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In this paper, we investigate a disease transmission model of SIRS type with latent
period T > 0 and the specific nonmonotone incidence rate, namely, %m;_”
For the basic reproduction number Rog > 1, applying monotone iterative techniques, we
establish sufficient conditions for the global asymptotic stability of endemic equilibrium
of system which become partial answers to the open problem in [Hai-Feng Huo, Zhan-
Ping Ma, Dynamics of a delayed epidemic model with non-monotonic incidence rate,
Commun. Nonlinear Sci. Numer. Simul. 15 (2010) 459-468]. Moreover, combining both
monotone iterative techniques and the Lyapunov functional techniques to an SIR model
by perturbation, we derive another type of sufficient conditions for the global asymptotic
stability of the endemic equilibrium.

© 2010 Elsevier Inc. All rights reserved.

1. Introduction

Mathematical models which describe the dynamics of infectious diseases have recently played a crucial role in the dis-
ease control in epidemiological aspect. Many authors have proposed various kinds of epidemic models to understand
the mechanism of disease transmission (see [1-8] and references therein).

On the global asymptotic stability of an endemic equilibrium of endemic models with a non-monotonic incidence rate,

there are papers recently appears in the literature. Xiao and Ruan [6] first proposed a non-monotonic incident rate 3 fx’ﬂ'
where kI measure the infection force of the disease and —L— describes the psychological or inhibitory effect from the be-

1+al?
havioral change of the susceptible individuals when the number of infective individuals is very large. By applying Dulac

function, Xiao and Ruan [6] established that the endemic equilibrium of an SIRS model with this non-monotonic incidence
rate and no delays, is globally asymptotically stable.

Recently, for the following SIRS model with a non-monotonic incident rate with latency, Huo and Ma [4] investigated
the existence of equilibria and global asymptotic stability of the disease-free equilibrium of system, permanence and lo-
cal stability of the endemic equilibrium of system, and conjectured with numerical simulations that there are cases that
the global stability of the endemic equilibrium can occur.
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ds() o _ kexp (—dT)S(t)I(t — T)
i P ds® Tralc—1  TYRO
di(t) _ kexp (—dT)S()I(t —T) B
T TTal2t—1) d+ ), (1.1)
dR(t
T = i ~ @+ RO,

where S(t), I(t) and R(t) denote the numbers of susceptible to the disease, infective and recovered individuals at time ¢,
respectively. b is the recruitment rate of the population, d is the natural death rate of the population. The positive constant
k and t is the average number of contacts per infective per day and latent period, respectively. u is the natural recovery
rare of the infective individuals, ¢ is the rate at which recovered individuals lose immunity and return to the susceptible
class, « is the parameter measures the psychological or inhibitory effect. We assume that the force of infection at any time
t is given by %ﬁt@gt’” (see Capasso [2]), since those infected at time ¢t — T become infectious at time t latter.
The term 0 < exp (—dt) < 1 represents the survival of vector population in which the time taken to become infectious
is T.
The initial conditions of system (1.1) take the form

SO)=¢10), 1) =¢200),  RO)=¢3(0),

$i(0) >0, 6¢e[-h,0], ¢i(0)>0, i=1,23, (1.2)
(#1. 62, ¢3) € C(I—h, 0], R3),
where R3 ) = {(x1,x2,X3) | x; >0, i=1,2,3}.

+
By the fundamental theory of functional differential equations, it is well known that system (1.1) has a unique solution

(S(t), I(t), R(t)) satisfying the initial condition (1.2). It is easy to show that all solutions of system (1.1) with the initial
condition (1.2) are defined on [0, +00) and remain positive for all t > 0. We see that system (1.1) always has a disease-free
equilibrium Eg = (b/d, 0, 0). The basic reproduction number of system (1.1) is

. bkexp (—dt) (13)

= Tdd+
If Rg > 1, then system (1.1) has a unique endemic equilibrium E, = (S*, I*, R*) (see Huo and Ma [4]), where
1 Y
S*=—-31b—|(d - |I*,
d{ ( T y) }
_ _ _Yr
o ke D@+ p i) TVA (14)
2ad(d + 1) ’
* ,LL *
R* = ——L—T*,
d+y
and
v\
A =k?exp (—2dr)<d + - m) —4ad®(d + )1 — Ro). (1.5)

More recently, Yang and Xiao [9] extended the result of Xiao and Ruan [6] to the incident rate of a specific form, namely,
ﬁ(%m, where p > 1. Stability of the disease-free equilibrium and existence, uniqueness and stability of an endemic
equilibrium for the model, were investigated. It was shown that if Ryp < 1, then the disease-free equilibrium is globally
asymptotic stable, whereas if Ry > 1, then the unique endemic equilibrium is globally asymptotically stable in the interior
of the feasible region for the model for no latency, and periodic solutions can arise at a critical latency. Some numerical
simulations were provided to support their analytical conclusions. However, they showed no sufficient conditions for the
global stability of the endemic equilibrium of the model with latency, and when 1 < p <2 and Rp > 1, they also proposed
a conjecture that the endemic equilibrium of the model is globally stable for all T > 0.

