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Key Clinical Message

Studies have shown that difference in mtDNA mutation load among tissues is a

result of postnatal modification. We present five family members with the

m.8344A>G with variable phenotypes but uniform intrapersonal distribution of

mutation load, indicating that there is no postnatal modification of mtDNA

mutation load in this genotype.
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Introduction

Clinical presentation of patients with mitochondrial DNA

(mtDNA) mutation differs tremendously. Thus, even

patients harboring the same genotype can present with

symptoms ranging from monosymptomatic muscle weak-

ness to multiorgan involvement. The clinical variety is, at

least in part, a result of differences in mtDNA mutation

load among tissues. Findings of high mtDNA mutation

load in postmitotic tissues and low levels in highly mito-

tic tissues [1, 2] has prompted the idea, that there is post-

natal modification of mtDNA mutation load depending

on the mitotic status of the tissue.

The m.8344A>G point mutation is generally associated

with the clinical phenotype myoclonus epilepsy and

ragged-red fibers (MERRF) [3]. However, clinical presen-

tation in this patient group varies [4] and symptoms such

as hearing impairment, migraine, and psychiatric disor-

ders may be just as common [5], and clinical case reports

have even associated the m.8344A>G genotype with a

phenotype of multiple lipomas [6–15]. We report the

clinical, physiological, morphological, and biochemical

findings along with mtDNA mutation load in both mito-

tic and postmitotic tissues in five family members with

the m.8344A>G point mutation lipomas in two. We

found a uniform intrapersonal distribution of mutation

level and the mtDNA mutation load did not correlate

with age. These findings indicate, that there is no postna-

tal modification of mutation in patients with the

m.8344A>G as it is seen in patients with other common

point mutation of mtDNA [1, 2].

Case Presentation

Subjects

The study included five maternally related family mem-

bers: Three sisters, their mother, and their uncle

(Table 1). The proband (the eldest sister) was originally

admitted to our neuromuscular clinic for diagnostic pur-

pose due to symptoms of reduced mental abilities and

premature fatigue. Additionally, during the last 2 years

prior to admission, she had begun developing lipomas in

the upper back and submandibular regions (Fig. 1A). The
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second oldest sister also suffered from reduced mental

abilities and had a masculine appearance (broad shoul-

ders, large hands and feet, and hair growth on her upper

lip; see Fig. 1B) indicating an endocrine dysfunction. The

youngest sister was asymptomatic, and diagnosis was car-

ried out due to concerns from her and her mother. Their

mother was asymptomatic, while their maternal uncle

complained of premature fatigue and had numerous,

large lipomas in the submandibular and upper back

regions. For cosmetic reasons, these lipomas had been

partially removed by surgical excision (Fig. 1C) before

admitted to our neuromuscular clinic.

The patients were seen in our neuromuscular clinic for

diagnostic purpose, and for this reason, the study did not

need an approval from an ethical committee.

Investigations

Clinical examination

All patients had a neurological examination including

muscle strength assessment by Medical Research Council

(MRC) scale.

Genetic investigations

In all five subjects, the load of the m.8344A>G point

mutation was investigated in skeletal muscle, blood, and

urine- and buccal epithelial cells. In the proband and

the uncle, mtDNA mutation load was assessed in

apparently unaffected fat tissue and from lipomas. The

biopsy, from apparent unaffected fat tissue, was taken

from abdominal adipose tissue, and the biopsy of

lipoma was taken from the submandibular region/chin.

MtDNA mutation load was assessed via methods previ-

ously described [16, 17].

Biochemical investigations

Plasma creatine kinase (CK) levels and mitochondrial

enzyme complex I-IV and citrate synthase (CS) activities

in muscle were measured in all patients according to

methods previously described [18].

Morphological investigations

Serially cut muscle sections were evaluated for number of

internally nucleated fibers, ragged-red fibers, COX nega-

tive fibers, and fibers with fat infiltration with standard

staining methods.

Functional testing

Maximal oxidative capacity (VO2max) and plasma lactate

levels at rest and peak exercise were measured in all

patients according to methods previously described [19].

