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Clinical Evaluation of a GP5�/6�-Based Luminex Assay Having Full
High-Risk Human Papillomavirus Genotyping Capability and an
Internal Control

D. T. Geraets,a K. Cuschieri,b M. N. C. de Koning,a L. J. van Doorn,a P. J. F. Snijders,c C. J. L. M. Meijer,c W. G. V. Quint,a M. Arbynd

DDL Diagnostic Laboratory, Rijswijk, the Netherlandsa; Scottish HPV Reference Laboratory, Royal Infirmary of Edinburgh, Edinburgh, United Kingdomb; Department of
Pathology, VU University Medical Center, Amsterdam, the Netherlandsc; Unit of Cancer Epidemiology, Scientific Institute of Public Health, Brussels, Belgiumd

The LMNX genotyping kit HPV GP (LMNX) is based on the clinically validated GP5�/6� PCR, with a genotyping readout as an
alternative for the more established enzyme immunoassay (EIA) detection of 14 targeted high-risk human papillomavirus (HPV)
types. LMNX is additionally provided with an internal control probe. Here, we present an analysis of the clinical performance of
the LMNX using a sample panel and infrastructure provided by the international VALGENT (Validation of Genotyping Tests)
project. This panel consisted of cervical specimens from approximately 1,000 women attending routine screening, “enriched”
with 300 women with abnormal cytology. Cases were defined as women classified with cervical intraepithelial neoplasia (CIN)
grade 2� (CIN2�) (n � 102) or CIN3� (n � 55) within the previous 18 months. Controls were women who had normal cytol-
ogy results over two subsequent screening rounds at a 3-year interval (n � 746). The GP5�/6�-PCR EIA (EIA) was used as a
comparator assay and showed sensitivities of 94.1% and 98.2% for CIN2� and CIN3�, respectively, with a clinical specificity of
92.4% among women aged >30 years. The LMNX demonstrated clinical sensitivities of 96.1% for CIN2� and of 98.2% for
CIN3� and a clinical specificity of 92.6% for women aged >30 years. The LMNX and EIA were in high agreement (Cohen’s
kappa � 0.969) for the detection of 14 hrHPVs in aggregate, and no significant difference was observed (McNemar’s P � 0.629).
The LMNX internal control detected 0.6% inadequate specimens. Based on our study results, we consider the LMNX, similarly to
the EIA, useful for HPV-based cervical cancer screening.

Human papillomavirus (HPV) tests that have been validated
for use in a clinical setting usually target 13 or 14 genotypes.

These HPVs have been classified by the International Agency for
Research on Cancer (IARC) as carcinogenic, i.e., HPV16, HPV18,
HPV31, HPV33, HPV35, HPV39, HPV45, HPV51, HPV52,
HPV56, HPV58, and HPV59 (class 1), probably carcinogenic, i.e.,
HPV68 (class 2A), or possibly carcinogenic, i.e., HPV66 (class 2B)
(1). The Hybrid Capture 2 (HC2; Qiagen, Hilden, Germany) assay
(2–4) and GP5�/6� PCR-based enzyme immunoassay (EIA) kit
HPV GP HR (EIA; Diassay, Rijswijk, the Netherlands) (5–9) were
the first HPV tests to be clinically validated for primary screening
on the basis of longitudinal results from large screening studies
(10). Testing for high-risk HPV (hrHPV) nucleic acids is also use-
ful for triage of women with equivocal or mildly abnormal cytol-
ogy for colposcopy and as a test of cure of treatment (10).

Several novel HPV tests have been fully or partially validated by
showing noninferiority to HC2 or EIA and high reproducibility
(11), as has been extensively reviewed by Arbyn et al. (10) and
reported in additional studies (12–14). These tests usually detect
around 14 hrHPVs in aggregate, but some provide concurrent
(partial) genotype-specific information. Concurrent genotyping
for HPV16 and HPV18 could be beneficial for the triage of
hrHPV-positive women (15), as these HPV types have a higher
risk of causing cervical cancer than the other hrHPVs (16–19). The
value of genotyping of hrHPVs other than HPV16 and HPV18
(20, 21) is currently unknown, although genotyping can resolve
type-specific persistence issues more accurately than repeated
measurements with a consensus test, which may assist in risk strat-
ification for women in screening populations and diagnostic set-
tings (22).

The LMNX Genotyping Kit GP HR (LMNX; Diassay BV,

Rijswijk, the Netherlands; previous version marketed as the digene
HPV Genotyping LQ Test by Qiagen, Hilden, Germany) (20, 23–
27), based on the clinically validated GP5�/6� PCR assay (5–9),
offers an alternative readout method for the EIA. LMNX provides
high-throughput and full genotyping of the 14 high-risk (hr)HPV
types described earlier and has recently been modified to incorpo-
rate an internal control for a human DNA target to minimize the
chance of technical false-negative test results.

In the current study, the GP5�/6�-based PCR EIA system was
firstly used to analyze a study panel of 1,300 cervical liquid cytol-
ogy samples. The study forms part of an international collabora-
tion for the clinical validation of HPV tests, which offer limited to
extensive genotyping: Clinical Validation of HPV Genotyping
Tests (VALGENT) (28). Here, we aimed to (i) compare the detec-
tion of 14 pooled hrHPVs by LMNX to detection by EIA for
women with high-grade (HG) cervical intraepithelial neoplasia
(CIN) and (ii) to evaluate the performance of the internal control
recently included in LMNX, which allows verifying the quality of
the specimen.
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MATERIALS AND METHODS
Clinical specimens. The second study panel prepared by the VALGENT
consortium (VALGENT-2) consisted of stored cervical specimens col-
lected from 1,000 consecutive women attending the Scottish cervical
cancer screening program between August and September 2012. In Scot-
land, women aged 20 to 60 years old are screened every 3 years by liquid-
based cytology using the classification system of the British Society for
Cervical Cytology (BSCC) (29; http://www.cancerscreening.nhs.uk
/cervical/publications/nhscsp01.html). This screening population was
“enriched” with specimens from 300 women that were selected for abnor-
mal cytology, i.e., borderline nuclear change (n � 100), mild dyskaryosis
(n � 100), moderate dyskaryosis (n � 57), and severe dyskaryosis (n �
43), in agreement with the VALGENT protocol (28). All cervical speci-
mens had been collected by trained health care workers based in health
care settings and were stored in PreservCyt ThinPrep medium (Hologic,
Marlborough, MA), in agreement with European guidelines (30). Ali-
quots were prepared from the residual specimen and distributed to the
laboratories participating in VALGENT by the Scottish HPV Reference
Laboratory, Royal Infirmary of Edinburgh.