Therefore, it is important to study more carefully the global asymptotic stability of endemic equilibrium of system (1.1),
which corresponds to the case p =2 and B = kexp(—dr). In this paper, for the basic reproduction number Ry > 1 of
system (1.1), applying both of new monotone iterative techniques which are improved versions of Xu and Ma [8] (see also
Xu and Ma [7]), and Lyapunov functional techniques in McCluskey [5], we obtain two types of sufficient conditions for the
global asymptotic stability of endemic equilibrium E, of system (1.1) which is a partial answer to the open problem in Huo
and Ma [4] and also Yang and Xiao [9].

The first main theorem is established by applying new monotone iterative techniques (see Lemma 3.4 in Section 3) such
that the each lower and upper bounds for each S(t), I(t) and R(t) of system (1.1) for a sufficiently large t > 0, approach to
an endemic steady state by simple conditions of contractive convergence for suitable monotone iterations (see (3.9)).
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Theorem 1.1. Assume Rg > 1. Then, the endemic equilibrium E, = (S*, I'*, R*) of system (1.1) exists. If

kexp(—d d d
kexp(—=d0) 5 _ Ry and +y(1+ + i a1*>21, (16)
d+ e 2 kexp(—dt)

then, the endemic equilibrium E, = (S*, I'*, R*) of system (1.1) is globally asymptotically stable in the interior ofRi.

We solve the open question for an example offered by Huo and Ma [4, Example], because we can see that this example
(b=4,k=08,d=a=y=pu=1and 1 <Rp=1.6exp(—0.87) < 2) satisfied the condition (1.6) in Theorem 1.1.
Let us consider two functions G(I) and h(I) of I such that

G(Hh=——, 0<I , and
D=1rar <too 17)

I
h()= — =1+4al?>, 0<I<+oo,
(D 0 + <I<+
and 1 = ﬁ be the local maximal point of G(I), where G/(f) =0 and G(I) < G(f) = ﬁ for any 0 < I < 4o0. For any
0<I<I, put

G(),

G, )= max G(I)={ (D),
ISILT ¢

NN

(1.8)

—
=i e
— I~

A

I~ = =0
N
ll

and

d+p - -
—h(,I h(l,) = ——
kexp(—dr) (LD, h(L1) cah
. d+p
K =1+ mh(b,

and consider three constants I, I1 and I1 such that

K@, h=1+

0 < Ip <liminfI(t),
t—+o00

Rio.in=2-_H
(_Oa ])—d d+)/_0’ (1.]0)

n 71
d+y
and three constants a, o and c such that
_d+y d+p o
T kexp(—dr)
d d
o=tV (14 _TEH o), (111)
" kexp(—dT)

C_o—l+\/(0—l)(0—|—3)
= 5 .

b
K(l])za_

’

For (1.11), we note that

d
o= ity + 2al*,
n

=@ —1(c+1), and (112)

c>0—-1>0, ifo>1.

Then, the second main theorem is obtained by applying the best possible lower bound I* and upper bounds I* of I(t)
for a sufficiently large t obtained by new monotone iterative techniques (see (3.25) in Theorem 3.2) to Lyapunov functional
techniques to the SIR model by perturbation (see Lemma 3.4 and Section 4).

Theorem 1.2. Assume that Ro > 1 and I* <, and for three constants Ig, 11 and I defined by (1.10), suppose that

Ip<Ii<I, (113)

and consider three constants a, o and c defined by (1.11).

Please cite this article in press as: Y. Muroya et al., Global stability of a delayed SIRS epidemic model with a non-monotonic incidence rate, J. Math. Anal.
Appl. (2010), doi:10.1016/j.jmaa.2010.10.010




YJMAA:15348

4 Y. Muroya et al. / J. Math. Anal. Appl. eee (eeee) eee—ocee
() If
o<1, or
* 7 * (]14)
o>1, and c>a(l*—1p) or c>=(oc—1+a(l-TI%),
then the endemic equilibrium E, = (S*, I'*, R*) of system (1.1) is globally asymptotically stable in the interior of]Ri.
(ii) For the constants I* >0, I* < g and S* such that
I* <liminfI(t) < limsup I(t) < I*, and
t—>+o0 t—+00
. od+y)/d—yI* (1.15)
T (d+y) +kexp(—dT)G(I*)’
if
a(l* + "1 —al*I*
y? <ad+pd+ s LN - (116)
1+ a(HH A +a(*)?)
then the endemic equilibrium E . of system (1.1) exists and is globally asymptotically stable.
In particular, if
o>1, c<a(l*=1Io) and c<(o -1 +a(l-TI%), (117)
then the following I* and I* such that
c - c—(o—-1
l*=1*—a, and I*=I*+%, (1.18)

satisfy (1.15).
In the case (1.17), we say that I* — £, and I* + C_("ai_]) are the best possible lower bound [* and upper bounds I* of
I(t) for a sufficiently large t, respectively, in the meaning of (1.15) obtained by new monotone iterative techniques in this
paper.

