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There is increasing evidence of the far-reaching effects of gut bacteria on phys-

iological and behavioural traits, yet the fitness-related consequences of changes

in the gut bacteria composition of sexually interacting individuals remain

unknown. To address this question, we manipulated the gut microbiota of

fruit flies, Drosophila melanogaster, by monoinfecting flies with either Acetobacter
pomorum (AP) or Lactobacillus plantarum (LP). Re-inoculated individuals were

paired in all treatment combinations. LP-infected males had longer mating dur-

ation and induced higher short-term offspring production in females compared

with AP-infected males. Furthermore, females of either re-inoculation state

mated with AP-infected males were more likely to have zero offspring after

mating, suggesting a negative effect of AP on male fertility. Finally, we found

that the effects of male and female gut bacteria interacted to modulate their

daughters’, but not sons’ body mass, revealing a new trans-generational

effect of parental gut microbiota. In conclusion, this study shows direct and

trans-generational effects of the gut microbiota on mating and reproduction.
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1. Introduction
In nature, virtually all surfaces and cavities of an animal’s body are inhabited by

microorganisms, many of which are in some way linked to the animal’s physi-

ology and behaviour. Among these microorganisms, one group is particularly

functionally important: the bacteria inhabiting the gut [1]. In insects, gut bacteria

have been shown to modulate developmental rate [2,3], metabolism [4,5] and

nutritional physiology [6], as well as social and sexual interactions [7,8]. For

instance, previous findings suggest that fruit flies, Drosophila melanogaster,

prefer to mate with partners with gut bacteria composition similar to rather

than different from their own—an example of positive assortative, homotypic

mating [8]. If this choice evolved through evolutionary processes (e.g. sexual

selection) or is subjected to rapid plastic responses, it is expected to confer repro-

ductive benefits either directly (i.e. increased number of offspring) or indirectly

(i.e. increased quality of the offspring), or both. Conversely, if changes in gut bac-

teria do not affect choice or affect mate choice randomly, then changes in gut

bacteria composition should present no obvious reproductive nor behavioural

associations. Unfortunately, most studies on gut bacteria effects have largely over-

looked short- and long-term fitness-related traits (but see [9,10]). As a result, the

reproductive consequences of the gut bacteria-induced mate choice remain
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elusive, and we still do not know the evolutionary influence of

changes in gut bacteria.

In this study, we addressed this question by testing

how manipulations of the gut bacteria of male and female

D. melanogaster affected aspects of reproduction and offspring

body mass. Recent studies show that, although the presence

and abundance of particular species of gut bacteria in wild

populations can be inconsistent [11], two species greatly

influence the physiology and behaviour of D. melanogaster–

Acetobacter pomorum (AP) and Lactobacillus plantarum (LP)

[12]. For instance, both AP and LP benefit flies under nutri-

tional stress [2,3] and modulate flies’ amino acid appetite

[10]. Given these effects, there was no a priori evidence to for-

mulate predictions on the strain-specific effects of bacteria on

flies’ sexual behaviour and reproduction. However, based on

a previous study by Sharon et al. [8] in D. melanogaster, we

predicted shorter latency of females to mate, longer mating

duration, higher offspring production and heavier offspring

in homotypic mating treatments relative to heterotypic

mating treatments if gut microbiota-induced assortative

mating responds plastically or has evolved under sexual

and natural selection.
2. Results and Discussion
Germ-free flies of both sexes were re-inoculated with either

AP or LP. We then mated males and females of all treatments

in combinations and measured latency of virgin females to

mate as a proxy for male attractiveness, mating duration as

a proxy for male mating investment, short-term (72 h) off-

spring production as a proxy for reproductive success [13]

as well as offspring body mass as a proxy for offspring qual-

ity (e.g. [14], figure 1). We then tested whether homotypic

and heterotypic mating could affect individuals’ reproductive

success, whether this effect was a result of the interaction

between the gut microbiota of both sexes or if there was a

sex-specific effect of gut microbiota (figure 1; see the elec-

tronic supplementary material). Male strain but not female

strain of gut bacteria had a significant effect on the duration

of mating (Male strain: F1,72 ¼ 8.533, p ¼ 0.004), with mating

pairs with LP-infected males mating relatively longer

(figure 2a). This effect was also seen in offspring production

of the mating pair, where pairs with LP-infected males

had higher offspring production (Male strain: F1,72 ¼ 5.152,

p ¼ 0.026) (figure 2b). There was also a borderline

non-significant interaction Male strain � Female strain on off-

spring production (Male strain � Female strain: F1,71¼ 3.813,

p ¼ 0.054), where mating pairs with LP-infected males and

AP-infected females had higher short-term offspring pro-

duction (figure 2b; see the electronic supplementary

material for full analysis). The effect of male gut bacteria

strain on offspring production of the mating pair was

driven by a higher proportion of females failing to produce

any offspring after mating (i.e. zero offspring production)