Ethical approval. Favorable ethical opinion for the study was pro-
vided by the West of Scotland Research Ethics Office, reference 11/WS/
0038. Sample aliquots were labeled with a nonidentifiable study number
only prior to dissemination to participating laboratories.

Clinical outcomes. Women with abnormal cytology were managed
in accordance with guidelines of the United Kingdom National Health
Service Cervical Screening Programme (NHSCSP) standard of care
(http://www.cancerscreening.nhs.uk/cervical/publications/nhscsp01
.html), which are in agreement with European recommendations (31).
Biopsy specimens were taken as routinely indicated and histologically
graded according to the cervical intraepithelial neoplasia (CIN) clas-
sification system (32).

Women with high-grade cervical disease (case group) were defined as
those diagnosed with histologically confirmed CIN2, CIN3, or invasive
squamous cell carcinoma (CIN2�) within 18 months after collection of
the cervical specimen. Diagnosis of CIN3 or invasive squamous cell car-
cinoma (CIN3�) was used as an additional disease outcome. Women
without high-grade disease (control group) were those who had a normal
cytology result in the current cervical specimen as well as in the specimen
collected during the previous screening round approximately 3 years be-
fore. Among women without high-grade disease, those aged �30 years
constituted the primary cohort for calculation of clinical specificity of the
evaluated HPV tests in accordance with international guidelines (11).

Sample processing and HPV testing. Nucleic acids were isolated from
500 �l of the received aliquot on a MagNA Pure 96 instrument (Roche
Diagnostics, Almere, the Netherlands) using a MagNA Pure 96 DNA and
Viral NA Large Volume kit (Roche) and collected in 100 �l elution buffer
in accordance with the manufacturer’s instructions.

The GP5�/6� EIA kit (EIA kit HPV GP HR; Diassay, Rijswijk, the
Netherlands) was used according to the kit insert instructions. Briefly, 10
�l of extracted DNA was amplified by the GP5�/6� broad-spectrum
primer set. A probe cocktail specific for 14 hrHPV genotypes (i.e., HPV16,
HPV18, HPV31, HPV33, HPV35, HPV39, HPV45, HPV51, HPV52,
HPV56, HPV58, HPV59, HPV66, and HPV68) hybridized to 5 �l of
GP5�/6� amplimers in an enzyme immunoassay (EIA). This assay does
not identify HPV genotypes individually.

A second aliquot of GP5�/6� amplification product (4 �l) was geno-
typed by the use of the commercially available LMNX Genotyping kit
HPV GP HR (LMNX) (Diassay; previous version marketed as the digene
HPV Genotyping LQ Test by Qiagen, Hilden, Germany) according to the
manufacturer’s instructions (20, 23–27).

In short, GP5�/6� amplification products were hybridized to HPV
type-specific probes attached to color-coded beads, targeting the same 14
hrHPVs as the EIA. LMNX targets four additional possibly hrHPV types
(i.e., HPV26, HPV53, HPV73, and HPV82), but these were not included
in the assessment of the clinical performance. Readout was performed on

a Luminex 100 IS system (Luminex Corporation, Austin, TX) according
to the instrument settings specified in the kit manual. Two general thresh-
olds for the type-specific probes were evaluated in a previous study in
relation to the established reverse line blot assay, i.e., median fluorescent
intensities (MFI) of 30 and 100 (23). Based on a training panel (data not
presented), a general cutoff MFI of 50 (recommended in the kit manual)
provided optimal agreement with the EIA for hrHPV detection and was
therefore used in this study.

The use of one Luminex 100 IS system (Luminex) combined with two
MagNA Pure 96 instruments (Roche) for extraction and four GeneAmp
PCR System 9700 modules (Applied Biosystems) for PCR allows high-
throughput processing of approximately 3,000 specimens per week.

Internal control development. An internal control probe targeting a
313-bp byproduct coamplified by the GP5�/6� primers, similar to that
described in reference 33, has recently been incorporated into the LMNX
assay. This coamplified fragment was originally visualized on an agarose
gel, excised, purified, and determined by sequence analysis to be a human
DNA fragment located on chromosome 14 (data not presented). The
benefit of the use of this internal control strategy is that no modifications
had to be made to the composition and test conditions of the GP5�/6�
PCR. Addition of separate primers for human DNA amplification (e.g.,
beta-globin) could have had an impact on HPV amplification due to com-
petition between primer sets (34). The internal control probe was added
to the mix of HPV-specific probes of the LMNX set at a threshold MFI
of 50.

Statistics. Frequencies, distributions, and percentages with 95% bino-
mial confidence intervals were computed. The two-tailed McNemar’s test
was used for comparison of EIA and LMNX hrHPV positivity rates, and
the level of agreement was determined using Cohen’s kappa statistics. The
clinical sensitivity and specificity, calculated using the definitions of dis-
ease outcomes, of LMNX were compared to those of the EIA using a
noninferiority score test (11). We applied a sensitivity threshold of �0.90
and a specificity threshold of �0.98 relative to those of GP5�/6� EIA,
under the null hypothesis of inferiority (11). The level of statistical signif-
icance was set at 0.05. Analyses were performed using SPSS version 19.0.

RESULTS
Study population characteristics. In total, 1,298 of the 1,300 cer-
vical samples of the VALGENT-2 panel had sufficient material to
be included in this study, since 2 specimens (from the screening
population) were not included in the shipment. The average age of
women in the overall population was 38 years (range, 18 to 68),
with a significant proportion (32.3%) below the age of 30 years. In
the screening population (n � 998), cytology scorings were nega-
tive (89.8%), borderline nuclear change (5.4%), mild dyskaryosis
(3.8%), moderate dyskaryosis (0.5%), and severe dyskaryosis
(0.5%). The colposcopic or histologic diagnoses for women re-
ferred for diagnostic follow-up within 18 months, originating
from the screening or enriched population, were normal (n � 63),
koilocytosis (n � 11), CIN grade 1 (CIN1) (n � 25), CIN2 (n �
47), CIN3 (n � 52), and invasive cervical squamous cell carci-
noma (ICC) (n � 3) (Table 1). A total of 102 women had CIN2�,
and 55 among them had CIN3�, whereas 746 subjects had two
subsequent normal cytology results.

Characterization of the VALGENT study panel by GP5�/
6�-PCR EIA. The study panel contained 387 (29.8%) women
who were hrHPV positive by the GP5�/6�-PCR EIA, of whom
169 were from the screening cohort (n � 998) and 218 were from
the enriched group (n � 300). The clinical sensitivities for CIN2�
and CIN3� of the GP5�/6�-PCR EIA system were 94.1% (95%
confidence interval [CI], 87.1% to 97.6%) and 98.2% (95% CI,
89.0% to 99.9%), respectively (Table 2). The clinical specificity for
�CIN1 was 92.4% (95% CI, 90.0% to 94.3%) for women aged
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�30 years (n � 633). For women of all ages, the clinical specificity
was 90.3% (95% CI, 87.9% to 92.3%) (n � 746).

