APPENDICES

Appendix A

GenBank Entry for Escherichia coli partial PMI mRNA

LOCUS ECOVANAA 1604 bp DNA l'i near BCT
26- APR- 1993

DEFINI TION E. coli manA gene encodi ng phosphonmannose i sonerase,
conpl ete cds.

ACCESSI ON  M15380

VERS| ON ML5380. 1
KEYWORDS i sonerase; mannose; phosphonmannose i sonerase.
SQURCE Escherichia coli

ORGANI SM  Escheri chia coli
Bacteri a; Proteobacteria; Gammaproteobacteri a;
Ent er obact eri al es;
Ent er obact eri aceae; Escheri chi a.
REFERENCE 1 (bases 1 to 1604)
AUTHORS Mles,J.S. and Quest,J.R
TI TLE Nucl eoti de sequence and transcriptional start point of the
phosphomannose i sonerase gene (manA) of Escherichia coli
JOURNAL Gene 32 (1-2), 41-48 (1984)
PUBMED 6397402

COMVENT Oiginal source text: E.coli (strain Gw42) DNA clone
pGS57.
FEATURES Location/Qualifiers

sour ce 1..1604

/ organi sn="Escherichia coli"
/ mol _type="genom c DNA"
/ db_xref ="t axon: 562"

MRNA 1..1604

/ product ="PM nRNA"
gene 392..1567

/ gene="manA"
CDs 392.. 1567

/ gene="manA"

/ not e=" phosphomannose i soner ase"

/codon_start=1

/transl _tabl e=11

/ protein_id="AAA24109. 1"

/db_xref="d:146722"
/transl ati on="MXLI NSVONYAWGSKTAL TEL YGVENPSSQPMAEL WMGAHPKS
SSRVQNAAGDI VSLRDVI ESDKSTL L GEAVAKRFGEL PFL FKVL CAAQPL S| QVHPNK
HNSEI GFAKENAAG PVDAAERNYKDPNHKPEL VFAL TPFLAMNAFREFSE! VSLLQP
VAGAHPAI AHFL QQPDAERL SEL FASL L NMQGEEKSRAL Al LKSAL DSQQGEPWITI R
LI SEFYPEDSGLFSPLLLNVVKLNPGEAMFL FAETPHAYL QGVAL EVVANSDNVL RAG
LTPKYI DI PELVANVKFEAKPANQL L TQPVKQGAEL DFPI PVDDFAFSLHDL SDKETT

| SQQSAAI LFCVEGDATLVKGSQQL QLKPGESAFI AANESPVTVKGHGRLARVYNKL"
BASE COUNT 409 a 391 ¢ 392 g 412 t


https://core.ac.uk/display/268875302?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1

ORIG N
1 ccggacgcag
gttaacgctt
61 cgggt gcgac
tgttcgctgg
121 ttagcaggta
t aat gaaagg
181 gtttgtttga
ggcgggt gt t
241 ccgttgccct
aaaact gaga
301 ctagtacgac
t aat agt ggg
361 attaatttcc
cagt gcaaaa
421 ctatgcctgg
at ccgt ccag
481 ccagccgatg
gagt gcagaa
541 tgccgecgga
cgact ct gct
601 cggagaggcc
tattatgcgc
661 agcacagcca
tcggttttge
721 caaagaaaat
aagat cct aa
781 ccacaagccg
cgtttcgtga
841 attttccgag
cgattgctca
901 ctttttacaa
t gt t gaat at
961 gcagggt gaa
at agccagca
1021 gggt gaaccg
acagcggt ct
1081 gttctcccceg
tgttcctgtt
1141 cgct gaaaca
caaact ccga
1201 taacgtgctg
tggttgccaa
1261 tgtgaaattc
aacaaggt gc
1321 agaact ggac
accttagtga
1381 t aaagaaacc
aaggcgat gc
1441 aacgttgtgg
cgtttattge
1501 cgccaacgaa
tttacaacaa
1561 gct gt aagag