The findings were compared to that found in 20 healthy

sedentary control subjects (10 men and 10 women) pre-

sented in Jeppesen et al., 2006 [1].

Table 1. Demographic, morphologic, and biochemical findings in each family member.

Proband Sister I Sister II Mother Uncle

Age (years) 27 17 14 46 52

Height (cm) 165 171 171 175 173

Weight (kg) 74 100 53 65 86

RRF (%) 10 0 0 <1 0

Cox� fibers (%) 90 0 0 <1 <1

CNF (%) 4 <1 0 0 <1

ICF (%) Heavy Minor None Minor Minor

Resting lactate (mmol/L) 7.1* (2.3) 3.4* (2.3) 1.9 (2.3) 3.1* (2.3) 2.1 (2.3)

Peak lactate (mmol/L) 15.5* (11.8) 9.6 (11.8) 5.2 (11.8) 12.8* (11.8) 8.5 (11.8)

P-CK (mmol/L) 344 123 58 231 5

CS (mU/mg protein) 301 89 119 87 96

CI/CS 0.05† 0.47 0.36 0.23 0.10†

CII/CS 0.36 0.43 0.41 0.31 0.31

CIII/CS 0.29† 1.54 1.82 1.03 0.78

CIV/CS 0.5† 4.5 4.7 2.3 1.3†

Sister I = the second oldest sister, Sister II = the youngest sister, RRF = ragged-red fibers, CNF = centrally nucleated fibers, ICF = intracellular fat

accumulation, P-CK = plasma creatine kinase, CS = citrate synthase, CI-CIV = mitochondrial enzyme complexes I-IV. Activities of the mitochondrial

enzyme complexes are corrected for CS activity, and are thus expressed as ratios. Normal ranges for these ratios are expressed as mean � two

standard deviations (2SDs). *Higher than the upper limit of plasma lactate measured in 20 healthy subjects. †Activity lower than 2SDs from the

mean. The numbers in parenthesis in row 10 and 11 denotes the upper reference level for resting plasma lactate (row 10) and peak exercise lac-

tate level (row 11).
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Results

Clinical examination revealed generalized reduced muscle

strength in the proband (4), the second oldest sister (4+)
and the uncle (4+).

Genetic investigation revealed the m.8344A>G point

mutation in all family members. The mtDNA mutation

load level was 60–99% in the investigated tissues

(Fig. 2A). The intrapersonal levels in mtDNA mutation

load were rather uniform in blood, skeletal muscle, urine

epithelial cells, and buccal mucosa. In the uncle, there

was a large difference between apparent healthy adipose

tissue (63%) versus lipoma (87%), while the difference

between apparent normal adipose cells and lipomas was

less pronounced in the proband (87% vs. 95%).

Activities of mitochondrial enzyme complexes I and IV

were reduced in the proband and the uncle, and in addi-

tion complex III was impaired in the proband (Table 1).

VO2max was 73% lower in the proband and 54% lower in

the uncle compared to age- and gender-matched healthy

subjects (Fig. 2B). However, the uncle stopped exercising

prematurely due to pain in the right knee. Thus, the

VO2max may be “false” low, since the uncle did not reach

exercitation. VO2max may therefore be underestimated in

the uncle. The VO2max of the remaining family members

was low within the normal range (Fig. 2B). Only the pro-

band had elevated plasma CK level, while resting plasma

lactate levels were elevated in the proband, the second old-

est sister, and the mother. At peak exercise, lactate was ele-

vated in the proband and the mother (Table 1).

(A)

(B)

(C)

Figure 1. Photographs of the patients with the 8344A>G point mutation of mtDNA. The pictures show the proband aged 27 (A), her younger

sister (age 17) (B), and her maternal uncle (age 52) (C). Black arrows indicate the presence of lipomas in A and C, and also the presence of scars

in C.
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Morphological investigations revealed abnormal muscle

morphology in the proband while muscle morphology

was normal in the rest of the family members (Table 1).

Conclusions

In this study, we report the pattern of mtDNA mutation

load in mitotic- and postmitotic tissues in five maternally

related family members harboring the m.8344A>G point

mutation with presentation of multiple lipomas in two of

the family members. We found a uniform distribution of

mtDNA mutation load among tissues, except for lipomas

in one family member, where mtDNA mutation load was

much higher in lipomas cells compared to apparent nor-

mal adipose tissue.