Comparison of HPV detection by LMNX and EIA. The
LMNX was positive for at least 1 of 14 hrHPVs in 390 (30.0%) of
the 1,298 samples tested in total, which was not significantly dif-
ferent from the overall positivity rate by the EIA (McNemar’s P �
0.629). Both assays were in high agreement for hrHPV detection
(kappa � 0.969) (Table 2). The hrHPV positivity rates by LMNX
were 17.1% in the screening cohort (n � 998) and 73.0% in the
enriched group (n � 300).

HPV results by EIA and LMNX were discordant in only 17 of
1,298 (1.3%) specimens tested in total. Seven women were posi-
tive by EIA but negative by LMNX. None of these women were
diagnosed with histologically confirmed high-grade cervical dis-
ease. For these seven women, cytology results were negative (n �
4), borderline nuclear changes (n � 1), mild dyskaryosis (n � 1),
and moderate dyskaryosis but with koilocytosis diagnosed in fol-
low-up histology (n � 1). In contrast, LMNX detected hrHPV in
10 women who were negative by EIA. Among these 10 women, 5
had normal cytology, 3 had borderline nuclear changes, and 2 had

TABLE 1 Characteristics of the two study populations, i.e., 998 women consecutively attending a cervical cancer screening program (screening
population) and 300 women referred for abnormal cytology (enriched population)

Characteristic

Screening population Enriched population Overall population

n % n % n %

Age
Mean age in yrs (minimum–maximum) 40 (20–68) 31 (19–62) 38 (19–68)

�30 yrs 746 74.7 133 44.3 879 67.7
�30 yrs 252 25.3 167 55.7 419 32.3

Clinical outcome (worst diagnosis within 18 mos)
Normal cytology, no histology 892 89.4 0 0.0 892 68.7

Normal cytology in current and previous screening round 746 74.7 0 0.0 746 57.5
Abnormal cytology, no histology 66 6.6 139 46.3 205 15.8
Normal colposcopic impression or normal histology 23 2.3 40 13.3 63 4.9
Koilocytosis 3 0.3 8 2.7 11 0.8
CIN1 1 0.1 24 8.0 25 1.9
CIN2 5 0.5 42 14.0 47 3.6
CIN3 8 0.8 44 14.7 52 4.0
ICC 0 0.0 3 1.0 3 0.2

Total 998 100 300 100 1,298 100

TABLE 2 Comparison of LMNX to EIA for hrHPV detection among women in the overall study population stratified for CIN2� and CIN3�
outcome and for �CIN1 among women aged �30 yearsa

Study population EIA result

No. of women with LMNX resultb

Clinical performance characteristics
[% (95% CI)]

Noninferiority
scorecPositive Negative Total EIA LMNX

Overall population Positive 380 7 387
(n � 1,298) Negative 10 901 911

Total 390 908 1,298

CIN2� (n � 102) Positive 96 0 96 Sensitivity (CIN2�): Sensitivity (CIN2�): P � 0.001
Negative 2 4 6 94.1 (87.1–97.6) 96.1 (89.7–98.7)
Total 98 4 102

CIN3� (n � 55) Positive 54 0 54 Sensitivity (CIN3�): Sensitivity (CIN3�): P � 0.007
Negative 0 1 1 98.2 (89.0–99.9) 98.2 (89.0–99.9)
Total 54 1 55

�CIN1 (�30 yr) Positive 46 2 48 Specificity: Specificity: P � 0.007
(n � 633) Negative 1 584 585 92.4 (90.0–94.3) 92.6 (90.2–94.4)

Total 47 586 633
a The clinical sensitivity (for CIN2� and CIN3�) and specificity of the LMNX were compared with those of the EIA using a noninferiority score test. The clinical sensitivity was
calculated among women diagnosed with CIN2� (CIN2, CIN3, or invasive squamous carcinoma) and CIN3� (CIN3 or invasive squamous carcinoma) within 18 months of
follow-up, and clinical specificity was determined among women aged �30 years with �CIN1 (normal cytology during the current as well as the previous screening round 3 years
earlier).
b A positive LMNX result represents detection of one or more of the following 14 HPV genotypes: HPV16, HPV18, HPV31, HPV33, HPV35, HPV39, HPV45, HPV51, HPV52,
HPV56, HPV58, and HPV59 (12 HPVs classified by the IARC as carcinogenic; class 1) and, additionally, HPV68 (class 2A) and HPV66 (class 2B).
c A sensitivity threshold of at least 90% and a specificity threshold of at least 98% relative to that of the EIA was applied in a noninferiority score test. The null hypothesis of
inferiority of the LMNX was rejected if P � 0.05.
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mild/moderate dyskaryosis. The latter two women were diag-
nosed with CIN2 in follow-up histology. When specimens of these
two women with underlying high-grade disease were retested by
EIA and LMNX, one tested positive for hrHPV by both EIA and
LMNX whereas one remained positive by LMNX only.

HPV genotyping by LMNX. Among the 390 hrHPV samples
positive by LMNX, 68.5% contained a single HPV strain and
31.5% had multiple HPV strains. The proportions of multiple
genotypes in HPV-positive smears differed according to clinical
outcome, i.e., 34.6% for CIN1/koilocytosis, 29.5% for CIN2,
41.2% for CIN3, and 0% for ICC. The HPV genotyping results
among the different groups are provided in Table S1 in the sup-
plemental material.

The most prevalent types among the 390 HPV-positive women
were HPV16 (28.5%), HPV31 (13.8%), and HPV66 (12.8%). In
women diagnosed with CIN2 within 18 months (n � 44), HPV16
(50.0%), HPV18 (15.9%), and HPV31 (15.9%) were the most
frequently detected types. Comparatively, in women with CIN3
(n � 51), the most prevalent types were HPV16 (52.9%), HPV31
(35.3%), and HPV33 (13.7%). Three women were diagnosed with
ICC; all three had a single HPV16-positive smear. Table 2 details
the 10 samples that were LMNX positive but EIA negative. These
samples contained single infections by HPV33, HPV39, HPV45,
HPV51 (n � 3), HPV52, HPV59 (n � 2), and HPV68.

Clinical performance LMNX and EIA. LMNX was compared
to EIA for the detection of women diagnosed with high-grade
disease within 18 months, i.e., CIN2� and CIN3� (Table 2).
LMNX detected 98/102 (96.1%; 95% CI, 89.7% to 98.7%) women
with CIN2�, and EIA was positive in 96/102 (94.1%; 95% CI,
87.1% to 97.6%) women with CIN2�. In this series, the clinical
sensitivity of LMNX for CIN2� was noninferior to that of EIA
(noninferiority score test P � 0.001). The clinical sensitivity of
LMNX for CIN3� (54/55, 98.2%; 95% CI, 89.0% to 99.9%) was
also noninferior to that of EIA (54/55, 98.2%; 95% CI, 89.0% to
99.9%) (noninferiority score test P � 0.001).