The organization of this paper is as follows. In Section 2, we give known results for system (1.1) by Huo and Ma [4].
In Section 3, we offer new monotone iterative techniques to SIRS model (1.1). In Section 4, applying Lyapunov functional
techniques of McCluskey [5], we establish another type of conditions of the global stability of endemic equilibrium E,
of system (1.1) for Ry > 1. In Section 5, we investigate two numerical examples. Finally, a brief discussion is offered in
Section 6.

2. Preliminaries

In this section, we give the following known results obtained by Huo and Ma [4].

Theorem 2.1. If Ry < 1 (i.e. T > t*), then system (1.1) only has the disease-free equilibrium Eg and if Rg > 1 (i.e. 0 < T < t*), then
system (1.1) has the endemic equilibrium E, and E is unique.

Theorem 2.2. If Ry < 1 (i.e. T > T™*), then the disease-free equilibrium Eg of system (1.1) is globally asymptotically stable. If Ry > 1
(ie.0 < T < 1*), Eg becomes unstable.

Theorem 2.3.If Ry =1 (i.e. T = ©™*), then the disease-free equilibrium Eq of system (1.1) is globally attractive.
Theorem 2.4.If Ry > 1 (i.e. 0 < T < T*), then the endemic equilibrium E, of (1.1) is locally stable.
Theorem 2.5.If Ry > 1 (i.e. 0 < T < T*), then the disease of (1.1) is permanent.

3. Monotone iterative techniques for Ry > 1

In this section, for Ry > 1, we improve the monotone iterative techniques offered by Xu and Ma [8, Theorem 3.1] for
system (1.1).

For solutions (S(t), I(t), R(t)) of (1.1) with initial conditions (1.2), the unique existence of the endemic equilibrium E, of
system (1.1) is guaranteed by Theorem 2.1.
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By Theorem 2.5, there exist positive constants v; (i =1, 2, 3) such that

liminfS() =S > vy,  liminfl(t)=1>v,,  liminfR(t) =R > vs,
t—+00 t— 400 t——+00
s b 2 b 2 b (31)
limsupS(t)=S< -, limsupl(t) =1< -, limsupR(t) =R < -,
t—+o00 d t—+00 d t——+00 d

where from (1.1), it follows that N’(t) =b —dN(t) for N(t) = S(t) + I(t) + R(t), and we obtain lim;_, ;» N(t) = %. Therefore,
hereafter, we may restrict our attention to the case that

b
S(t)~|—I(t)+R(t):a, forany t > 0. (3.2)
Then, we have the following lemma.

Lemma 3.1.

b
d

I~

2 b =2 .
—R>0, and E—I—B>0. (3.3)

Proof. Suppose that g — ? — é < 0. Then, by (3.1), there is a sequence {t,}2, such that lim,_, 1 I(ty) = ? Since

liminfy— 100 R(ty) > R, by (3.2), we have that

b b =2 .
0 < limsup S(ty) < = — liminfI(t;) — liminfR(t,) < - — I — R <0,
N—>+00 d n—o+oo n—+4o00 d
which is a contradiction. Thus, we have g - 7 - E > 0.
Similarly, we can prove that 2 —1—R>0. O
Lemma 3.2.
~ Ne A2 b A~ 2
0>b—dS —kexp(—dT)SGU, ) +y P -S—-1),
b . =2 o o
0 > kexp(—dt) ] —I-R|)GUD) —d+wl, (3.4)

0>ul—d+y)R,

and
a AL b a .

0<b—dS—kexp(—d7)SG() + y rin S—1},

O<kexp(—d‘c)<g —?—E)(_;(z, ?)—(d—i—,u)?, (3.5)

0<ul—@d+ 7R

Proof. First, we assume that I(t) is eventually monotone decreasing for t > 0. Then, by Theorem 2.5, there exists
lim— 400 I(t) = I = 1 > 0. Then, by the third equation of (11), we obtain that there exists lim_ 40 R(f) = R = R > O.
Then, by the first equation of (1.1), we obtain that there exists lim;— 1o S(t) = § = S > 0. Since the endemic equilibrium
E, = (8%, I*, R*) is unique, we have that S*= § = S I* = ? :z and R* =R = g Thus, by (1.4), we obtain (3.5).