Previous case studies that have described patients with

lipomas carrying the m.8344A>G point mutation have

found that lipomas seem to develop over time [6–15],
and patients have presented with lipomas at middle age

like the uncle in this study. In contrast, the proband pre-

sented with lipomas in her twenties. We have previously

shown, that when tested in the same tissue, there is a

close relationship between mtDNA mutation load and tis-

sue phenotype, which indicates that symptoms emerge

when mtDNA mutation load reaches a certain level in the

tissue [1, 19]. At which mtDNA mutation level lipomas

develop from adipose cells are unknown, but the mtDNA

mutation threshold was apparently exceeded in the adi-

pose tissue situated submandibular in the uncle and the

proband. We have no explanation for the differences in

mtDNA mutation load in apparent healthy adipose tissue

at abdomen versus submandibular lipomas especially in

the uncle, where the difference was large. Factors, besides

mtDNA mutation load, determining whether lipomas

develop or not, could be site-specific genetic background

that has been found in adipose tissue [20]. This mecha-

nism is pure speculation and needs to be addressed in

future studies. In the proband, the difference between

mtDNA mutation load in apparent normal adipose tissue

versus lipomas was much smaller than that seen in the

uncle, which may relate to a ceiling off effect due to the

high mtDNA mutation load levels.

We have previously shown, that the mtDNA mutation

level at which oxidative impairment emerge in skeletal

muscle tissue is 55–65% in patients with the common

m.3243A>G point mutation of mtDNA [1, 19] and 40–
50% in patients with large-scale deletion of mtDNA [19].

In this study, the proband had the highest mtDNA muta-

tion load in skeletal muscle compared to the four other

family members. In line with the high mtDNA mutation

load, the proband was more affected in skeletal muscle

(pathologic findings on muscle biopsy, increased CK level,

increased plasma lactate, impaired mitochondrial respira-

tory complex activity, and reduced VO2max) versus the

rest of the family members. Due to the high level of

mtDNA mutation load in all tissues investigated (>60%)

and due to the low number of patients (n = 5), it is not

possible to establish a mtDNA threshold, at which

patients with the m.8344A>G mutation develop symp-

toms of skeletal muscle tissue. The second eldest sister

and the mother had normal VO2max, CK, muscle mor-

phology, and mitochondrial respiratory complex activity

despite high mtDNA mutation load in skeletal muscle

(80% and 85%). These data indicate that the threshold

level for mtDNA mutation load, at which oxidative
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Figure 2. Load of the m.8344A>G mutation among different tissues

in each of the five family members (A) and maximal oxidative capacity

(VO2max) of each family member as determined by cycle ergometry

testing (B). (A) Each bar represents a tissue as explained by the legend

box. The tissues investigated are the vastus lateralis muscle (muscle),

urine epithelial cells (urine), buccal epithelial cells (mouth), leukocytes

(blood), clinically unaffected adipose tissue from the abdominal region

(adipose), and lipoma tissue from the upper back region (lipoma).

Samples from the latter two tissues were only collected from the

proband and the uncle as they were the only family members with

lipomas. Sister I = the second oldest sister, Sister II = the youngest

sister. (B) Corresponding values from healthy, age-matched, male (in

blue) and female (in red) subjects are plotted for comparison. The

solid lines indicate the mean value. Broken lines indicate two standard

deviations above and below the mean. Sister I = the second oldest

sister, Sister II = the youngest sister.
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capacity becomes impaired, is higher in patients with the

m.8344A>G mutation than in patients with the

m.3243A>G mutation.

Studies have showed that mtDNA mutation load level

in mitotic tissue decrease over time in patients with the

m.3243A>G point mutation [2] and single large-scale

deletion of mtDNA [21] and accumulate over time in

postmitotic tissue in patients with single large-scale dele-

tions [22]. These findings have prompted the idea, that

there is a postnatal modification of mutation load in

patients with mtDNA mutations, which is determined by

the mitotic dynamics of the tissue. In this study, the

intrapersonal mtDNA mutation load was quite similar

among the tested tissues, which indicates that the pattern

of segregation is different in the m.8344A>G mutation.