Despite high clinical sensitivity, EIA and LMNX were negative
for six and four women with high-grade disease (CIN2�), respec-
tively. Two women with CIN2 were HPV negative by EIA, but
LMNX showed single infections with HPV52 and HPV59. In four
women with high-grade disease, i.e., CIN2 (n � 3) and CIN3 (n �
1), EIA and LMNX were both negative for the presence of 14
hrHPVs. Three of these four women had single infections with
types other than the 14 hrHPVs that were targeted by both
assays, i.e., HPV53 (CIN3; by LMNX), HPV82 (CIN2; by
LMNX), and HPV70 (CIN2; by sequence analysis). All these
identified types have been classified as possibly carcinogenic by
IARC (class 2B) (1).

The clinical specificity of LMNX for CIN2� among women
aged �30 years (586/633, 92.6%; 95% CI, 90.2% to 94.4%) was
also noninferior to that of EIA (585/633, 92.4%; 95% CI, 90.0% to
94.3%) (noninferiority score test P � 0.001) (Table 2). The clini-
cal specificities of LMNX and EIA among women of all ages (n �
746) were 90.8% (95% CI, 88.4% to 92.7%) and 90.3% (95% CI,
87.9% to 92.3%), respectively (noninferiority score test P �
0.001).

EIA and LMNX also showed similar clinical performance char-
acteristics independently of study population (screening popula-
tion versus enriched population) and subsequently of age category
(younger than 30 years versus 30 years of age and older), as shown
in Table 3. The hrHPV positivity in women from the screening
population without underlying disease was dependent on age, ir-
respective of the HPV test used. hrHPV was more prevalent
among women younger than 30 years old than among those 30
years of age and older, i.e., 19.5% versus 7.4% (P � 0.001) by
LMNX and 21.2% versus 7.6% (P � 0.001) by EIA.

Assessment of specimen quality by internal control. The
LMNX internal control probe was positive for human DNA in 968
(97.0%) of the screening specimens (n � 998). Among these spec-
imens of sufficient quality, 158 (15.8%) were positive and 810
(81.2%) were negative for one or more of the 18 HPVs targeted by

TABLE 3 hrHPV positivity rate by EIA and LMNX in relation to clinical outcome, i.e., among women who had histologically confirmed high-grade
disease (CIN2� or CIN3�) in the follow-up and women who had normal cytology in the current and the previous screening round (�CIN1)a

Study population and
age group

CIN2� CIN3� �CIN1

EIA positive LMNX positiveb EIA positive LMNX positiveb EIA positive LMNX positiveb

% n/N % n/N % n/N % n/N % n/N % n/N

Screening populationc 100 13/13 100 13/13 100 8/8 100 8/8 9.7 72/746 9.5 69/746
�30 yrs 100 5/5 100 5/5 100 2/2 100 2/2 7.6 48/633 7.4 47/633
�30 yrs 100 8/8 100 8/8 100 6/6 100 6/6 21.2 24/113 19.5 22/113

Enriched populationd 93.3 83/89 95.5 85/89 97.9 46/47 97.9 46/47 n/a n/a n/a n/a
�30 yrs 92.3 36/39 94.9 37/39 95.5 21/22 95.5 21/22 n/a n/a n/a n/a
�30 yrs 94.0 47/50 96.0 48/50 100 25/25 100 25/25 n/a n/a n/a n/a

Overall population 94.1 96/102 96.1 98/102 98.2 54/55 98.2 54/55 9.7 72/746 9.2 69/746
�30 yrs 93.2 41/44 95.5 42/44 95.8 23/24 95.8 23/24 7.6 48/633 7.4 47/633
�30 yrs 94.8 55/58 96.6 56/58 100 31/31 100 31/31 21.2 24/113 19.5 22/113

a Positivity rates are stratified by population (screening, enriched, or overall) and subsequently by age group (women 30 years and older or women younger than 30 years old).
�CIN1, women who had normal cytology during the current as well as the previous screening round 3 years earlier; CIN2�, women diagnosed with CIN2, CIN3, or invasive
squamous carcinoma within 18 months of follow-up; CIN3�, women diagnosed with CIN3 or invasive squamous carcinoma within 18 months of follow-up; n/N, number of
women with the indicated disease characteristics and test result/total number of women; n/a, not applicable.
b A positive LMNX result represents detection of one or more of the following 14 HPV genotypes: HPV16, HPV18, HPV31, HPV33, HPV35, HPV39, HPV45, HPV51, HPV52,
HPV56, HPV58, and HPV59 (12 HPVs classified by IARC as carcinogenic; class 1) and, additionally, HPV68 (class 2A) and HPV66 (class 2B).
c Screening population: a study population of women consecutively attending a cervical cancer screening program.
d Enriched population: a study population of women referred for abnormal cytology.
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LMNX. The internal control was negative in 30 samples, of which
24 (2.4%) were positive for HPV and were therefore considered of
adequate quality. Six specimens (0.6%) were negative for both
HPV and the internal control by LMNX and were therefore scored
as inadequate. However, additional HPV testing by sequence anal-
ysis demonstrated the presence of HPVs not targeted by LMNX in
three of these six samples, i.e., HPV11, HPV59 (a variant not tar-
geted by the LMNX probe), and HPV90.

DISCUSSION

The clinically validated GP5�/6�-PCR EIA system was used to
analyze this large study panel, which was composed as part of an
international collaboration for the clinical validation of HPV
genotyping tests (VALGENT) (28). The observed high clinical
sensitivity of the EIA (94.1%) is in line with a meta-analysis of
previous validation studies (94.5%; range, 94% to 100%) (10) and
provides further support for the use of the EIA as the reference test
in the VALGENT study protocols (28).

The LMNX test, which uses the same GP5�/6� PCR primers
and conditions as the EIA, showed a clinical performance that was
noninferior to the EIA for the respective 14 hrHPV genotypes.

The clinical specificity of the EIA (among women aged �30
years; 92.4%) was slightly lower than that previously reported
(94.8%; range, 86% to 96%) (10). The EIA positivity was higher
among cytologically normal women below 30 years of age (21.2%)
than among those aged 30 years and older (7.6%). A relatively low
clinical specificity of HPV-based screening among young women
has been observed previously (35). Therefore, guidelines for clin-
ical validation of HPV tests have been defined for a screening
population of women 30 years of age and older only (11).

