramine NA mepyramine NA NA NA mepyramine NA mepyramine NA mepyramine 5
NA NA digoxigenin NA digoxigenin digoxigenin NA digoxigenin NA NA NA NA digoxigenin 5
NA NA NA NA oxyphenbutazone oxyphenbutazone NA oxyphenbutazone NA NA NA oxyphenbutazone oxyphenbutazone 5
NA NA NA NA NA morantel NA morantel morantel NA morantel morantel NA 5
pipemidic acid pipemidic acid NA NA NA NA pipemidic acid NA NA pipemidic acid NA NA NA 4
eucatropine NA NA NA NA NA NA eucatropine NA NA eucatropine NA eucatropine 4
CP-690334-01 CP-690334-01 CP-690334-01 CP-690334-01 NA NA NA NA NA NA NA NA NA 4
kinetin kinetin NA NA NA NA NA kinetin kinetin NA NA NA NA 4
skimmianine NA NA NA NA NA NA skimmianine NA skimmianine skimmianine NA NA 4
sulfamethoxypyridazine NA NA NA NA NA NA sulfamethoxypyridazine NA sulfamethoxypyridazine NA sulfamethoxypyridazine NA 4
pinacidil NA NA NA pinacidil NA pinacidil NA NA NA NA NA pinacidil 4
NA thioproperazine thioproperazine NA NA NA NA thioproperazine NA thioproperazine NA NA NA 4
NA ginkgolide A ginkgolide A NA NA NA NA ginkgolide A NA NA NA NA ginkgolide A 4
NA 0175029-0000 NA 0175029-0000 NA NA 0175029-0000 NA NA 0175029-0000 NA NA NA 4
NA nitrendipine nitrendipine NA NA NA nitrendipine NA NA NA NA nitrendipine NA 4
NA Prestwick-559 NA NA NA NA NA Prestwick-559 NA Prestwick-559 Prestwick-559 NA NA 4
NA oxetacaine oxetacaine NA NA NA oxetacaine NA NA oxetacaine NA NA NA 4
NA NA ticarcillin NA NA ticarcillin ticarcillin ticarcillin NA NA NA NA NA 4
NA NA gossypol NA gossypol NA NA gossypol gossypol NA NA NA NA 4
NA NA myosmine NA NA NA NA NA myosmine myosmine myosmine NA NA 4
NA NA fendiline NA NA fendiline NA NA NA NA NA fendiline fendiline 4
NA NA NA NA lovastatin NA NA lovastatin lovastatin NA NA NA lovastatin 4
NA NA NA NA metoclopramide NA NA NA metoclopramide NA NA metoclopramide metoclopramide 4
NA NA NA NA NA cefadroxil NA cefadroxil NA cefadroxil NA cefadroxil NA 4
NA NA NA NA NA ebselen NA ebselen ebselen ebselen NA NA NA 4
NA NA NA NA NA alverine NA alverine alverine NA NA alverine NA 4
NA NA NA NA NA NA NA kanamycin kanamycin kanamycin NA kanamycin NA 4
SB-202190 NA SB-202190 NA NA NA NA SB-202190 NA NA NA NA NA 3
griseofulvin NA griseofulvin NA NA griseofulvin NA NA NA NA NA NA NA 3
procainamide procainamide NA NA NA NA procainamide NA NA NA NA NA NA 3
NA apigenin apigenin NA NA NA NA apigenin NA NA NA NA NA 3
NA chrysin NA NA NA chrysin NA NA NA NA chrysin NA NA 3
NA 6-bromoindirubin-3'-oxime NA NA NA 6-bromoindirubin-3'-oxime 6-bromoindirubin-3'-oxime NA NA NA NA NA NA 3
NA 6-benzylaminopurine NA NA NA NA NA 6-benzylaminopurine NA 6-benzylaminopurine NA NA NA 3
NA propranolol NA NA NA NA NA propranolol NA propranolol NA NA NA 3
NA CP-645525-01 NA NA NA NA NA CP-645525-01 NA CP-645525-01 NA NA NA 3
NA NA phenformin NA NA NA NA phenformin NA NA NA phenformin NA 3
NA NA physostigmine NA physostigmine NA NA NA NA NA physostigmine NA NA 3
NA NA succinylsulfathiazole NA NA NA NA NA NA succinylsulfathiazole NA succinylsulfathiazole NA 3
NA NA NA nifedipine NA NA NA nifedipine NA nifedipine NA NA NA 3
NA NA NA NA azaperone NA NA NA NA azaperone azaperone NA NA 3
NA NA NA NA daunorubicin NA NA NA NA daunorubicin daunorubicin NA NA 3
NA NA NA NA NA nomegestrol nomegestrol NA NA NA NA nomegestrol NA 3
NA NA NA NA NA noretynodrel noretynodrel noretynodrel NA NA NA NA NA 3
NA NA NA NA NA captopril captopril captopril NA NA NA NA NA 3
NA NA NA NA NA NA NA cephaeline NA NA NA cephaeline cephaeline 3
NA NA NA NA NA NA NA semustine NA semustine NA semustine NA 3
NA NA NA NA NA NA NA NA 5186223 NA NA 5186223 5186223 3
nitrofural NA NA NA NA NA NA NA NA NA NA NA nitrofural 2
benfotiamine NA NA NA NA NA NA NA benfotiamine NA NA NA NA 2
furaltadone NA NA NA NA NA NA NA NA NA furaltadone NA NA 2
iopanoic acid NA NA NA NA NA NA NA NA iopanoic acid NA NA NA 2
scriptaid scriptaid NA NA NA NA NA NA NA NA NA NA NA 2
NA tyrphostin AG-825 NA NA NA NA NA tyrphostin AG-825 NA NA NA NA NA 2
NA propantheline bromide NA NA NA NA NA propantheline bromide NA NA NA NA NA 2
NA 0179445-0000 NA NA NA NA NA NA NA NA 0179445-0000 NA NA 2
NA etacrynic acid NA NA NA NA NA NA NA etacrynic acid NA NA NA 2
NA 0297417-0002B NA NA NA NA NA 0297417-0002B NA NA NA NA NA 2
NA ciclosporin NA NA NA NA NA ciclosporin NA NA NA NA NA 2
NA nilutamide NA NA NA NA NA nilutamide NA NA NA NA NA 2
NA piperine NA NA NA piperine NA NA NA NA NA NA NA 2
NA mephenesin NA NA NA NA NA mephenesin NA NA NA NA NA 2
NA glycocholic acid NA NA NA glycocholic acid NA NA NA NA NA NA NA 2
NA NA budesonide NA NA NA NA budesonide NA NA NA NA NA 2
NA NA risperidone NA NA risperidone NA NA NA NA NA NA NA 2
NA NA metamizole sodium NA NA NA NA NA NA NA metamizole sodium NA NA 2
NA NA orlistat NA NA NA NA NA orlistat NA NA NA NA 2
NA NA NA trioxysalen NA NA NA NA NA NA NA trioxysalen NA 2
NA NA NA NA quercetin quercetin NA NA NA NA NA NA NA 2
NA NA NA NA oxantel NA NA NA NA oxantel NA NA NA 2
NA NA NA NA glimepiride NA NA NA NA glimepiride NA NA NA 2
NA NA NA NA NA esculetin NA NA NA NA NA esculetin NA 2
NA NA NA NA NA phenanthridinone phenanthridinone NA NA NA NA NA NA 2
NA NA NA NA NA Prestwick-1085 Prestwick-1085 NA NA NA NA NA NA 2
NA NA NA NA NA bufexamac NA NA NA bufexamac NA NA NA 2
NA NA NA NA NA harmaline NA harmaline NA NA NA NA NA 2
NA NA NA NA NA monensin NA monensin NA NA NA NA NA 2
NA NA NA NA NA alpha-estradiol NA NA NA NA alpha-estradiol NA NA 2
NA NA NA NA NA trimethylcolchicinic acid NA NA NA trimethylcolchicinic acid NA NA NA 2
NA NA NA NA NA CP-319743 NA NA NA NA NA CP-319743 NA 2
NA NA NA NA NA NA ethoxyquin ethoxyquin NA NA NA NA NA 2
NA NA NA NA NA NA staurosporine NA staurosporine NA NA NA NA 2
NA NA NA NA NA NA betahistine NA NA betahistine NA NA NA 2
NA NA NA NA NA NA NA ethosuximide NA NA NA ethosuximide NA 2
NA NA NA NA NA NA NA aminocaproic acid NA aminocaproic acid NA NA NA 2

203



NA NA NA NA NA NA NA PF-00562151-00 NA PF-00562151-00 NA NA NA 2
NA NA NA NA NA NA NA 11-deoxy-16,16-dimethylprostaglandin E2 NA NA NA 11-deoxy-16,16-dimethylprostaglandin E2 NA 2
NA NA NA NA NA NA NA atovaquone NA atovaquone NA NA NA 2
NA NA NA NA NA NA NA mebhydrolin NA mebhydrolin NA NA NA 2
NA NA NA NA NA NA NA zimeldine NA zimeldine NA NA NA 2
NA NA NA NA NA NA NA NA hexetidine NA NA NA hexetidine 2
NA NA NA NA NA NA NA NA NA midecamycin midecamycin NA NA 2
NA NA NA NA NA NA NA NA NA oxytetracycline NA oxytetracycline NA 2
NA NA NA NA NA NA NA NA NA NA crotamiton crotamiton NA 2
nalidixic acid NA NA NA NA NA NA NA NA NA NA NA NA 1
pioglitazone NA NA NA NA NA NA NA NA NA NA NA NA 1
cefixime NA NA NA NA NA NA NA NA NA NA NA NA 1
NA etamivan NA NA NA NA NA NA NA NA NA NA NA 1
NA tetroquinone NA NA NA NA NA NA NA NA NA NA NA 1
NA celecoxib NA NA NA NA NA NA NA NA NA NA NA 1
NA mebeverine NA NA NA NA NA NA NA NA NA NA NA 1
NA lysergol NA NA NA NA NA NA NA NA NA NA NA 1
NA fluvoxamine NA NA NA NA NA NA NA NA NA NA NA 1
NA sotalol NA NA NA NA NA NA NA NA NA NA NA 1
NA proglumide NA NA NA NA NA NA NA NA NA NA NA 1
NA NA protoveratrine A NA NA NA NA NA NA NA NA NA NA 1
NA NA rolitetracycline NA NA NA NA NA NA NA NA NA NA 1
NA NA nystatin NA NA NA NA NA NA NA NA NA NA 1
NA NA NA diphenylpyraline NA NA NA NA NA NA NA NA NA 1
NA NA NA prasterone NA NA NA NA NA NA NA NA NA 1
NA NA NA NA NA MG-262 NA NA NA NA NA NA NA 1
NA NA NA NA NA aconitine NA NA NA NA NA NA NA 1
NA NA NA NA NA NA pyrimethamine NA NA NA NA NA NA 1
NA NA NA NA NA NA Y-27632 NA NA NA NA NA NA 1
NA NA NA NA NA NA nordihydroguaiaretic acid NA NA NA NA NA NA 1
NA NA NA NA NA NA amylocaine NA NA NA NA NA NA 1
NA NA NA NA NA NA ranitidine NA NA NA NA NA NA 1
NA NA NA NA NA NA NA canavanine NA NA NA NA NA 1
NA NA NA NA NA NA NA benzamil NA NA NA NA NA 1
NA NA NA NA NA NA NA clofazimine NA NA NA NA NA 1
NA NA NA NA NA NA NA dihydrostreptomycin NA NA NA NA NA 1
NA NA NA NA NA NA NA lidoflazine NA NA NA NA NA 1
NA NA NA NA NA NA NA blebbistatin NA NA NA NA NA 1
NA NA NA NA NA NA NA nifuroxazide NA NA NA NA NA 1
NA NA NA NA NA NA NA levomepromazine NA NA NA NA NA 1
NA NA NA NA NA NA NA laudanosine NA NA NA NA NA 1
NA NA NA NA NA NA NA midodrine NA NA NA NA NA 1
NA NA NA NA NA NA NA remoxipride NA NA NA NA NA 1
NA NA NA NA NA NA NA khellin NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA lasalocid NA NA NA NA NA 1
NA NA NA NA NA NA NA methyldopa NA NA NA NA NA 1
NA NA NA NA NA NA NA 5114445 NA NA NA NA NA 1
NA NA NA NA NA NA NA trimetazidine NA NA NA NA NA 1
NA NA NA NA NA NA NA altizide NA NA NA NA NA 1
NA NA NA NA NA NA NA niridazole NA NA NA NA NA 1
NA NA NA NA NA NA NA LM-1685 NA NA NA NA NA 1
NA NA NA NA NA NA NA baclofen NA NA NA NA NA 1
NA NA NA NA NA NA NA hexestrol NA NA NA NA NA 1
NA NA NA NA NA NA NA NA NA fulvestrant NA NA NA 1
NA NA NA NA NA NA NA NA NA pentetrazol NA NA NA 1
NA NA NA NA NA NA NA NA NA mifepristone NA NA NA 1
NA NA NA NA NA NA NA NA NA cisapride NA NA NA 1
NA NA NA NA NA NA NA NA NA methylprednisolone NA NA NA 1
NA NA NA NA NA NA NA NA NA nitrofurantoin NA NA NA 1
NA NA NA NA NA NA NA NA NA monastrol NA NA NA 1
NA NA NA NA NA NA NA NA NA isradipine NA NA NA 1
NA NA NA NA NA NA NA NA NA NA bromopride NA NA 1
NA NA NA NA NA NA NA NA NA NA 15-delta prostaglandin J2 NA NA 1
NA NA NA NA NA NA NA NA NA NA acetylsalicylic acid NA NA 1
NA NA NA NA NA NA NA NA NA NA retrorsine NA NA 1
NA NA NA NA NA NA NA NA NA NA NA (-)-atenolol NA 1
NA NA NA NA NA NA NA NA NA NA NA vinpocetine NA 1
NA NA NA NA NA NA NA NA NA NA NA cinchocaine NA 1
NA NA NA NA NA NA NA NA NA NA NA NA haloperidol 1
NA NA NA NA NA NA NA NA NA NA NA NA metitepine 1
NA NA NA NA NA NA NA NA NA NA NA NA sulfadiazine 1
NA NA NA NA NA NA NA NA NA NA NA NA butyl hydroxybenzoate 1
NA NA NA NA NA NA NA NA NA NA NA NA meprylcaine 1
NA NA NA NA NA NA NA NA NA NA NA NA meticrane 1
NA NA NA NA NA NA NA NA NA NA NA NA 2,6-dimethylpiperidine 1
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MRCMp_CommonMR MRCMap_SurvivalMR MRCMap_ConsensusMR Presence Count keggID Description ATClevel1 ATClevel2 ATClevel3 CAS PUBCHEM
piribedil piribedil piribedil 3 dr:D07305 Piribedil (INN); Trivastal (TN) N=NERVOUS_SYSTEM N04=ANTI-PARKINSON_DRUGS N04B=DOPAMINERGIC_AGENTS 622744 51091642
sulfapyridine sulfapyridine sulfapyridine 3 dr:D02434 Sulfapyridine (USP/INN); Sulfapyridine (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01E=SULFONAMIDES_AND_TRIMETHOPRIM 144-83-2 7849492
deptropine deptropine deptropine 3 dr:D07404 Deptropine (INN) R=RESPIRATORY_SYSTEM R06=ANTIHISTAMINES_FOR_SYSTEMIC_USE R06A=ANTIHISTAMINES_FOR_SYSTEMIC_USE 604-51-3 51091740
8-azaguanine 8-azaguanine 8-azaguanine 3 NA NA NA NA NA NA NA
cloperastine cloperastine cloperastine 3 dr:D03557 Cloperastine (INN) R=RESPIRATORY_SYSTEM R05=COUGH_AND_COLD_PREPARATIONS R05D=COUGH_SUPPRESSANTS,_EXCL._COMBINATIONS_WITH_EXPECTORANTS 3703-76-2 17397677
glibenclamide glibenclamide glibenclamide 3 dr:D00336 Glyburide (USP); Glibenclamide (JP17/INN); Diabeta (TN); Glynase (TN); Micronase (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A10=DRUGS_USED_IN_DIABETES A10B=BLOOD_GLUCOSE_LOWERING_DRUGS,_EXCL._INSULINS 10238-21-8 7847402
ketanserin ketanserin ketanserin 3 dr:D02363 Ketanserin (USAN/INN) C=CARDIOVASCULAR_SYSTEM C02=ANTIHYPERTENSIVES C02K=OTHER_ANTIHYPERTENSIVES 74050-98-9 7849422
promazine promazine promazine 3 dr:D08430 Promazine (INN); Combelen [veterinary] (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-40-2 96025116
valproic acid valproic acid valproic acid 3 dr:D00399 Valproic acid (USP); Depakene (TN) N=NERVOUS_SYSTEM N03=ANTIEPILEPTICS N03A=ANTIEPILEPTICS 99-66-1 7847465
clomipramine clomipramine clomipramine 3 dr:D07727 Clomipramine (INN); Anafranil (TN) N=NERVOUS_SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 303-49-1 51092023
acepromazine acepromazine acepromazine 3 dr:D07065 Acepromazine (INN); Concentrat vo34 (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 61-00-7 51091407
monobenzone monobenzone monobenzone 3 dr:D05072 Monobenzone (USP/INN); Benoquin (TN) D=DERMATOLOGICALS D11=OTHER_DERMATOLOGICAL_PREPARATIONS D11A=OTHER_DERMATOLOGICAL_PREPARATIONS 103-16-2 47206799
metoprolol metoprolol metoprolol 3 dr:D02358 Metoprolol (USAN/INN) C=CARDIOVASCULAR_SYSTEM C07=BETA_BLOCKING_AGENTS C07A=BETA_BLOCKING_AGENTS 51384-51-1 7849417
trichostatin A trichostatin A trichostatin A 3 NA NA NA NA NA NA NA
seneciphylline seneciphylline seneciphylline 3 NA NA NA NA NA NA NA
Vorinostat Vorinostat Vorinostat 3 dr:D06320 Vorinostat (JAN/USAN); Zolinza (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01X=OTHER_ANTINEOPLASTIC_AGENTS 149647-78-9 47207977
deferoxamine deferoxamine deferoxamine 3 dr:D03670 Deferoxamine (USAN) V=VARIOUS V03=ALL_OTHER_THERAPEUTIC_PRODUCTS V03A=ALL_OTHER_THERAPEUTIC_PRODUCTS 70-51-9 17397766
azacitidine azacitidine azacitidine 3 dr:D03021 Azacitidine (JAN/USAN/INN); Vidaza (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01B=ANTIMETABOLITES 320-67-2 17397176
ionomycin ionomycin ionomycin 3 NA NA NA NA NA NA NA
azacyclonol azacyclonol azacyclonol 3 NA NA NA NA NA NA NA
fluspirilene fluspirilene fluspirilene 3 dr:D02629 Fluspirilene (USAN/INN); Imap (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 1841-19-6 17396799
ajmaline ajmaline ajmaline 3 dr:D00199 Ajmaline (JP17); Ajimalin (TN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01B=ANTIARRHYTHMICS,_CLASS_I_AND_III 898839 7847267
bepridil bepridil bepridil 3 dr:D07520 Bepridil (INN); Bepadin (TN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08E=NON-SELECTIVE_CALCIUM_CHANNEL_BLOCKERS 64706-54-3 51091843
butoconazole butoconazole butoconazole 3 dr:D07598 Butoconazole (INN); Gynofort (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G01=GYNECOLOGICAL_ANTIINFECTIVES_AND_ANTISEPTICS G01A=ANTIINFECTIVES_AND_ANTISEPTICS,_EXCL._COMBINATIONS_WITH_CORTICOSTEROIDS 64872-76-0 51091909
calmidazolium calmidazolium calmidazolium 3 NA NA NA NA NA NA NA
resveratrol resveratrol resveratrol 3 NA NA NA NA NA NA NA
pyrvinium pyrvinium pyrvinium 3 NA NA NA NA NA NA NA
trifluridine trifluridine trifluridine 3 dr:D00391 Trifluridine (JAN/USP/INN); Viroptic (TN) S=SENSORY_ORGANS S01=OPHTHALMOLOGICALS S01A=ANTIINFECTIVES 70-00-8 7847457
vidarabine vidarabine vidarabine 3 dr:D00406 Vidarabine (USP); Vidarabine monohydrate; Vira-A (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J05=ANTIVIRALS_FOR_SYSTEMIC_USE J05A=DIRECT_ACTING_ANTIVIRALS 24356-66-9 7847472
thioguanosine thioguanosine thioguanosine 3 NA NA NA NA NA NA NA
niclosamide niclosamide niclosamide 3 dr:D00436 Niclosamide (USAN/INN); Niclocide (TN) P=ANTIPARASITIC_PRODUCTS,_INSECTICIDES_AND_REPELLENTS P02=ANTHELMINTICS P02D=ANTICESTODALS 50-65-7 7847502
ciclopirox ciclopirox ciclopirox 3 dr:D03488 Ciclopirox (USP/INN); Loprox (TN); Penlac (TN) D=DERMATOLOGICALS D01=ANTIFUNGALS_FOR_DERMATOLOGICAL_USE D01A=ANTIFUNGALS_FOR_TOPICAL_USE 29342-05-0 17397624
protriptyline protriptyline protriptyline 3 dr:D08447 Protriptyline (INN) N=NERVOUS_SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 438-60-8 96025133
methotrexate methotrexate methotrexate 3 dr:D00142 Methotrexate (JP17/USP/INN); Otrexup (TN); Xatmep (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01B=ANTIMETABOLITES 59-05-2 7847210
thiostrepton thiostrepton thiostrepton 3 dr:D06111 Thiostrepton (USP) NA NA NA 1393-48-2 47207769
5109870 5109870 5109870 3 NA NA NA NA NA NA NA
clindamycin clindamycin clindamycin 3 dr:D00277 Clindamycin (USAN/INN); CLDM; Cleocin (TN) D=DERMATOLOGICALS D10=ANTI-ACNE_PREPARATIONS D10A=ANTI-ACNE_PREPARATIONS_FOR_TOPICAL_USE 18323-44-9 7847343
verapamil NA verapamil 2 dr:D02356 Verapamil (USAN/INN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08D=SELECTIVE_CALCIUM_CHANNEL_BLOCKERS_WITH_DIRECT_CARDIAC_EFFECTS 52-53-9 7849415
medrysone medrysone NA 2 dr:D02289 Medrysone (USAN); HMS (TN) S=SENSORY_ORGANS S01=OPHTHALMOLOGICALS S01B=ANTIINFLAMMATORY_AGENTS 2668-66-8 7849348
mesalazine NA mesalazine 2 dr:D00377 Mesalamine (USP); Mesalazine (JAN/INN); Apriso (TN); Asacol (TN); Canasa (TN); Delzicol (TN); Lialda (TN); Mesalamine (TN); Pentasa (TN); Rowasa (TN); Sfrowasa (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A07=ANTIDIARRHEALS,_INTESTINAL_ANTIINFLAMMATORY/ANTIINFECTIVE_AGENTS A07E=INTESTINAL_ANTIINFLAMMATORY_AGENTS 89-57-6 7847443
chlorzoxazone NA chlorzoxazone 2 dr:D00771 Chlorzoxazone (JAN/USP/INN); Paraflex (TN) M=MUSCULO-SKELETAL_SYSTEM M03=MUSCLE_RELAXANTS M03B=MUSCLE_RELAXANTS,_CENTRALLY_ACTING_AGENTS 95-25-0 7847836
piperidolate piperidolate NA 2 dr:D08382 Piperidolate (INN) A=ALIMENTARY_TRACT_AND_METABOLISM A03=DRUGS_FOR_FUNCTIONAL_GASTROINTESTINAL_DISORDERS A03A=DRUGS_FOR_FUNCTIONAL_GASTROINTESTINAL_DISORDERS 82-98-4 96025068
rifabutin NA rifabutin 2 dr:D00424 Rifabutin (JAN/USP/INN); Mycobutin (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J04=ANTIMYCOBACTERIALS J04A=DRUGS_FOR_TREATMENT_OF_TUBERCULOSIS 72559-06-9 7847490
etacrynic acid NA etacrynic acid 2 dr:D00313 Ethacrynic acid (USP); Etacrynic acid (JP17/INN) C=CARDIOVASCULAR_SYSTEM C03=DIURETICS C03C=HIGH-CEILING_DIURETICS 58-54-8 7847379
nortriptyline nortriptyline NA 2 dr:D08288 Nortriptyline (INN); Nortrilen (TN) N=NERVOUS_SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 72-69-5 96024975
chlorhexidine NA chlorhexidine 2 dr:D07668 Chlorhexidine (INN); Dentisept [veterinary] (TN); Merfen-incolore (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A01=STOMATOLOGICAL_PREPARATIONS A01A=STOMATOLOGICAL_PREPARATIONS 55-56-1 51091970
spiperone spiperone NA 2 dr:D01051 Spiperone (JAN/USAN); Spiropitan (TN) NA NA NA 749-02-0 7848114
zalcitabine NA zalcitabine 2 dr:D00412 Zalcitabine (JAN/USP/INN); Hivid (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J05=ANTIVIRALS_FOR_SYSTEMIC_USE J05A=DIRECT_ACTING_ANTIVIRALS 7481-89-2 7847478
cefalotin cefalotin NA 2 dr:D07635 Cefalotin (BAN); Cephalothin; CET; Cefalotina fabra (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01D=OTHER_BETA-LACTAM_ANTIBACTERIALS 153-61-7 51091939
PNU-0230031 PNU-0230031 NA 2 NA NA NA NA NA NA NA
thioridazine thioridazine NA 2 dr:D00373 Thioridazine (USP/INN); Mellaril-S (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 50-52-2 7847439
pentamidine NA pentamidine 2 dr:D08333 Pentamidine (INN); Lomidine (TN) NA NA NA 100-33-4 96025020
prenylamine prenylamine NA 2 dr:D02383 Prenylamine (USAN/INN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01D=VASODILATORS_USED_IN_CARDIAC_DISEASES 390-64-7 7849442
PNU-0293363 PNU-0293363 NA 2 NA NA NA NA NA NA NA
NA danazol danazol 2 dr:D00289 Danazol (JP17/USP/INN); Danocrine (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03X=OTHER_SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM 17230-88-5 7847355
NA lobeline lobeline 2 dr:D02364 Lobeline (INN) NA NA NA 90-69-7 7849423
NA pimozide pimozide 2 dr:D00560 Pimozide (JP17/USP/INN); Orap (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 2062-78-4 7847626
NA epivincamine epivincamine 2 NA NA NA NA NA NA NA
NA chlorpromazine chlorpromazine 2 dr:D00270 Chlorpromazine (USP/INN); Thorazine (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 50-53-3 7847336
NA hycanthone hycanthone 2 dr:D00541 Hycanthone (USAN/INN) NA NA NA 3105-97-3 7847607
NA piperlongumine piperlongumine 2 NA NA NA NA NA NA NA
NA picrotoxinin picrotoxinin 2 NA NA NA NA NA NA NA
NA mitoxantrone mitoxantrone 2 dr:D08224 Mitoxantrone (INN); Misostol (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01D=CYTOTOXIC_ANTIBIOTICS_AND_RELATED_SUBSTANCES 65271-80-9 96024912