In conclusion, this study demonstrates a highly variable

intrafamilial phenotype in persons carrying the

m.8344A>G mutation, despite an overall uniform intrap-

ersonal distribution of the mutation load in various tis-

sues, except in adipose tissue in one patient. The

difference between mtDNA mutation load between

abdominal and submandibular adipose cells may relate to

site-specific differences in genetic background and

mtDNA mutation load.

Consent

The patients presented in this study have given their writ-

ten informed consent for publication of this Full Case

Report and accompanying images.

Acknowledgment

Claire Beier-Holden and Danuta Olsen provided excellent

technical support for the study.

Conflicts of Interest

None of the authors had any competing interests in the

study.

Authorship

TDJ: performed clinical examination and exercise test of

the patients, carried out muscle biopsy and collected tis-

sue samples for genetic and biochemical testing, per-

formed data/statistical analysis, and contributed to the

writing process. NAH: performed exercise test of the

patients, collected tissue samples for genetic testing, per-

formed data/statistical analysis, and contributed to the

writing process. MD: performed genetic analysis and sta-

tistical analysis of the data and made critical revision of

the text and figures. FW: performed biochemical analysis

of mitochondrial respiratory complex activities, per-

formed statistical analysis of the data, and made critical

revisions of the text and figures. GA: performed exercise

test of the patients, collected tissue samples for genetic

testing, and made critical revisions of the text and fig-

ures. JV: performed critical revision of data, figures,

table, and text and coordinated and supervised the writ-

ing process.

References

1. Jeppesen, T. D., M. Schwartz, A. L. Frederiksen, F. Wibrand,

D. B. Olsen, and J. Vissing. 2006. Muscle phenotype and

mutation load in 51 persons with the 3243A>G
mitochondrial DNA mutation. Arch. Neurol. 63:1701–1706.

2. Frederiksen, A. L., P. H. Andersen, K. O. Kyvik, T. D.

Jeppesen, J. Vissing, and M. Schwartz. 2006. Tissue specific

distribution of the 3243A->G mtDNA mutation. J. Med.

Genet. 43:671–677.

3. Hirano, M., P. Kaufmann, D. De Vivo, and K. Tanji. 2006.

Mitochondrial neurology I: encephalopathies. Pp. 35–37 in

S. DiMauro, M. Hirano and E. A. Schon, eds.

Mitochondrial medicine. Informa Healthcare, London.

4. Tanji, K., J. Gamez, C. Cervera, F. Mearin, A. Ortega, J. de

la Torre, et al. 2003. The A8344G mutation in

mitochondrial DNA associated with stroke-like episodes

and gastrointestinal dysfunction. Acta Neuropathol.

105:69–75.
5. Altmann, J., B. B€uchner, A. Nadaj-Pakleza, J. Sch€afer, S.

Jackson, D. Lehmann, et al. 2016. Expanded phenotypic

spectrum of the m.8344A>G “MERRF” mutation: data from

the German mitoNET registry. J. Neurol. 263:961–972.
6. Berkovic, S. F., E. A. Shoubridge, F. Andermann, E.

Andermann, S. Carpenter, and G. Karpati. 1991. Clinical

spectrum of mitochondrial DNA mutation at base pair

8344. Lancet 338:457.

7. Berkovic, S. F., F. Andermann, E. A. Shoubridge, S.

Carpenter, Y. Robitaille, E. Andermann, et al. 1991.

Mitochondrial dysfunction in multiple symmetrical

lipomatosis. Ann. Neurol. 29:566–569.

8. Calabresi, P. A., G. Silvestri, S. DiMauro, and R. C. Griggs.

1994. Ekbom’s syndrome: lipomas, ataxia, and neuropathy

with MERRF. Muscle Nerve 17:943–945.
9. Campos, Y., M. A. Martin, C. Navarro, P. Gordo, and J.

Arenas. 1996. Single large-scale mitochondrial DNA deletion

in a patient with mitochondrial myopathy associated with

multiple symmetric lipomatosis. Neurology 47:1012–1014.
10. Holme, E., N. G. Larsson, A. Oldfors, M. Tulinius, P.