Internal amplification controls aim to identify unsatisfactory
specimens which may be the cause of false HPV-negative test re-
sults. The LMNX was upgraded with an internal control probe for
a fragment of human DNA intrinsically coamplified by GP5�/6�
primers (33). In the screening population (n � 998), 30 specimens
(3.0%) had a negative result for the internal control. Of these, 24
(2.4%) were positive for HPV. The negative result for the internal
control probe was most likely related to PCR competition with
HPVs present in the sample with a high load, since HPV DNA is
preferentially amplified compared to human DNA by the
GP5�/6� primers. Specimens with these results can therefore be
considered of adequate quality for hrHPV testing in a clinical set-
ting. The remaining six samples (0.6%) were negative for both
HPV and human DNA and were interpreted as invalid. These
invalid results can be caused by inadequate specimen collection or
by untargeted HPVs (confirmed by sequence analysis) present in
high viral loads, which are preferentially amplified, resulting in an
absent internal control signal (PCR competition). However, it
should also be noted that a positive result for the internal control
(i.e., the presence of human cells) does not provide full reassur-
ance of correct sampling of indicator cells, i.e., of epithelial cells at
the squamocolumnar junction. Also, there is currently no defined
adequacy threshold for the quantity of human DNA that should
be detected by a HPV test with an internal control.

The LMNX has the option of full genotyping of hrHPV types
(23), including HPV16 and HPV18, which might be relevant for
triage (15). The value of full genotyping is still unclear, but it
might help in identifying type-specific persistent HPV infections.
A persistent hrHPV infection is a known risk factor for the devel-
opment of cervical (pre)cancer (22), and genotyping could there-

fore be of use in follow-up testing of screen-positive women. In
addition, persistence of a hrHPV infection in women treated for
high-grade cervical lesions could be indicative of residual or re-
current disease (36).

This study had several strengths. The composition and size of
the VALGENT-2 study population in terms of cases (mainly from
an enriched population) and controls (from a screening popula-
tion) facilitated an accurate estimation of clinical performance of
HPV tests, using a limited number of samples. Without the en-
richment, a screening population of 10,000 to over 20,000 women
would be needed to identify about 100 CIN2� cases. Further-
more, a well-validated HPV test, i.e., the EIA, was used as a refer-
ence assay, to which all (genotyping) assays performed on the
VALGENT-2 panel will ultimately be compared. Also, clinical
outcome data are well registered in the Scottish screening pro-
gram, which will allow a longitudinal evaluation of HPV tests over
time. Finally, an advantage is that all HPV assays are performed on
the original cervical specimen in VALGENT-2. This facilitates
evaluations and comparisons of the complete test system (e.g.,
specimen processing, amplification, and readout), since all aspects
of the diagnostic chain determine the final test result.

However, our study also had some limitations. International
guidelines for clinical validation of hrHPV tests stipulate that sam-
ples should be derived from women in a screening cohort tested by
a clinically validated hrHPV test, either combined with or not
combined with cytology (11). The current study utilized a screen-
ing cohort based on cytology alone. Since the identification of
CIN2� cases in VALGENT-2 was driven by cytology, which is
known be a clinically less sensitive technology, an advantage might
be given to an HPV test with a relatively low sensitivity. The
VALGENT-2 cohort will be followed up to identify CIN2� cases
that may develop over time in order to identify missed cases. In
addition, an enriched population of 300 women with abnormal
cytology was included to find a sufficient number of CIN2� cases
while avoiding the necessity of testing the whole population from
which these 300 women were selected. Although this allows clin-
ical validation according to international guidelines (11), the pos-
itive predictive value (PPV) of the evaluated tests is not relevant
without appropriate statistical weighting. Furthermore, the spec-
ificity of hrHPV tests should be determined in a screening cohort
of women at least 30 years of age. In our study, 25.3% of the
screening population was below the age of 30. Nevertheless, the
LMNX assay is based on the same primers and PCR procedure as
EIA; therefore, it is highly unlikely that this assay would deviate
from the EIA on another sample set. Finally, in addition to the
fulfilled criteria for diagnostic accuracy by LMNX, the interna-
tional guidelines (11) also require investigation of intralaboratory
reproducibility in time and interlaboratory agreement. These
were not investigated in the current study, since LMNX previously
showed an intralaboratory reproducibility of at least 95% on a
series of artificial and clinical samples that were assayed at differ-
ent time points, by different technicians, and using different kit
lots (described in the kit manual). High interlaboratory agree-
ment (kappa � 0.987) was observed in a previous study (23). In
summary, two HPV tests based on the GP5�/6� PCR, i.e., EIA
and LMNX, demonstrated equivalent clinical performance char-
acteristics. The EIA and LMNX have the advantage that they are
both based on the extensively clinically validated GP5�/6� PCR.
In addition, the LMNX has high-throughput and full genotyping
capability, and test performance and sample quality can be veri-
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fied through the use of the internal control. Based on our data,
both the EIA and LMNX are suitable options for HPV-based cer-
vical cancer screening.

ACKNOWLEDGMENTS

This research was (partly) funded by the Stichting Pathologie Ontwikkel-
ing en Onderzoek (SPOO) Foundation, the Netherlands.

We are grateful to the Scottish HPV Reference Laboratory, Royal In-
firmary of Edinburgh, for aliquoting and distributing the study materials
and to Angela Hoogenboom, Jacqueline Röer, Esmeralda Bosman, Leonie
van den Berg, Maarten Vent, and Kim Vermeulen of the DDL Diagnostic
Laboratory for their technical assistance. We also thank all members of the
VALGENT Study Group (C. Depuydt, J. P. Bogers, I. Benoit, M. Schmidt,
M. Pawlita, I. Heard, M. Tommasino, and T. Gheit).

We declare the following conflicts of interest. D.T.G., K.C.,
M.N.C.D.K., P.J.F.S., and C.J.L.M.M. declare no conflict of interest.
L.J.V.D. and W.G.V.Q. are employees of and shareholders in the DDL
Diagnostic Laboratory. M.A. was supported by (i) the 7th Framework
program of DG Research (Brussels, Belgium) of the European Commis-
sion through the COHEAHR Network (grant 603019), coordinated by the
Free University of Amsterdam (Amsterdam, the Netherlands), and
through the HPV-AHEAD Network (coordinated by IARC; grant FP7-
HEALTH-2011-282562); (ii) the Belgian Cancer Centre, Brussels, Bel-
gium; and (iii) the Medizinische Hochschule of Hannover (Hanover,
Germany).

REFERENCES
1. Bouvard V, Baan R, Straif K, Grosse Y, Secretan B, El Ghissassi F,

Benbrahim-Tallaa L, Guha N, Freeman C, Galichet L, Cogliano V,
WHO International Agency for Research on Cancer Monograph Work-
ing Group. 2009. A review of human carcinogens—part B: biological
agents. Lancet Oncol. 10:321–322. http://dx.doi.org/10.1016/S1470
-2045(09)70096-8.