Second, we assume that I(t) is not eventually monotone decreasing for t > 0. Then, there exists a sequence {t,}32; such
that limy_ oo I'(t) > 0 and lim,_, 4o I(t;) = I. Then, by (3.2), it follows that

b -
li Sty) <= — lim I(ty) —liminfR(t;) < = — 1 —R,
;Ti‘if (tn) g im (tn) lim Inf (tn) Fi R

from which we can obtain (3.5). Similar to the above discussion, we can obtain (3.4). O
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Hereafter, for simplicity, we assume that I* < I. Then, we easily obtain the following lemma.

Lemma 3.3.
b(1+4) -yl
d+y) +kexp(—dt)Gd, 1)
d =+ M A b 7

——h() > - — ——I,
+ kexp(—dt) 0 d d+vy
>
+y-

L

I~

[=>
Qu

and
b1+ ) —yI

@d+y)+kexp(—dr)G()’

d+M - A 2 b J 72 3.7

— " hi,D<---"11, 3.7)
+kexp(—dr) LD d

_r

+v

anltd “v

1
—0

<

Q.

We now first take a initial value Ip =0 or more appropriate Iy such that
0 < Ip <liminfI(t), (3.8)
t—+00

and consider the following six sequences Sy, In, Rn, Sn, In and R, (n=1,2,...) as follows (cf. Xu and Ma [8, (3.3)]).
o
- — Iy
d+yJ1
n
d+vy

— - b
K(lnflsln):a 1,
(3.9)

In, n=1,2,3,...,

b
K(!n)=a -

and
G = bd+y)/d—yln R P
T d+y) +kexp(—dT)C(n. ) T d+y
: bd+y)/d—yIn & woos
" d+y) +kexp(—dD)G(In-1)’ B
Then, by Lemma 3.3, (3.7) and (3.9), we have that

(3.10)

Io < liminfI(t) <limsup I(t) < I;. (3.11)
t—400

t—+00

Lemma 3.4. For the sequences {1, mo o Unkn2 s {Sn oo 1 {Snlo2 ; defined by (3.9) and (3.10), assume Ig < 11. Then, (1.13) holds true,
if and only if,

kg d+p  hdo.I) —hdy) (3.12)
d+vy kexp(—dt) Ih— 11

In this case, the three sequences {In}52 1, {Sn};2, and {Ry};2 are strictly monotone increasing sequences and converge to [*, S*

and R*, respectively and the three sequences {I, 1 {:9,,};’1 , and {I_Qn}ff: 1 are strictly monotone decreasing sequences and converge

to I*, S* and R*, respectively, as n tends to oo satisfying

lim [, =I* <liminfI(t) <limsupI(t) < lim I, =T%,
n—-4-o00

n——+o0o "~ t——+o0o t— 400
i = S§* < limi <li < lim S,=5*
pJm Sp=S \{@Jggs(t)\lgigops(t)\nglpoosn %, (313)
lim R, =R* <liminfR(t) <limsupR(t) < lim R, =R*,
n—+o00 t—+o00 t—+00 n—+o0

and
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I +

2 I* d+ Fl(!*,i*):é,
d+y kexp(—dt) d
I d+pu
d+y kexp(—dt)
d+p  hd* 1 —ha* _ n

_ . ifIF <1
kexp(—dT) I* —I* d+y FI' <

b
I+ Mf):a, and (3.14)

Moreover, assume that there exist two constants [ < I such that
[ <liminfI(t) < I* <limsup I(t) <1,
t—+00 t—+00
M d+p  h(.1)—h()

— <1 - d
d+y = kexp(—dT) I—1 a

[<IF<IF<T L, (3.15)
- d+u - . - b "
fr———h(I*, ) ==~ — ——1I%, d
kexp(—dt) (1) d d+y~ an
d b -
* ih(!*)—— LI*
kexp(—dT)

imply I*=T*=1I*.

)

Td d+y
Then, the endemic equilibrium E, = (S*, I*, R*) of system (1.1) is globally asymptotically stable in the interior ofRi. In particular, if
(1.6) holds, then both conditions (3.12) and (3.15) are satisfied.