levonorgestrel NA NA 1 dr:D00950 Levonorgestrel (JAN/USP/INN); Mirena (TN); Norplant (TN); Skyla (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03A=HORMONAL_CONTRACEPTIVES_FOR_SYSTEMIC_USE 797-63-7 7848013
famprofazone NA NA 1 NA NA NA NA NA NA NA
metronidazole NA NA 1 dr:D00409 Metronidazole (JP17/USP/INN); Flagyl (TN); Metrogel-vaginal (TN); Noritate (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A01=STOMATOLOGICAL_PREPARATIONS A01A=STOMATOLOGICAL_PREPARATIONS 443-48-1 7847475
antimycin A NA NA 1 NA NA NA NA NA NA NA
pioglitazone NA NA 1 dr:D08378 Pioglitazone (INN); Actos (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A10=DRUGS_USED_IN_DIABETES A10B=BLOOD_GLUCOSE_LOWERING_DRUGS,_EXCL._INSULINS 111025-46-8 96025064
metyrapone NA NA 1 dr:D00410 Metyrapone (JP17/USP/INN); Metopirone (TN) V=VARIOUS V04=DIAGNOSTIC_AGENTS V04C=OTHER_DIAGNOSTIC_AGENTS 54-36-4 7847476
novobiocin NA NA 1 NA NA NA NA NA NA NA
doxazosin NA NA 1 dr:D07874 Doxazosin (INN); Cardura XL (TN) C=CARDIOVASCULAR_SYSTEM C02=ANTIHYPERTENSIVES C02C=ANTIADRENERGIC_AGENTS,_PERIPHERALLY_ACTING 74191-85-8 96024570
0179445-0000 NA NA 1 NA NA NA NA NA NA NA
diclofenac NA NA 1 dr:D07816 Diclofenac (USAN/INN); Solaraze (TN); Zorvolex (TN) D=DERMATOLOGICALS D11=OTHER_DERMATOLOGICAL_PREPARATIONS D11A=OTHER_DERMATOLOGICAL_PREPARATIONS 15307-86-5 96024513
clioquinol NA NA 1 dr:D03538 Clioquinol (USP/INN) D=DERMATOLOGICALS D08=ANTISEPTICS_AND_DISINFECTANTS D08A=ANTISEPTICS_AND_DISINFECTANTS 130-26-7 47205849
0297417-0002B NA NA 1 NA NA NA NA NA NA NA
fluphenazine NA NA 1 dr:D07977 Fluphenazine (INN); Moditen (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 69-23-8 96024672
trifluoperazine NA NA 1 dr:D01448 Trifluoperazine maleate (JAN); Trifluoperazine (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 605-75-4 7848511
cortisone NA NA 1 dr:D07749 Cortisone (INN); Cortisone (TN) H=SYSTEMIC_HORMONAL_PREPARATIONS,_EXCL._SEX_HORMONES_AND_INSULINS H02=CORTICOSTEROIDS_FOR_SYSTEMIC_USE H02A=CORTICOSTEROIDS_FOR_SYSTEMIC_USE,_PLAIN 53-06-5 51092041
Prestwick-1083 NA NA 1 NA NA NA NA NA NA NA
rottlerin NA NA 1 NA NA NA NA NA NA NA
NA omeprazole NA 1 dr:D00455 Omeprazole (JP17/USP/INN); Prilosec (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A02=DRUGS_FOR_ACID_RELATED_DISORDERS A02B=DRUGS_FOR_PEPTIC_ULCER_AND_GASTRO-OESOPHAGEAL_REFLUX_DISEASE_(GORD) 73590-58-6 7847521
NA chlorprothixene NA 1 dr:D00790 Chlorprothixene (JAN/USAN/INN); Taractan (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 113-59-7 7847855
NA promethazine NA 1 dr:D00494 Promethazine (JAN/INN) D=DERMATOLOGICALS D04=ANTIPRURITICS,_INCL._ANTIHISTAMINES,_ANESTHETICS,_ETC. D04A=ANTIPRURITICS,_INCL._ANTIHISTAMINES,_ANESTHETICS,_ETC. 60-87-7 7847560
NA ampyrone NA 1 NA NA NA NA NA NA NA
NA tropicamide NA 1 dr:D00397 Tropicamide (JP17/USP/INN); Mydriacyl (TN) S=SENSORY_ORGANS S01=OPHTHALMOLOGICALS S01F=MYDRIATICS_AND_CYCLOPLEGICS 1508-75-4 7847463
NA alimemazine NA 1 dr:D07125 Alimemazine (INN); Trimeprazine (BAN); Repeltin (TN) R=RESPIRATORY_SYSTEM R06=ANTIHISTAMINES_FOR_SYSTEMIC_USE R06A=ANTIHISTAMINES_FOR_SYSTEMIC_USE 84-96-8 51091464
NA sulconazole NA 1 dr:D08535 Sulconazole (INN) D=DERMATOLOGICALS D01=ANTIFUNGALS_FOR_DERMATOLOGICAL_USE D01A=ANTIFUNGALS_FOR_TOPICAL_USE 61318-90-9 96025220
NA clomifene NA 1 dr:D07726 Clomifene (INN); Clomiphene; Clomifene (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03G=GONADOTROPINS_AND_OTHER_OVULATION_STIMULANTS 911-45-5 51092022
NA amiodarone NA 1 dr:D02910 Amiodarone (USAN/INN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01B=ANTIARRHYTHMICS,_CLASS_I_AND_III 1951-25-3 17397067
NA dirithromycin NA 1 dr:D03865 Dirithromycin (USP/INN); Dynabac (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01F=MACROLIDES,_LINCOSAMIDES_AND_STREPTOGRAMINS 62013-04-1 47205894
NA rescinnamine NA 1 dr:D00198 Rescinnamine (JAN/INN); Tsuruselpi S (TN) C=CARDIOVASCULAR_SYSTEM C02=ANTIHYPERTENSIVES C02A=ANTIADRENERGIC_AGENTS,_CENTRALLY_ACTING 24815-24-5 7847266
NA chlorcyclizine NA 1 NA NA NA NA NA NA NA
NA bisacodyl NA 1 dr:D00245 Bisacodyl (JP17/USP/INN); Dulcolax (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A06=DRUGS_FOR_CONSTIPATION A06A=DRUGS_FOR_CONSTIPATION 603-50-9 7847311
NA homochlorcyclizine NA 1 dr:D08041 Homochlorcyclizine (INN) NA NA NA 848-53-3 96024734
NA 5279552 NA 1 NA NA NA NA NA NA NA
NA ethotoin NA 1 dr:D00708 Ethotoin (JAN/USP/INN); Accenon (TN); Peganone (TN) N=NERVOUS_SYSTEM N03=ANTIEPILEPTICS N03A=ANTIEPILEPTICS 86-35-1 7847773
NA norcyclobenzaprine NA 1 NA NA NA NA NA NA NA
NA chlortetracycline NA 1 dr:D07689 Chlortetracycline (INN); Aureomycin (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A01=STOMATOLOGICAL_PREPARATIONS A01A=STOMATOLOGICAL_PREPARATIONS 57-62-5 51091990
NA tretinoin NA 1 dr:D00094 Tretinoin (JAN/USP/INN); Avita (TN); Renova (TN); Retin A (TN); Tretinoin (TN); Vesanoid (TN) D=DERMATOLOGICALS D10=ANTI-ACNE_PREPARATIONS D10A=ANTI-ACNE_PREPARATIONS_FOR_TOPICAL_USE 302-79-4 7847162
NA prochlorperazine NA 1 dr:D00493 Prochlorperazine (JAN/USP/INN); Compro (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-38-8 7847559
NA pirinixic acid NA 1 NA NA NA NA NA NA NA
NA H-7 NA 1 NA NA NA NA NA NA NA
NA hydrocotarnine NA 1 NA NA NA NA NA NA NA
NA astemizole NA 1 dr:D00234 Astemizole (JAN/USP/INN); Hismanal (TN) R=RESPIRATORY_SYSTEM R06=ANTIHISTAMINES_FOR_SYSTEMIC_USE R06A=ANTIHISTAMINES_FOR_SYSTEMIC_USE 68844-77-9 7847301
NA irinotecan NA 1 dr:D08086 Irinotecan (INN); Biotecan (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01X=OTHER_ANTINEOPLASTIC_AGENTS 97682-44-5 96024776
NA oxprenolol NA 1 dr:D08318 Oxprenolol (INN); Oxprenolol (TN) C=CARDIOVASCULAR_SYSTEM C07=BETA_BLOCKING_AGENTS C07A=BETA_BLOCKING_AGENTS 6452-71-7 96025005
NA etoposide NA 1 dr:D00125 Etoposide (JP17/USP/INN); Vepesid (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01C=PLANT_ALKALOIDS_AND_OTHER_NATURAL_PRODUCTS 33419-42-0 7847193
NA thiethylperazine NA 1 dr:D02354 Thiethylperazine (USAN/INN) R=RESPIRATORY_SYSTEM R06=ANTIHISTAMINES_FOR_SYSTEMIC_USE R06A=ANTIHISTAMINES_FOR_SYSTEMIC_USE 1420-55-9 7849413
NA trimipramine NA 1 dr:D00394 Trimipramine (USAN/INN) N=NERVOUS_SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 739-71-9 7847460
NA GW-8510 NA 1 NA NA NA NA NA NA NA
NA menadione NA 1 dr:D02335 Menadione (USP); Kappaxin (TN) B=BLOOD_AND_BLOOD_FORMING_ORGANS B02=ANTIHEMORRHAGICS B02B=VITAMIN_K_AND_OTHER_HEMOSTATICS 58-27-5 7849394
NA parthenolide NA 1 NA NA NA NA NA NA NA
NA triamterene NA 1 dr:D00386 Triamterene (JP17/USP/INN); Dyrenium (TN) C=CARDIOVASCULAR_SYSTEM C03=DIURETICS C03D=POTASSIUM-SPARING_AGENTS 396-01-0 7847452
NA apomorphine NA 1 dr:D07460 Apomorphine (BAN); Uprima (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G04=UROLOGICALS G04B=UROLOGICALS 58-00-4 51091791
NA NA nitrendipine 1 dr:D00629 Nitrendipine (JP17/USAN/INN); Baypress (TN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08C=SELECTIVE_CALCIUM_CHANNEL_BLOCKERS_WITH_MAINLY_VASCULAR_EFFECTS 39562-70-4 7847695
NA NA 0175029-0000 1 NA NA NA NA NA NA NA
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NA NA nifedipine 1 dr:D00437 Nifedipine (JP17/USP/INN); Adalat (TN); Afeditab CR (TN); Procardia (TN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08C=SELECTIVE_CALCIUM_CHANNEL_BLOCKERS_WITH_MAINLY_VASCULAR_EFFECTS 21829-25-4 7847503
NA NA talampicillin 1 dr:D08557 Talampicillin (INN); TAPC J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01C=BETA-LACTAM_ANTIBACTERIALS,_PENICILLINS 47747-56-8 96025242
NA NA 0173570-0000 1 NA NA NA NA NA NA NA
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine 13
loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide 13
tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 13
ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline 13
metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 13
trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine 13
chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 13
clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 13
wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin wortmannin 13
norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine 13
fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 13
napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline 13
protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline 13
sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine 13
chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 13
latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef 13
acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 13
cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 13
ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 13
trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine 13
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A 13
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil 13
danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol 13
monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone 13
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin 13
idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine 13
thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine 13
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat 13
etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid 13
antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 13
Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 13
lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin 13
fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene 13
flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin flunixin 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine 13
glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 13
perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine 13
xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline 13
spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone 13
0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 13
cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin 13
resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline 13
vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine 13
niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide 13
colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol 13
pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium pyrvinium 13
pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine 13
raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene raloxifene 13
prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
8-azaguanine 8-azaguanine 8-azaguanine NA 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 12
halcinonide halcinonide halcinonide NA halcinonide halcinonide halcinonide halcinonide halcinonide halcinonide halcinonide halcinonide halcinonide 12
ketanserin NA ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin 12
tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide NA tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide 12
clioquinol clioquinol clioquinol NA clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 12
dihydroergocristine dihydroergocristine dihydroergocristine NA dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine 12
chlorhexidine chlorhexidine chlorhexidine NA chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine 12
talampicillin talampicillin talampicillin NA talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 12
clomipramine clomipramine clomipramine NA clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine 12
quinisocaine quinisocaine quinisocaine NA quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine 12
mesalazine mesalazine mesalazine NA mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine 12
fulvestrant fulvestrant fulvestrant NA fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant 12
5279552 NA 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 5279552 12
palmatine palmatine NA palmatine palmatine palmatine palmatine palmatine palmatine palmatine palmatine palmatine palmatine 12
amoxapine amoxapine amoxapine NA amoxapine amoxapine amoxapine amoxapine amoxapine amoxapine amoxapine amoxapine amoxapine 12
bepridil bepridil bepridil NA bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 12
dirithromycin dirithromycin dirithromycin NA dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin 12
calmidazolium calmidazolium calmidazolium NA calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium 12
maprotiline maprotiline maprotiline NA maprotiline maprotiline maprotiline maprotiline maprotiline maprotiline maprotiline maprotiline maprotiline 12
pimozide pimozide pimozide pimozide pimozide pimozide NA pimozide pimozide pimozide pimozide pimozide pimozide 12
amiodarone amiodarone amiodarone NA amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 12
tranylcypromine tranylcypromine tranylcypromine NA tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine 12
meclofenoxate meclofenoxate meclofenoxate NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 12
alimemazine NA alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine 12
puromycin puromycin puromycin puromycin puromycin puromycin puromycin NA puromycin puromycin puromycin puromycin puromycin 12
metyrapone metyrapone metyrapone NA metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone 12
chlorcyclizine chlorcyclizine chlorcyclizine NA chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine chlorcyclizine 12
mefloquine mefloquine mefloquine NA mefloquine mefloquine mefloquine mefloquine mefloquine mefloquine mefloquine mefloquine mefloquine 12
medrysone medrysone medrysone NA medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone 12
hycanthone hycanthone hycanthone NA hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone 12
rimexolone rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone 12
chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene NA chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene 12
cyproheptadine cyproheptadine cyproheptadine NA cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine 12
fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine fluvoxamine NA fluvoxamine 12
levonorgestrel levonorgestrel levonorgestrel NA levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 12
amoxicillin amoxicillin amoxicillin NA amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin amoxicillin 12
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butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole NA butoconazole butoconazole butoconazole butoconazole butoconazole 12
metronidazole NA metronidazole NA metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 11
imidurea imidurea imidurea NA imidurea imidurea imidurea NA imidurea imidurea imidurea imidurea imidurea 11
orphenadrine NA orphenadrine orphenadrine orphenadrine orphenadrine NA orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine 11
ambroxol ambroxol NA ambroxol ambroxol ambroxol ambroxol NA ambroxol ambroxol ambroxol ambroxol ambroxol 11
cimetidine NA cimetidine NA cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine 11
nortriptyline nortriptyline nortriptyline NA nortriptyline nortriptyline NA nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline 11
pargyline NA pargyline pargyline pargyline pargyline pargyline NA pargyline pargyline pargyline pargyline pargyline 11
profenamine profenamine profenamine profenamine profenamine NA profenamine profenamine profenamine NA profenamine profenamine profenamine 11
diclofenac NA diclofenac NA diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac 11
procarbazine procarbazine NA NA procarbazine procarbazine procarbazine procarbazine procarbazine procarbazine procarbazine procarbazine procarbazine 11
dihydroergotamine dihydroergotamine dihydroergotamine NA dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine NA 11
practolol practolol practolol NA practolol practolol practolol NA practolol practolol practolol practolol practolol 11
dexpropranolol NA dexpropranolol NA dexpropranolol dexpropranolol dexpropranolol dexpropranolol dexpropranolol dexpropranolol dexpropranolol dexpropranolol dexpropranolol 11
beclometasone NA beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone NA beclometasone beclometasone beclometasone 11
piribedil piribedil NA NA piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil 11
oxytetracycline oxytetracycline oxytetracycline NA oxytetracycline oxytetracycline oxytetracycline NA oxytetracycline oxytetracycline oxytetracycline oxytetracycline oxytetracycline 11
alexidine alexidine alexidine NA alexidine NA alexidine alexidine alexidine alexidine alexidine alexidine alexidine 11
pronetalol pronetalol pronetalol pronetalol pronetalol NA pronetalol pronetalol pronetalol pronetalol pronetalol NA pronetalol 11
thiethylperazine thiethylperazine thiethylperazine NA thiethylperazine thiethylperazine NA thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine 11
ciclacillin NA ciclacillin ciclacillin ciclacillin ciclacillin ciclacillin NA ciclacillin ciclacillin ciclacillin ciclacillin ciclacillin 11
amodiaquine amodiaquine amodiaquine NA amodiaquine amodiaquine NA amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine 11
solanine solanine solanine NA solanine solanine NA solanine solanine solanine solanine solanine solanine 11
methylbenzethonium chloride NA methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloridemethylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride 11
skimmianine skimmianine skimmianine NA skimmianine skimmianine NA skimmianine skimmianine skimmianine skimmianine skimmianine skimmianine 11
NA etofenamate etofenamate etofenamate etofenamate etofenamate etofenamate etofenamate etofenamate etofenamate etofenamate NA etofenamate 11
NA estriol estriol NA estriol estriol estriol estriol estriol estriol estriol estriol estriol 11
cetirizine cetirizine NA NA cetirizine cetirizine cetirizine NA cetirizine cetirizine cetirizine cetirizine cetirizine 10
HC toxin HC toxin HC toxin NA HC toxin HC toxin HC toxin HC toxin NA HC toxin HC toxin HC toxin NA 10
mephentermine mephentermine mephentermine NA mephentermine NA mephentermine mephentermine mephentermine NA mephentermine mephentermine mephentermine 10
hyoscyamine NA hyoscyamine NA hyoscyamine hyoscyamine hyoscyamine NA hyoscyamine hyoscyamine hyoscyamine hyoscyamine hyoscyamine 10
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 NA NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 10
piperlongumine piperlongumine piperlongumine NA piperlongumine piperlongumine NA piperlongumine NA piperlongumine piperlongumine piperlongumine piperlongumine 10
tyloxapol tyloxapol NA NA tyloxapol tyloxapol tyloxapol NA tyloxapol tyloxapol tyloxapol tyloxapol tyloxapol 10
proxymetacaine NA NA NA proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine 10
quinostatin NA quinostatin NA quinostatin quinostatin NA quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin 10
santonin santonin NA NA santonin santonin santonin NA santonin santonin santonin santonin santonin 10
phenazopyridine phenazopyridine phenazopyridine NA NA phenazopyridine NA phenazopyridine phenazopyridine phenazopyridine phenazopyridine phenazopyridine phenazopyridine 10