(Male strain: F1,75 ¼ 12.641, p , 0.001), whereby females

mating with AP-infected males were more likely to have

zero offspring production than females mating with LP-

infected males (figure 2c). When females that failed to pro-

duce offspring were removed from the analysis, there was

no effect of either male strain (F1,62 ¼ 0.413, p ¼ 0.522),

female strain (F1,61 ¼ 0.404, p ¼ 0.527) or their interaction

(F1,58 ¼ 0.293, p ¼ 0.092). Together, our results show no
direct evidence for advantages of homotypic mating as

suggested previously [15] but suggest that the strain of

male gut bacterium is important for mating investment and

reproductive success of the mating pair.

We then asked whether homotypic and heterotypic

mating affected the next generation or if there was also a

sex-specific effect of gut microbiota on trans-generational

effects of the gut bacteria. We found an interaction of Male

strain � Female strain on daughters’, but not sons’, body

mass (see the electronic supplementary material, daughters:

F1,295.7 ¼ 5.487, p ¼ 0.020; sons: F1,300.6 ¼ 0.026, p ¼ 0.873),

showing that daughters’ body mass can be significantly

reduced when both the father and the mother are re-

inoculated with AP strain compared with the other pairings

(figure 2d ). This result partly contradicts our prediction that

homotypic mating confers indirect fitness advantages to the

mating pair through offspring quality. Body mass in D. mel-
anogaster is positively associated with fecundity [16,17],

courtship activity [18], fertilization success [17] and attrac-

tiveness [16,19], which together can modulate the strength

of sexual selection in the population [17]. Thus, the trans-

generational effects due to parental gut bacteria found in

our study can potentially have long-lasting implications for

the evolution of a population. Future studies should address

the impact of gut microbiota on the operation of sexual

selection, and also investigate the implications of our findings

for wild populations given that the distribution and abun-

dance of AP and LP in wild flies differ markedly from

laboratory-adapted strains [11].

Our results show the overall negative effects of AP re-

inoculation on mating investment, offspring production,

and offspring body mass of mating pairs relative to LP re-

inoculation. The mechanisms underlying these effects

remain unknown. We speculate that AP infection could

modulate the immunity–reproduction trade-off in D. melano-
gaster because AP induces the expression of Pvf2, a key ligand

that increases haemocyte circulation [20], in an NF-kB-depen-

dent manner, which helps the organism to rapidly assemble a

response when facing viral immune challenges [21]. How-

ever, in the absence of immune challenges, such as in the

controlled lab environment, the sustained AP-induced Pvf2

production could maintain an immune response that com-

promises reproduction [22]. Whether this, or another yet

unknown pathway, is responsible for the negative reproduc-

tive effects of AP re-inoculation remains a key area for future

investigations. Overall, more studies are needed to better

understand the molecular mechanisms underlying the inter-

actions between D. melanogaster and its commensal bacteria.
3. Conclusion
In this study, we revealed novel direct and trans-generational

effects of the gut bacteria on mating and reproductive behav-

iour of D. melanogaster. Results show a positive effect of LP
strain on reproductive success when present in males relative

to males re-inoculated with AP, and a negative effect of AP
strain on offspring weight when present in both parents rela-

tive to LP-inoculated parents. While it has been previously

shown that gut bacteria can modulate social recognition

and mate choice, this study shows for the first time that the

composition of the gut bacteria contributes to reproductive

success in D. melanogaster. Our results are likely to be
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Figure 1. Schematic of the experimental design. Circles represent the gut of flies, each re-inoculated with either AP or LP.
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widespread given the far-reaching effects of the gut micro-

biota in a range of taxa [23,24], and show the potential

implications of the gut bacteria in key evolutionary processes

such as sexual selection.
4. Material and methods
(a) Fly stock
We used wild-type OregonR strain. All experiments were per-

formed at 258C, 65% humidity and 13 h L : 11 h D cycle (see

the electronic supplementary material for details).

(b) Egg collection and gnotobiotic flies
We controlled for any potential effect of larval density on body

size of our flies through Clancy & Kennington [25]’s protocol,

and also controlled for familiarity by pipetting eggs into more

than 70 vials and pooling all adults before sampling experimen-

tal individuals which reduce the likelihood of pairing familiar

individuals for the mating trials. We dechorionated eggs as in

[26] (see the electronic supplementary material for details). We

pipetted the eggs at a density of approximately 1 larva ml21 of

food in vials with approximately 5 ml of food with antibiotics

(50 mg ml21 streptomycin and 25 mg ml21 kanamycin, final

concentration in the diet).

