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LAMPIRAN

Lampiran 1. Sekuens protein L1 HPV tipe HR
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Lampiran 2. Sekuens conserve hasil alignment 2D

173-mer
‘WVYPPVVTYRTIYARLGPYPKVSQYRVFLPDPNKFPPRLVWC
GEGRGQPLGGSGHPNDDEDRDKQTQLCGCPGEHWGCCPPLLD
GMDTGGMFLQKVPDICKYPDYMYGFLREQFRHNGGPGPSGSS
QFNKPYWAQGNNGICWNFTVDTTRSTNYRHEELQFFQLCTLM
YHLWP’

Lampiran 3. Sekuens hasil protein modeling

148-mer
‘PKVSQYRVFLPDPNKFPPRLVWCGEGRGQPLGGSGHPNDDED
RDKQTQLCGCPGEHWGCCPPLLDGDMDTGGMFLQKVPDICK
YPDYMYGFLREQFRHNGGPGPSGSSQFNKPYWAQGNNGICW
NFTVDTTRSTNYRHEELQFFQLCTL’
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Lampiran 4. Skor prediksi epitop sel B dengan metode BepiPred

Panjang peptida : 22-mer

Position Residu Score Assignment
25 E 0.553 E

26 G 0.994 E

27 R 1.262 E

28 G 1.547 E

29 Q 1.595 E

30 P 1.676 E

31 L 1.735 E

32 G 1.743 E

33 G 1.657 E

34 S 1.763 E

35 G 2.001 E

36 H 2.407 E

37 P 2.412 E

38 N 2.532 E

39 D 2.44 E

40 D 2.409 E

41 E 2.382 E

42 D 2.363 E

43 R 2.147 E

44 D 1.765 E

45 K 1.158 E

46 Q 0.765 E
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Panjang peptida: 23-mer

Position Residu Score Assignment
97 R 0.715 E

98 H 1.085 E

99 N 1.434 E

100 G 1.7 E

101 G 2.286 E

102 P 2.573 E

103 G 2.8 E

104 P 2.779 E

105 S 2.622 E

106 G 2.09 E

107 S 1.947 E

108 S 1.69 E

109 Q 1.489 E

110 F 1.192 E

111 N 0.783 E

112 K 0.598 E

113 P 0.619 E

114 Y 0.699 E

115 W 1.152 E

116 A 1.125 E

117 Q 1.017 E

118 G 0.637 E

119 N 0.537 E
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Lampiran 5. Skor prediksi antigenisitas

22-mer 23-mer

Peptide Score Peptide Score
EGRGQPL 0.972 RHNGGPG 0.92

GRGQPLG 0.975 HNGGPGP 0.947

RGQPLGG 0.975 NGGPGPS 0.934

GQPLGGS 0.995 GGPGPSG 0.948

QPLGGSG 0.995 GPGPSGS 0.968

PLGGSGH 1.008 PGPSGSS 0.987

LGGSGHP 1.008 GPSGSSQ 0.98

GGSGHPN 0.94 PSGSSQF 1.011

GSGHPND 0.939 SGSSQFN 0.97

SGHPNDD 0.938 GSSQFNK 0.959

GHPNDDE 0.915 SSQFNKP 0.986

HPNDDED 0.913 SQFNKPY 1.007

PNDDEDR 0.88 QFNKPYW 0.99

NDDEDRD 0.852 FNKPYWA 0.997

DDEDRDK 0.874 NKPYWAQ 0.986

DEDRDKQ 0.895 KPYWAQG 1

PYWAQGN 0.978

Rata-rata: 0,942 Rata-rata: 0,975
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Lampiran 6. Skor hasil analisis BLAST peptida 23-mer
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