bromperidol NA NA bromperidol bromperidol bromperidol bromperidol bromperidol bromperidol bromperidol bromperidol bromperidol NA 10
homochlorcyclizine NA NA NA homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine 10
alvespimycin alvespimycin alvespimycin NA alvespimycin alvespimycin NA NA alvespimycin alvespimycin alvespimycin alvespimycin alvespimycin 10
Rapamycin NA Rapamycin NA Rapamycin Rapamycin Rapamycin NA Rapamycin Rapamycin Rapamycin Rapamycin Rapamycin 10
nifedipine NA nifedipine nifedipine nifedipine nifedipine nifedipine NA nifedipine nifedipine NA nifedipine nifedipine 10
clozapine NA clozapine NA clozapine clozapine NA clozapine clozapine clozapine clozapine clozapine clozapine 10
benzethonium chloride NA NA benzethonium chloride benzethonium chloride benzethonium chloride benzethonium chloride NA benzethonium chloride benzethonium chloride benzethonium chloride benzethonium chloride benzethonium chloride 10
econazole econazole econazole NA econazole econazole NA econazole econazole econazole NA econazole econazole 10
chlorphenesin chlorphenesin NA NA chlorphenesin chlorphenesin NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin 10
deferoxamine deferoxamine deferoxamine deferoxamine NA deferoxamine deferoxamine deferoxamine NA deferoxamine NA deferoxamine deferoxamine 10
oxolinic acid NA NA oxolinic acid oxolinic acid oxolinic acid oxolinic acid NA oxolinic acid oxolinic acid oxolinic acid oxolinic acid oxolinic acid 10
dioxybenzone dioxybenzone dioxybenzone NA dioxybenzone NA dioxybenzone dioxybenzone NA dioxybenzone dioxybenzone dioxybenzone dioxybenzone 10
fendiline fendiline fendiline fendiline fendiline fendiline fendiline NA fendiline fendiline NA fendiline NA 10
scriptaid NA scriptaid scriptaid scriptaid scriptaid scriptaid NA NA scriptaid scriptaid scriptaid scriptaid 10
ionomycin ionomycin NA NA ionomycin ionomycin ionomycin ionomycin NA ionomycin ionomycin ionomycin ionomycin 10
phthalylsulfathiazole NA phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole 10
propranolol NA propranolol propranolol propranolol propranolol NA propranolol propranolol NA propranolol propranolol propranolol 10
celastrol celastrol celastrol NA celastrol NA NA celastrol celastrol celastrol celastrol celastrol celastrol 10
NA trioxysalen trioxysalen NA trioxysalen trioxysalen trioxysalen trioxysalen NA trioxysalen trioxysalen trioxysalen trioxysalen 10
NA saquinavir saquinavir NA saquinavir saquinavir NA saquinavir saquinavir saquinavir saquinavir saquinavir saquinavir 10
NA azacitidine azacitidine NA azacitidine azacitidine azacitidine azacitidine NA azacitidine azacitidine azacitidine azacitidine 10
NA berberine berberine NA berberine berberine berberine berberine NA berberine berberine berberine berberine 10
NA fluvastatin fluvastatin fluvastatin fluvastatin fluvastatin NA fluvastatin fluvastatin fluvastatin NA fluvastatin fluvastatin 10
NA NA procainamide procainamide procainamide procainamide procainamide NA procainamide procainamide procainamide procainamide procainamide 10
NA NA eticlopride eticlopride eticlopride eticlopride eticlopride eticlopride eticlopride eticlopride NA eticlopride eticlopride 10
LY-294002 NA NA NA LY-294002 LY-294002 LY-294002 NA LY-294002 LY-294002 LY-294002 LY-294002 LY-294002 9
moroxydine moroxydine NA moroxydine moroxydine moroxydine NA NA moroxydine NA moroxydine moroxydine moroxydine 9
etamivan NA NA NA etamivan etamivan NA etamivan etamivan etamivan etamivan etamivan etamivan 9
propafenone propafenone propafenone NA propafenone propafenone NA propafenone propafenone NA propafenone propafenone NA 9
rofecoxib rofecoxib NA NA rofecoxib NA rofecoxib NA rofecoxib rofecoxib rofecoxib rofecoxib rofecoxib 9
quipazine NA NA NA quipazine quipazine quipazine NA quipazine quipazine quipazine quipazine quipazine 9
benzthiazide NA NA NA benzthiazide benzthiazide benzthiazide NA benzthiazide benzthiazide benzthiazide benzthiazide benzthiazide 9
Prestwick-559 NA NA NA Prestwick-559 Prestwick-559 NA Prestwick-559 Prestwick-559 Prestwick-559 Prestwick-559 Prestwick-559 Prestwick-559 9
benzamil NA NA benzamil benzamil benzamil NA NA benzamil benzamil benzamil benzamil benzamil 9
dequalinium chloride NA dequalinium chloride NA dequalinium chloride dequalinium chloride NA NA dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride 9
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 9
betahistine NA NA NA betahistine betahistine betahistine betahistine NA betahistine betahistine betahistine betahistine 9
Prestwick-1080 NA NA Prestwick-1080 Prestwick-1080 Prestwick-1080 Prestwick-1080 NA Prestwick-1080 Prestwick-1080 Prestwick-1080 NA Prestwick-1080 9
probenecid probenecid probenecid NA probenecid probenecid NA probenecid probenecid probenecid probenecid NA NA 9
novobiocin NA novobiocin NA novobiocin novobiocin novobiocin novobiocin NA novobiocin novobiocin NA novobiocin 9
sulconazole sulconazole sulconazole NA NA sulconazole sulconazole sulconazole NA sulconazole sulconazole NA sulconazole 9
5224221 NA 5224221 5224221 NA NA 5224221 5224221 5224221 5224221 NA 5224221 5224221 9
desoxycortone NA desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone NA NA desoxycortone desoxycortone desoxycortone 9
nicergoline nicergoline nicergoline NA nicergoline nicergoline nicergoline nicergoline NA nicergoline NA nicergoline NA 9
nitrendipine nitrendipine nitrendipine NA nitrendipine NA nitrendipine nitrendipine NA nitrendipine nitrendipine nitrendipine NA 9
NA betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol NA betaxolol betaxolol betaxolol NA 9
NA NA flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid 9
iopanoic acid NA NA iopanoic acid iopanoic acid NA NA iopanoic acid iopanoic acid iopanoic acid iopanoic acid iopanoic acid NA 8
oxyphenbutazone oxyphenbutazone oxyphenbutazone NA NA NA NA oxyphenbutazone oxyphenbutazone NA oxyphenbutazone oxyphenbutazone oxyphenbutazone 8
pyrimethamine NA NA pyrimethamine pyrimethamine NA pyrimethamine NA pyrimethamine pyrimethamine pyrimethamine NA pyrimethamine 8
metixene NA metixene NA metixene NA NA NA metixene metixene metixene metixene metixene 8
ipratropium bromide NA ipratropium bromide NA NA ipratropium bromide NA ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 8
phenelzine NA NA NA phenelzine phenelzine phenelzine NA phenelzine phenelzine NA phenelzine phenelzine 8
emetine NA emetine NA emetine emetine NA emetine NA emetine NA emetine emetine 8
tyrphostin AG-1478 tyrphostin AG-1478 NA NA tyrphostin AG-1478 NA tyrphostin AG-1478 NA tyrphostin AG-1478 tyrphostin AG-1478 NA tyrphostin AG-1478 tyrphostin AG-1478 8
etamsylate etamsylate NA NA etamsylate NA NA etamsylate NA etamsylate etamsylate etamsylate etamsylate 8
NA dextromethorphan dextromethorphan NA NA dextromethorphan dextromethorphan dextromethorphan NA dextromethorphan dextromethorphan dextromethorphan NA 8
NA picrotoxinin picrotoxinin NA NA NA picrotoxinin picrotoxinin NA picrotoxinin picrotoxinin picrotoxinin picrotoxinin 8
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NA SR-95531 NA NA SR-95531 SR-95531 NA SR-95531 SR-95531 SR-95531 SR-95531 SR-95531 NA 8
NA NA milrinone NA milrinone milrinone milrinone NA milrinone milrinone milrinone milrinone NA 8
NA NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine NA pentoxyverine NA pentoxyverine pentoxyverine pentoxyverine NA 8
NA NA sertaconazole NA sertaconazole sertaconazole sertaconazole NA sertaconazole sertaconazole sertaconazole NA sertaconazole 8
NA NA prednicarbate NA prednicarbate prednicarbate NA prednicarbate prednicarbate prednicarbate prednicarbate NA prednicarbate 8
NA NA NA labetalol labetalol labetalol labetalol labetalol labetalol labetalol NA NA labetalol 8
NA NA NA gossypol gossypol gossypol gossypol NA gossypol gossypol NA gossypol gossypol 8
NA NA NA pentetrazol pentetrazol pentetrazol NA NA pentetrazol pentetrazol pentetrazol pentetrazol pentetrazol 8
NA NA NA NA methapyrilene methapyrilene NA methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene methapyrilene 8
epivincamine epivincamine epivincamine NA NA epivincamine NA epivincamine NA NA epivincamine epivincamine NA 7
promethazine promethazine promethazine NA NA promethazine NA promethazine NA promethazine promethazine NA NA 7
5155877 5155877 5155877 NA NA NA 5155877 NA 5155877 5155877 5155877 NA NA 7
monorden NA NA NA NA NA monorden NA monorden monorden monorden monorden monorden 7
primidone NA NA primidone primidone NA NA NA primidone primidone primidone NA primidone 7
isoxsuprine isoxsuprine isoxsuprine NA isoxsuprine isoxsuprine NA isoxsuprine NA NA isoxsuprine NA NA 7
lovastatin lovastatin NA NA lovastatin lovastatin NA NA lovastatin NA lovastatin NA lovastatin 7
tanespimycin tanespimycin NA NA NA NA NA NA tanespimycin tanespimycin tanespimycin tanespimycin tanespimycin 7
levomepromazine NA levomepromazine NA levomepromazine NA NA levomepromazine levomepromazine NA levomepromazine NA levomepromazine 7
bufexamac bufexamac bufexamac NA NA NA bufexamac NA NA bufexamac bufexamac NA bufexamac 7
terfenadine terfenadine terfenadine NA NA terfenadine NA terfenadine NA terfenadine NA terfenadine NA 7
nialamide NA NA NA NA nialamide NA NA nialamide nialamide nialamide nialamide nialamide 7
piperidolate NA NA NA piperidolate NA NA piperidolate piperidolate piperidolate piperidolate piperidolate NA 7
triflupromazine NA triflupromazine triflupromazine triflupromazine NA NA triflupromazine triflupromazine NA NA triflupromazine NA 7
NA menadione menadione NA NA NA menadione menadione NA menadione menadione menadione NA 7
NA 0173570-0000 0173570-0000 0173570-0000 NA 0173570-0000 0173570-0000 0173570-0000 NA 0173570-0000 NA NA NA 7
NA DL-thiorphan NA NA DL-thiorphan DL-thiorphan NA NA NA DL-thiorphan DL-thiorphan DL-thiorphan DL-thiorphan 7
NA dicloxacillin NA NA dicloxacillin dicloxacillin NA NA NA dicloxacillin dicloxacillin dicloxacillin dicloxacillin 7
NA NA progesterone NA progesterone progesterone NA NA NA progesterone progesterone progesterone progesterone 7
NA NA capsaicin NA capsaicin NA capsaicin capsaicin NA NA capsaicin capsaicin capsaicin 7
NA NA metergoline NA metergoline metergoline NA metergoline metergoline metergoline metergoline NA NA 7
NA NA oxprenolol NA NA oxprenolol oxprenolol NA oxprenolol oxprenolol NA oxprenolol oxprenolol 7
NA NA NA SC-58125 SC-58125 NA SC-58125 SC-58125 NA SC-58125 NA SC-58125 SC-58125 7
NA NA NA paracetamol paracetamol NA paracetamol NA paracetamol paracetamol paracetamol NA paracetamol 7
NA NA NA NA nitrofural nitrofural nitrofural NA nitrofural nitrofural nitrofural nitrofural NA 7
NA NA NA NA S-propranolol S-propranolol NA NA S-propranolol S-propranolol S-propranolol S-propranolol S-propranolol 7
NA NA NA NA repaglinide repaglinide repaglinide NA repaglinide repaglinide repaglinide NA repaglinide 7
NA NA NA NA lactobionic acid lactobionic acid lactobionic acid NA lactobionic acid lactobionic acid NA lactobionic acid lactobionic acid 7
PF-00562151-00 NA NA PF-00562151-00 PF-00562151-00 PF-00562151-00 NA NA PF-00562151-00 PF-00562151-00 NA NA NA 6
tiapride NA NA NA tiapride NA NA NA tiapride NA tiapride tiapride tiapride 6
tolfenamic acid NA tolfenamic acid NA tolfenamic acid NA NA NA NA tolfenamic acid tolfenamic acid tolfenamic acid NA 6
cromoglicic acid NA NA NA cromoglicic acid NA NA cromoglicic acid cromoglicic acid NA cromoglicic acid cromoglicic acid NA 6
etoposide etoposide etoposide NA NA NA etoposide etoposide NA etoposide NA NA NA 6
omeprazole NA NA NA omeprazole omeprazole NA NA NA omeprazole omeprazole omeprazole NA 6
isotretinoin NA isotretinoin NA NA NA NA isotretinoin NA isotretinoin isotretinoin isotretinoin NA 6
valinomycin NA NA NA valinomycin NA NA NA valinomycin valinomycin NA valinomycin valinomycin 6
pizotifen pizotifen NA pizotifen pizotifen NA NA pizotifen pizotifen NA NA NA NA 6
NA 0179445-0000 0179445-0000 NA NA NA 0179445-0000 0179445-0000 NA 0179445-0000 0179445-0000 NA NA 6
NA acetylsalicylic acid acetylsalicylic acid NA acetylsalicylic acid NA NA acetylsalicylic acid NA acetylsalicylic acid acetylsalicylic acid NA NA 6
NA ebselen ebselen NA NA ebselen ebselen ebselen NA NA NA ebselen NA 6
NA carcinine NA NA carcinine NA NA NA carcinine NA carcinine carcinine carcinine 6
NA lysergol lysergol lysergol NA NA NA lysergol NA lysergol lysergol NA NA 6
NA NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride NA NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride NA 6
NA NA azaperone NA azaperone NA azaperone NA azaperone NA azaperone NA azaperone 6
NA NA fenspiride NA NA fenspiride NA fenspiride NA fenspiride fenspiride fenspiride NA 6
NA NA NA NA iobenguane iobenguane NA NA iobenguane NA iobenguane iobenguane iobenguane 6
NA NA NA NA methylergometrine methylergometrine NA NA methylergometrine methylergometrine methylergometrine methylergometrine NA 6
NA NA NA NA fludroxycortide NA fludroxycortide NA fludroxycortide NA fludroxycortide fludroxycortide fludroxycortide 6
NA NA NA NA NA Prestwick-864 Prestwick-864 NA Prestwick-864 Prestwick-864 NA Prestwick-864 Prestwick-864 6
tribenoside NA NA NA NA NA tribenoside NA tribenoside tribenoside NA tribenoside NA 5
benperidol benperidol benperidol NA NA benperidol NA benperidol NA NA NA NA NA 5
SB-202190 NA NA NA SB-202190 NA NA SB-202190 NA SB-202190 SB-202190 NA NA 5
prazosin prazosin NA NA prazosin NA NA prazosin NA NA NA prazosin NA 5
PNU-0251126 PNU-0251126 PNU-0251126 PNU-0251126 NA NA NA PNU-0251126 NA NA NA NA NA 5
cephaeline NA NA NA cephaeline cephaeline NA NA NA cephaeline NA cephaeline NA 5
trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid NA trimethylcolchicinic acid NA NA NA NA trimethylcolchicinic acid NA NA NA 5
dicoumarol NA NA dicoumarol NA NA NA dicoumarol NA dicoumarol dicoumarol NA NA 5
NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA NA NA NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA 5
NA ronidazole ronidazole NA NA NA NA ronidazole NA NA ronidazole ronidazole NA 5
NA clobetasol clobetasol NA NA NA NA clobetasol clobetasol NA NA clobetasol NA 5
NA chlorambucil chlorambucil NA NA NA chlorambucil NA NA chlorambucil chlorambucil NA NA 5
NA domperidone NA NA domperidone NA NA domperidone NA domperidone NA domperidone NA 5
NA astemizole astemizole NA NA astemizole NA astemizole NA astemizole NA NA NA 5
NA NA canrenoic acid NA canrenoic acid NA NA canrenoic acid NA canrenoic acid NA NA canrenoic acid 5
NA NA H-7 NA NA H-7 H-7 H-7 NA H-7 NA NA NA 5
NA NA haloperidol NA NA NA NA haloperidol haloperidol NA NA haloperidol haloperidol 5
NA NA ethoxyquin NA NA NA NA NA ethoxyquin ethoxyquin ethoxyquin ethoxyquin NA 5
NA NA NA dicycloverine dicycloverine NA NA NA dicycloverine dicycloverine NA dicycloverine NA 5
NA NA NA benfluorex benfluorex NA NA NA benfluorex benfluorex NA benfluorex NA 5
NA NA NA NA (-)-MK-801 NA NA NA (-)-MK-801 NA (-)-MK-801 (-)-MK-801 (-)-MK-801 5
proguanil NA NA NA proguanil NA NA NA proguanil NA proguanil NA NA 4
mevalolactone NA NA mevalolactone NA NA NA NA mevalolactone mevalolactone NA NA NA 4
erastin erastin erastin NA NA NA NA NA NA erastin NA NA NA 4
flumetasone flumetasone flumetasone NA NA NA NA flumetasone NA NA NA NA NA 4
clonidine NA NA NA clonidine NA NA NA NA clonidine clonidine NA NA 4
doxylamine NA NA NA doxylamine NA NA NA NA NA doxylamine NA doxylamine 4
NA famprofazone NA NA NA NA NA famprofazone NA famprofazone famprofazone NA NA 4
NA tretinoin tretinoin NA NA NA NA tretinoin NA tretinoin NA NA NA 4
NA CP-944629 CP-944629 NA NA NA NA CP-944629 NA NA CP-944629 NA NA 4
NA ciclopirox ciclopirox ciclopirox NA NA NA ciclopirox NA NA NA NA NA 4
NA phenoxybenzamine phenoxybenzamine NA NA NA NA phenoxybenzamine NA phenoxybenzamine NA NA NA 4
NA alpha-estradiol NA NA NA NA NA alpha-estradiol NA alpha-estradiol alpha-estradiol NA NA 4
NA rolitetracycline NA NA NA NA NA rolitetracycline NA rolitetracycline rolitetracycline NA NA 4
NA syrosingopine syrosingopine NA NA NA NA syrosingopine NA syrosingopine NA NA NA 4
NA morantel NA morantel NA morantel NA NA NA NA morantel NA NA 4
NA felodipine felodipine NA NA NA NA felodipine NA NA NA felodipine NA 4
NA 15-delta prostaglandin J2 15-delta prostaglandin J2 15-delta prostaglandin J2NA NA NA NA NA 15-delta prostaglandin J2 NA NA NA 4

209



NA withaferin A withaferin A withaferin A NA NA NA NA NA withaferin A NA NA NA 4
NA norethisterone NA NA NA NA NA norethisterone NA NA norethisterone norethisterone NA 4
NA solasodine NA NA NA NA solasodine NA NA NA solasodine NA solasodine 4
NA meclozine NA NA NA meclozine NA NA NA meclozine NA NA meclozine 4
NA naftopidil NA NA NA naftopidil NA naftopidil NA naftopidil NA NA NA 4
NA NA dipyridamole NA NA NA NA dipyridamole NA dipyridamole NA dipyridamole NA 4
NA NA cefalexin NA NA cefalexin NA cefalexin NA NA NA cefalexin NA 4
NA NA pimethixene NA NA pimethixene NA pimethixene NA NA NA pimethixene NA 4
NA NA sulfasalazine NA sulfasalazine NA NA NA NA NA sulfasalazine sulfasalazine NA 4
NA NA 0225151-0000 NA NA 0225151-0000 NA NA NA 0225151-0000 0225151-0000 NA NA 4
NA NA blebbistatin NA blebbistatin blebbistatin NA blebbistatin NA NA NA NA NA 4
NA NA xylazine NA NA NA NA xylazine NA xylazine xylazine NA NA 4
NA NA NA protoveratrine A protoveratrine A NA NA NA NA NA protoveratrine A protoveratrine A NA 4
NA NA NA NA salsolidin salsolidin NA NA NA NA salsolidin NA salsolidin 4
NA NA NA NA cytochalasin B NA NA NA cytochalasin B NA NA cytochalasin B cytochalasin B 4
NA NA NA NA terconazole NA NA NA terconazole NA terconazole terconazole NA 4
NA NA NA NA clofilium tosylate NA NA NA clofilium tosylate clofilium tosylate NA NA clofilium tosylate 4
NA NA NA NA spectinomycin NA NA spectinomycin spectinomycin NA NA spectinomycin NA 4
NA NA NA NA BW-B70C NA NA BW-B70C NA NA NA BW-B70C BW-B70C 4
NA NA NA NA mifepristone NA mifepristone NA NA mifepristone NA NA mifepristone 4
NA NA NA NA seneciphylline seneciphylline NA seneciphylline NA NA NA seneciphylline NA 4
NA NA NA NA NA bezafibrate bezafibrate NA NA NA bezafibrate NA bezafibrate 4
NA NA NA NA NA altizide altizide NA NA NA altizide NA altizide 4
NA NA NA NA NA NA NA cyproterone cyproterone NA cyproterone cyproterone NA 4
indapamide NA NA NA NA NA indapamide NA NA NA NA indapamide NA 3
kinetin NA NA NA NA NA NA kinetin NA NA kinetin NA NA 3
dacarbazine NA NA NA NA dacarbazine NA NA dacarbazine NA NA NA NA 3
dexibuprofen NA NA dexibuprofen NA NA NA NA dexibuprofen NA NA NA NA 3
methazolamide NA NA NA NA NA NA NA NA NA NA methazolamide methazolamide 3
NA calcium pantothenate NA NA NA NA NA calcium pantothenate NA NA NA calcium pantothenate NA 3
NA terguride NA NA NA NA NA NA terguride terguride NA NA NA 3
NA succinylsulfathiazole NA NA NA NA succinylsulfathiazole succinylsulfathiazole NA NA NA NA NA 3
NA thioguanosine thioguanosine NA NA NA NA thioguanosine NA NA NA NA NA 3
NA ginkgolide A ginkgolide A NA NA NA NA ginkgolide A NA NA NA NA NA 3
NA clotrimazole clotrimazole NA NA NA NA clotrimazole NA NA NA NA NA 3
NA tracazolate tracazolate NA NA NA NA NA NA NA tracazolate NA NA 3
NA mitoxantrone mitoxantrone NA NA NA NA mitoxantrone NA NA NA NA NA 3
NA canavanine canavanine NA NA NA NA canavanine NA NA NA NA NA 3
NA 0198306-0000 0198306-0000 NA NA NA NA NA NA 0198306-0000 NA NA NA 3
NA NA benzylpenicillin NA NA NA benzylpenicillin benzylpenicillin NA NA NA NA NA 3