(c) Bacterial strains and re-inoculation
LP and AP were isolated from our stocks, and were identified

through Sanger 16S sequencing (AGRFw Australia) and mor-

phology of colonies (see the electronic supplementary material for
sequences and details of sequencing). Adult flies were re-inoculated

in vials with MRS agar inoculated with 1 ml of bacteria cultures at a

concentration of 108 CFU ml21, and transferred to fresh infection

vials every 48 h for four consecutive days (see the electronic sup-

plementary material for details). We checked the efficacy of our

protocol throughout our experiments through MRS agar culture

plates. Our protocol successfully enriched the flies’ gut bacteria in

the direction expected (sex: CFU per fly+ s.d., males AP-infected¼

4.6 � 103+4.2 � 103; males AP-conventional¼ 2.93� 104+
1.57 � 104; females AP-infected ¼ 4.93 � 103+3.97 � 103; females

AP-conventional ¼ 7.03� 104+2.81� 104; males LP-infected ¼

2.26 � 104+1.85 � 104; males LP-conventional ¼ 9.20� 104+
2.80 � 104; females LP-infected ¼ 2.22� 104+1.77� 104; females

LP-conventional ¼ 9.21� 104+4.01� 104)).
(d) Data analysis
We had 17 replicate mating pairs per treatment in a fully factorial

design (N ¼ 68). Each pair was allowed to interact and mate for

4 h when we measured latency of virgin females to mate and

mating duration. After this period, females were allowed to ovi-

posit for approximately 72 h before being discarded. Adult

offspring was counted 13 days after oviposition (i.e. ‘short-term

reproductive success’). We sampled randomly the pool of off-

spring per replicate per treatment for body mass, assessed in a

fine-scale Sartorium balance with precision of 0.001 g and per-

formed analyses using linear mixed models (see the electronic

supplementary material; N: AP�AP ¼ 154, AP�LP ¼ 157,

LP�AP ¼ 152 and LP�LP ¼ 142). We used general linear

models for the analyses of female latency to mate and mating

duration, and generalized linear models for short-term reproduc-

tive success and proportion of virgin females that failed to
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produce offspring after mating (see the electronic supplementary

material). All plots are of the raw data and all analyses were

performed in R [27] with the exception of the offspring body

mass analyses, which were performed in SPSS [28].
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10. Leitão-Gonçalves R et al. 2017 Commensal bacteria
and essential amino acids control food choice
behavior and reproduction. PLoS Biol. 15, e2000862.
(doi:10.1371/journal.pbio.2000862)

11. Wong AC, Chaston JM, Douglas AE. 2013 The
inconstant gut microbiota of Drosophila species
revealed by 16S rRNA gene analysis. ISME J. 7,
1922 – 1932. (doi:10.1038/ismej.2013.86)

12. Erkosar B, Storelli G, Defaye A, Leulier F. 2013 Host-
intestinal microbiota mutualism: ‘learning on the
fly’. Cell Host Microbe 13, 8 – 14. (doi:10.1016/j.
chom.2012.12.004)

13. Morimoto J, Wigby S. 2016 Differential effects of
male nutrient balance on pre-and post-copulatory
traits, and consequences for female reproduction in
Drosophila melanogaster. Sci. Rep. 6, 27673. (doi:10.
1038/srep27673)

14. Valtonen TM, Kangassalo K, Pölkki M, Rantala MJ.
2012 Transgenerational effects of parental larval diet
on offspring development time, adult body size and
pathogen resistance in Drosophila melanogaster. PLoS
ONE 7, e31611. (doi:10.1371/journal.pone.0031611)

15. Sharon G, Segal D, Zilber-Rosenberg I, Rosenberg E.
2011 Symbiotic bacteria are responsible for diet-
induced mating preference in Drosophila
melanogaster, providing support for
the hologenome concept of evolution. Gut
Microbes 2, 190 – 192. (doi:10.4161/gmic.
2.3.16103)

16. Byrne PG, Rice WR. 2006 Evidence for adaptive
male mate choice in the fruit fly Drosophila
melanogaster. Proc. R. Soc. B 273, 917 – 922.
(doi:10.1098/rspb.2005.3372)

17. Morimoto J, Pizzari T, Wigby S. 2016 Developmental
environment effects on sexual selection in male and
female Drosophila melanogaster. PLoS ONE 11,
e0154468. (doi:10.1371/journal.pone.0154468)

18. Partridge L, Ewing A, Chandler A. 1987 Male size
and mating success in Drosophila melanogaster: the
roles of male and female behavior. Anim.
Behav. 35, 555 – 562. (doi:10.1016/S0003-
3472(87)80281-6)

19. Bonduriansky R. 2001 The evolution of male mate
choice in insects: a synthesis of ideas and evidence.
Biol. Rev. Camb. Philos. Soc. 76, 305 – 339. (doi:10.
1017/S1464793101005693)