1 bp upstream of Mspl

site.
cat gaacgac gcat cat gaa

tttcaaaatc tcctgccctt

at act cagta
cattgttctc
gt t aaaagcg
tttttgegge
acat t aaaac
ggcagcaaaa
gccgagct gt
gatatcgttt
gt t gccaaac
ctctccattc
gccgecaggt a
gagctggttt
attgtctccc
cagcctgatg
gaaaaat ccc
t ggcaaacga
ctattgctga
ccgcacgcett
cgt gcgggtc
gaagccaaac
ttcccgattc
accattagcc
aaaggttctc
tcaccggt ga

cttact gaaa

tcatcttttt
tcacttactg
agt aacaat a
tccaggttac
agggat t gat
cggcgttgac
ggat gggcgc
cact gcgt ga
gctttggcga
aggttcatcc
t cccgat gga
ttgcget gac
tact ccagcc
ccgaacgttt
gcgcgcet gge
ttcgtttaat
at gt ggt gaa
acct gcaagg
t gacgcct aa
cggct aacca
cagt ggat ga
agcagagt gc
agcagttaca
ct gt caaagg

aaat t aacat

acgcct ggecg
caaatt caga
t gagt ggaaa
cctggtttgg
tcctacacac
ttccecgtagg
cat gcaaaaa
tgaactttat
acat ccgaaa
t gt gatt gag
actgcctttc
aaacaaacac
t gccgecgag
gccttteett
ggt cgcaggt
aagcgaact g
gattttaaaa
ttctgaattt
att gaaccct
cgt ggcgcet g
at acat t gat
gttgttgacc
ttttgecttc
cgccattttg
gcttaaaccg
ccacggccgt

ctcttgctaa

cgccaacaga
tacgct aacg
aggagcct ga
ttatgctctg
ttttttaaca
attcttgett
ct cattaact
ggt at ggaaa
agcagttcac
agt gat aaat
ct gtt caaag
aattct gaaa
cgtaactata
gcgat gaacg
gcacat ccgg
ttcgccagec
t cggcect cg
t acccggaag
ggcgaagcga
gaagt gat gg
att ccggaac
cagccggt ga
tcgctgcatg
ttctgegtcg
ggt gaat cag
ttagcgegtg

gett



Appendix B

Kpn (658)

| Xnol (669)

I/ a1 (675)
I/ Hind 11 (690
"

. Smal (716)

. BarH | (720)
Sphl (741)
PSt | (747)
CaMV35S
EcoRV (1494)
Sacl (3080) EcoRV (1766)
Not | (3059‘)\::;:} /
Xbal (3052) PMI
Spel (3046)
BarrH | (3040)
NOS

Restriction map of pMI13
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Appendix C

Kpnl (658)

Xho! (669)
/sl (675)
C Hind 111 (690)

EcoRV (698)

 Ecor| (702)

‘BarH | (720)
. sall (1321)
Xhol (1421)
UbiPro
Nhel (1840)
EcoR | (2117)

Spel (4166)
BanH | (4160)

NOS

PM ’| | EcoRV (2886)

Restriction map of pMI11

112



113

Appendix D

Barhi | (690)
~—_Bglll (696)
VW oh (712)

W Psti (717)
Sacl (6023) A Aval (810)

BstX| (6015) CaMV35S
Not! (600 EcoRV (1464)
Xbal (5995) 4 EcoRV (2131)
el (5989) . EcoRV (2362)
Bark | (5983) / GUS
NOS NOS
PMI Bart | (3645)
EcoRV (4709) ~ Pstl (3655)
EcoRV (4437) Aval (3657)
Smal (3659)
Barhi | (3663)
Bglll (3669)
Sohl (3684)
| Pstl (3690)
“ Aval (3783)
CaMV35S

Restriction map of pMI13G
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Appendix E

Xho! (669)

, ~ Hind 111 (692)
A, (721)
" Xnhol (1422)