NA NA IC-86621 NA NA NA NA NA NA IC-86621 IC-86621 NA NA 3
NA NA CP-319743 NA CP-319743 NA NA NA NA NA NA CP-319743 NA 3
NA NA cycloserine NA NA NA NA cycloserine NA NA cycloserine NA NA 3
NA NA budesonide NA NA NA NA NA budesonide budesonide NA NA NA 3
NA NA semustine NA NA NA semustine NA NA semustine NA NA NA 3
NA NA ellipticine NA NA NA NA ellipticine NA ellipticine NA NA NA 3
NA NA cortisone NA NA NA NA cortisone NA cortisone NA NA NA 3
NA NA ifenprodil NA NA NA NA ifenprodil NA ifenprodil NA NA NA 3
NA NA 0175029-0000 NA NA NA NA 0175029-0000 NA 0175029-0000 NA NA NA 3
NA NA NA zalcitabine NA NA NA NA NA zalcitabine NA NA zalcitabine 3
NA NA NA clopamide clopamide NA NA NA NA clopamide NA NA NA 3
NA NA NA NA nisoxetine NA NA nisoxetine nisoxetine NA NA NA NA 3
NA NA NA NA NA NA rolipram NA NA NA rolipram rolipram NA 3
NA NA NA NA NA NA NA pyrithyldione NA pyrithyldione NA NA pyrithyldione 3
NA NA NA NA NA NA NA NA NA captopril captopril captopril NA 3
fluocinonide NA NA NA fluocinonide NA NA NA NA NA NA NA NA 2
diltiazem NA NA NA NA NA NA NA NA NA NA diltiazem NA 2
AG-013608 NA NA NA NA NA NA NA NA AG-013608 NA NA NA 2
tetracaine NA NA NA NA NA NA NA NA NA NA NA tetracaine 2
sulfadimidine NA NA NA NA NA NA NA NA NA NA sulfadimidine NA 2
phenacetin NA NA NA NA NA NA NA NA NA NA NA phenacetin 2
NA flupentixol NA NA NA NA NA flupentixol NA NA NA NA NA 2
NA nilutamide NA NA NA NA NA nilutamide NA NA NA NA NA 2
NA trimipramine NA NA NA NA NA trimipramine NA NA NA NA NA 2
NA sulfamethoxypyridazine NA NA NA NA NA sulfamethoxypyridazine NA NA NA NA NA 2
NA CAY-10397 NA NA NA NA NA CAY-10397 NA NA NA NA NA 2
NA lidoflazine NA NA NA NA NA lidoflazine NA NA NA NA NA 2
NA midodrine NA NA NA NA NA midodrine NA NA NA NA NA 2
NA thiostrepton thiostrepton NA NA NA NA NA NA NA NA NA NA 2
NA reserpine NA NA NA NA NA reserpine NA NA NA NA NA 2
NA mycophenolic acid mycophenolic acid NA NA NA NA NA NA NA NA NA NA 2
NA flutamide NA NA NA NA NA NA flutamide NA NA NA NA 2
NA tetrandrine NA NA NA NA NA NA tetrandrine NA NA NA NA 2
NA propylthiouracil NA NA NA NA NA propylthiouracil NA NA NA NA NA 2
NA iohexol NA NA NA NA NA iohexol NA NA NA NA NA 2
NA luteolin luteolin NA NA NA NA NA NA NA NA NA NA 2
NA ethaverine NA NA NA NA NA ethaverine NA NA NA NA NA 2
NA sulpiride NA NA NA NA NA sulpiride NA NA NA NA NA 2
NA geldanamycin NA NA NA NA NA NA NA geldanamycin NA NA NA 2
NA NA BCB000038 NA NA NA NA NA NA NA BCB000038 NA NA 2
NA NA copper sulfate NA NA copper sulfate NA NA NA NA NA NA NA 2
NA NA kanamycin NA NA NA NA kanamycin NA NA NA NA NA 2
NA NA fluorometholone fluorometholone NA NA NA NA NA NA NA NA NA 2
NA NA primaquine NA NA NA NA primaquine NA NA NA NA NA 2
NA NA sanguinarine NA NA NA NA sanguinarine NA NA NA NA NA 2
NA NA GW-8510 NA NA NA NA GW-8510 NA NA NA NA NA 2
NA NA camptothecin NA NA NA NA camptothecin NA NA NA NA NA 2
NA NA eucatropine NA NA NA NA NA NA NA NA eucatropine NA 2
NA NA staurosporine NA NA NA NA staurosporine NA NA NA NA NA 2
NA NA leflunomide NA NA NA NA leflunomide NA NA NA NA NA 2
NA NA corticosterone NA NA NA NA NA corticosterone NA NA NA NA 2
NA NA atovaquone NA NA NA NA atovaquone NA NA NA NA NA 2
NA NA beta-escin NA NA NA NA beta-escin NA NA NA NA NA 2
NA NA daunorubicin NA NA NA NA daunorubicin NA NA NA NA NA 2
NA NA NA pioglitazone NA NA NA NA NA pioglitazone NA NA NA 2
NA NA NA piperacetazine NA NA NA NA piperacetazine NA NA NA NA 2
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NA NA NA quinethazone NA NA NA NA quinethazone NA NA NA NA 2
NA NA NA naphazoline NA NA NA NA NA naphazoline NA NA NA 2
NA NA NA hydroflumethiazide NA NA NA NA hydroflumethiazide NA NA NA NA 2
NA NA NA NA alverine NA NA NA alverine NA NA NA NA 2
NA NA NA NA josamycin NA NA NA NA NA josamycin NA NA 2
NA NA NA NA Prestwick-674 NA NA NA NA NA Prestwick-674 NA NA 2
NA NA NA NA ornidazole NA NA NA ornidazole NA NA NA NA 2
NA NA NA NA ketoconazole NA NA NA NA NA NA ketoconazole NA 2
NA NA NA NA NA demecolcine NA demecolcine NA NA NA NA NA 2
NA NA NA NA NA CP-690334-01 CP-690334-01 NA NA NA NA NA NA 2
NA NA NA NA NA laudanosine NA NA NA NA laudanosine NA NA 2
NA NA NA NA NA PNU-0230031 NA NA NA PNU-0230031 NA NA NA 2
NA NA NA NA NA vinpocetine NA vinpocetine NA NA NA NA NA 2
NA NA NA NA NA delsoline NA NA NA NA delsoline NA NA 2
NA NA NA NA NA NA abamectin NA NA NA NA NA abamectin 2
NA NA NA NA NA NA buflomedil buflomedil NA NA NA NA NA 2
NA NA NA NA NA NA NA Prestwick-685 NA Prestwick-685 NA NA NA 2
NA NA NA NA NA NA NA bisacodyl NA bisacodyl NA NA NA 2
NA NA NA NA NA NA NA fenoprofen NA fenoprofen NA NA NA 2
NA NA NA NA NA NA NA ethosuximide NA NA NA ethosuximide NA 2
NA NA NA NA NA NA NA 2,6-dimethylpiperidine NA 2,6-dimethylpiperidine NA NA NA 2
NA NA NA NA NA NA NA tropicamide NA NA NA tropicamide NA 2
NA NA NA NA NA NA NA androsterone NA NA NA androsterone NA 2
NA NA NA NA NA NA NA NA Prestwick-1085 NA Prestwick-1085 NA NA 2
NA NA NA NA NA NA NA NA doxepin NA doxepin NA NA 2
NA NA NA NA NA NA NA NA NA furazolidone NA NA furazolidone 2
NA NA NA NA NA NA NA NA NA 6-benzylaminopurine NA 6-benzylaminopurine NA 2
ethisterone NA NA NA NA NA NA NA NA NA NA NA NA 1
naproxen NA NA NA NA NA NA NA NA NA NA NA NA 1
cefaclor NA NA NA NA NA NA NA NA NA NA NA NA 1
NA fluoxetine NA NA NA NA NA NA NA NA NA NA NA 1
NA vanoxerine NA NA NA NA NA NA NA NA NA NA NA 1
NA apigenin NA NA NA NA NA NA NA NA NA NA NA 1
NA natamycin NA NA NA NA NA NA NA NA NA NA NA 1
NA pyrazinamide NA NA NA NA NA NA NA NA NA NA NA 1
NA clemastine NA NA NA NA NA NA NA NA NA NA NA 1
NA glimepiride NA NA NA NA NA NA NA NA NA NA NA 1
NA MG-262 NA NA NA NA NA NA NA NA NA NA NA 1
NA lynestrenol NA NA NA NA NA NA NA NA NA NA NA 1
NA troglitazone NA NA NA NA NA NA NA NA NA NA NA 1
NA denatonium benzoate NA NA NA NA NA NA NA NA NA NA NA 1
NA mephenytoin NA NA NA NA NA NA NA NA NA NA NA 1
NA equilin NA NA NA NA NA NA NA NA NA NA NA 1
NA NA cinchocaine NA NA NA NA NA NA NA NA NA NA 1
NA NA doxorubicin NA NA NA NA NA NA NA NA NA NA 1
NA NA apramycin NA NA NA NA NA NA NA NA NA NA 1
NA NA methylprednisolone NA NA NA NA NA NA NA NA NA NA 1
NA NA NA conessine NA NA NA NA NA NA NA NA NA 1
NA NA NA proadifen NA NA NA NA NA NA NA NA NA 1
NA NA NA Prestwick-689 NA NA NA NA NA NA NA NA NA 1
NA NA NA isoxicam NA NA NA NA NA NA NA NA NA 1
NA NA NA ranitidine NA NA NA NA NA NA NA NA NA 1
NA NA NA Prestwick-972 NA NA NA NA NA NA NA NA NA 1
NA NA NA NA griseofulvin NA NA NA NA NA NA NA NA 1
NA NA NA NA gramine NA NA NA NA NA NA NA NA 1
NA NA NA NA NA mepyramine NA NA NA NA NA NA NA 1
NA NA NA NA NA mebeverine NA NA NA NA NA NA NA 1
NA NA NA NA NA levcycloserine NA NA NA NA NA NA NA 1
NA NA NA NA NA dipivefrine NA NA NA NA NA NA NA 1
NA NA NA NA NA Y-27632 NA NA NA NA NA NA NA 1
NA NA NA NA NA NA nordihydroguaiaretic acid NA NA NA NA NA NA 1
NA NA NA NA NA NA ethambutol NA NA NA NA NA NA 1
NA NA NA NA NA NA retrorsine NA NA NA NA NA NA 1
NA NA NA NA NA NA NA apomorphine NA NA NA NA NA 1
NA NA NA NA NA NA NA mebhydrolin NA NA NA NA NA 1
NA NA NA NA NA NA NA tobramycin NA NA NA NA NA 1
NA NA NA NA NA NA NA ethotoin NA NA NA NA NA 1
NA NA NA NA NA NA NA dizocilpine NA NA NA NA NA 1
NA NA NA NA NA NA NA metolazone NA NA NA NA NA 1
NA NA NA NA NA NA NA zimeldine NA NA NA NA NA 1
NA NA NA NA NA NA NA metamizole sodium NA NA NA NA NA 1
NA NA NA NA NA NA NA propantheline bromide NA NA NA NA NA 1
NA NA NA NA NA NA NA guanethidine NA NA NA NA NA 1
NA NA NA NA NA NA NA irinotecan NA NA NA NA NA 1
NA NA NA NA NA NA NA phenformin NA NA NA NA NA 1
NA NA NA NA NA NA NA colchicine NA NA NA NA NA 1
NA NA NA NA NA NA NA hesperetin NA NA NA NA NA 1
NA NA NA NA NA NA NA 5253409 NA NA NA NA NA 1
NA NA NA NA NA NA NA bupropion NA NA NA NA NA 1
NA NA NA NA NA NA NA sulfafurazole NA NA NA NA NA 1
NA NA NA NA NA NA NA roxithromycin NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA demeclocycline NA NA NA NA NA 1
NA NA NA NA NA NA NA pirenperone NA NA NA NA NA 1
NA NA NA NA NA NA NA digoxigenin NA NA NA NA NA 1
NA NA NA NA NA NA NA physostigmine NA NA NA NA NA 1
NA NA NA NA NA NA NA sulfamerazine NA NA NA NA NA 1
NA NA NA NA NA NA NA lanatoside C NA NA NA NA NA 1
NA NA NA NA NA NA NA proscillaridin NA NA NA NA NA 1
NA NA NA NA NA NA NA strophanthidin NA NA NA NA NA 1
NA NA NA NA NA NA NA racecadotril NA NA NA NA NA 1
NA NA NA NA NA NA NA helveticoside NA NA NA NA NA 1
NA NA NA NA NA NA NA testosterone NA NA NA NA NA 1
NA NA NA NA NA NA NA ramipril NA NA NA NA NA 1
NA NA NA NA NA NA NA gliclazide NA NA NA NA NA 1
NA NA NA NA NA NA NA 5151277 NA NA NA NA NA 1
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NA NA NA NA NA NA NA 3-hydroxy-DL-kynurenine NA NA NA NA NA 1
NA NA NA NA NA NA NA oxamniquine NA NA NA NA NA 1
NA NA NA NA NA NA NA pempidine NA NA NA NA NA 1
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 13
napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline napelline 13
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol danazol 13
ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline 13
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A 13
ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 13
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil 13
metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 13
8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 13
antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 13
latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef latamoxef 13
HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin HC toxin 13
sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine sulfapyridine 13
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat 13
clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin 13
rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin 13
idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine idoxuridine 13
propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone propafenone 13
lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline 13
protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline protriptyline 13
glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 13
chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 13
piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine 13
prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine prochlorperazine 13
monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone monobenzone 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine pentamidine 13
trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine 13
butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine trifluoperazine 13
ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin ionomycin 13
vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine vidarabine 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline perhexiline 13
thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine thioridazine 13
fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene fluspirilene 13
capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin 13
trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol lysergol 13
tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide NA tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide 12
talampicillin talampicillin talampicillin NA talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 12
promethazine promethazine promethazine NA promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine promethazine 12
acepromazine acepromazine acepromazine NA acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 12
epivincamine epivincamine epivincamine NA epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine 12
mesalazine mesalazine mesalazine NA mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine mesalazine 12
cimetidine cimetidine cimetidine NA cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine cimetidine 12
chlorzoxazone chlorzoxazone chlorzoxazone NA chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 12
tonzonium bromide tonzonium bromide tonzonium bromide NA tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 12
norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine NA norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine norcyclobenzaprine 12
ketanserin NA ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin ketanserin 12
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 12
sertaconazole sertaconazole sertaconazole NA sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole 12
cloperastine cloperastine cloperastine NA cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 12
piribedil piribedil piribedil NA piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil piribedil 12
fluphenazine fluphenazine fluphenazine NA fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 12
famprofazone famprofazone famprofazone NA famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone 12
chlorhexidine chlorhexidine chlorhexidine NA chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine chlorhexidine 12
xylometazoline NA xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline xylometazoline 12
rimexolone rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone 12
nitrendipine nitrendipine nitrendipine NA nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine nitrendipine 12
meclofenoxate meclofenoxate meclofenoxate NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 12
loperamide loperamide loperamide NA loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide loperamide 12
nortriptyline nortriptyline nortriptyline NA nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline nortriptyline 12
racecadotril racecadotril racecadotril NA racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril racecadotril 12
dirithromycin dirithromycin dirithromycin NA dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin dirithromycin 12
pimozide pimozide pimozide NA pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide pimozide 12
tranylcypromine tranylcypromine tranylcypromine NA tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine tranylcypromine 12
SC-58125 NA SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 12
bepridil bepridil bepridil NA bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 12
clomipramine clomipramine clomipramine NA clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine clomipramine 12
resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol resveratrol NA resveratrol 12
cefalotin cefalotin cefalotin NA cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin cefalotin 12
chlorpromazine chlorpromazine chlorpromazine NA chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine chlorpromazine 12
amiodarone amiodarone amiodarone NA amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 12
sulconazole sulconazole sulconazole NA sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole sulconazole 12
clioquinol clioquinol clioquinol NA clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 12
methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride NA methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloridemethylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride methylbenzethonium chloride 12
metyrapone metyrapone metyrapone NA metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone 12
nicergoline nicergoline nicergoline NA nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline 12
niclosamide niclosamide niclosamide NA niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide niclosamide 12
solanine solanine solanine NA solanine solanine solanine solanine solanine solanine solanine solanine solanine 12
dioxybenzone dioxybenzone dioxybenzone NA dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone dioxybenzone 12
alimemazine alimemazine alimemazine NA alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine alimemazine 12
calmidazolium calmidazolium calmidazolium NA calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium calmidazolium 12
thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine NA thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine 12
medrysone medrysone medrysone NA medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone medrysone 12
trioxysalen trioxysalen trioxysalen NA trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen trioxysalen 12
NA spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone spiperone 12
PF-00562151-00 PF-00562151-00 NA PF-00562151-00 PF-00562151-00 PF-00562151-00 PF-00562151-00 PF-00562151-00 PF-00562151-00 PF-00562151-00 NA PF-00562151-00 PF-00562151-00 11
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benperidol benperidol benperidol NA benperidol benperidol NA benperidol benperidol benperidol benperidol benperidol benperidol 11
clobetasol clobetasol clobetasol NA clobetasol clobetasol NA clobetasol clobetasol clobetasol clobetasol clobetasol clobetasol 11
chlorambucil chlorambucil NA chlorambucil chlorambucil chlorambucil chlorambucil NA chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil 11
metronidazole NA metronidazole NA metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 11
proxymetacaine NA proxymetacaine NA proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine proxymetacaine 11
seneciphylline seneciphylline seneciphylline NA seneciphylline seneciphylline NA seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline 11
quinostatin NA quinostatin NA quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin quinostatin 11
colecalciferol colecalciferol NA colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol colecalciferol NA colecalciferol colecalciferol colecalciferol 11
beclometasone NA beclometasone NA beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone 11
0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B NA 0297417-0002B 0297417-0002B 0297417-0002B 0297417-0002B NA 0297417-0002B 0297417-0002B 11
cyproheptadine cyproheptadine NA NA cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine cyproheptadine 11
procarbazine procarbazine procarbazine NA procarbazine procarbazine procarbazine procarbazine NA procarbazine procarbazine procarbazine procarbazine 11
etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid NA NA etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid 11
puromycin puromycin puromycin puromycin puromycin puromycin NA NA puromycin puromycin puromycin puromycin puromycin 11
cetirizine cetirizine NA NA cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine cetirizine 11
scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid NA scriptaid NA scriptaid scriptaid scriptaid 11
econazole econazole NA econazole econazole econazole econazole econazole econazole econazole NA econazole econazole 11
Prestwick-1083 NA Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 NA Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 Prestwick-1083 11
NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine pentoxyverine NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine 11
NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole NA phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole phthalylsulfathiazole 11
NA levonorgestrel levonorgestrel NA levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 11
NA NA procainamide procainamide procainamide procainamide procainamide procainamide procainamide procainamide procainamide procainamide procainamide 11