20. Munier AI, Doucet D, Perrodou E, Zachary D, Meister
M, Hoffmann JA, Janeway CA, Lagueux M. 2002
PVF2, a PDGF/VEGF-like growth factor, induces
hemocyte proliferation in Drosophila larvae. EMBO
Rep. 3, 1195 – 1200. (doi:10.1093/embo-reports/
kvf242)

21. Sansone CL, Cohen J, Yasunaga A, Xu J, Osborn G,
Subramanian H, Gold B, Buchon N, Cherry S. 2015
Microbiota-dependent priming of antiviral intestinal
immunity in Drosophila. Cell Host Microbe 18,
571 – 581. (doi:10.1016/j.chom.2015.10.010)
22. Schwenke RA, Lazzaro BP, Wolfner MF. 2016
Reproduction – immunity trade-offs in insects. Annu.
Rev. Entomol. 61, 239 – 256. (doi:10.1146/annurev-
ento-010715-023924)

23. Sekirov I, Russell SL, Antunes LCM, Finlay BB. 2010
Gut microbiota in health and disease. Physiol. Rev.
90, 859 – 904. (doi:10.1152/physrev.00045.2009)

24. Nicholson JK, Holmes E, Kinross J, Burcelin R, Gibson
G, Jia W, Pettersson S. 2012 Host-gut microbiota
metabolic interactions. Science 336, 1262 – 1267.
(doi:10.1126/science.1223813)

25. Clancy DJ, Kennington WJ. 2001 A simple method
to achieve consistent larval density in bottle
cultures. Drosophila Information Service 84,
168 – 169.

26. Koyle ML, Veloz M, Judd AM, Wong AC.-N., Newell
PD, Douglas AE, Chaston JM. 2016 Rearing the fruit
fly Drosophila melanogaster under axenic and
gnotobiotic conditions. J. Visualized Exp. 113,
e54219. (doi:10.3791/54219)

27. R Development Core Team. 2015 R: a language and
environment for statistical computing. Vienna,
Austria: R Foundation for Statistical Computing.
(http://www.R-project.org)

28. Ho R. 2006 Handbook of univariate and multivariate
data analysis and interpretation with SPSS. Boca
Raton, FL: CRC Press.

29. Morimoto J, Simpson SJ, Ponton F. 2017 Data from:
Direct and trans-generational effects of male and
female gut microbiota in Drosophila melanogaster.
Dryad Data Repository. (http://dx.doi.org/10.5061/
dryad.5kv17)

http://dx.doi.org/10.1073/pnas.1009906107
http://dx.doi.org/10.1111/j.1365-3032.2008.00617.x
http://dx.doi.org/10.1111/j.1365-3032.2008.00617.x
http://dx.doi.org/10.1371/journal.pbio.2000862
http://dx.doi.org/10.1038/ismej.2013.86
http://dx.doi.org/10.1016/j.chom.2012.12.004
http://dx.doi.org/10.1016/j.chom.2012.12.004
http://dx.doi.org/10.1038/srep27673
http://dx.doi.org/10.1038/srep27673
http://dx.doi.org/10.1371/journal.pone.0031611
http://dx.doi.org/10.4161/gmic.2.3.16103
http://dx.doi.org/10.4161/gmic.2.3.16103
http://dx.doi.org/10.1098/rspb.2005.3372
http://dx.doi.org/10.1371/journal.pone.0154468
http://dx.doi.org/10.1016/S0003-3472(87)80281-6
http://dx.doi.org/10.1016/S0003-3472(87)80281-6
http://dx.doi.org/10.1017/S1464793101005693
http://dx.doi.org/10.1017/S1464793101005693
http://dx.doi.org/10.1093/embo-reports/kvf242
http://dx.doi.org/10.1093/embo-reports/kvf242
http://dx.doi.org/10.1016/j.chom.2015.10.010
http://dx.doi.org/10.1146/annurev-ento-010715-023924
http://dx.doi.org/10.1146/annurev-ento-010715-023924
http://dx.doi.org/10.1152/physrev.00045.2009
http://dx.doi.org/10.1126/science.1223813
http://dx.doi.org/10.3791/54219
http://www.R-project.org
http://dx.doi.org/10.5061/dryad.5kv17
http://dx.doi.org/10.5061/dryad.5kv17
http://dx.doi.org/10.5061/dryad.5kv17

	Direct and trans-generational effects of male and female gut microbiota in Drosophila melanogaster
	Introduction
	Results and Discussion
	Conclusion
	Material and methods
	Fly stock
	Egg collection and gnotobiotic flies
	Bacterial strains and re-inoculation
	Data analysis
	Ethics
	Data accessibility
	Authors’ contribution
	Competing interests
	Funding

	Acknowledgement
	References


