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The Bacterial Community Structure in the Soils Sampled in the Area

Illegally Disposed Industrial Waste, the Boundary Area

between Aomori and Iwate Prefecture

Eri S. AvyukawA*, Tomokazu OHSHIMA**, Takayuki KOHIRUIMAKI***,
Takeshi MURANAKA**** and Shinichi OKUDA*****

Abstract

The bacterial community structures in the soils sampled in the area where industrial waste were illegally
disposed, the boundary area between Aomori and Iwate prefecture were studied by using denaturing gradient gel

electorophoresis (DGGE).

The soil samplings were held 6 times from Nov. 2004 to May, 2007. The DGGE profiles

and principal-component analysis (PCA) demonstrated the bacterial community in the waste was apparently
different from the other communities in the soils sampled around the area, nevertheless the dumping was more than

10 years before.

The communities in the most of the sampled soils showed common pattern and this result had never

changed through the sampling. These results suggest that the bacterial communities in the waste were apparently
differed from the local communities, but these in the sampled soils were not affected by the illegal disposal.
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