orphenadrine NA orphenadrine orphenadrine orphenadrine NA NA orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine orphenadrine 10
diclofenac NA diclofenac NA diclofenac diclofenac NA diclofenac diclofenac diclofenac diclofenac diclofenac diclofenac 10
chlorphenesin NA chlorphenesin NA chlorphenesin chlorphenesin NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin 10
novobiocin NA novobiocin NA novobiocin novobiocin novobiocin novobiocin NA novobiocin novobiocin novobiocin novobiocin 10
pargyline NA pargyline NA pargyline pargyline pargyline NA pargyline pargyline pargyline pargyline pargyline 10
homochlorcyclizine NA NA NA homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine homochlorcyclizine 10
mephentermine mephentermine mephentermine NA mephentermine mephentermine NA mephentermine mephentermine NA mephentermine mephentermine mephentermine 10
dexpropranolol dexpropranolol dexpropranolol NA dexpropranolol NA dexpropranolol dexpropranolol NA dexpropranolol dexpropranolol dexpropranolol dexpropranolol 10
dihydroergocristine dihydroergocristine NA NA dihydroergocristine dihydroergocristine dihydroergocristine NA dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine dihydroergocristine 10
quinisocaine NA quinisocaine NA quinisocaine quinisocaine quinisocaine NA quinisocaine quinisocaine quinisocaine quinisocaine quinisocaine 10
ipratropium bromide ipratropium bromide ipratropium bromide NA NA ipratropium bromide ipratropium bromide ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 10
hydrastine hydrochloride NA hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride NA hydrastine hydrochloride hydrastine hydrochloride hydrastine hydrochloride 10
meclozine meclozine NA NA meclozine meclozine NA meclozine meclozine meclozine meclozine meclozine meclozine 10
fulvestrant NA fulvestrant NA fulvestrant fulvestrant NA fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant fulvestrant 10
ambroxol NA NA ambroxol ambroxol ambroxol ambroxol NA ambroxol ambroxol ambroxol ambroxol ambroxol 10
desoxycortone desoxycortone desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone NA NA desoxycortone desoxycortone desoxycortone 10
tropicamide NA tropicamide NA tropicamide tropicamide tropicamide tropicamide tropicamide NA tropicamide tropicamide tropicamide 10
dipyridamole dipyridamole dipyridamole NA dipyridamole dipyridamole NA dipyridamole NA dipyridamole dipyridamole dipyridamole dipyridamole 10
practolol practolol NA NA practolol practolol NA practolol practolol practolol practolol practolol practolol 10
picrotoxinin picrotoxinin picrotoxinin NA NA picrotoxinin picrotoxinin picrotoxinin NA picrotoxinin picrotoxinin picrotoxinin picrotoxinin 10
NA betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol NA betaxolol betaxolol betaxolol betaxolol 10
NA kanamycin kanamycin NA kanamycin kanamycin kanamycin kanamycin kanamycin NA kanamycin kanamycin kanamycin 10
tiapride NA NA tiapride tiapride tiapride NA NA tiapride tiapride tiapride tiapride tiapride 9
dequalinium chloride NA dequalinium chloride NA dequalinium chloride dequalinium chloride NA NA dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride 9
triflupromazine NA NA NA triflupromazine triflupromazine NA triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine 9
wortmannin NA wortmannin NA wortmannin wortmannin NA wortmannin wortmannin wortmannin NA wortmannin wortmannin 9
imidurea NA imidurea NA imidurea imidurea imidurea NA imidurea NA imidurea imidurea imidurea 9
dicloxacillin dicloxacillin dicloxacillin NA dicloxacillin dicloxacillin NA NA NA dicloxacillin dicloxacillin dicloxacillin dicloxacillin 9
dacarbazine NA NA NA dacarbazine dacarbazine dacarbazine dacarbazine dacarbazine NA dacarbazine dacarbazine dacarbazine 9
flunixin flunixin flunixin NA NA NA flunixin flunixin NA flunixin flunixin flunixin flunixin 9
prenylamine prenylamine prenylamine prenylamine prenylamine prenylamine NA NA NA prenylamine NA prenylamine prenylamine 9
levomepromazine NA NA NA levomepromazine levomepromazine NA levomepromazine levomepromazine levomepromazine levomepromazine levomepromazine levomepromazine 9
prazosin prazosin NA prazosin prazosin prazosin NA prazosin NA NA prazosin prazosin prazosin 9
ciclacillin NA ciclacillin ciclacillin ciclacillin NA ciclacillin NA ciclacillin ciclacillin NA ciclacillin ciclacillin 9
repaglinide NA NA NA repaglinide repaglinide repaglinide NA repaglinide repaglinide repaglinide repaglinide repaglinide 9
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA NA 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 9
amodiaquine NA NA NA amodiaquine amodiaquine NA amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine amodiaquine 9
NA celastrol celastrol NA NA celastrol NA celastrol celastrol celastrol celastrol celastrol celastrol 9
NA chlorprothixene NA NA chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene NA chlorprothixene chlorprothixene 9
NA cyproterone cyproterone NA cyproterone NA NA cyproterone cyproterone cyproterone cyproterone cyproterone cyproterone 9
NA skimmianine skimmianine NA skimmianine skimmianine NA skimmianine NA skimmianine skimmianine skimmianine skimmianine 9
moroxydine moroxydine NA NA moroxydine moroxydine NA NA moroxydine NA moroxydine moroxydine moroxydine 8
etamivan etamivan NA NA etamivan etamivan NA etamivan etamivan NA etamivan NA etamivan 8
flupentixol flupentixol NA NA NA flupentixol NA flupentixol flupentixol flupentixol NA flupentixol flupentixol 8
betahistine NA betahistine NA betahistine betahistine NA betahistine NA NA betahistine betahistine betahistine 8
bezafibrate NA bezafibrate NA bezafibrate bezafibrate bezafibrate NA bezafibrate NA bezafibrate NA bezafibrate 8
omeprazole omeprazole NA NA omeprazole NA NA omeprazole NA omeprazole omeprazole omeprazole omeprazole 8
pimethixene pimethixene pimethixene NA NA pimethixene pimethixene pimethixene NA pimethixene NA pimethixene NA 8
lactobionic acid NA NA lactobionic acid lactobionic acid lactobionic acid NA NA lactobionic acid lactobionic acid NA lactobionic acid lactobionic acid 8
dihydroergotamine NA dihydroergotamine NA dihydroergotamine dihydroergotamine dihydroergotamine dihydroergotamine NA dihydroergotamine dihydroergotamine NA NA 8
NA amoxicillin amoxicillin NA amoxicillin NA amoxicillin amoxicillin NA amoxicillin amoxicillin amoxicillin NA 8
NA ellipticine ellipticine NA ellipticine ellipticine NA ellipticine NA ellipticine ellipticine NA ellipticine 8
NA pyrvinium NA NA pyrvinium pyrvinium pyrvinium NA NA pyrvinium pyrvinium pyrvinium pyrvinium 8
NA atovaquone atovaquone NA atovaquone atovaquone NA atovaquone NA NA atovaquone atovaquone atovaquone 8
NA azacitidine NA azacitidine azacitidine NA azacitidine NA NA azacitidine azacitidine azacitidine azacitidine 8
NA perphenazine NA NA NA perphenazine NA perphenazine perphenazine perphenazine perphenazine perphenazine perphenazine 8
NA NA flufenamic acid NA flufenamic acid NA flufenamic acid NA flufenamic acid flufenamic acid flufenamic acid flufenamic acid flufenamic acid 8
NA NA etofenamate etofenamate etofenamate etofenamate NA etofenamate etofenamate NA etofenamate NA etofenamate 8
NA NA NA NA eticlopride eticlopride eticlopride eticlopride eticlopride eticlopride NA eticlopride eticlopride 8
hyoscyamine NA NA NA hyoscyamine hyoscyamine NA NA hyoscyamine hyoscyamine hyoscyamine NA hyoscyamine 7
ethambutol NA ethambutol NA ethambutol ethambutol ethambutol NA ethambutol NA NA NA ethambutol 7
nifedipine NA NA nifedipine nifedipine nifedipine NA NA nifedipine nifedipine NA NA nifedipine 7
alvespimycin alvespimycin alvespimycin NA NA alvespimycin NA NA NA alvespimycin alvespimycin alvespimycin NA 7
santonin santonin NA NA NA santonin santonin NA santonin santonin santonin NA NA 7
pizotifen NA NA NA pizotifen NA NA pizotifen pizotifen NA pizotifen pizotifen pizotifen 7
LY-294002 NA NA NA NA LY-294002 LY-294002 NA LY-294002 LY-294002 LY-294002 NA LY-294002 7
piperidolate piperidolate NA NA NA NA NA piperidolate piperidolate piperidolate piperidolate piperidolate NA 7
NA saquinavir saquinavir NA saquinavir NA NA saquinavir NA saquinavir NA saquinavir saquinavir 7
NA berberine NA NA NA NA berberine berberine NA berberine berberine berberine berberine 7
NA trimipramine NA NA NA trimipramine trimipramine trimipramine trimipramine trimipramine trimipramine NA NA 7
NA acetylsalicylic acid acetylsalicylic acid NA acetylsalicylic acid NA NA acetylsalicylic acid NA acetylsalicylic acid acetylsalicylic acid acetylsalicylic acid NA 7
NA tracazolate tracazolate NA tracazolate tracazolate tracazolate NA NA NA tracazolate tracazolate NA 7
NA etamsylate NA NA etamsylate NA etamsylate etamsylate NA etamsylate etamsylate etamsylate NA 7
NA fluvastatin NA fluvastatin NA NA NA fluvastatin fluvastatin fluvastatin NA fluvastatin fluvastatin 7
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NA dextromethorphan NA NA NA dextromethorphan NA dextromethorphan NA dextromethorphan dextromethorphan dextromethorphan dextromethorphan 7
NA NA estriol NA NA estriol estriol estriol NA estriol estriol NA estriol 7
NA NA oxprenolol NA oxprenolol oxprenolol oxprenolol NA NA oxprenolol NA oxprenolol oxprenolol 7
NA NA ethoxyquin NA NA ethoxyquin NA NA ethoxyquin ethoxyquin ethoxyquin ethoxyquin ethoxyquin 7
NA NA ifenprodil NA NA ifenprodil NA ifenprodil NA ifenprodil ifenprodil ifenprodil ifenprodil 7
NA NA budesonide NA NA budesonide budesonide budesonide budesonide budesonide NA budesonide NA 7
indapamide NA NA NA NA indapamide indapamide NA NA indapamide NA indapamide indapamide 6
halcinonide NA NA NA halcinonide NA NA NA halcinonide halcinonide halcinonide NA halcinonide 6
PNU-0230031 PNU-0230031 NA NA NA PNU-0230031 NA PNU-0230031 NA PNU-0230031 PNU-0230031 NA NA 6
0173570-0000 0173570-0000 0173570-0000 0173570-0000 NA NA 0173570-0000 0173570-0000 NA NA NA NA NA 6
pyrazinamide pyrazinamide NA NA pyrazinamide pyrazinamide NA NA pyrazinamide NA NA pyrazinamide NA 6
naproxen NA NA NA naproxen naproxen NA NA NA NA naproxen naproxen naproxen 6
oxyphenbutazone oxyphenbutazone NA NA NA NA NA oxyphenbutazone oxyphenbutazone oxyphenbutazone NA oxyphenbutazone NA 6
metolazone NA metolazone NA NA NA NA metolazone metolazone NA NA metolazone metolazone 6
norethisterone norethisterone NA NA NA norethisterone NA norethisterone NA norethisterone NA norethisterone NA 6
metoclopramide metoclopramide NA NA metoclopramide NA NA NA metoclopramide NA metoclopramide NA metoclopramide 6
nilutamide nilutamide nilutamide NA NA NA NA nilutamide NA NA nilutamide nilutamide NA 6
NA succinylsulfathiazole NA NA NA NA succinylsulfathiazole succinylsulfathiazole NA succinylsulfathiazole succinylsulfathiazole NA succinylsulfathiazole 6
NA menadione menadione NA NA menadione NA menadione NA menadione NA menadione NA 6
NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 NA NA 6
NA ikarugamycin NA ikarugamycin NA ikarugamycin ikarugamycin ikarugamycin NA ikarugamycin NA NA NA 6
NA H-7 H-7 NA NA H-7 H-7 H-7 NA H-7 NA NA NA 6
NA clopamide NA clopamide clopamide NA NA clopamide NA clopamide clopamide NA NA 6
NA pioglitazone NA pioglitazone pioglitazone NA NA pioglitazone NA pioglitazone NA NA pioglitazone 6
NA tribenoside NA NA NA NA tribenoside NA tribenoside tribenoside tribenoside tribenoside NA 6
NA NA milrinone NA milrinone milrinone NA NA milrinone milrinone NA NA milrinone 6
NA NA canrenoic acid NA canrenoic acid NA NA canrenoic acid NA NA canrenoic acid canrenoic acid canrenoic acid 6
NA NA blebbistatin NA blebbistatin blebbistatin NA blebbistatin blebbistatin NA blebbistatin NA NA 6
NA NA propranolol NA NA propranolol NA propranolol NA NA propranolol propranolol propranolol 6
NA NA NA pentetrazol pentetrazol pentetrazol NA NA pentetrazol pentetrazol NA NA pentetrazol 6
NA NA NA NA fenspiride NA NA fenspiride NA fenspiride fenspiride fenspiride fenspiride 6
NA NA NA NA sulfadiazine sulfadiazine NA NA sulfadiazine NA sulfadiazine sulfadiazine sulfadiazine 6
NA NA NA NA NA maprotiline maprotiline NA maprotiline maprotiline NA maprotiline maprotiline 6
NA NA NA NA NA amoxapine amoxapine amoxapine amoxapine amoxapine NA NA amoxapine 6
rofecoxib rofecoxib NA NA NA NA NA NA rofecoxib NA rofecoxib rofecoxib NA 5
ethisterone ethisterone NA NA NA NA NA NA NA ethisterone ethisterone NA ethisterone 5
tretinoin tretinoin tretinoin NA NA NA NA tretinoin NA tretinoin NA NA NA 5
lovastatin NA NA NA lovastatin lovastatin NA NA lovastatin NA NA NA lovastatin 5
quipazine NA quipazine NA NA quipazine NA NA NA quipazine NA NA quipazine 5
PNU-0293363 NA PNU-0293363 NA NA PNU-0293363 NA PNU-0293363 NA NA PNU-0293363 NA NA 5
emetine NA NA NA NA emetine NA emetine NA emetine NA emetine NA 5
isotretinoin NA isotretinoin NA NA NA NA isotretinoin NA isotretinoin NA isotretinoin NA 5
bromperidol NA NA NA NA NA bromperidol bromperidol NA bromperidol bromperidol NA NA 5
NA profenamine NA NA NA NA NA profenamine profenamine NA profenamine profenamine NA 5
NA chlorcyclizine NA chlorcyclizine NA NA NA chlorcyclizine chlorcyclizine NA NA NA chlorcyclizine 5
NA thiostrepton thiostrepton thiostrepton NA NA NA NA thiostrepton NA NA thiostrepton NA 5
NA bufexamac bufexamac NA NA NA NA NA NA bufexamac bufexamac NA bufexamac 5
NA oxytetracycline NA NA oxytetracycline NA oxytetracycline NA NA oxytetracycline NA NA oxytetracycline 5
NA NA fluvoxamine NA NA fluvoxamine NA NA NA fluvoxamine fluvoxamine NA fluvoxamine 5
NA NA sulfasalazine NA sulfasalazine NA NA NA sulfasalazine NA sulfasalazine sulfasalazine NA 5
NA NA GW-8510 NA NA NA NA GW-8510 NA GW-8510 GW-8510 NA GW-8510 5
NA NA NA benzethonium chloride NA benzethonium chloride benzethonium chloride NA NA benzethonium chloride NA NA benzethonium chloride 5
NA NA NA NA oxolinic acid NA NA NA oxolinic acid oxolinic acid NA oxolinic acid oxolinic acid 5
NA NA NA NA BW-B70C BW-B70C BW-B70C NA NA NA NA BW-B70C BW-B70C 5
NA NA NA NA ornidazole ornidazole ornidazole NA ornidazole NA NA ornidazole NA 5
NA NA NA NA fludroxycortide NA fludroxycortide NA fludroxycortide NA NA fludroxycortide fludroxycortide 5
tolfenamic acid NA tolfenamic acid NA NA NA NA NA NA tolfenamic acid tolfenamic acid NA NA 4
iobenguane NA NA NA iobenguane NA NA NA iobenguane NA iobenguane NA NA 4
eucatropine NA eucatropine NA NA eucatropine NA NA NA NA NA eucatropine NA 4
cephaeline NA NA NA NA cephaeline NA cephaeline NA NA NA cephaeline NA 4
protoveratrine A NA NA protoveratrine A NA NA NA NA NA NA protoveratrine A protoveratrine A NA 4
probenecid NA NA NA NA probenecid NA probenecid NA NA probenecid NA NA 4
salsolidin NA NA NA NA salsolidin NA NA NA NA salsolidin salsolidin NA 4
5186223 NA NA 5186223 NA NA 5186223 NA NA 5186223 NA NA NA 4
phenacetin NA NA NA phenacetin phenacetin NA NA NA NA NA NA phenacetin 4
NA syrosingopine syrosingopine NA NA syrosingopine NA syrosingopine NA NA NA NA NA 4
NA hycanthone hycanthone NA NA NA NA hycanthone NA NA hycanthone NA NA 4
NA bisacodyl NA NA NA NA NA bisacodyl NA bisacodyl bisacodyl NA NA 4
NA phenazopyridine phenazopyridine NA NA phenazopyridine NA phenazopyridine NA NA NA NA NA 4
NA hydrocotarnine NA NA NA NA NA hydrocotarnine NA NA hydrocotarnine hydrocotarnine NA 4
NA mevalolactone NA mevalolactone NA NA NA mevalolactone NA NA NA NA mevalolactone 4
NA NA cefalexin NA NA cefalexin NA cefalexin NA NA NA cefalexin NA 4
NA NA cortisone NA NA NA cortisone cortisone NA cortisone NA NA NA 4
NA NA SB-202190 NA SB-202190 NA NA SB-202190 NA NA SB-202190 NA NA 4
NA NA mefloquine mefloquine NA mefloquine NA NA NA mefloquine NA NA NA 4
NA NA 0225151-0000 0225151-0000 NA 0225151-0000 NA NA NA 0225151-0000 NA NA NA 4
NA NA NA NA griseofulvin NA NA NA griseofulvin griseofulvin NA griseofulvin NA 4
NA NA NA NA clofilium tosylate NA NA NA clofilium tosylate clofilium tosylate NA NA clofilium tosylate 4
NA NA NA NA benzamil NA NA NA benzamil benzamil NA NA benzamil 4
NA NA NA NA NA nialamide NA NA NA nialamide nialamide NA nialamide 4
NA NA NA NA NA Prestwick-559 NA Prestwick-559 NA Prestwick-559 Prestwick-559 NA NA 4
NA NA NA NA NA NA tyloxapol tyloxapol NA tyloxapol tyloxapol NA NA 4
NA NA NA NA NA NA cefoxitin cefoxitin NA NA NA cefoxitin cefoxitin 4
NA NA NA NA NA NA NA deferoxamine NA deferoxamine NA deferoxamine deferoxamine 4
cromoglicic acid cromoglicic acid NA NA NA NA NA NA cromoglicic acid NA NA NA NA 3
diltiazem NA NA NA NA NA NA diltiazem NA NA NA diltiazem NA 3
methazolamide NA NA NA NA NA NA NA NA NA NA methazolamide methazolamide 3
fluocinonide NA NA NA NA NA NA fluocinonide NA NA NA fluocinonide NA 3
Prestwick-1080 NA NA NA NA NA NA NA Prestwick-1080 Prestwick-1080 NA NA NA 3
cyclopentolate NA cyclopentolate NA cyclopentolate NA NA NA NA NA NA NA NA 3
NA reserpine NA NA NA reserpine NA reserpine NA NA NA NA NA 3
NA pseudopelletierine pseudopelletierine NA NA NA pseudopelletierine NA NA NA NA NA NA 3
NA ronidazole ronidazole NA NA NA NA ronidazole NA NA NA NA NA 3
NA primaquine NA NA NA NA primaquine primaquine NA NA NA NA NA 3
NA SR-95531 NA NA NA NA NA SR-95531 NA NA SR-95531 NA NA 3
NA mycophenolic acid NA mycophenolic acid NA NA mycophenolic acid NA NA NA NA NA NA 3
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NA beta-escin NA NA NA NA beta-escin beta-escin NA NA NA NA NA 3
NA etoposide NA etoposide NA NA NA etoposide NA NA NA NA NA 3
NA 0179445-0000 NA NA NA NA NA NA NA 0179445-0000 0179445-0000 NA NA 3
NA doxorubicin doxorubicin NA NA NA NA doxorubicin NA NA NA NA NA 3
NA felodipine NA NA NA felodipine NA felodipine NA NA NA NA NA 3
NA ginkgolide A NA NA NA NA NA ginkgolide A NA NA ginkgolide A NA NA 3
NA erastin erastin NA NA erastin NA NA NA NA NA NA NA 3
NA vanoxerine NA NA NA NA NA NA vanoxerine NA NA vanoxerine NA 3
NA 6-benzylaminopurine NA NA 6-benzylaminopurine NA NA NA NA NA NA NA 6-benzylaminopurine 3
NA solasodine NA NA NA NA NA NA NA NA solasodine NA solasodine 3
NA prednicarbate NA NA NA prednicarbate NA NA NA prednicarbate NA NA NA 3
NA NA tobramycin NA NA tobramycin NA tobramycin NA NA NA NA NA 3
NA NA naringin NA NA NA NA NA NA naringin naringin NA NA 3
NA NA metaraminol NA metaraminol NA NA NA NA NA metaraminol NA NA 3
NA NA nimesulide NA NA NA nimesulide NA nimesulide NA NA NA NA 3
NA NA heliotrine NA NA NA NA NA heliotrine NA heliotrine NA NA 3
NA NA NA 5155877 NA NA NA NA 5155877 5155877 NA NA NA 3
NA NA NA NA alexidine NA NA NA NA alexidine NA NA alexidine 3
NA NA NA NA azaperone NA azaperone NA NA NA azaperone NA NA 3
NA NA NA NA (-)-MK-801 NA NA NA NA NA (-)-MK-801 (-)-MK-801 NA 3
NA NA NA NA NA isoxsuprine NA NA NA NA isoxsuprine NA isoxsuprine 3
NA NA NA NA NA hydralazine NA hydralazine hydralazine NA NA NA NA 3
NA NA NA NA NA nabumetone NA NA NA NA nabumetone nabumetone NA 3
NA NA NA NA NA metergoline NA metergoline NA metergoline NA NA NA 3
NA NA NA NA NA NA zalcitabine NA NA zalcitabine NA NA zalcitabine 3
NA NA NA NA NA NA NA 0175029-0000 NA 0175029-0000 0175029-0000 NA NA 3
NA NA NA NA NA NA NA zimeldine NA zimeldine zimeldine NA NA 3
NA NA NA NA NA NA NA spectinomycin spectinomycin NA NA spectinomycin NA 3
NA NA NA NA NA NA NA bupropion NA NA NA bupropion bupropion 3
NA NA NA NA NA NA NA carcinine NA NA carcinine carcinine NA 3
NA NA NA NA NA NA NA NA paracetamol paracetamol paracetamol NA NA 3
dexibuprofen NA NA NA NA NA NA NA dexibuprofen NA NA NA NA 2
AG-012559 NA NA NA NA NA NA NA NA NA AG-012559 NA NA 2