Proof. By (1.9) and (3.9),

) d+p - _ b
It P Ry, T == — —— Iy s,
kexp(—dT) d d+vy (316)
bt —HE = B g a2 '
in keXp(—d‘[) in _d d—"—y n» — Ly &y Iy ey
from which we have that for I, <I, and n=1,2,3,...,
d+u  hn—1,In) —h(Un)\ - -
( R ot W ) (G — L) = —2— (i — L),
kexp(—dT) In— I d+vy
Hence, we obtain that for I, < I,
dL
_ =y _
In—Ip= = = In—1In—1), n=1,2,3,..., 317
nean 14 _du thJn—mu>(” In-1) (3.17)
kexp(—dr) In—In

from which one can see that (1.13) holds, if and only if, (3.12) holds. Then, by the monotonicity and inductions in (3.16),
we can prove that I, < I, <I, <I,_1,n=2,3,..., (313) and (3.14) hold. Moreover, suppose that (3.15) holds. Then, by
I* < T and (3.17), we obtain [* = I* = I*, from which we have S* = §* = $* and R* = R* = R*. Hence, from (3.6) and (3.7),
E, is globally asymptotically stable in the interior of }Ri.

In particular, assume that (1.6) holds. By the first equation of (3.14), we have that

kexp(—dt)
d+pu

B kexp(—dt) wn < Ro

(1) = Ry - SRR

If I* > 1, then, by (1.8), (1.9) and the first equation of (1.6), we have that

kexp(—dT) -

P h(e, ) = kR0 T kepdnyy,
d+pup

d+p ¢y~ d+p G

which is a contradiction. Therefore, the first equation of (1.6) implies I* < I. Then, h(I,1) = h(I) =1+ «1? for any 0 < I <
I<1, and

h(, D —h() — (A+al®) — (1 +al?)

Z =a(+1D)>al*, forl>I*.
T—1 T—1
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Then, by the second equation of (1.6), both conditions (3.12) and (3.15) are satisfied. Hence, we obtain the conclusion of this
lemma. O

Proof of Theorem 1.1. By Lemma 3.4, we can immediately obtain the conclusion of Theorem 1.1. O

Now, assume that Rg > 1 and consider the solutions [* and I* of (3.14) in Lemma 3.4. Put [* = [* — € and [* = [* + k.
Then, we need the following restriction:

0<e<I*—Ig and 0<«k <Ij—1I*. (3.18)

Lemma 3.5. Assume Ry > 1. Then, under (3.18), there is a unique solution (I*, I*) of (3.14) in Lemma 3.4 such that if

o<1, (3.19)

or

o>1, c<a(l*=Ip) or c<(o—1)+a(l; —I%), (3.20)

=T =1, (3.21)

otherwise,

_ 1—
I*=I*—§ and I*=I*+M.

(3.22)

Proof. First, assume that I* < 1. By (3.14), (1.9) and I* + k < 1, we have that
" d+pn

I+« —(I*—€ _

( + )+d+y( ) kexp(—dt)
d+pu

*_ _H _aTHr
(I 6) + (1 + K) + kexp(—dt)

d+y

d+u
kexp(—dT)
Then, by (1.4) and (1.11), (3.23) becomes

_r
d+vy

(1+a("+1)") =
{1+a(*—€)’}==, and (3.23)

T
2I* — = — f 0.
af2l* + (k —e)} s ife +x >

(e + 0Kk +axk?) =0,

(k —o€+ae®)=0.

d+y
Thus,
K+€=0, or

o+ak —e)=1, ifkx+e€>0,

from which we have € =k =0, or ¥ = € + 1= if € > 0, respectively. Suppose that € > 0. Then, by ¥ — o€ 4+ ae? =0, it

follows that !

a?e?+a(1-0)e+(1—0)=0.

Hence, we obtain that 0 > 1, e = £ and k = ”(27_‘7) > 0.

Second, we suppose that I* > I. Then, we have that GL(I) — ﬁ < 0 and by (1.9) and (3.14),
2

* H * d+M * 2 1 1 T* b
I (- — 1N I —_— " | ==
(40) + g " =+ i | (14004 oG ) |-a

*_ _H _d+u
(1 6)_l_d—i—)/(l +K)+kexp(—dr)
if e +k > 0, then

d+pn d+un ( 1 1 )_ "
+—" g2+ k-6l + o — - |Ir=—
kexp(—dt) { ( ) kexp(—dt) \Gy(I) Ga2(I*) d+y
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Then, by c 1(7) — 6227*) < 0, similar to the above discussion, we can derive that for (3.24), I* > I* — % and I* < I* +
2
c+(1-0)

from which we can conclude that there exist the same two solutions that e =k =0, 0or o > 1, € = g and x = =
Next, we investigate the restriction (3.18). If o <1 then c is not a real number. Thus, we only have € =k =0 and we
only have the solution [* = I* = I*. If (3.20) holds, then

c - c+(1—-o -
[*:I*—a<!o, or I*:I*+¥>I1.

c—(o—1)
—a

Since by the monotone convergence of the sequences {I, 1 Unlp2, to I* and T*, respectively, in Lemma 3.4, this is a
contradiction if € > 0. Thus, we conclude that under the restriction (3.18), there is only solution [* = I* = I*. Suppose that
o > 1 and (3.20) is not satisfied. Then, by Lemma 3.4, we conclude that (3.22) holds. Hence, we complete the proof of this

lemma. O
By Lemmas 3.4 and 3.5, we can obtain the following two theorems.