2. Sankaranarayanan R, Nene BM, Shastri SS, Jayant K, Muwonge R,
Budukh AM, Hingmire S, Malvi SG, Thorat R, Kothari A, Chinoy R,
Kelkar R, Kane S, Desai S, Keskar VR, Rajeshwarkar R, Panse N,
Dinshaw KA. 2009. HPV screening for cervical cancer in rural India.
N. Engl. J. Med. 360:1385–1394. http://dx.doi.org/10.1056/NEJMoa
0808516.

3. Kitchener HC, Almonte M, Thomson C, Wheeler P, Sargent A,
Stoykova B, Gilham C, Baysson H, Roberts C, Dowie R, Desai M,
Mather J, Bailey A, Turner A, Moss S, Peto J. 2009. HPV testing in
combination with liquid-based cytology in primary cervical screening
(ARTISTIC): a randomised controlled trial. Lancet Oncol. 10:672– 682.
http://dx.doi.org/10.1016/S1470-2045(09)70156-1.

4. Ronco G, Giorgi-Rossi P, Carozzi F, Confortini M, Dalla Palma P, Del
Mistro A, Ghiringhello B, Girlando S, Gillio-Tos A, De Marco L,
Naldoni C, Pierotti P, Rizzolo R, Schincaglia P, Zorzi M, Zappa M,
Segnan N, Cuzick J. 2010. Efficacy of human papillomavirus testing for
the detection of invasive cervical cancers and cervical intraepithelial neo-
plasia: a randomised controlled trial. Lancet Oncol. 11:249 –257. http://dx
.doi.org/10.1016/S1470-2045(09)70360-2.

5. Hesselink AT, Bulkmans NW, Berkhof J, Lorincz AT, Meijer CJ, Sni-
jders PJ. 2006. Cross-sectional comparison of an automated hybrid cap-
ture 2 assay and the consensus GP5�/6� PCR method in a population-
based cervical screening program. J. Clin. Microbiol. 44:3680 –3685. http:
//dx.doi.org/10.1128/JCM.02078-05.

6. Naucler P, Ryd W, Tornberg S, Strand A, Wadell G, Elfgren K, Radberg
T, Strander B, Forslund O, Hansson BG, Hagmar B, Johansson B,
Rylander E, Dillner J. 2009. Efficacy of HPV DNA testing with cytology
triage and/or repeat HPV DNA testing in primary cervical cancer screen-
ing. J. Natl. Cancer Inst. 101:88 –99. http://dx.doi.org/10.1093/jnci
/djn444.

7. Bulkmans NW, Rozendaal L, Snijders PJ, Voorhorst FJ, Boeke AJ,
Zandwijken GR, van Kemenade FJ, Verheijen RH, v Groningen K,
Boon ME, Keuning HJ, van Ballegooijen M, van den Brule AJ, Meijer
CJ. 2004. POBASCAM, a population-based randomized controlled trial
for implementation of high-risk HPV testing in cervical screening: design,
methods and baseline data of 44,102 women. Int. J. Cancer 110:94 –101.
http://dx.doi.org/10.1002/ijc.20076.

8. Bulkmans NW, Berkhof J, Rozendaal L, van Kemenade FJ, Boeke AJ,
Bulk S, Voorhorst FJ, Verheijen RH, van Groningen K, Boon ME,
Ruitinga W, van Ballegooijen M, Snijders PJ, Meijer CJ. 2007. Human
papillomavirus DNA testing for the detection of cervical intraepithelial
neoplasia grade 3 and cancer: 5-year follow-up of a randomised controlled
implementation trial. Lancet 370:1764 –1772. http://dx.doi.org/10.1016
/S0140-6736(07)61450-0.

9. Rijkaart DC, Berkhof J, Rozendaal L, van Kemenade FJ, Bulkmans NW,
Heideman DA, Kenter GG, Cuzick J, Snijders PJ, Meijer CJ. 2012.
Human papillomavirus testing for the detection of high-grade cervical
intraepithelial neoplasia and cancer: final results of the POBASCAM ran-
domised controlled trial. Lancet Oncol. 13:78 – 88. http://dx.doi.org/10
.1016/S1470-2045(11)70296-0.

10. Arbyn M, Ronco G, Anttila A, Meijer CJ, Poljak M, Ogilvie G, Kolio-
poulos G, Naucler P, Sankaranarayanan R, Peto J. 2012. Evidence
regarding human papillomavirus testing in secondary prevention of cer-
vical cancer. Vaccine 30(Suppl 5):F88 –F99. http://dx.doi.org/10.1016/j
.vaccine.2012.06.095.

11. Meijer CJ, Berkhof J, Castle PE, Hesselink AT, Franco EL, Ronco G,
Arbyn M, Bosch FX, Cuzick J, Dillner J, Heideman DA, Snijders PJ.
2009. Guidelines for human papillomavirus DNA test requirements for
primary cervical cancer screening in women 30 years and older. Int. J.
Cancer 124:516 –520. http://dx.doi.org/10.1002/ijc.24010.

12. Depuydt CE, Benoy IH, Beert JF, Criel AM, Bogers JJ, Arbyn M. 2012.
Clinical validation of a type-specific real-time quantitative human papil-
lomavirus PCR against the performance of hybrid capture 2 for the pur-
pose of cervical cancer screening. J. Clin. Microbiol. 50:4073– 4077. http:
//dx.doi.org/10.1128/JCM.01231-12.

13. Ejegod DM, Serrano I, Cuschieri KS, Nussbaumer WA, Vaughan LM,
Ahmad AS, Cuzick J, Bonde J. 2013. Clinical validation of the BD On-
clarity HPV assay using a non-inferiority test. Med. Microbiol. Diagn.
S3:003.

14. Hesselink AT, Berkhof J, van der Salm ML, van Splunter AP, Geelen
TH, van Kemenade FJ, Bleeker MG, Heideman DA. 2014. Clinical
validation of the HPV-risk assay, a novel real-time PCR assay for detection
of high-risk human papillomavirus DNA by targeting the E7 region. J.
Clin. Microbiol. 52:890 – 896. http://dx.doi.org/10.1128/JCM.03195-13.

15. Cox JT, Castle PE, Behrens CM, Sharma A, Wright TC, Jr, Cuzick J,
Athena HPV Study Group. 2013. Comparison of cervical cancer screen-
ing strategies incorporating different combinations of cytology, HPV test-
ing, and genotyping for HPV 16/18: results from the ATHENA HPV
study. Am. J. Obstet. Gynecol. 208:184.e1–184.e11. http://dx.doi.org/10
.1016/j.ajog.2012.11.020.