NA alpha-estradiol NA NA NA NA NA NA NA NA alpha-estradiol NA NA 2
NA fenoprofen NA NA NA NA NA fenoprofen NA NA NA NA NA 2
NA ciclopirox ciclopirox NA NA NA NA NA NA NA NA NA NA 2
NA rolitetracycline NA NA NA NA NA rolitetracycline NA NA NA NA NA 2
NA domperidone NA NA NA NA NA domperidone NA NA NA NA NA 2
NA sulfamethoxypyridazine NA NA NA NA NA sulfamethoxypyridazine NA NA NA NA NA 2
NA flutamide NA NA NA NA NA NA flutamide NA NA NA NA 2
NA thioguanosine NA NA NA NA NA thioguanosine NA NA NA NA NA 2
NA camptothecin NA NA NA NA NA camptothecin NA NA NA NA NA 2
NA terguride NA NA NA NA NA NA NA terguride NA NA NA 2
NA dimethadione NA NA NA NA NA dimethadione NA NA NA NA NA 2
NA phenoxybenzamine NA phenoxybenzamine NA NA NA NA NA NA NA NA NA 2
NA midodrine NA NA NA NA NA midodrine NA NA NA NA NA 2
NA mitoxantrone NA NA NA NA NA mitoxantrone NA NA NA NA NA 2
NA lidoflazine NA NA NA NA NA lidoflazine NA NA NA NA NA 2
NA apomorphine NA NA NA NA NA apomorphine NA NA NA NA NA 2
NA ceftazidime NA NA NA NA ceftazidime NA NA NA NA NA NA 2
NA irinotecan NA NA NA NA NA irinotecan NA NA NA NA NA 2
NA NA pronetalol NA pronetalol NA NA NA NA NA NA NA NA 2
NA NA IC-86621 NA NA NA NA NA NA IC-86621 NA NA NA 2
NA NA copper sulfate NA NA NA NA NA NA NA copper sulfate NA NA 2
NA NA cycloserine NA NA NA NA cycloserine NA NA NA NA NA 2
NA NA fluorometholone fluorometholone NA NA NA NA NA NA NA NA NA 2
NA NA BCB000038 NA NA NA NA NA NA NA BCB000038 NA NA 2
NA NA progesterone NA NA NA NA NA NA progesterone NA NA NA 2
NA NA benzylpenicillin NA NA NA benzylpenicillin NA NA NA NA NA NA 2
NA NA canavanine NA NA NA NA canavanine NA NA NA NA NA 2
NA NA NA dicoumarol NA NA NA dicoumarol NA NA NA NA NA 2
NA NA NA NA fipexide NA NA fipexide NA NA NA NA NA 2
NA NA NA NA alverine NA NA NA alverine NA NA NA NA 2
NA NA NA NA valinomycin NA NA NA NA NA NA NA valinomycin 2
NA NA NA NA mifepristone NA NA NA NA mifepristone NA NA NA 2
NA NA NA NA mepyramine mepyramine NA NA NA NA NA NA NA 2
NA NA NA NA nisoxetine NA NA NA nisoxetine NA NA NA NA 2
NA NA NA NA NA 5279552 NA 5279552 NA NA NA NA NA 2
NA NA NA NA NA clemizole NA NA NA clemizole NA NA NA 2
NA NA NA NA NA baclofen NA baclofen NA NA NA NA NA 2
NA NA NA NA NA NA N-acetyl-L-leucine N-acetyl-L-leucine NA NA NA NA NA 2
NA NA NA NA NA NA cytochalasin B NA NA NA NA NA cytochalasin B 2
NA NA NA NA NA NA NA xylazine NA NA xylazine NA NA 2
NA NA NA NA NA NA NA pyrithyldione NA NA NA NA pyrithyldione 2
NA NA NA NA NA NA NA haloperidol NA haloperidol NA NA NA 2
NA NA NA NA NA NA NA terfenadine NA terfenadine NA NA NA 2
NA NA NA NA NA NA NA tubocurarine chloride tubocurarine chloride NA NA NA NA 2
NA NA NA NA NA NA NA Prestwick-674 NA NA Prestwick-674 NA NA 2
NA NA NA NA NA NA NA sulfametoxydiazine NA sulfametoxydiazine NA NA NA 2
NA NA NA NA NA NA NA iopanoic acid NA iopanoic acid NA NA NA 2
NA NA NA NA NA NA NA benserazide NA NA NA NA benserazide 2
NA NA NA NA NA NA NA NA NA rottlerin NA NA rottlerin 2
NA NA NA NA NA NA NA NA NA lobelanidine NA lobelanidine NA 2
NA NA NA NA NA NA NA NA NA alsterpaullone alsterpaullone NA NA 2
fursultiamine NA NA NA NA NA NA NA NA NA NA NA NA 1
levocabastine NA NA NA NA NA NA NA NA NA NA NA NA 1
triflusal NA NA NA NA NA NA NA NA NA NA NA NA 1
mecamylamine NA NA NA NA NA NA NA NA NA NA NA NA 1
NA lorglumide NA NA NA NA NA NA NA NA NA NA NA 1
NA kaempferol NA NA NA NA NA NA NA NA NA NA NA 1
NA fluoxetine NA NA NA NA NA NA NA NA NA NA NA 1
NA morantel NA NA NA NA NA NA NA NA NA NA NA 1
NA equilin NA NA NA NA NA NA NA NA NA NA NA 1
NA troglitazone NA NA NA NA NA NA NA NA NA NA NA 1
NA cefadroxil NA NA NA NA NA NA NA NA NA NA NA 1
NA pinacidil NA NA NA NA NA NA NA NA NA NA NA 1
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NA CP-944629 NA NA NA NA NA NA NA NA NA NA NA 1
NA daunorubicin NA NA NA NA NA NA NA NA NA NA NA 1
NA CAY-10397 NA NA NA NA NA NA NA NA NA NA NA 1
NA erythromycin NA NA NA NA NA NA NA NA NA NA NA 1
NA tyrphostin AG-1478 NA NA NA NA NA NA NA NA NA NA NA 1
NA F0447-0125 NA NA NA NA NA NA NA NA NA NA NA 1
NA papaverine NA NA NA NA NA NA NA NA NA NA NA 1
NA DL-thiorphan NA NA NA NA NA NA NA NA NA NA NA 1
NA fasudil NA NA NA NA NA NA NA NA NA NA NA 1
NA mephenytoin NA NA NA NA NA NA NA NA NA NA NA 1
NA glimepiride NA NA NA NA NA NA NA NA NA NA NA 1
NA BAS-012416453 NA NA NA NA NA NA NA NA NA NA NA 1
NA aminohippuric acid NA NA NA NA NA NA NA NA NA NA NA 1
NA NA oxamniquine NA NA NA NA NA NA NA NA NA NA 1
NA NA CP-319743 NA NA NA NA NA NA NA NA NA NA 1
NA NA 5224221 NA NA NA NA NA NA NA NA NA NA 1
NA NA cinchocaine NA NA NA NA NA NA NA NA NA NA 1
NA NA NA PNU-0251126 NA NA NA NA NA NA NA NA NA 1
NA NA NA sulfachlorpyridazine NA NA NA NA NA NA NA NA NA 1
NA NA NA withaferin A NA NA NA NA NA NA NA NA NA 1
NA NA NA sotalol NA NA NA NA NA NA NA NA NA 1
NA NA NA 3-nitropropionic acid NA NA NA NA NA NA NA NA NA 1
NA NA NA depudecin NA NA NA NA NA NA NA NA NA 1
NA NA NA pirinixic acid NA NA NA NA NA NA NA NA NA 1
NA NA NA NA moxisylyte NA NA NA NA NA NA NA NA 1
NA NA NA NA NA demecolcine NA NA NA NA NA NA NA 1
NA NA NA NA NA bromocriptine NA NA NA NA NA NA NA 1
NA NA NA NA NA S-propranolol NA NA NA NA NA NA NA 1
NA NA NA NA NA abamectin NA NA NA NA NA NA NA 1
NA NA NA NA NA Y-27632 NA NA NA NA NA NA NA 1
NA NA NA NA NA doxazosin NA NA NA NA NA NA NA 1
NA NA NA NA NA cefaclor NA NA NA NA NA NA NA 1
NA NA NA NA NA dilazep NA NA NA NA NA NA NA 1
NA NA NA NA NA 5248896 NA NA NA NA NA NA NA 1
NA NA NA NA NA guanfacine NA NA NA NA NA NA NA 1
NA NA NA NA NA levcycloserine NA NA NA NA NA NA NA 1
NA NA NA NA NA NA propoxycaine NA NA NA NA NA NA 1
NA NA NA NA NA NA flunisolide NA NA NA NA NA NA 1
NA NA NA NA NA NA torasemide NA NA NA NA NA NA 1
NA NA NA NA NA NA furazolidone NA NA NA NA NA NA 1
NA NA NA NA NA NA NA Prestwick-685 NA NA NA NA NA 1
NA NA NA NA NA NA NA mebhydrolin NA NA NA NA NA 1
NA NA NA NA NA NA NA dizocilpine NA NA NA NA NA 1
NA NA NA NA NA NA NA ethosuximide NA NA NA NA NA 1
NA NA NA NA NA NA NA ethotoin NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA kinetin NA NA NA NA NA 1
NA NA NA NA NA NA NA buflomedil NA NA NA NA NA 1
NA NA NA NA NA NA NA metamizole sodium NA NA NA NA NA 1
NA NA NA NA NA NA NA methapyrilene NA NA NA NA NA 1
NA NA NA NA NA NA NA sanguinarine NA NA NA NA NA 1
NA NA NA NA NA NA NA palmatine NA NA NA NA NA 1
NA NA NA NA NA NA NA sulfafurazole NA NA NA NA NA 1
NA NA NA NA NA NA NA phenformin NA NA NA NA NA 1
NA NA NA NA NA NA NA roxithromycin NA NA NA NA NA 1
NA NA NA NA NA NA NA physostigmine NA NA NA NA NA 1
NA NA NA NA NA NA NA raloxifene NA NA NA NA NA 1
NA NA NA NA NA NA NA terbutaline NA NA NA NA NA 1
NA NA NA NA NA NA NA 5253409 NA NA NA NA NA 1
NA NA NA NA NA NA NA laudanosine NA NA NA NA NA 1
NA NA NA NA NA NA NA naftopidil NA NA NA NA NA 1
NA NA NA NA NA NA NA crotamiton NA NA NA NA NA 1
NA NA NA NA NA NA NA gliclazide NA NA NA NA NA 1
NA NA NA NA NA NA NA proscillaridin NA NA NA NA NA 1
NA NA NA NA NA NA NA fenbufen NA NA NA NA NA 1
NA NA NA NA NA NA NA propantheline bromide NA NA NA NA NA 1
NA NA NA NA NA NA NA imipenem NA NA NA NA NA 1
NA NA NA NA NA NA NA hesperetin NA NA NA NA NA 1
NA NA NA NA NA NA NA vinpocetine NA NA NA NA NA 1
NA NA NA NA NA NA NA androsterone NA NA NA NA NA 1
NA NA NA NA NA NA NA ramipril NA NA NA NA NA 1
NA NA NA NA NA NA NA 3-hydroxy-DL-kynurenine NA NA NA NA NA 1
NA NA NA NA NA NA NA labetalol NA NA NA NA NA 1
NA NA NA NA NA NA NA 5230742 NA NA NA NA NA 1
NA NA NA NA NA NA NA isocorydine NA NA NA NA NA 1
NA NA NA NA NA NA NA acebutolol NA NA NA NA NA 1
NA NA NA NA NA NA NA NA amitriptyline NA NA NA NA 1
NA NA NA NA NA NA NA NA disulfiram NA NA NA NA 1
NA NA NA NA NA NA NA NA kawain NA NA NA NA 1
NA NA NA NA NA NA NA NA quinethazone NA NA NA NA 1
NA NA NA NA NA NA NA NA NA phenelzine NA NA NA 1
NA NA NA NA NA NA NA NA NA liothyronine NA NA NA 1
NA NA NA NA NA NA NA NA NA 0198306-0000 NA NA NA 1
NA NA NA NA NA NA NA NA NA clozapine NA NA NA 1
NA NA NA NA NA NA NA NA NA amphotericin B NA NA NA 1
NA NA NA NA NA NA NA NA NA terconazole NA NA NA 1
NA NA NA NA NA NA NA NA NA Rapamycin NA NA NA 1
NA NA NA NA NA NA NA NA NA aconitine NA NA NA 1
NA NA NA NA NA NA NA NA NA AG-013608 NA NA NA 1
NA NA NA NA NA NA NA NA NA nizatidine NA NA NA 1
NA NA NA NA NA NA NA NA NA naloxone NA NA NA 1
NA NA NA NA NA NA NA NA NA pararosaniline NA NA NA 1
NA NA NA NA NA NA NA NA NA trihexyphenidyl NA NA NA 1
NA NA NA NA NA NA NA NA NA 0317956-0000 NA NA NA 1
NA NA NA NA NA NA NA NA NA methocarbamol NA NA NA 1
NA NA NA NA NA NA NA NA NA NA methacholine chloride NA NA 1
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NA NA NA NA NA NA NA NA NA NA altizide NA NA 1
NA NA NA NA NA NA NA NA NA NA benzthiazide NA NA 1
NA NA NA NA NA NA NA NA NA NA captopril NA NA 1
NA NA NA NA NA NA NA NA NA NA NA cicloheximide NA 1
NA NA NA NA NA NA NA NA NA NA NA triamterene NA 1
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GSE10072 GSE11969 GSE21933 GSE27262 GSE31552 GSE32665 GSE32863 GSE40275 GSE43458 GSE62113 GSE74706 GSE102511 GSE87340 Presence Count
deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine deptropine 13
acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine acepromazine 13
antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A antimycin A 13
promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine promazine 13
valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid valproic acid 13
SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 SC-58125 13
methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate methotrexate 13
verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil verapamil 13
metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone metyrapone 13
5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 5109870 13
tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide tolazamide 13
butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole butoconazole 13
clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol clioquinol 13
capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin capsaicin 13
azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol azacyclonol 13
chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene chlorprothixene 13
azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine azacitidine 13
hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone hycanthone 13
chlorzoxazone chlorzoxazone chlorzoxazone NA chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone chlorzoxazone 12
ampyrone ampyrone ampyrone NA ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone ampyrone 12
lobeline lobeline lobeline NA lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline lobeline 12
danazol danazol danazol NA danazol danazol danazol danazol danazol danazol danazol danazol danazol 12
rimexolone rimexolone rimexolone NA rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone rimexolone 12
chlortetracycline chlortetracycline chlortetracycline NA chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline chlortetracycline 12
sertaconazole sertaconazole sertaconazole NA sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole sertaconazole 12
8-azaguanine 8-azaguanine 8-azaguanine NA 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 8-azaguanine 12
meclozine meclozine meclozine NA meclozine meclozine meclozine meclozine meclozine meclozine meclozine meclozine meclozine 12
nisoxetine nisoxetine nisoxetine NA nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine nisoxetine 12
trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A trichostatin A NA trichostatin A trichostatin A trichostatin A 12
benperidol benperidol benperidol NA benperidol benperidol benperidol benperidol benperidol benperidol benperidol benperidol benperidol 12
isotretinoin isotretinoin isotretinoin NA isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin isotretinoin 12
dipyridamole dipyridamole dipyridamole NA dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole dipyridamole 12
pimozide pimozide pimozide pimozide pimozide pimozide NA pimozide pimozide pimozide pimozide pimozide pimozide 12
ikarugamycin ikarugamycin ikarugamycin NA ikarugamycin ikarugamycin ikarugamycin ikarugamycin ikarugamycin ikarugamycin ikarugamycin ikarugamycin ikarugamycin 12
bepridil bepridil bepridil NA bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil bepridil 12
clomifene clomifene clomifene NA clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene clomifene 12
famprofazone famprofazone famprofazone NA famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone famprofazone 12
Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat Vorinostat NA Vorinostat Vorinostat Vorinostat 12
pimethixene pimethixene pimethixene NA pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene pimethixene 12
ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox ciclopirox NA ciclopirox ciclopirox ciclopirox 12
seneciphylline seneciphylline seneciphylline NA seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline seneciphylline 12
prednicarbate prednicarbate prednicarbate NA prednicarbate prednicarbate prednicarbate prednicarbate prednicarbate prednicarbate prednicarbate prednicarbate prednicarbate 12
epivincamine epivincamine epivincamine NA epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine epivincamine 12
cloperastine cloperastine cloperastine NA cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine cloperastine 12
syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine syrosingopine NA syrosingopine 12
ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine ellipticine NA ellipticine 12
glibenclamide glibenclamide glibenclamide NA glibenclamide glibenclamide NA glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide glibenclamide 11
ajmaline ajmaline ajmaline NA ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline ajmaline NA ajmaline 11
talampicillin NA talampicillin NA talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin talampicillin 11
amiodarone amiodarone amiodarone NA NA amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone amiodarone 11
propafenone propafenone propafenone NA propafenone NA propafenone propafenone propafenone propafenone propafenone propafenone propafenone 11
drofenine drofenine drofenine NA drofenine drofenine drofenine NA drofenine drofenine drofenine drofenine drofenine 11
H-7 H-7 H-7 H-7 NA H-7 H-7 H-7 NA H-7 H-7 H-7 H-7 11
erastin erastin erastin erastin erastin erastin NA NA erastin erastin erastin erastin erastin 11
pizotifen pizotifen pizotifen pizotifen pizotifen NA pizotifen pizotifen pizotifen pizotifen pizotifen NA pizotifen 11
bupropion bupropion bupropion NA bupropion NA bupropion bupropion bupropion bupropion bupropion bupropion bupropion 11
metoprolol metoprolol NA NA metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol metoprolol 11
5279552 5279552 5279552 NA 5279552 5279552 5279552 5279552 5279552 NA 5279552 5279552 5279552 11
chlorambucil chlorambucil chlorambucil NA chlorambucil chlorambucil NA chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil chlorambucil 11
thioguanosine thioguanosine thioguanosine NA thioguanosine thioguanosine thioguanosine thioguanosine thioguanosine NA thioguanosine thioguanosine thioguanosine 11
doxorubicin doxorubicin doxorubicin doxorubicin doxorubicin doxorubicin doxorubicin doxorubicin NA NA doxorubicin doxorubicin doxorubicin 11
thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine thiethylperazine NA thiethylperazine NA thiethylperazine thiethylperazine thiethylperazine thiethylperazine 11
piperlongumine piperlongumine piperlongumine NA piperlongumine piperlongumine NA piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine piperlongumine 11
tropicamide NA tropicamide NA tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide tropicamide 11
promethazine promethazine promethazine NA promethazine promethazine promethazine promethazine promethazine NA promethazine promethazine promethazine 11
abamectin abamectin abamectin NA abamectin abamectin abamectin abamectin abamectin NA abamectin abamectin abamectin 11
clotrimazole clotrimazole clotrimazole NA clotrimazole clotrimazole clotrimazole clotrimazole clotrimazole NA clotrimazole clotrimazole clotrimazole 11
nicergoline NA nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline nicergoline NA 11
pirinixic acid pirinixic acid pirinixic acid NA pirinixic acid pirinixic acid pirinixic acid pirinixic acid pirinixic acid NA pirinixic acid pirinixic acid pirinixic acid 11
meclofenoxate meclofenoxate meclofenoxate NA NA meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate meclofenoxate 11
lysergol NA lysergol lysergol lysergol NA lysergol lysergol lysergol lysergol lysergol lysergol lysergol 11
scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid scriptaid NA scriptaid scriptaid NA 11
NA kaempferol kaempferol kaempferol kaempferol kaempferol kaempferol kaempferol kaempferol NA kaempferol kaempferol kaempferol 11
indapamide NA NA NA indapamide indapamide indapamide indapamide indapamide indapamide indapamide indapamide indapamide 10
clindamycin clindamycin clindamycin NA clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin clindamycin NA NA 10
chlorphenesin chlorphenesin chlorphenesin NA chlorphenesin chlorphenesin NA chlorphenesin chlorphenesin chlorphenesin chlorphenesin chlorphenesin NA 10
mesalazine mesalazine mesalazine NA mesalazine mesalazine mesalazine mesalazine NA mesalazine mesalazine NA mesalazine 10
oxprenolol NA oxprenolol NA oxprenolol oxprenolol oxprenolol NA oxprenolol oxprenolol oxprenolol oxprenolol oxprenolol 10
amoxapine amoxapine amoxapine NA amoxapine NA amoxapine amoxapine amoxapine amoxapine amoxapine NA amoxapine 10
triflupromazine NA NA NA triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine triflupromazine 10
beta-escin beta-escin beta-escin NA beta-escin NA beta-escin beta-escin beta-escin NA beta-escin beta-escin beta-escin 10
tonzonium bromide tonzonium bromide tonzonium bromide NA tonzonium bromide NA NA tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide tonzonium bromide 10
5707885 5707885 5707885 5707885 NA 5707885 5707885 NA 5707885 5707885 5707885 NA 5707885 10
resveratrol resveratrol resveratrol resveratrol NA resveratrol resveratrol resveratrol NA resveratrol resveratrol NA resveratrol 10
econazole NA econazole econazole econazole econazole econazole econazole econazole NA NA econazole econazole 10
fluphenazine fluphenazine fluphenazine NA fluphenazine NA NA fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine fluphenazine 10
monobenzone monobenzone monobenzone NA NA monobenzone monobenzone monobenzone NA monobenzone monobenzone monobenzone monobenzone 10
Prestwick-1084 Prestwick-1084 Prestwick-1084 NA NA Prestwick-1084 Prestwick-1084 NA Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 Prestwick-1084 10
mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid mycophenolic acid NA NA mycophenolic acid NA mycophenolic acid 10
primaquine primaquine primaquine NA primaquine NA primaquine primaquine NA primaquine primaquine primaquine primaquine 10
diclofenac diclofenac diclofenac NA diclofenac diclofenac NA NA diclofenac diclofenac diclofenac diclofenac diclofenac 10
etoposide etoposide etoposide etoposide NA etoposide etoposide etoposide NA etoposide etoposide NA etoposide 10
