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Abstract

Background and Objectives Coronary artery disease is one of the major causes of mortality
worldwide. Reports indicate that DNA methylation is one of the important factors involved in
the pathogenesis of atherosclerosis, which links environmental and genetic factors. Some
Studies on DNA methylation have suggested that several locilDMR) are as predictors, initiation
and progression of the disease. Researches have shown that inflammatory pathways, oxidative
stress, autophagy, and programmed cell death in monocytes, endothelial cells(ECs) and vascular
smooth muscle cells (VSMCs) are major pathways involved in this disease. The Sirtuinl gene, a
histone deacetylase, plays an anti-aging, antioxidant and anti-inflammatory role by regulating
the expression of several key elements in these pathways and is therefore an important factor in
protecting the cardiovascular system. As a result, finding the factors that regulate the expression
of this gene can determine new strategies for the development of novel drugs and improve the
disease. We measured the promoter methylation of Sirtuinl in people with coronary artery

disease and healthy people.

Methods: 62 CAD patients and 28 normal control are selected according to specific criteria.
From the blood samples of these individuals, blood monocytes were isolated by MACS
technique and their DNA were extracted and was bisulfited. finally the MS-HRM technique was

used in order to analyze the DNA methylatin.

Results: The association between sirtuinl promoter methylation and coronary artery disease

was assessed by independent t-test. P-Value = 0.799 showed no relationship between the two.

Discussion and Conclusion: Studies have shown that DNA methylation is a factor in the
development or progression of coronary artery disease. Sirtoin 1 gene is one of the most
important genes involved in this disease and one of the controlling factors of its expression is
promoter methylation of this gene. According to our results, methylation of this gene did not not
appear to be significantly correlated with coronary artery disease, and this gene may be

regulated by other factors, such as microRNAs.

Key words: SIRT1, Methylation, Epigenetics, coronary artery disease, Atherosclerosis, MS-
HRM
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