Sahlin, and G. Stenman. 1993. Multiple symmetric lipomas

with high levels of mtDNA with the tRNA(Lys) A–>G
(8344) mutation as the only manifestation of disease in a

carrier of myoclonus epilepsy and ragged-red

fibers (MERRF) syndrome. Am. J. Hum. Genet. 52:551–
556.

2038 ª 2017 The Authors. Clinical Case Reports published by John Wiley & Sons Ltd.

m.8344A>G point mutation and lipomas T. D. Jeppesen et al.



11. Larsson, N. G., M. H. Tulinius, E. Holme, and A. Oldfors.

1995. Pathogenetic aspects of the A8344G mutation of

mitochondrial DNA associated with MERRF syndrome

and multiple symmetric lipomas. Muscle Nerve 3:102–106.

12. Munoz-Malaga, A., J. Bautista, J. A. Salazar, I. Aguilera, R.

Garcia, I. Chinchon, et al. 2000. Lipomatosis, proximal

myopathy, and the mitochondrial 8344 mutation. A lipid

storage myopathy? Muscle Nerve 23:538–542.
13. Naumann, M., R. Kiefer, K. V. Toyka, C. Sommer, P.

Seibel, and H. Reichmann. 1997. Mitochondrial

dysfunction with myoclonus epilepsy and ragged-red fibers

point mutation in nerve, muscle, and adipose tissue of a

patient with multiple symmetric lipomatosis. Muscle Nerve

20:833–839.
14. Shoffner, J. M., M. T. Lott, A. M. Lezza, P. Seibel, S. W.

Ballinger, and D. C. Wallace. 1990. Myoclonic epilepsy

and ragged-red fiber disease (MERRF) is associated with a

mitochondrial DNA tRNA(Lys) mutation. Cell 61:931–937.
15. Traff, J., E. Holme, K. Ekbom, and B. Y. Nilsson. 1995.

Ekbom’s syndrome of photomyoclonus, cerebellar ataxia

and cervical lipoma is associated with the tRNA(Lys)

A8344G mutation in mitochondrial DNA. Acta Neurol.

Scand. 92:394–397.

16. Suomalainen, A., and A. C. Syvanen. 2000. Quantitative

analysis of human DNA sequences by PCR and solid-phase

minisequencing. Mol. Biotechnol. 15:123–131.

17. Suomalainen, A., and A. C. Syvanen. 2003. Analysis of

nucleotide sequence variations by solid-phase

minisequencing. Methods Mol. Biol. 226:361–366.
18. Birch-Machin, M. A., H. L. Briggs, A. A. Saborido, L. A.

Bindoff, and D. M. Turnbull. 1994. An evaluation of the

measurement of the activities of complexes I-IV in the

respiratory chain of human skeletal muscle mitochondria.

Biochem. Med. Metab. Biol. 51:35–42.
19. Jeppesen, T. D., M. Schwartz, D. B. Olsen, and J. Vissing.

2003. Oxidative capacity correlates with muscle mutation

load in mitochondrial myopathy. Ann. Neurol. 54:86–92.

20. Passaro, A., M. A. Miselli, J. M. Sanz, E. Dalla Nora, M. L.

Morieri, R. Colonna, et al. 2017. Gene expression regional

differences in human subcutaneous adipose tissue. BMC

Genom. 18:202.

21. McShane, M. A., S. R. Hammans, M. Sweeney, I. J. Holt,

T. J. Beattie, E. M. Brett, et al. 1991. Pearson syndrome

and mitochondrial encephalopathy in a patient with a

deletion of mtDNA. Am. J. Hum. Genet. 48:39–42.

22. Larsson, N. G., E. Holme, B. Kristiansson, A. Oldfors, and

M. Tulinius. 1990. Progressive increase of the mutated

mitochondrial DNA fraction in Kearns–sayre syndrome.

Pediatr. Res. 28:131–136.

ª 2017 The Authors. Clinical Case Reports published by John Wiley & Sons Ltd. 2039

T. D. Jeppesen et al. m.8344A>G point mutation and lipomas


