
 

 

 
 

 

Edinburgh Research Explorer 
 
 

 
 

 
 

 
 

 

 
 

 
 

 
 

 
 

 
 

 
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Genome-wide association study identifies a putative variant in
MYO3B and common variants in PTPRT associated with bovine
tuberculosis

Citation for published version:
Bermingham, M, Genome-wide association study identifies a putative variant in MYO3B and common
variants in PTPRT associated with bovine tuberculosis: Front cover of Heredity February 2014, 2014, Digital
or Visual Products.

Link:
Link to publication record in Edinburgh Research Explorer

Document Version:
Preprint (usually an early version)

General rights
Copyright for the publications made accessible via the Edinburgh Research Explorer is retained by the author(s)
and / or other copyright owners and it is a condition of accessing these publications that users recognise and
abide by the legal requirements associated with these rights.

Take down policy
The University of Edinburgh has made every reasonable effort to ensure that Edinburgh Research Explorer
content complies with UK legislation. If you believe that the public display of this file breaches copyright please
contact openaccess@ed.ac.uk providing details, and we will remove access to the work immediately and
investigate your claim.

Download date: 20. Feb. 2015

brought to you by COREView metadata, citation and similar papers at core.ac.uk

provided by Edinburgh Research Explorer

https://core.ac.uk/display/28978757?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
http://www.research.ed.ac.uk/portal/en/publications/genomewide-association-study-identifies-a-putative-variant-in-myo3b-and-common-variants-in-ptprt-associated-with-bovine-tuberculosis(f4dc34ed-b3d4-4715-99ed-8d83fda686df).html


Volume 112
Number 5
May 2014

www.nature.com/hdy

The offi cial journal of the Genetics Society

OFC.indd   1OFC.indd   1 3/26/2014   5:32:05 PM3/26/2014   5:32:05 PM