orphenadrine orphenadrine orphenadrine NA orphenadrine orphenadrine NA orphenadrine orphenadrine NA orphenadrine orphenadrine orphenadrine 10
perphenazine perphenazine perphenazine perphenazine NA perphenazine perphenazine perphenazine perphenazine NA NA perphenazine perphenazine 10
chlorpromazine chlorpromazine chlorpromazine NA chlorpromazine chlorpromazine NA chlorpromazine NA chlorpromazine chlorpromazine chlorpromazine chlorpromazine 10
metergoline metergoline metergoline NA metergoline metergoline NA metergoline metergoline NA metergoline metergoline metergoline 10
levonorgestrel levonorgestrel levonorgestrel NA NA NA levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel levonorgestrel 10
ipratropium bromide ipratropium bromide ipratropium bromide NA NA ipratropium bromide ipratropium bromide ipratropium bromide NA ipratropium bromide ipratropium bromide ipratropium bromide ipratropium bromide 10
dequalinium chloride NA dequalinium chloride NA dequalinium chloride dequalinium chloride NA dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride dequalinium chloride 10
dirithromycin dirithromycin dirithromycin NA dirithromycin dirithromycin NA dirithromycin dirithromycin dirithromycin dirithromycin NA dirithromycin 10
cefadroxil cefadroxil cefadroxil NA cefadroxil cefadroxil NA cefadroxil cefadroxil NA cefadroxil cefadroxil cefadroxil 10
NA desoxycortone desoxycortone NA desoxycortone desoxycortone desoxycortone desoxycortone desoxycortone NA desoxycortone desoxycortone desoxycortone 10
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dicloxacillin dicloxacillin NA NA dicloxacillin NA NA dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin dicloxacillin 9
0179445-0000 0179445-0000 0179445-0000 NA 0179445-0000 NA NA NA 0179445-0000 0179445-0000 0179445-0000 0179445-0000 0179445-0000 9
tretinoin NA tretinoin NA tretinoin NA tretinoin tretinoin NA tretinoin tretinoin tretinoin tretinoin 9
halcinonide NA halcinonide NA halcinonide NA halcinonide NA halcinonide halcinonide halcinonide halcinonide halcinonide 9
medrysone medrysone NA NA medrysone NA medrysone medrysone NA medrysone medrysone medrysone medrysone 9
protriptyline protriptyline NA NA protriptyline protriptyline protriptyline protriptyline NA protriptyline protriptyline NA protriptyline 9
felodipine felodipine NA NA NA felodipine felodipine felodipine NA felodipine felodipine felodipine felodipine 9
rifabutin rifabutin rifabutin NA NA rifabutin rifabutin rifabutin rifabutin rifabutin rifabutin NA NA 9
metronidazole NA NA NA metronidazole metronidazole NA metronidazole metronidazole metronidazole metronidazole metronidazole metronidazole 9
anisomycin NA anisomycin anisomycin anisomycin NA NA NA anisomycin anisomycin anisomycin anisomycin anisomycin 9
wortmannin NA wortmannin NA NA wortmannin wortmannin wortmannin wortmannin wortmannin NA wortmannin wortmannin 9
niclosamide NA niclosamide niclosamide niclosamide NA NA niclosamide niclosamide NA niclosamide niclosamide niclosamide 9
novobiocin novobiocin novobiocin NA novobiocin novobiocin NA NA NA novobiocin novobiocin novobiocin novobiocin 9
emetine NA emetine NA emetine emetine NA NA emetine emetine emetine emetine emetine 9
reserpine reserpine reserpine reserpine NA reserpine reserpine reserpine NA reserpine reserpine NA NA 9
1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone NA 1,4-chrysenequinone NA NA 1,4-chrysenequinone NA 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 1,4-chrysenequinone 9
0198306-0000 0198306-0000 0198306-0000 NA NA NA 0198306-0000 0198306-0000 0198306-0000 NA 0198306-0000 0198306-0000 0198306-0000 9
lidoflazine lidoflazine lidoflazine NA lidoflazine NA NA lidoflazine lidoflazine lidoflazine lidoflazine lidoflazine NA 9
piribedil piribedil NA NA piribedil NA NA piribedil piribedil piribedil piribedil piribedil piribedil 9
NA sulfapyridine NA NA sulfapyridine sulfapyridine sulfapyridine sulfapyridine NA sulfapyridine sulfapyridine sulfapyridine sulfapyridine 9
NA trifluridine trifluridine trifluridine NA trifluridine trifluridine trifluridine trifluridine trifluridine trifluridine NA NA 9
NA SR-95531 NA NA SR-95531 SR-95531 SR-95531 SR-95531 SR-95531 SR-95531 SR-95531 SR-95531 NA 9
NA NA beclometasone beclometasone NA NA beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone beclometasone 9
clomipramine clomipramine NA NA clomipramine NA clomipramine clomipramine NA clomipramine clomipramine NA clomipramine 8
napelline napelline napelline NA napelline napelline NA napelline NA NA napelline NA napelline 8
cicloheximide NA NA NA cicloheximide cicloheximide NA NA cicloheximide cicloheximide cicloheximide cicloheximide cicloheximide 8
5224221 NA 5224221 NA NA 5224221 NA NA 5224221 5224221 5224221 5224221 5224221 8
etacrynic acid etacrynic acid etacrynic acid etacrynic acid etacrynic acid NA NA NA NA etacrynic acid etacrynic acid NA etacrynic acid 8
0175029-0000 0175029-0000 0175029-0000 0175029-0000 0175029-0000 NA NA 0175029-0000 NA NA 0175029-0000 NA 0175029-0000 8
naftifine NA naftifine NA naftifine naftifine naftifine NA naftifine NA NA naftifine naftifine 8
16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 NA NA 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 16-phenyltetranorprostaglandin E2 8
levomepromazine NA levomepromazine NA levomepromazine NA NA levomepromazine levomepromazine NA levomepromazine levomepromazine levomepromazine 8
flutamide flutamide NA NA flutamide NA flutamide flutamide flutamide NA flutamide NA flutamide 8
fulvestrant NA fulvestrant NA fulvestrant NA NA fulvestrant fulvestrant NA fulvestrant fulvestrant fulvestrant 8
milrinone NA milrinone NA milrinone milrinone NA milrinone milrinone milrinone milrinone NA NA 8
clobetasol clobetasol clobetasol NA NA clobetasol NA clobetasol clobetasol NA clobetasol clobetasol NA 8
NA camptothecin camptothecin camptothecin NA camptothecin camptothecin camptothecin NA NA camptothecin NA camptothecin 8
NA zimeldine zimeldine NA NA zimeldine NA zimeldine NA zimeldine zimeldine zimeldine zimeldine 8
NA sulconazole NA NA sulconazole sulconazole NA NA sulconazole sulconazole sulconazole sulconazole sulconazole 8
NA prazosin NA prazosin prazosin NA NA prazosin prazosin NA prazosin prazosin prazosin 8
NA nitrendipine NA nitrendipine NA NA nitrendipine nitrendipine NA nitrendipine nitrendipine nitrendipine nitrendipine 8
NA pentoxyverine pentoxyverine NA pentoxyverine NA NA pentoxyverine NA pentoxyverine pentoxyverine pentoxyverine pentoxyverine 8
NA estriol NA estriol estriol NA estriol estriol NA estriol estriol NA estriol 8
NA picrotoxinin picrotoxinin NA NA NA picrotoxinin picrotoxinin NA picrotoxinin picrotoxinin picrotoxinin picrotoxinin 8
enilconazole NA NA NA NA NA enilconazole enilconazole enilconazole enilconazole enilconazole enilconazole NA 7
0297417-0002B NA 0297417-0002B 0297417-0002B 0297417-0002B NA 0297417-0002B NA NA 0297417-0002B NA NA 0297417-0002B 7
chrysin chrysin NA NA chrysin NA NA NA NA chrysin chrysin chrysin chrysin 7
esculetin NA NA esculetin esculetin esculetin esculetin NA esculetin esculetin NA NA NA 7
clozapine clozapine NA NA clozapine NA NA NA NA clozapine clozapine clozapine clozapine 7
fluspirilene fluspirilene fluspirilene NA fluspirilene NA NA NA fluspirilene NA fluspirilene NA fluspirilene 7
pioglitazone NA NA NA pioglitazone NA NA pioglitazone pioglitazone pioglitazone pioglitazone NA pioglitazone 7
cefoxitin NA cefoxitin NA NA NA cefoxitin NA cefoxitin NA cefoxitin cefoxitin cefoxitin 7
cyproheptadine cyproheptadine NA NA cyproheptadine NA cyproheptadine cyproheptadine cyproheptadine NA NA NA cyproheptadine 7
celastrol celastrol celastrol NA NA celastrol NA celastrol NA celastrol NA NA celastrol 7
quinisocaine quinisocaine quinisocaine NA quinisocaine NA NA NA quinisocaine NA quinisocaine NA quinisocaine 7
quinostatin NA quinostatin NA NA NA NA quinostatin NA quinostatin quinostatin quinostatin quinostatin 7
dacarbazine NA NA NA dacarbazine NA NA dacarbazine dacarbazine NA dacarbazine dacarbazine dacarbazine 7
tiapride NA tiapride NA tiapride tiapride NA NA tiapride NA tiapride NA tiapride 7
fluocinonide NA fluocinonide NA NA fluocinonide fluocinonide fluocinonide fluocinonide NA NA fluocinonide NA 7
bisacodyl NA NA NA bisacodyl NA NA bisacodyl bisacodyl bisacodyl bisacodyl NA bisacodyl 7
NA ifenprodil ifenprodil NA NA NA NA ifenprodil NA ifenprodil ifenprodil ifenprodil ifenprodil 7
NA clopamide NA NA NA clopamide clopamide clopamide clopamide clopamide clopamide NA NA 7
NA atovaquone atovaquone NA atovaquone NA NA atovaquone NA atovaquone atovaquone atovaquone NA 7
NA xylazine xylazine xylazine NA NA xylazine xylazine NA xylazine xylazine NA NA 7
NA NA ethoxyquin NA ethoxyquin ethoxyquin NA NA ethoxyquin ethoxyquin NA ethoxyquin ethoxyquin 7
NA NA maprotiline NA maprotiline maprotiline NA maprotiline maprotiline NA NA maprotiline maprotiline 7
latamoxef latamoxef NA NA NA NA latamoxef NA NA latamoxef latamoxef NA latamoxef 6
raloxifene raloxifene NA NA NA NA NA raloxifene NA raloxifene raloxifene NA raloxifene 6
ionomycin ionomycin NA NA NA NA NA ionomycin NA ionomycin ionomycin NA ionomycin 6
AG-013608 NA AG-013608 NA NA NA NA AG-013608 NA AG-013608 AG-013608 AG-013608 NA 6
puromycin NA puromycin NA puromycin NA NA NA puromycin puromycin NA NA puromycin 6
valinomycin NA valinomycin NA NA valinomycin NA NA valinomycin NA NA valinomycin valinomycin 6
prochlorperazine NA prochlorperazine NA prochlorperazine NA NA prochlorperazine NA NA prochlorperazine NA prochlorperazine 6
phenelzine NA NA NA phenelzine NA NA NA phenelzine phenelzine phenelzine NA phenelzine 6
HC toxin NA HC toxin HC toxin NA HC toxin NA NA HC toxin NA HC toxin NA NA 6
saquinavir saquinavir saquinavir NA saquinavir NA NA NA NA NA saquinavir NA saquinavir 6
trimethylcolchicinic acid NA trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid trimethylcolchicinic acid NA NA trimethylcolchicinic acid NA NA NA NA 6
Prestwick-1083 NA Prestwick-1083 NA Prestwick-1083 Prestwick-1083 NA NA NA NA Prestwick-1083 Prestwick-1083 NA 6
ketanserin NA NA NA NA NA ketanserin ketanserin ketanserin ketanserin NA ketanserin NA 6
cyproterone NA cyproterone NA cyproterone NA NA NA NA NA cyproterone cyproterone cyproterone 6
bezafibrate NA bezafibrate NA NA bezafibrate bezafibrate NA bezafibrate NA bezafibrate NA NA 6
NA betaxolol NA NA betaxolol NA betaxolol betaxolol betaxolol NA betaxolol NA NA 6
NA MG-262 MG-262 NA MG-262 NA NA NA MG-262 NA MG-262 NA MG-262 6
NA cetirizine NA NA NA NA cetirizine NA cetirizine cetirizine NA cetirizine cetirizine 6
NA lynestrenol NA NA NA NA lynestrenol lynestrenol lynestrenol NA lynestrenol lynestrenol NA 6
NA apigenin NA apigenin NA NA NA apigenin NA apigenin apigenin NA apigenin 6
NA CP-690334-01 NA NA NA CP-690334-01 CP-690334-01 NA CP-690334-01 NA CP-690334-01 NA CP-690334-01 6
NA mifepristone NA NA mifepristone mifepristone NA NA mifepristone mifepristone NA NA mifepristone 6
NA NA blebbistatin NA blebbistatin blebbistatin NA blebbistatin blebbistatin NA NA NA blebbistatin 6
NA NA NA NA cyclobenzaprine cyclobenzaprine NA cyclobenzaprine NA cyclobenzaprine cyclobenzaprine cyclobenzaprine NA 6
paracetamol paracetamol NA NA NA NA NA NA paracetamol paracetamol paracetamol NA NA 5
piperacetazine NA NA NA NA piperacetazine NA piperacetazine NA piperacetazine piperacetazine NA NA 5
cephaeline NA NA NA NA NA NA NA cephaeline cephaeline NA cephaeline cephaeline 5
gramine gramine NA NA gramine NA NA NA gramine NA NA gramine NA 5
thioproperazine NA thioproperazine NA NA thioproperazine NA NA thioproperazine thioproperazine NA NA NA 5
hydrocotarnine NA NA NA NA NA NA hydrocotarnine hydrocotarnine NA hydrocotarnine NA hydrocotarnine 5
metolazone NA metolazone NA NA NA NA metolazone NA NA NA metolazone metolazone 5
omeprazole omeprazole NA NA omeprazole NA NA NA NA omeprazole omeprazole NA NA 5
NA bromperidol NA NA NA NA NA bromperidol bromperidol bromperidol bromperidol NA NA 5
NA menadione menadione NA menadione NA NA menadione NA NA NA NA menadione 5
NA dihydroergocristine NA NA NA dihydroergocristine dihydroergocristine NA NA dihydroergocristine dihydroergocristine NA NA 5
NA flupentixol flupentixol NA NA NA NA flupentixol flupentixol flupentixol NA NA NA 5
NA sulfasalazine NA NA sulfasalazine sulfasalazine NA sulfasalazine NA NA sulfasalazine NA NA 5
NA nilutamide nilutamide NA NA NA NA nilutamide NA NA nilutamide nilutamide NA 5
NA trioxysalen NA NA NA NA trioxysalen trioxysalen NA NA trioxysalen NA trioxysalen 5
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NA roxithromycin NA NA NA NA NA roxithromycin NA roxithromycin roxithromycin roxithromycin NA 5
NA sanguinarine sanguinarine NA NA NA NA sanguinarine NA sanguinarine sanguinarine NA NA 5
NA NA idoxuridine NA idoxuridine NA NA idoxuridine idoxuridine NA idoxuridine NA NA 5
NA NA thioridazine NA NA NA NA thioridazine NA thioridazine thioridazine NA thioridazine 5
ethisterone NA NA NA NA NA NA NA NA ethisterone ethisterone NA ethisterone 4
fipexide fipexide NA NA NA NA NA fipexide NA NA fipexide NA NA 4
chlorhexidine NA NA NA NA NA NA NA NA chlorhexidine chlorhexidine NA chlorhexidine 4
thiostrepton NA thiostrepton NA thiostrepton NA NA NA NA NA NA NA thiostrepton 4
tranylcypromine NA NA NA NA NA tranylcypromine tranylcypromine NA tranylcypromine NA NA NA 4
haloperidol NA haloperidol NA NA haloperidol NA NA NA NA NA NA haloperidol 4
nitrofural nitrofural NA NA NA NA nitrofural NA nitrofural NA NA NA NA 4
CP-645525-01 NA CP-645525-01 NA NA NA NA NA CP-645525-01 CP-645525-01 NA NA NA 4
PF-00562151-00 NA NA NA NA NA PF-00562151-00 PF-00562151-00 NA PF-00562151-00 NA NA NA 4
NA succinylsulfathiazole NA NA NA NA succinylsulfathiazole succinylsulfathiazole NA succinylsulfathiazole NA NA NA 4
NA phenoxybenzamine phenoxybenzamine NA NA NA NA phenoxybenzamine NA NA phenoxybenzamine NA NA 4
NA flunixin NA NA NA NA NA flunixin NA flunixin flunixin NA NA 4
NA 5230742 NA NA 5230742 NA NA 5230742 NA NA NA NA 5230742 4
NA acetylsalicylic acid NA NA acetylsalicylic acid NA acetylsalicylic acid NA NA NA acetylsalicylic acid NA NA 4
NA daunorubicin NA NA NA NA NA daunorubicin NA NA daunorubicin NA daunorubicin 4
NA quercetin NA NA NA quercetin NA quercetin NA NA quercetin NA NA 4
NA berberine NA NA NA NA NA berberine NA berberine berberine NA NA 4
NA luteolin luteolin NA NA NA NA luteolin NA NA luteolin NA NA 4
NA calmidazolium calmidazolium NA NA NA NA NA NA calmidazolium NA NA calmidazolium 4
NA spiperone NA NA spiperone NA NA NA spiperone NA NA NA spiperone 4
NA racecadotril NA NA racecadotril NA NA NA NA racecadotril racecadotril NA NA 4
NA bufexamac bufexamac NA NA NA NA NA NA NA bufexamac bufexamac NA 4
NA loperamide NA NA NA NA NA NA loperamide loperamide loperamide NA NA 4
NA etofylline NA NA NA etofylline etofylline NA etofylline NA NA NA NA 4
NA GW-8510 GW-8510 NA NA NA NA GW-8510 NA NA GW-8510 NA NA 4
NA cefalotin NA NA NA NA NA cefalotin NA cefalotin cefalotin NA NA 4
NA kanamycin kanamycin NA NA NA kanamycin kanamycin NA NA NA NA NA 4
NA oxetacaine oxetacaine NA NA NA oxetacaine oxetacaine NA NA NA NA NA 4
NA NA flufenamic acid NA NA NA flufenamic acid NA flufenamic acid flufenamic acid NA NA NA 4
NA NA deferoxamine NA NA NA NA deferoxamine NA NA NA deferoxamine deferoxamine 4
NA NA triamterene triamterene NA NA NA NA triamterene NA NA triamterene NA 4
NA NA 0225151-0000 NA NA 0225151-0000 NA 0225151-0000 NA 0225151-0000 NA NA NA 4
NA NA cefaclor NA NA cefaclor NA cefaclor cefaclor NA NA NA NA 4
NA NA phenazopyridine NA NA NA NA phenazopyridine NA NA phenazopyridine phenazopyridine NA 4
NA NA procarbazine NA NA procarbazine NA NA NA NA NA procarbazine procarbazine 4
NA NA NA NA mometasone mometasone mometasone NA mometasone NA NA NA NA 4
NA NA NA NA tribenoside NA NA NA tribenoside NA tribenoside tribenoside NA 4
NA NA NA NA fluticasone NA NA NA fluticasone NA NA fluticasone fluticasone 4
NA NA NA NA fludroxycortide NA fludroxycortide NA fludroxycortide NA NA fludroxycortide NA 4
NA NA NA NA 5248896 5248896 NA 5248896 5248896 NA NA NA NA 4
NA NA NA NA canrenoic acid NA NA canrenoic acid NA NA NA canrenoic acid canrenoic acid 4
NA NA NA NA NA NA flunisolide flunisolide NA NA NA flunisolide flunisolide 4
NA NA NA NA NA NA NA fenspiride NA NA fenspiride fenspiride fenspiride 4
NA NA NA NA NA NA NA pipemidic acid pipemidic acid NA pipemidic acid pipemidic acid NA 4
NA NA NA NA NA NA NA practolol NA practolol NA practolol practolol 4
norcyclobenzaprine norcyclobenzaprine NA NA NA NA NA NA NA NA norcyclobenzaprine NA NA 3
colecalciferol colecalciferol NA NA NA NA NA NA NA NA NA NA colecalciferol 3
Prestwick-685 NA NA NA NA NA NA Prestwick-685 NA Prestwick-685 NA NA NA 3
NA fluoxetine NA NA NA NA NA fluoxetine NA NA fluoxetine NA NA 3
NA irinotecan NA NA NA NA NA irinotecan NA NA irinotecan NA NA 3
NA mitoxantrone NA NA NA NA NA mitoxantrone NA NA mitoxantrone NA NA 3
NA Prestwick-674 NA NA Prestwick-674 NA NA Prestwick-674 NA NA NA NA NA 3
NA alimemazine NA NA NA NA NA NA alimemazine NA alimemazine NA NA 3
NA pyrvinium NA NA NA NA NA NA NA NA pyrvinium NA pyrvinium 3
NA tyrphostin AG-1478 NA NA NA NA NA NA NA NA tyrphostin AG-1478 NA tyrphostin AG-1478 3
NA benfluorex NA NA NA NA NA NA benfluorex NA NA NA benfluorex 3
NA budesonide budesonide NA NA NA NA budesonide NA NA NA NA NA 3
NA phthalylsulfathiazole NA NA NA NA NA NA NA phthalylsulfathiazole phthalylsulfathiazole NA NA 3
NA ginkgolide A NA NA NA NA NA ginkgolide A NA NA ginkgolide A NA NA 3
NA mevalolactone NA NA NA NA NA mevalolactone NA NA mevalolactone NA NA 3
NA solasodine NA NA NA NA NA NA NA NA solasodine NA solasodine 3
NA clemizole NA NA NA NA NA NA NA clemizole NA NA clemizole 3
NA furaltadone NA NA furaltadone NA NA NA furaltadone NA NA NA NA 3
NA NA norethisterone norethisterone NA NA NA norethisterone NA NA NA NA NA 3
NA NA fluorometholone NA fluorometholone NA NA NA NA NA NA NA fluorometholone 3
NA NA tolfenamic acid NA NA NA NA NA NA tolfenamic acid tolfenamic acid NA NA 3
NA NA amitriptyline NA amitriptyline NA NA NA amitriptyline NA NA NA NA 3
NA NA tobramycin NA NA tobramycin NA tobramycin NA NA NA NA NA 3
NA NA 5211181 NA NA 5211181 NA 5211181 NA NA NA NA NA 3
NA NA terfenadine NA NA NA NA terfenadine NA terfenadine NA NA NA 3
NA NA pararosaniline NA NA pararosaniline NA NA NA pararosaniline NA NA NA 3
NA NA NA NA nortriptyline NA NA nortriptyline NA NA NA NA nortriptyline 3
NA NA NA NA azaperone NA azaperone NA NA NA azaperone NA NA 3
NA NA NA NA MS-275 MS-275 NA MS-275 NA NA NA NA NA 3
NA NA NA NA brompheniramine NA NA NA brompheniramine NA NA NA brompheniramine 3
NA NA NA NA strophanthidin NA NA NA strophanthidin NA NA strophanthidin NA 3
NA NA NA NA NA hydralazine NA hydralazine hydralazine NA NA NA NA 3
NA NA NA NA NA NA dioxybenzone dioxybenzone NA NA NA dioxybenzone NA 3
NA NA NA NA NA NA pridinol NA pridinol NA NA pridinol NA 3
NA NA NA NA NA NA NA clofilium tosylate clofilium tosylate clofilium tosylate NA NA NA 3
NA NA NA NA NA NA NA NA cromoglicic acid NA NA cromoglicic acid cromoglicic acid 3
NA NA NA NA NA NA NA NA proadifen proadifen NA proadifen NA 3
benzamil NA NA NA NA NA NA NA benzamil NA NA NA NA 2
metoclopramide NA NA NA NA NA NA NA metoclopramide NA NA NA NA 2
5286656 NA NA NA NA NA NA 5286656 NA NA NA NA NA 2
ciclacillin NA NA NA NA NA NA NA ciclacillin NA NA NA NA 2
NA PNU-0230031 NA NA NA NA NA PNU-0230031 NA NA NA NA NA 2
