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Therapeutic Effects of Interferon in Type C Chronic Hepatitis :
Relationship to Genotypes of Hepatitis C Virus

Shinichiro Yamamoto, Seiji Ideguchi, Kenji Ohmoto, Yasuhiro Mitsui,
Masakiyo Shimabara, Yasutaka Iguchi, Tsuneyo Ohumi,
Kazunari Hino, Keiko Takatori and Yutaka Hirano

To investigate the relationship between the genotypes of hepatitis C virus and the
response to interferon (IFN) therapy, 60 patients with type C chronic hepatitis treated
with IFN were examined for its efficacy. HCV genotypes were determined by RT-
PCR methods based on variation in the nucleotide sequence within the putative core
(C) region of the hepatitis C virus. HCV-RNA were measured quantitatively by the
nested PCR method. The complete response rates of type II and type Ill were 8/
43(18.6%) and 8/11(72.7%), respectively. Among four patients with type IV, only
one responder was noted. HCV-RNA concentrations ranged from 10**—107 copy/
ml, the distribution of which was uniform in every genotype. Although good
responses to IFN therapy were generally noted in lower concentrations of HCV-
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RNA in every genotype, the amount of HCV-RNA and the response to IFN had no

connection with each other in type III.

It is noteworthy that in a few cases of

genotype II with high HCV-RNA the serum GPT level remained elevated during
IFN therapy, but after IFN therapy GPT gradually decreased with diminishment of

HCV-RNA.
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Table 1. Patients and method of IFN therapy
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1. HCV genotype & HCV-RNA £
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Table 2. Genotypic subtyping of patients
and their response to IFN therapy
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in low concentrations of HCV-RNA .
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Fig. 2. A case with excellent response in type III hepatitis
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Table 3. Reported results of IFN therapy in each genotypes.

A case of good response by IFN therapy in typell
hepatitis with high concentrations of HCV-RNA .
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Table 4. Reported results of IFN therapy by
serotype grouping. Group I corresponds
to genotype I and II and group II is
compatible with genotype Il and IV.
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