Theorem 3.1. Assume that Rg > 1, I* < 1 and for (1.10) and suppose that (1.13) and (1.14) hold. Then, the endemic equilibrium
E, = (§*,I*, R*) of system (1.1) is globally asymptotically stable in the interior of]Ri.

Theorem 3.2. Assume that Rg > 1 and I* < I and for (1.10), suppose that (1.13) and (1.17) hold. Then, for (3.14), it holds that

eyt i*=1*+w

= a’ . ?

g gd+y)yd—yl* g odty)d-—yl’ (3.25)
= T (d+y) +kexp(—dD)G(I%)’ T d+y)+kexp(—dT)G(I*) '

* M * p* M T*

R =—"—T1* R*=-—_T*

- d+vy” d+vy

4. Lyapunov functional techniques for Ry > 1

In this section, we establish another conditions of the global stability of the endemic equilibrium E, of system (1.1) by
Lyapunov functional techniques. We here note that the first and second equations of system (1.1) do not depend on the third
equation, and the limit set of (1.1) is on the plane S+ I + R =b/d. Hence, the dynamics of system (1.1) in §2; is equivalent
to the following reduced system.

% =b—ds® —ks®OG(I(t — 1)) — Y1),
dae - (41)
o = kSOG(I(t — 1)) — (d+ (),

with the initial conditions

5(0) = ¢1(6), 1) = ¢2(0),
¢l(9) 205 0 E[—h,o], ¢l(0) >Os i21727 (42)
(¢1.42) € C(I—h. 01, R%),

where E:b—l—y. a=d+y. l?:kexp(—dr) and Rioz{(xl,xz) |xi >0, i=1,2}.

In this section, for the case Rg > 1, we offer sufficient conditions for the endemic equilibrium Q. = (§*, I*) of the
reduced system (4.1) to be globally asymptotically stable. We recall that by Theorem 2.1, the existence of the endemic
equilibrium Q, of this system is guaranteed for the case Rg > 1.

For preparations, we need some lemmas. Put

S _1®) -1
Xt = o t= T Yt = [T

_GU®) ) (4.3)
Zt = ) tt=—=>—, and

G(I%) ’ G(I*)
gx)=x—1—-Inx>0, forx>0.
Lemma 4.1. For all t > 0, it holds that
1 . 1(t) I*
200 = £ > 1:1600) - 60 (s ~ e ) (a.4)
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Proof. First, by (4.3), we have that
l *
zt—lzm{G(I(t))—G(I )} (4.5)

and

Ve — 2t =

I(t)_G(I(t))_G(I(t))< v I )
I Gcay 1+ \GcUw®) GUan)

Then, we immediately obtain

GA(t It I*
(ze — D(ye — z¢) = I(GEI))) {c(1®) —G(1")} <c(1((z)) - G(I*))' (4.7)

Moreover, by g”(x) = Xl—z > 0 for x> 0 and (4.3), one can obtain that

g(ye) — 8(z0) > & @) (Ve — z¢)
1
(- Do
Zt

1
= ;t(zt =D —2)

_GUY GU(®) s v
~GU®) I*G(I*){G(I(t)) G(I)}<G(1(t)) G(I*))

B 1 " 1(t) I*
= I_*{G(I(t)) _G(l )}<G(1(t)) - G([*))' (4.8)

Hence, we get the conclusion of Lemma 4.1. O

Lemma 4.2. G(I) = —L is a unimodal function of I > 0 and it holds that

Tal?
[L— r }(1—1*):a(1+1*)(1—1*)2>0, (4.9)
G G

and
Gy — G (1 -1%) = Lol (2, (4.10)

T (4ol +ad®?)

Proof. Since G'(I) = % G(I) is a unimodal function of I > 0. The remained part of this lemma is proved by simple
calculations. O

We now claim the following lemma which plays a crucial role to obtain Theorem 1.2.

Lemma 4.3. It holds that

1—al)I*
—g(ze) Za(It) +I*)I*

gy — g@z) > a(I(t) +17) P ETLD)

Assume that for (3.9), it holds (3.12). Moreover, suppose that (1.17) holds for (1.16), and I* < I* for (3.14). If

1

(ye — D2, (411)

O<aa<x————, (412)
c—(oc—1)
I+ =)
then for any sufficiently large t > 0,
1—alt)I* > 0. (4.13)

Proof. By Lemmas 4.1 and 4.2, we obtain (4.11). If (1.17) and I* < I* hold, then for (4.12), it holds that

1 — (-1
1= a(IO1) > 1 - ——— (1*+ ) ))1*=0,
(I + == s a

for any sufficiently large t > 0. Hence, we complete the proof of this lemma. O
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Now, by applying the best possible lower bound I* and upper bounds I* of I(t) for a sufficiently large t obtained by new
monotone techniques (see (3.25) in Theorem 3.2 which may be not convergent to I*) to Lyapunov techniques established by

McCluskey [5, Proof of Theorem 4.1], we are in a position to prove the global asymptotic stability of the endemic equilibrium
E, for Ro > 1.

