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S1 Table. List of genes which were significantly up-regulated in Group A?® compared

with Group BP.
Average of
RPKM value
Gene name Group A Group B Fold_change p_value q_ value
(log2)

CDK15 0.319 13.115 5.363 0.000 0.006
COL11A1 2.094 73.762 5.139 0.000 0.006
UCAl 0.979 30.578 4.966 0.000 0.006
LAMB3 6.521 170.957 4.712 0.000 0.006
ZNF365 1.384 26.539 4.262 0.000 0.006
ADAM12 2.409 36.712 3.930 0.000 0.006
F3 15.031 196.847 3.711 0.000 0.006
WNT5A 2.716 34.733 3.677 0.000 0.006
ANLN 23.887  299.825 3.650 0.000 0.006
FN1 602.536 7506.890 3.639 0.000 0.006
TGFB2 7.479 92.218 3.624 0.000 0.006
STAC 2.673 30.711 3.522 0.000 0.006
LAMC?2 7.227 74.615 3.368 0.000 0.006
GFRA1 8.526 84.740 3.313 0.000 0.006
CKAP2L 3.074 29.651 3.270 0.000 0.006
CADM1 14.642 125.591 3.101 0.000 0.006
NCAM1 5.243 42.428 3.017 0.000 0.006
CLEC4E 19.262  145.796 2.920 0.000 0.006
CD274 4.549 34.013 2.903 0.000 0.006
TTK 3913 27.852 2.831 0.000 0.006
CCDC80 49.642  334.115 2.751 0.000 0.006

UBE2C 27.786  183.929 2.727 0.000 0.006
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TGFBI
GPX8
MBOAT2
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CREB3L1
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ITGB6
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HS3ST3A1
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KIF23
DIAPH3
CENPU
CTD-2510F5.6, PRR11,
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KIFC1
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TFPI2
CALR
PCDH9
NEIL3
ESCO2
P2RY6
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¥Three poor prognosis tissues (q3_4, 5, 6) and SW839 and KMRC-1.

®The other 45 samples.