16. Khan MJ, Castle PE, Lorincz AT, Wacholder S, Sherman M, Scott DR,
Rush BB, Glass AG, Schiffman M. 2005. The elevated 10-year risk of
cervical precancer and cancer in women with human papillomavirus
(HPV) type 16 or 18 and the possible utility of type-specific HPV testing in
clinical practice. J. Natl. Cancer Inst. 97:1072–1079. http://dx.doi.org/10
.1093/jnci/dji187.

17. Kjaer S, Hogdall E, Frederiksen K, Munk C, van den Brule A, Svare E,
Meijer C, Lorincz A, Iftner T. 2006. The absolute risk of cervical abnor-
malities in high-risk human papillomavirus-positive, cytologically normal
women over a 10-year period. Cancer Res. 66:10630 –10636. http://dx.doi
.org/10.1158/0008-5472.CAN-06-1057.

18. Bulk S, Bulkmans NW, Berkhof J, Rozendaal L, Boeke AJ, Verheijen
RH, Snijders PJ, Meijer CJ. 2007. Risk of high-grade cervical intra-
epithelial neoplasia based on cytology and high-risk HPV testing at base-
line and at 6-months. Int. J. Cancer 121:361–367. http://dx.doi.org/10
.1002/ijc.22677.

19. de Sanjose S, Quint WG, Alemany L, Geraets DT, Klaustermeier JE,
Lloveras B, Tous S, Felix A, Bravo LE, Shin HR, Vallejos CS, de Ruiz
PA, Lima MA, Guimera N, Clavero O, Alejo M, Llombart-Bosch A,
Cheng-Yang C, Tatti SA, Kasamatsu E, Iljazovic E, Odida M, Prado
R, Seoud M, Grce M, Usubutun A, Jain A, Suarez GA, Lombardi LE,
Banjo A, Menendez C, Domingo EJ, Velasco J, Nessa A, Chichareon
SC, Qiao YL, Lerma E, Garland SM, Sasagawa T, Ferrera A, Ham-
mouda D, Mariani L, Pelayo A, Steiner I, Oliva E, Meijer CJ,
Al-Jassar WF, Cruz E, Wright TC, et al. 2010. Human papillomavirus
genotype attribution in invasive cervical cancer: a retrospective cross-
sectional worldwide study. Lancet Oncol. 11:1048 –1056. http://dx.doi
.org/10.1016/S1470-2045(10)70230-8.

20. Halfon P, Lindemann ML, Raimondo A, Ravet S, Camus C, Khiri H,
Penaranda G, Sideri M, Sandri MT. 2013. HPV genotype distribution

Clinical Evaluation of GP5�/6� Luminex Genotyping Test

November 2014 Volume 52 Number 11 jcm.asm.org 4001

 on January 14, 2015 by U
N

IV
E

R
S

IT
Y

 O
F

 E
D

IN
B

U
R

G
H

http://jcm
.asm

.org/
D

ow
nloaded from

 

http://dx.doi.org/10.1016/S1470-2045(09)70096-8
http://dx.doi.org/10.1016/S1470-2045(09)70096-8
http://dx.doi.org/10.1056/NEJMoa0808516
http://dx.doi.org/10.1056/NEJMoa0808516
http://dx.doi.org/10.1016/S1470-2045(09)70156-1
http://dx.doi.org/10.1016/S1470-2045(09)70360-2
http://dx.doi.org/10.1016/S1470-2045(09)70360-2
http://dx.doi.org/10.1128/JCM.02078-05
http://dx.doi.org/10.1128/JCM.02078-05
http://dx.doi.org/10.1093/jnci/djn444
http://dx.doi.org/10.1093/jnci/djn444
http://dx.doi.org/10.1002/ijc.20076
http://dx.doi.org/10.1016/S0140-6736(07)61450-0
http://dx.doi.org/10.1016/S0140-6736(07)61450-0
http://dx.doi.org/10.1016/S1470-2045(11)70296-0
http://dx.doi.org/10.1016/S1470-2045(11)70296-0
http://dx.doi.org/10.1016/j.vaccine.2012.06.095
http://dx.doi.org/10.1016/j.vaccine.2012.06.095
http://dx.doi.org/10.1002/ijc.24010
http://dx.doi.org/10.1128/JCM.01231-12
http://dx.doi.org/10.1128/JCM.01231-12
http://dx.doi.org/10.1128/JCM.03195-13
http://dx.doi.org/10.1016/j.ajog.2012.11.020
http://dx.doi.org/10.1016/j.ajog.2012.11.020
http://dx.doi.org/10.1093/jnci/dji187
http://dx.doi.org/10.1093/jnci/dji187
http://dx.doi.org/10.1158/0008-5472.CAN-06-1057
http://dx.doi.org/10.1158/0008-5472.CAN-06-1057
http://dx.doi.org/10.1002/ijc.22677
http://dx.doi.org/10.1002/ijc.22677
http://dx.doi.org/10.1016/S1470-2045(10)70230-8
http://dx.doi.org/10.1016/S1470-2045(10)70230-8
http://jcm.asm.org
http://jcm.asm.org/


according to severity of cervical neoplasia using the Digene HPV genotyp-
ing LQ test. Arch. Virol. 158:1143–1149. http://dx.doi.org/10.1007
/s00705-012-1584-4.

21. Cuzick J, Ho L, Terry G, Kleeman M, Giddings M, Austin J, Cadman L,
Ashdown-Barr L, Costa MJ, Szarewski A. 2014. Individual detection of
14 high risk human papilloma virus genotypes by the PapType test for the
prediction of high grade cervical lesions. J. Clin. Virol. 60:44 – 49. http://dx
.doi.org/10.1016/j.jcv.2014.02.002.

22. Meijer CJ, Snijders PJ, Castle PE. 2006. Clinical utility of HPV genotyp-
ing. Gynecol. Oncol. 103:12–17. http://dx.doi.org/10.1016/j.ygyno.2006
.07.031.

23. Geraets DT, Heideman DA, de Koning MN, Snijders PJ, van Alewijk
DC, Meijer CJ, van Doorn LJ, Quint WG. 2009. High-throughput
genotyping of high-risk HPV by the digene HPV genotyping LQ test using
GP5�/6�-PCR and xMAP technology. J. Clin. Virol. 46(Suppl 3):S21–
S26. http://dx.doi.org/10.1016/S1386-6532(09)70297-5.

24. Geraets DT, Lenselink CH, Bekkers RL, van Doorn LJ, Quint WG,
Melchers WJ. 2011. Universal human papillomavirus genotyping by the
digene HPV genotyping RH and LQ tests. J. Clin. Virol. 50:276 –280. http:
//dx.doi.org/10.1016/j.jcv.2010.12.011.