Proof of Theorem 1.2. (i) By Theorem 3.1, it is evident.
(ii) Now, assume (1.16). Let us consider the following Lyapunov functional (cf. McCluskey [5, Theorem 4.1])

Ut) == Us(t)+~14U,(t)+U+(t), (4.14)
kG(I*) kS*G(I*)
where
t
S(t I(t G
ww=4;§, mw=4;», mmzfg(&ﬂvm
t—1

We now show that dU([) < 0. First, we calculate dUS O

dt ~ S*

s _ 1 <1 - :(:)) {b—dS(t) —kSOG(It — 1)) — y1(®)}.

Substituting b=ds* +kS*G(*) + yI* gives

dUs(t) _ S(t) —S* (=, ol .
R I {d(s* = s®) +k{S*G(I") = sOG(It — D) } + ¥ (I" = 1(®)) }

i x 0\ 2 * _
:_dS(t) (l— S ) +IN<G(I*)<1— S ){1 _ SHG(t ‘E))}
S* S(t) S(t) S*G(I%)
yI* s* I(t)
+S*O_S@>O_7?>

2 *
Xt Xt S* Xt

dUl(f)

We secondly calculate

dujey 1@ = I*
dt — I*I(t)

{(kSOG(I(t — 1)) — @+ WI®).

Substituting (d + w)I* = kS*G(I*) gives

duyt) 1) —TI* [ - kS*G(I*)
TR ey Tre {kS(t)G(l(t -17))— I(t)}
B kS*G(I*) (1 ><S(t)G(1(t —-1)) I(t))
E 1(t) S*G(I*) I*
= w(l - l)(XtZt,r —Ye). (4.16)
I* Yt
dU+(f)

Next, calculating gives as follows

AU (1) (GU®D) CAC=T) _ sy —
ac <c<1*>>‘g<W>‘g(z” slew) 7

Since it follows that

1 1
(l - —)(1 —Xeze.o) + (1 - ;)(tht,r -y +{g@) - gz}

1 XeZt
=[(1- o Ntz )+ Bz — v Ye+1)+{z — 2z —Inz +1Inz ¢}
t t
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1 XtZ Xtz
=—<— —1—lnxt> — (i —1—In2Et M) —e—1-Iny)+(z—1-Inz)
Xt Ye Ve

1 T
= —{g(—> + g<xtzt‘ ) } —{go) - gz},
Xt Yt

by combining (4.15)-(4.17) and Lemma 4.3, we obtain

wo __dx (1—1)2—L<1—1)(1— )—i—(l—l)(l—xz )
e kGa) Xt kS*G(I%) Xt ye Xt e

1
+ (1 - ;)(tht,r —yo) +{8z) — 8(ze,0)}
d 1\2 I* 1 1 .
= (1 - —) - ~y7<1 — —)(1 — ¥y — {g<—> +g(xtzt’ )} —{gyo) — g}
kG (I*) Xt kS*G(I*) Xt Xt Ve

dx; ( 1\° yI* 1
< —= 1——) + 1——>(yr—1)
kG (I*) X kS*G(I*) X
_ad® + 1M1 —ozI(t)I*}( P <xtzm>
A+alO)1 +adm?) £ '
Since it follows from (1.16) and the relation ES*G(I*) =(d+ w)I* that
( yI* )2 . dx  a(I®) + {1 —al@®I")
kS*G(I*) kG(*) (I +al?2(t)(1+ad*)?)
N, s kS*GUF) ad(t) + {1 —al(t)]*)
<—~ ) {y — 4dS*x; . 5 5 }
kS*G(I*) I* (T +al=@)A +a(*)4)

Yt

(1 N, a((®) + {1 —al(®)I*)
_<d+u> {y CAdE @Yo (1+a12(r)><1+a<1*)2)}
<0, (418)

for any sufficiently large t > 0, we obtain that % < 0. By Theorem 2.4, solutions of system (4.1) limit to M, the largest

invariant subset of {% = 0}. Since % =0 holds if xx =1, yr =1 and x:z¢ ¢ /y: =1 or equivalently, if S(t) = S* and

I(t) = I*. Therefore, M consists only the endemic equilibrium Q. of (4.1). It follows from the permanence result in The-
orem 2.5 and La Salle’s invariant principle that Q. is globally asymptotically stable. This corresponds to the proof of the
main part of (ii) in Theorem 1.2, and the last part of Theorem 1.2 is evident by Theorem 3.2. O

5. Numerical examples

In this section, we provide two numerical examples which are applicable to one of Theorems 1.1 and 1.2. Set

_ kexp(—dr) B _d+y d+u «\
1_7(d+u)«/§+2 Ro, fa= m (1 kexp(_dt)1> 1, (5.1)
and
frmad 4w+ s 2T DAl (52)

T (1 +ad*?)A +ad*)?)