NA hesperetin NA NA NA NA NA hesperetin NA NA NA NA NA 2
NA zalcitabine NA NA NA NA NA NA NA NA NA NA zalcitabine 2
NA rottlerin NA NA NA NA NA NA NA NA NA NA rottlerin 2
NA apomorphine NA NA NA NA NA apomorphine NA NA NA NA NA 2
NA rescinnamine NA NA NA NA NA rescinnamine NA NA NA NA NA 2
NA acetohexamide NA NA NA NA NA NA NA NA acetohexamide NA NA 2
NA copper sulfate NA NA NA NA NA NA NA NA copper sulfate NA NA 2
NA BAS-012416453 NA NA NA NA NA NA NA NA BAS-012416453 NA NA 2
NA glimepiride NA NA NA NA NA NA NA NA glimepiride NA NA 2
NA kinetin NA NA NA NA NA kinetin NA NA NA NA NA 2
NA F0447-0125 NA NA NA NA NA NA NA NA F0447-0125 NA NA 2
NA pinacidil NA NA NA NA NA pinacidil NA NA NA NA NA 2
NA carcinine NA NA NA NA NA NA NA NA carcinine NA NA 2
NA rofecoxib NA NA NA NA NA NA NA NA rofecoxib NA NA 2
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NA NA 6-bromoindirubin-3'-oxime NA NA NA NA 6-bromoindirubin-3'-oxime NA NA NA NA NA 2
NA NA 15-delta prostaglandin J2 15-delta prostaglandin J2 NA NA NA NA NA NA NA NA NA 2
NA NA oxyphenbutazone oxyphenbutazone NA NA NA NA NA NA NA NA NA 2
NA NA lactobionic acid NA NA NA NA NA NA lactobionic acid NA NA NA 2
NA NA ethosuximide NA NA NA NA ethosuximide NA NA NA NA NA 2
NA NA cisapride NA NA NA NA NA NA NA NA cisapride NA 2
NA NA mepacrine NA NA NA NA NA mepacrine NA NA NA NA 2
NA NA isoxsuprine NA NA NA NA NA NA NA isoxsuprine NA NA 2
NA NA myosmine NA NA NA NA NA myosmine NA NA NA NA 2
NA NA Y-27632 NA NA NA NA NA Y-27632 NA NA NA NA 2
NA NA gliclazide NA NA NA NA NA NA NA gliclazide NA NA 2
NA NA corticosterone NA NA NA NA NA corticosterone NA NA NA NA 2
NA NA tanespimycin NA NA NA NA NA NA NA NA NA tanespimycin 2
NA NA NA NA CP-319743 NA NA NA NA NA NA NA CP-319743 2
NA NA NA NA methylbenzethonium chloride NA NA NA methylbenzethonium chloride NA NA NA NA 2
NA NA NA NA lycorine NA NA NA NA NA NA lycorine NA 2
NA NA NA NA disulfiram NA NA NA disulfiram NA NA NA NA 2
NA NA NA NA repaglinide NA NA NA NA NA repaglinide NA NA 2
NA NA NA NA 0316684-0000 NA NA NA 0316684-0000 NA NA NA NA 2
NA NA NA NA proguanil NA NA NA proguanil NA NA NA NA 2
NA NA NA NA ambroxol NA NA NA ambroxol NA NA NA NA 2
NA NA NA NA dizocilpine NA NA dizocilpine NA NA NA NA NA 2
NA NA NA NA NA zidovudine zidovudine NA NA NA NA NA NA 2
NA NA NA NA NA PNU-0251126 NA PNU-0251126 NA NA NA NA NA 2
NA NA NA NA NA amodiaquine NA amodiaquine NA NA NA NA NA 2
NA NA NA NA NA baclofen NA NA NA baclofen NA NA NA 2
NA NA NA NA NA NA cytochalasin B cytochalasin B NA NA NA NA NA 2
NA NA NA NA NA NA NA mebhydrolin NA NA NA mebhydrolin NA 2
NA NA NA NA NA NA NA simvastatin NA NA NA simvastatin NA 2
NA NA NA NA NA NA NA staurosporine NA NA staurosporine NA NA 2
NA NA NA NA NA NA NA cycloserine NA NA cycloserine NA NA 2
NA NA NA NA NA NA NA homochlorcyclizine homochlorcyclizine NA NA NA NA 2
NA NA NA NA NA NA NA ethotoin NA ethotoin NA NA NA 2
NA NA NA NA NA NA NA alpha-estradiol NA NA alpha-estradiol NA NA 2
NA NA NA NA NA NA NA spectinomycin NA NA NA spectinomycin NA 2
NA NA NA NA NA NA NA NA procainamide NA procainamide NA NA 2
NA NA NA NA NA NA NA NA 0317956-0000 NA 0317956-0000 NA NA 2
NA NA NA NA NA NA NA NA tamoxifen NA NA tamoxifen NA 2
NA NA NA NA NA NA NA NA NA xylometazoline xylometazoline NA NA 2
NA NA NA NA NA NA NA NA NA pyrithyldione pyrithyldione NA NA 2
NA NA NA NA NA NA NA NA NA protoveratrine A protoveratrine A NA NA 2
NA NA NA NA NA NA NA NA NA buflomedil NA NA buflomedil 2
NA NA NA NA NA NA NA NA NA dihydrostreptomycin dihydrostreptomycin NA NA 2
NA NA NA NA NA NA NA NA NA NA prenylamine NA prenylamine 2
NA NA NA NA NA NA NA NA NA NA mephentermine mephentermine NA 2
NA NA NA NA NA NA NA NA NA NA alvespimycin NA alvespimycin 2
NA NA NA NA NA NA NA NA NA NA suloctidil NA suloctidil 2
NA NA NA NA NA NA NA NA NA NA NA BW-B70C BW-B70C 2
ciclosporin NA NA NA NA NA NA NA NA NA NA NA NA 1
NA 5194442 NA NA NA NA NA NA NA NA NA NA NA 1
NA trimipramine NA NA NA NA NA NA NA NA NA NA NA 1
NA fenoprofen NA NA NA NA NA NA NA NA NA NA NA 1
NA domperidone NA NA NA NA NA NA NA NA NA NA NA 1
NA 0173570-0000 NA NA NA NA NA NA NA NA NA NA NA 1
NA lomustine NA NA NA NA NA NA NA NA NA NA NA 1
NA 5182598 NA NA NA NA NA NA NA NA NA NA NA 1
NA tyrphostin AG-825 NA NA NA NA NA NA NA NA NA NA NA 1
NA equilin NA NA NA NA NA NA NA NA NA NA NA 1
NA alexidine NA NA NA NA NA NA NA NA NA NA NA 1
NA amoxicillin NA NA NA NA NA NA NA NA NA NA NA 1
NA geldanamycin NA NA NA NA NA NA NA NA NA NA NA 1
NA profenamine NA NA NA NA NA NA NA NA NA NA NA 1
NA erythromycin NA NA NA NA NA NA NA NA NA NA NA 1
NA NA ticarcillin NA NA NA NA NA NA NA NA NA NA 1
NA NA mefloquine NA NA NA NA NA NA NA NA NA NA 1
NA NA oxamniquine NA NA NA NA NA NA NA NA NA NA 1
NA NA metixene NA NA NA NA NA NA NA NA NA NA 1
NA NA nimesulide NA NA NA NA NA NA NA NA NA NA 1
NA NA ethambutol NA NA NA NA NA NA NA NA NA NA 1
NA NA NA docosahexaenoic acid ethyl esterNA NA NA NA NA NA NA NA NA 1
NA NA NA betahistine NA NA NA NA NA NA NA NA NA 1
NA NA NA moxisylyte NA NA NA NA NA NA NA NA NA 1
NA NA NA bretylium tosilate NA NA NA NA NA NA NA NA NA 1
NA NA NA NA fasudil NA NA NA NA NA NA NA NA 1
NA NA NA NA NA mepyramine NA NA NA NA NA NA NA 1
NA NA NA NA NA monensin NA NA NA NA NA NA NA 1
NA NA NA NA NA CP-944629 NA NA NA NA NA NA NA 1
NA NA NA NA NA methoxamine NA NA NA NA NA NA NA 1
NA NA NA NA NA NA torasemide NA NA NA NA NA NA 1
NA NA NA NA NA NA isradipine NA NA NA NA NA NA 1
NA NA NA NA NA NA triamcinolone NA NA NA NA NA NA 1
NA NA NA NA NA NA NA 5253409 NA NA NA NA NA 1
NA NA NA NA NA NA NA cortisone NA NA NA NA NA 1
NA NA NA NA NA NA NA sulfafurazole NA NA NA NA NA 1
NA NA NA NA NA NA NA colforsin NA NA NA NA NA 1
NA NA NA NA NA NA NA 6-azathymine NA NA NA NA NA 1
NA NA NA NA NA NA NA 3-hydroxy-DL-kynurenine NA NA NA NA NA 1
NA NA NA NA NA NA NA CP-863187 NA NA NA NA NA 1
NA NA NA NA NA NA NA PNU-0293363 NA NA NA NA NA 1
NA NA NA NA NA NA NA cefalexin NA NA NA NA NA 1
NA NA NA NA NA NA NA ronidazole NA NA NA NA NA 1
NA NA NA NA NA NA NA fluvastatin NA NA NA NA NA 1
NA NA NA NA NA NA NA hexestrol NA NA NA NA NA 1
NA NA NA NA NA NA NA methyldopate NA NA NA NA NA 1
NA NA NA NA NA NA NA solanine NA NA NA NA NA 1
NA NA NA NA NA NA NA doxazosin NA NA NA NA NA 1
NA NA NA NA NA NA NA sulpiride NA NA NA NA NA 1
NA NA NA NA NA NA NA lorglumide NA NA NA NA NA 1
NA NA NA NA NA NA NA phenformin NA NA NA NA NA 1
NA NA NA NA NA NA NA propantheline bromide NA NA NA NA NA 1
NA NA NA NA NA NA NA clofazimine NA NA NA NA NA 1
NA NA NA NA NA NA NA guanethidine NA NA NA NA NA 1
NA NA NA NA NA NA NA chloropyramine NA NA NA NA NA 1
NA NA NA NA NA NA NA lasalocid NA NA NA NA NA 1
NA NA NA NA NA NA NA fenbufen NA NA NA NA NA 1
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NA NA NA NA NA NA NA acebutolol NA NA NA NA NA 1
NA NA NA NA NA NA NA niridazole NA NA NA NA NA 1
NA NA NA NA NA NA NA amylocaine NA NA NA NA NA 1
NA NA NA NA NA NA NA fluorocurarine NA NA NA NA NA 1
NA NA NA NA NA NA NA NA lovastatin NA NA NA NA 1
NA NA NA NA NA NA NA NA pyrimethamine NA NA NA NA 1
NA NA NA NA NA NA NA NA idazoxan NA NA NA NA 1
NA NA NA NA NA NA NA NA dexibuprofen NA NA NA NA 1
NA NA NA NA NA NA NA NA ursolic acid NA NA NA NA 1
NA NA NA NA NA NA NA NA loxapine NA NA NA NA 1
NA NA NA NA NA NA NA NA trihexyphenidyl NA NA NA NA 1
NA NA NA NA NA NA NA NA AG-012559 NA NA NA NA 1
NA NA NA NA NA NA NA NA NA furazolidone NA NA NA 1
NA NA NA NA NA NA NA NA NA quipazine NA NA NA 1
NA NA NA NA NA NA NA NA NA Prestwick-559 NA NA NA 1
NA NA NA NA NA NA NA NA NA vanoxerine NA NA NA 1
NA NA NA NA NA NA NA NA NA metitepine NA NA NA 1
NA NA NA NA NA NA NA NA NA naloxone NA NA NA 1
NA NA NA NA NA NA NA NA NA pargyline NA NA NA 1
NA NA NA NA NA NA NA NA NA nitrofurantoin NA NA NA 1
NA NA NA NA NA NA NA NA NA 5186223 NA NA NA 1
NA NA NA NA NA NA NA NA NA etamsylate NA NA NA 1
NA NA NA NA NA NA NA NA NA NA piperidolate NA NA 1
NA NA NA NA NA NA NA NA NA NA etofenamate NA NA 1
NA NA NA NA NA NA NA NA NA NA nordihydroguaiaretic acid NA NA 1
NA NA NA NA NA NA NA NA NA NA metaraminol NA NA 1
NA NA NA NA NA NA NA NA NA NA Prestwick-665 NA NA 1
NA NA NA NA NA NA NA NA NA NA BCB000038 NA NA 1
NA NA NA NA NA NA NA NA NA NA hydrastine hydrochloride NA NA 1
NA NA NA NA NA NA NA NA NA NA SB-202190 NA NA 1
NA NA NA NA NA NA NA NA NA NA benzylpenicillin NA NA 1
NA NA NA NA NA NA NA NA NA NA 6-benzylaminopurine NA NA 1
NA NA NA NA NA NA NA NA NA NA NA oxybutynin NA 1
NA NA NA NA NA NA NA NA NA NA NA ouabain NA 1
NA NA NA NA NA NA NA NA NA NA NA imipramine NA 1
NA NA NA NA NA NA NA NA NA NA NA NA diprophylline 1
NA NA NA NA NA NA NA NA NA NA NA NA amrinone 1
NA NA NA NA NA NA NA NA NA NA NA NA sulfadiazine 1
NA NA NA NA NA NA NA NA NA NA NA NA LM-1685 1
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MRCMp_CommonMR MRCMap_SurvivalMR MRCMap_ConsensusMR Presence Count keggID Description ATClevel1 ATClevel2 ATClevel3 CAS PUBCHEM
valproic acid valproic acid valproic acid 3 dr:D00399 Valproic acid (USP); Depakene (TN) N=NERVOUS_SYSTEM N03=ANTIEPILEPTICS N03A=ANTIEPILEPTICS 99-66-1 7847465
verapamil verapamil verapamil 3 dr:D02356 Verapamil (USAN/INN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08D=SELECTIVE_CALCIUM_CHANNEL_BLOCKERS_WITH_DIRECT_CARDIAC_EFFECTS 52-53-9 7849415
deptropine deptropine deptropine 3 dr:D07404 Deptropine (INN) R=RESPIRATORY_SYSTEM R06=ANTIHISTAMINES_FOR_SYSTEMIC_USE R06A=ANTIHISTAMINES_FOR_SYSTEMIC_USE 604-51-3 51091740
antimycin A antimycin A antimycin A 3 NA NA NA NA NA NA NA
azacyclonol azacyclonol azacyclonol 3 NA NA NA NA NA NA NA
promazine promazine promazine 3 dr:D08430 Promazine (INN); Combelen [veterinary] (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-40-2 96025116
methotrexate methotrexate methotrexate 3 dr:D00142 Methotrexate (JP17/USP/INN); Otrexup (TN); Xatmep (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01B=ANTIMETABOLITES 59-05-2 7847210
5109870 5109870 5109870 3 NA NA NA NA NA NA NA
prochlorperazine NA prochlorperazine 2 dr:D00493 Prochlorperazine (JAN/USP/INN); Compro (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-38-8 7847559
ajmaline NA ajmaline 2 dr:D00199 Ajmaline (JP17); Ajimalin (TN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01B=ANTIARRHYTHMICS,_CLASS_I_AND_III 4360-12-7 7847267
metoprolol NA metoprolol 2 dr:D02358 Metoprolol (USAN/INN) C=CARDIOVASCULAR_SYSTEM C07=BETA_BLOCKING_AGENTS C07A=BETA_BLOCKING_AGENTS 51384-51-1 7849417
trifluoperazine NA trifluoperazine 2 dr:D01448 Trifluoperazine maleate (JAN); Trifluoperazine (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 605-75-4 7848511
clomifene NA clomifene 2 dr:D07726 Clomifene (INN); Clomiphene; Clomifene (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03G=GONADOTROPINS_AND_OTHER_OVULATION_STIMULANTS 911-45-5 51092022
napelline NA napelline 2 NA NA NA NA NA NA NA
protriptyline NA protriptyline 2 dr:D08447 Protriptyline (INN) N=NERVOUS_SYSTEM N06=PSYCHOANALEPTICS N06A=ANTIDEPRESSANTS 438-60-8 96025133
sulfapyridine NA sulfapyridine 2 dr:D02434 Sulfapyridine (USP/INN); Sulfapyridine (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01E=SULFONAMIDES_AND_TRIMETHOPRIM 144-83-2 7849492
chlortetracycline NA chlortetracycline 2 dr:D07689 Chlortetracycline (INN); Aureomycin (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A01=STOMATOLOGICAL_PREPARATIONS A01A=STOMATOLOGICAL_PREPARATIONS 57-62-5 51091990
latamoxef NA latamoxef 2 dr:D08109 Latamoxef (INN); LMOX J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01D=OTHER_BETA-LACTAM_ANTIBACTERIALS 64952-97-2 96024799
acepromazine acepromazine NA 2 dr:D07065 Acepromazine (INN); Concentrat vo34 (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 61-00-7 51091407
ampyrone NA ampyrone 2 NA NA NA NA NA NA NA
trifluridine NA trifluridine 2 dr:D00391 Trifluridine (JAN/USP/INN); Viroptic (TN) S=SENSORY_ORGANS S01=OPHTHALMOLOGICALS S01A=ANTIINFECTIVES 70-00-8 7847457
trichostatin A NA trichostatin A 2 NA NA NA NA NA NA NA
danazol NA danazol 2 dr:D00289 Danazol (JP17/USP/INN); Danocrine (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03X=OTHER_SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM 17230-88-5 7847355
monobenzone NA monobenzone 2 dr:D05072 Monobenzone (USP/INN); Benoquin (TN) D=DERMATOLOGICALS D11=OTHER_DERMATOLOGICAL_PREPARATIONS D11A=OTHER_DERMATOLOGICAL_PREPARATIONS 103-16-2 47206799
clindamycin NA clindamycin 2 dr:D00277 Clindamycin (USAN/INN); CLDM; Cleocin (TN) D=DERMATOLOGICALS D10=ANTI-ACNE_PREPARATIONS D10A=ANTI-ACNE_PREPARATIONS_FOR_TOPICAL_USE 18323-44-9 7847343
idoxuridine NA idoxuridine 2 dr:D00342 Idoxuridine (JP17/USP/INN); Dendrid (TN); Herplex (TN) D=DERMATOLOGICALS D06=ANTIBIOTICS_AND_CHEMOTHERAPEUTICS_FOR_DERMATOLOGICAL_USE D06B=CHEMOTHERAPEUTICS_FOR_TOPICAL_USE 54-42-2 7847408
thioridazine NA thioridazine 2 dr:D00373 Thioridazine (USP/INN); Mellaril-S (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 50-52-2 7847439
Vorinostat NA Vorinostat 2 dr:D06320 Vorinostat (JAN/USAN); Zolinza (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01X=OTHER_ANTINEOPLASTIC_AGENTS 149647-78-9 47207977
lobeline NA lobeline 2 dr:D02364 Lobeline (INN) NA NA NA 90-69-7 7849423
rifabutin NA rifabutin 2 dr:D00424 Rifabutin (JAN/USP/INN); Mycobutin (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J04=ANTIMYCOBACTERIALS J04A=DRUGS_FOR_TREATMENT_OF_TUBERCULOSIS 72559-06-9 7847490
fluspirilene NA fluspirilene 2 dr:D02629 Fluspirilene (USAN/INN); Imap (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 1841-19-6 17396799
glibenclamide NA glibenclamide 2 dr:D00336 Glyburide (USP); Glibenclamide (JP17/INN); Diabeta (TN); Glynase (TN); Micronase (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A10=DRUGS_USED_IN_DIABETES A10B=BLOOD_GLUCOSE_LOWERING_DRUGS,_EXCL._INSULINS 10238-21-8 7847402
perhexiline NA perhexiline 2 dr:D08340 Perhexiline (INN) C=CARDIOVASCULAR_SYSTEM C08=CALCIUM_CHANNEL_BLOCKERS C08E=NON-SELECTIVE_CALCIUM_CHANNEL_BLOCKERS 6621-47-2 96025027
vidarabine NA vidarabine 2 dr:D00406 Vidarabine (USP); Vidarabine monohydrate; Vira-A (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J05=ANTIVIRALS_FOR_SYSTEMIC_USE J05A=DIRECT_ACTING_ANTIVIRALS 24356-66-9 7847472
pentamidine NA pentamidine 2 dr:D08333 Pentamidine (INN); Lomidine (TN) NA NA NA 100-33-4 96025020
NA butoconazole butoconazole 2 dr:D07598 Butoconazole (INN); Gynofort (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G01=GYNECOLOGICAL_ANTIINFECTIVES_AND_ANTISEPTICS G01A=ANTIINFECTIVES_AND_ANTISEPTICS,_EXCL._COMBINATIONS_WITH_CORTICOSTEROIDS 64872-76-0 51091909
NA capsaicin capsaicin 2 dr:D00250 Capsaicin (JAN/USP); Zostrix (TN) M=MUSCULO-SKELETAL_SYSTEM M02=TOPICAL_PRODUCTS_FOR_JOINT_AND_MUSCULAR_PAIN M02A=TOPICAL_PRODUCTS_FOR_JOINT_AND_MUSCULAR_PAIN 404-86-4 7847316
loperamide NA NA 1 dr:D08144 Loperamide (INN); Diamide (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A07=ANTIDIARRHEALS,_INTESTINAL_ANTIINFLAMMATORY/ANTIINFECTIVE_AGENTS A07D=ANTIPROPULSIVES 53179-11-6 96024834
tonzonium bromide NA NA 1 dr:D02140 Thonzonium bromide (USAN); Tonzonium bromide (INN); Thonzide (TN) NA NA NA 553-08-2 7849201
chlorzoxazone NA NA 1 dr:D00771 Chlorzoxazone (JAN/USP/INN); Paraflex (TN) M=MUSCULO-SKELETAL_SYSTEM M03=MUSCLE_RELAXANTS M03B=MUSCLE_RELAXANTS,_CENTRALLY_ACTING_AGENTS 95-25-0 7847836
wortmannin NA NA 1 NA NA NA NA NA NA NA
norcyclobenzaprine NA NA 1 NA NA NA NA NA NA NA
fluphenazine NA NA 1 dr:D07977 Fluphenazine (INN); Moditen (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 69-23-8 96024672
cloperastine NA NA 1 dr:D03557 Cloperastine (INN) R=RESPIRATORY_SYSTEM R05=COUGH_AND_COLD_PREPARATIONS R05D=COUGH_SUPPRESSANTS,_EXCL._COMBINATIONS_WITH_EXPECTORANTS 3703-76-2 17397677
etacrynic acid NA NA 1 dr:D00313 Ethacrynic acid (USP); Etacrynic acid (JP17/INN) C=CARDIOVASCULAR_SYSTEM C03=DIURETICS C03C=HIGH-CEILING_DIURETICS 58-54-8 7847379
Prestwick-1083 NA NA 1 NA NA NA NA NA NA NA
flunixin NA NA 1 dr:D04215 Flunixin (USAN/INN) NA NA NA 38677-85-9 47206161
chlorpromazine NA NA 1 dr:D00270 Chlorpromazine (USP/INN); Thorazine (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 50-53-3 7847336
perphenazine NA NA 1 dr:D00503 Perphenazine (JP17/USP/INN); Trilafon (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 58-39-9 7847569
xylometazoline NA NA 1 dr:D08684 Xylometazoline (INN); Balminil (TN) R=RESPIRATORY_SYSTEM R01=NASAL_PREPARATIONS R01A=DECONGESTANTS_AND_OTHER_NASAL_PREPARATIONS_FOR_TOPICAL_USE 526-36-3 96025367
spiperone NA NA 1 dr:D01051 Spiperone (JAN/USAN); Spiropitan (TN) NA NA NA 749-02-0 7848114
0297417-0002B NA NA 1 NA NA NA NA NA NA NA
cefalotin NA NA 1 dr:D07635 Cefalotin (BAN); Cephalothin; CET; Cefalotina fabra (TN) J=ANTIINFECTIVES_FOR_SYSTEMIC_USE J01=ANTIBACTERIALS_FOR_SYSTEMIC_USE J01D=OTHER_BETA-LACTAM_ANTIBACTERIALS 153-61-7 51091939
resveratrol NA NA 1 NA NA NA NA NA NA NA
niclosamide NA NA 1 dr:D00436 Niclosamide (USAN/INN); Niclocide (TN) P=ANTIPARASITIC_PRODUCTS,_INSECTICIDES_AND_REPELLENTS P02=ANTHELMINTICS P02D=ANTICESTODALS 50-65-7 7847502
colecalciferol NA NA 1 dr:D00188 Cholecalciferol (JP17/USP); Colecalciferol (INN); Vitamin D3; Delta-D (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A11=VITAMINS A11C=VITAMIN_A_AND_D,_INCL._COMBINATIONS_OF_THE_TWO 67-97-0 7847256
pyrvinium NA NA 1 NA NA NA NA NA NA NA
raloxifene NA NA 1 dr:D08465 Raloxifene (INN); Eviden (TN); Raxeto (TN) G=GENITO_URINARY_SYSTEM_AND_SEX_HORMONES G03=SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM G03X=OTHER_SEX_HORMONES_AND_MODULATORS_OF_THE_GENITAL_SYSTEM 84449-90-1 96025151
prenylamine NA NA 1 dr:D02383 Prenylamine (USAN/INN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01D=VASODILATORS_USED_IN_CARDIAC_DISEASES 390-64-7 7849442
NA SC-58125 NA 1 NA NA NA NA NA NA NA
NA metyrapone NA 1 dr:D00410 Metyrapone (JP17/USP/INN); Metopirone (TN) V=VARIOUS V04=DIAGNOSTIC_AGENTS V04C=OTHER_DIAGNOSTIC_AGENTS 54-36-4 7847476
NA tolazamide NA 1 dr:D00379 Tolazamide (JP17/USP/INN); Tolinase (TN) A=ALIMENTARY_TRACT_AND_METABOLISM A10=DRUGS_USED_IN_DIABETES A10B=BLOOD_GLUCOSE_LOWERING_DRUGS,_EXCL._INSULINS 1156-19-0 7847445
NA clioquinol NA 1 dr:D03538 Clioquinol (USP/INN) D=DERMATOLOGICALS D08=ANTISEPTICS_AND_DISINFECTANTS D08A=ANTISEPTICS_AND_DISINFECTANTS 130-26-7 47205849
NA chlorprothixene NA 1 dr:D00790 Chlorprothixene (JAN/USAN/INN); Taractan (TN) N=NERVOUS_SYSTEM N05=PSYCHOLEPTICS N05A=ANTIPSYCHOTICS 113-59-7 7847855
NA azacitidine NA 1 dr:D03021 Azacitidine (JAN/USAN/INN); Vidaza (TN) L=ANTINEOPLASTIC_AND_IMMUNOMODULATING_AGENTS L01=ANTINEOPLASTIC_AGENTS L01B=ANTIMETABOLITES 320-67-2 17397176
NA hycanthone NA 1 dr:D00541 Hycanthone (USAN/INN) NA NA NA 3105-97-3 7847607
NA NA 8-azaguanine 1 NA NA NA NA NA NA NA
NA NA HC toxin 1 NA NA NA NA NA NA NA
NA NA propafenone 1 dr:D08435 Propafenone (INN); Propafenon hexal (TN) C=CARDIOVASCULAR_SYSTEM C01=CARDIAC_THERAPY C01B=ANTIARRHYTHMICS,_CLASS_I_AND_III 54063-53-5 96025121
NA NA piperlongumine 1 NA NA NA NA NA NA NA
NA NA ionomycin 1 NA NA NA NA NA NA NA
NA NA trimethylcolchicinic acid 1 NA NA NA NA NA NA NA
NA NA lysergol 1 NA NA NA NA NA NA NA
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Anexo II 

A seguir, são anexados maior parte das colaborações e participações 

desenvolvidas e publicadas. Para fins práticos, trago apenas a primeira página de minha 

produção científica durante o doutorado. 
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