% UbiPro

Sac| (831

Spe (8283) \ ‘Nhel (1841)
BarH | (8277) -
NOS
PMI
GUS

Nhel(5957)
UbiPro . NOS
Xho | (5538) . BamH | (47%)
| Hind 11l (4802)
BaH | (4837)

Restriction map of pMI11G
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Appendix F

Fructose and mannose metabolism

I FRUCTOSE AND MANNCSE METABOLISMI

L-Zorhose
O

(Calactoze o-D-Clucose .
—— 0 D-3orbitn]
metabolism D-Mamiwml-1P
, [271.69] g
27169
11143s]  D-Manodl
D*FrU(.C\ESB*IP 2713 D-Frucmse-2P D-Fructoze-2 6P2
i 27169 3.1.354 4
| 11117
[zria][z714] [3.13.]
271108
D] Manmse £F E"D -Frosmse-6R
" 5 318
4 2717 ADP- mannose LY
5428
D-Marmuse-lPo 1 11| D Sorbinl-6F
Mannan
1 A4 BrManmen O [241-} 1
e 2 '7 1 69 1.1.1.-
L lpinate GDP-D-mannurmonate
O4—| 4223 —Oa—|za13—o+—|LlR}f— O —— —— . © L-Sarbose-1P
4-Dimer D-orhitol
GDP-6-deoxy-D-talose O i
hd
GDP-D-rhamnose 2.1 W :FA).‘_/
H-Oilyean [+D-Fructose-1 fP2
L-Fucose biosynthesis
o O . o] 1z -
L-Focose- 1P GDP-L-fucose GDP-d-ox0- L-orbose
B-deoxy-D-marmnose
D-Lamaldehyde D Fuconate
53125 Cx 4121 O 42167 o]
Z2-Dehpdro-3-deoxy-
D-focorate
4 13
L-Rhaminomn- Ej
L-Lactldehyle L-Rhamnonat 1 d-lactone L-Rhamnoforanose
ozrisi o1z T mos{ a1z Peow]aziaPeo s Liss o4 11L1m]H-0
L-Fuculoge L-Fuculoze-1P 2-Drehgadro-3- deoxy
L-rhamnonat
41219 2 715 3 1.14
L] Rhamnuln -1F L] Rhamnose
27.1.856
41213 l
e} -P
T 5311 _15_____ _
Ot 31 >
j Glyreraldehyle-3F
- 27.1.28

-
D-Glyeeraldehyde

00051 10fEs08
iic) Kanehiza Laboratories




Effect of mannose on selection and regeneration of oil palm embryogenic calli. EC were cultured for 5 months
on different concentrations selection medium and 30 g/l sucrose used as a control.

Appendix G

No. | Man:Suc Aver age fresh weight (g) in 5 months %
(o 0 1 2 3 4 5 proliferation

248 + 13.04 + 47.98 + 100.26 + 154.45 +

1 0:30 0.54 0.08 0.50 0.16 0.58 0.29 100
221+ 11.09 + 31.39+ 77.60 £ 130.51 +

2 5:25 0.56 0.08 0.18 0.41 0.47 0.26 84.43
225+ 11.71 + 49.80 + 84.75 + 101.13 +

3 10:20 0.54 0.15 0.35 0.28 0.28 0.32 65.36
2.08+ 11.34 + 4481 + 75.43 126.03 +

4 15:15 0.57 0.24 0.49 1.52 1.71 3.70 81.52
282+ 8.10+ 26.81 + 66.71 + 111.48 +

5 20:10 0.56 0.18 0.23 0.49 0.97 4.00 72.07
2.58 + 11.08 £ 49.35 + 79.31+ 107.12 +

6 255 0.56 0.16 0.41 1.08 0.50 2.90 69.24
2.38% 12.42 + 43.35 + 72.26 + 98.46 +

7 30:0 0.53 0.09 1.19 1.83 2.10 0.97 63.63

Values represent the mean = S.E. of five replications.
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