25. Geraets DT, van Baars R, Alonso I, Ordi J, Torne A, Melchers WJ,
Meijer CJ, Quint WG. 2013. Clinical evaluation of high-risk HPV detec-
tion on self-samples using the indicating FTA-elute solid-carrier cartridge.
J. Clin. Virol. 57:125–129. http://dx.doi.org/10.1016/j.jcv.2013.02.016.

26. Godínez JM, Tous S, Baixeras N, Moreno-Crespi J, Alejo M, Lejeune M,
Bravo IG, Bosch FX, de Sanjosé S. 2011. Performance of the digene LQ,
RH and PS HPVs genotyping systems on clinical samples and comparison
with HC2 and PCR-based linear array. Infect. Agent Cancer 6:23. http://dx
.doi.org/10.1186/1750-9378-6-23.

27. Ogilvie GS, Cook DA, Taylor DL, Rank C, Kan L, Yu A, Mei W, van
Niekerk DJ, Coldman AJ, Krajden M. 2013. Population-based evaluation
of type-specific HPV prevalence among women in British Columbia, Can-
ada. Vaccine 31:1129 –1133. http://dx.doi.org/10.1016/j.vaccine.2012.09
.085.

28. Arbyn M, Steben M. 2010. Highlights of the 26th international papillo-

mavirus conference and workshops. Future Oncol. 6:1711–1724. http://dx
.doi.org/10.2217/fon.10.136.

29. Evans DM, Hudson EA, Brown CL, Boddington MM, Hughes HE,
Mackenzie EF, Marshall T. 1986. Terminology in gynaecological cytopa-
thology: report of the Working Party of the British Society for Clinical
Cytology. J. Clin. Pathol. 39:933–944. http://dx.doi.org/10.1136/jcp.39.9
.933.

30. Arbyn M, Herbert A, Schenck U, Nieminen P, Jordan J, McGoogan E,
Patnick J, Bergeron C, Baldauf JJ, Klinkhamer P, Bulten J, Martin-
Hirsch P. 2007. European guidelines for quality assurance in cervical
cancer screening: recommendations for collecting samples for conven-
tional and liquid-based cytology. Cytopathology 18:133–139. http://dx
.doi.org/10.1111/j.1365-2303.2007.00464.x.

31. Arbyn M, Anttila A, Jordan J, Ronco G, Schenck U, Segnan N, Wiener
H, Herbert A, von Karsa L. 2010. European Guidelines for Quality
Assurance in Cervical Cancer Screening. Second edition–summary
document. Ann. Oncol. 21:448 – 458. http://dx.doi.org/10.1093/annonc
/mdp471.

32. Richart RM. 1973. Cervical intraepithelial neoplasia. Pathol. Annu.
8:301–328.

33. Caballero OL, Villa LL, Simpson AJ. 1995. Low stringency-PCR (LS-
PCR) allows entirely internally standardized DNA quantitation. Nucleic
Acids Res. 23:192–193. http://dx.doi.org/10.1093/nar/23.1.192.

34. van Doorn LJ, Molijn A, Kleter B, Quint W, Colau B. 2006. Highly
effective detection of human papillomavirus 16 and 18 DNA by a testing
algorithm combining broad-spectrum and type-specific PCR. J. Clin. Mi-
crobiol. 44:3292–3298. http://dx.doi.org/10.1128/JCM.00539-06.

35. Cuzick J, Clavel C, Petry KU, Meijer CJ, Hoyer H, Ratnam S, Szarewski
A, Birembaut P, Kulasingam S, Sasieni P, Iftner T. 2006. Overview of the
European and North American studies on HPV testing in primary cervical
cancer screening. Int. J. Cancer 119:1095–1101. http://dx.doi.org/10.1002
/ijc.21955.

36. Söderlund-Strand A, Kjellberg L, Dillner J. 2014. Human papillomavirus
type-specific persistence and recurrence after treatment for cervical dys-
plasia. J. Med. Virol. 86:634 – 641. http://dx.doi.org/10.1002/jmv.23806.

Geraets et al.

4002 jcm.asm.org Journal of Clinical Microbiology

 on January 14, 2015 by U
N

IV
E

R
S

IT
Y

 O
F

 E
D

IN
B

U
R

G
H

http://jcm
.asm

.org/
D

ow
nloaded from

 

http://dx.doi.org/10.1007/s00705-012-1584-4
http://dx.doi.org/10.1007/s00705-012-1584-4
http://dx.doi.org/10.1016/j.jcv.2014.02.002
http://dx.doi.org/10.1016/j.jcv.2014.02.002
http://dx.doi.org/10.1016/j.ygyno.2006.07.031
http://dx.doi.org/10.1016/j.ygyno.2006.07.031
http://dx.doi.org/10.1016/S1386-6532(09)70297-5
http://dx.doi.org/10.1016/j.jcv.2010.12.011
http://dx.doi.org/10.1016/j.jcv.2010.12.011
http://dx.doi.org/10.1016/j.jcv.2013.02.016
http://dx.doi.org/10.1186/1750-9378-6-23
http://dx.doi.org/10.1186/1750-9378-6-23
http://dx.doi.org/10.1016/j.vaccine.2012.09.085
http://dx.doi.org/10.1016/j.vaccine.2012.09.085
http://dx.doi.org/10.2217/fon.10.136
http://dx.doi.org/10.2217/fon.10.136
http://dx.doi.org/10.1136/jcp.39.9.933
http://dx.doi.org/10.1136/jcp.39.9.933
http://dx.doi.org/10.1111/j.1365-2303.2007.00464.x
http://dx.doi.org/10.1111/j.1365-2303.2007.00464.x
http://dx.doi.org/10.1093/annonc/mdp471
http://dx.doi.org/10.1093/annonc/mdp471
http://dx.doi.org/10.1093/nar/23.1.192
http://dx.doi.org/10.1128/JCM.00539-06
http://dx.doi.org/10.1002/ijc.21955
http://dx.doi.org/10.1002/ijc.21955
http://dx.doi.org/10.1002/jmv.23806
http://jcm.asm.org
http://jcm.asm.org/

	Clinical Evaluation of a GP5+/6+-Based Luminex Assay Having Full High-Risk Human Papillomavirus Genotyping Capability and an Internal Control
	MATERIALS AND METHODS
	Clinical specimens.
	Ethical approval.
	Clinical outcomes.
	Sample processing and HPV testing.
	Internal control development.
	Statistics.

	RESULTS
	Study population characteristics.
	Characterization of the VALGENT study panel by GP5+/6+-PCR EIA.
	Comparison of HPV detection by LMNX and EIA.
	HPV genotyping by LMNX.
	Clinical performance LMNX and EIA.
	Assessment of specimen quality by internal control.

	DISCUSSION
	ACKNOWLEDGMENTS
	REFERENCES