If f1 >0 and f, > 0, then the condition (1.6) in Theorem 1.1 holds true and if I* < I and f3 > 0, then the condition (1.16)
in Theorem 1.2 holds true.
First, consider an example of (1.1) with

b=4, k=6, a=0.1, d=y=p=1, and 7=1, (5.3)

and consider (1.10) with Iy = 0. Then, I; < b/d = 4. For this case, we obtain that Ro = 4.4145... > 1 and E, =
(1.2178...,1.8547...,0.9273...). Then, it holds that f; =1.0754... > 0, fo, =4.3612... > 0. By Theorem 1.2, we obtain
that the endemic equilibrium E, of system (1.1) is globally asymptotically stable. Fig. 1 indicates that the both sequences
{Tn},'fi‘]’ and {ln};,:‘{ defined by (3.9), converge to I* for the case (5.3). Fig. 2 shows us a graph trajectory of S(t), I(t) and
R(t) of (1.1) for the case (5.3) which indicates that the endemic equilibrium E, of system (1.1) is globally asymptotically
stable for the case (5.3).
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Fig. 1. A graph trajectory of I,_1 and I, forn >1 (0=1Iy — I; — I; — ---) of (3.16) for the case (5.3).
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Fig. 2. A graph trajectory of S(t), I(t) and R(t) of (1.1) for the case (5.3).
Second, we give an another example of (1.1) with
b=4, k=9, a=0.2, d=y=pu=1, and t=1. (54)

For this case, Rg =6.6218...>1 and E, = (1.0662...,1.9558...,0.9779...) with I* < 1=2.2360, but f1=-0.9201... <
0, f=3.3629... > 0. If we chose that [* =y =0 and I* =b/d =4, then 1 — algl* < —0.5646... < 0. Thus, the conditions
in Theorems 1.1 and (1.16) in Theorem 1.2 are not satisfied. On the other hand, by monotone iterations (3.9), we use that
I*=14=1.9552... and I* = I, = 1.9568..., from which we obtain 1 — al4/* = 0.2345... > 0 and f3 > 0.0039... > 0.
Therefore, by applying Theorem 1.2, we obtain that the endemic equilibrium E, of system (1.1) is globally asymptotically
stable. Note that for the case (5.4), Fig. 3 indicates that the both sequences {fn}:;"l’ and {ln};;"f defined by (3.9), seems to
converge numerically to I*, as n — oo. Fig. 4 shows us a graph trajectory of S(t), I(t) and R(t) of (1.1) for the case (5.4)
which indicates that the endemic equilibrium E, of system (1.1) is globally asymptotically stable for the case (5.4).

6. Conclusion

In this paper, for the basic reproduction number Rg > 1 of system (1.1), applying both of new monotone iteration tech-
niques and Lyapunov functional techniques in McCluskey [5], we establish two types of sufficient conditions for the global
asymptotic stability of endemic equilibrium E, of system (1.1), one (see Theorem 1.1) is obtained by a simple conditions
of contractive convergence for suitable monotone iterations (see (3.9)), and the other (Theorem 1.2) is derived by applying
the best possible lower bound I* and upper bounds I* of I(t) for a sufficiently large t which are obtained by new mono-
tone iterative techniques (see (3.25) in Theorem 3.2) to Lyapunov functional techniques to an SIR model by perturbation
(see Lemma 3.4 and Section 4). Note that by the sake of Lemma 3.3, our monotone iterative techniques become much
improved one than that in Xu and Ma [8] (see also Xu and Ma [7]) which was applied to the saturated incidence rate

GU) = 157
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Fig. 3. A graph trajectory of I,_1 and I forn >1 (0=1Ig — I; — Iy — ---) of (3.16) for the case (5.4).
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Fig. 4. A graph trajectory of S(t), I(t) and R(t) of (1.1) for the case (5.4).

Then, we have solved the conjecture to the example in Huo and Ma [4] that the endemic equilibrium of system (1.1) is
globally asymptotically stable if Rg > 1, and also give partial answers to the open problem in Huo and Ma [4] and also Yang
and Xiao [9].
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