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Abstract 

Testosterone supplementation is commonly used for its effects on sexual function, bone health 

and body composition, yet its effects on disease outcomes are unknown. To better understand 

this, we identified genetic determinants of testosterone levels and related sex hormone traits in 

425,097 UK Biobank study participants. Using 2,571 genome-wide significant associations, we 

demonstrate the genetic determinants of testosterone levels are substantially different 

between sexes, and that genetically higher testosterone is harmful for metabolic diseases in 

women but beneficial in men. For example, a genetically determined 1-standard deviation 

higher testosterone increases the risks of Type 2 diabetes (T2D) (OR=1.37 [1.22–1.53]) and 

polycystic ovary syndrome (OR=1.51 [1.33–1.72]) in women, but reduces T2D risk in men 

(OR=0.86 [0.76–0.98]). We also show adverse effects of higher testosterone on breast and 

endometrial cancers in women, and prostate cancer in men. Our findings provide insights into 

the disease impacts of testosterone and highlight the importance of sex-specific genetic 

analyses. 

 

Introduction 

The role of testosterone in disease is largely unknown, despite its strong epidemiological 

correlations with many health conditions and the widespread use of testosterone supplements. 

Previous studies have shown protective effects of testosterone on T2D and related metabolic 

traits in men, but harmful effects in women1,2. However, such phenotypic observations are 

prone to confounding due to the substantial effects of ageing and adiposity on circulating 

testosterone concentrations3.  

More than 3% of US men aged 30 years or older received a prescription for testosterone in 

2013, just prior to a US Food and Drug Administration safety communication on its possible 

cardiovascular risks4, and rates of prescribing are even higher in Canada5.  Testosterone therapy 

has established positive effects in randomised controlled trials on sexual function, lean mass, 

muscle strength and bone mineral density, and reductions in whole body and intra-abdominal 

fat6. These body composition changes should predict benefits of testosterone on T2D and 

cardio-metabolic disease. Conversely, testosterone is known to promote growth and metastasis 

of prostate cancers and observational studies have shown that testosterone replacement 

therapy might increase susceptibility to future prostate cancer7–9. However, even the largest 

trials of testosterone have too few cases of incident T2D, cardio-vascular disease (CVD) or 



prostate cancer to provide informative data on these risks10. Furthermore, experimental studies 

of testosterone therapy in men, with or without T2D, surprisingly report no or modest 

improvements in insulin sensitivity and no change in glycaemic control11,12. Similarly, in women, 

experimental evidence of testosterone administration is insufficient to confirm the apparently 

metabolically harmful associations in observational studies between testosterone and higher 

adiposity, risk of polycystic ovary syndrome (PCOS) and other CVD risk markers13,14.  

Mendelian randomisation is a genetic approach to understand the causal effects of putative risk 

factors on disease. Given alleles are both randomly assigned and fixed at conception, genetic 

risk can be used as an epidemiological exposure to reduce the effects of confounding and 

reverse causality. Previous studies have used this approach to test the role of sex hormones in 

disease, but were largely limited to cis variants in the sex-hormone binding globulin (SHBG) 

protein-coding gene. Such studies reported that SHBG-raising alleles were associated with 

lower risk of T2D, but did not test effects separately in men and women15,16. Furthermore, 

because higher SHBG reduces levels of bioavailable testosterone, separation of the apparent 

effects of testosterone from those of SHBG on disease is a major challenge. 

To identify additional genetic variants that can be used to test the effects of testosterone, large 

genome wide association studies (GWAS) are needed. Previous GWAS for sex hormone levels in 

men and women were small17–20, identifying only a handful of associated loci. This study 

substantially advances our understanding of the genetic regulation of sex hormone levels, 

increasing the number of known genetic determinants by two orders of magnitude. We use 

these genetic variants to demonstrate likely causal associations with metabolic disease and 

cancer outcomes, with many divergent effects of testosterone between men and women. 

 

RESULTS 

After extensive quality control (Methods), serum levels of SHBG, total testosterone and 

estradiol were available in up to 425,097 individuals with genetic data in UK Biobank (UKBB) 

(Table S1). We additionally estimated bioavailable (free/unbound) testosterone in 382,988 

individuals (Methods). Genetic association testing was performed in European ancestry 

individuals and within each sex for the four traits, using a linear mixed model to control for 

relatedness and population structure. We identified a heritable component for all traits except 

estradiol levels in women (h2g=1.6% (s.e 1%) (Table 1). As the majority (78%) of women had 

estradiol levels below the limit of detection (as expected, given most women in UKBB are post-

menopausal), analysis of this trait was limited by low sample numbers and a bias towards 

detecting age at menopause-associated loci. Therefore, assessment of estradiol levels in 

women was not considered further.  

To identify independent genetic determinants for sex hormone measures, we next performed 

distance-based clumping and approximate conditional analysis (Methods). In total, we 



identified 2,571 genome-wide significant trait-signal pairs (Tables S2-S11). These trait-signal 

pairs ranged from 22 signals for estradiol in men, to 658 for SHBG in a sex-combined analysis. 

To validate these findings, we performed replication using three available datasets (Methods) - 

a previously published GWAS meta-analysis of SHBG levels in 21,791 individuals19, 9,138 

individuals with testosterone measurements from the EPIC-Norfolk study and published data 

on 2,913 individuals from the Twins UK study with nine sex hormones measured20. Whilst these 

studies were substantially smaller than UK Biobank, we found strong directional consistency 

with our results. Assessment of our SHBG-associated loci in the published meta-analysis (Figure 

ED1) demonstrated 236/278 (85%, binomial P=6.1x10-34) of the captured male SHBG signals had 

consistent direction of effect (77 with P<0.05), compared to 241/283 in women (85%, binomial 

P=4.2x10-35, 60 at P<0.05). In Twins UK, all identified genome-wide significant variants in 

aggregate were significantly associated and directionally concordant for the respective sex 

hormone traits (Table S12). Finally, in the EPIC-Norfolk study we estimated the magnitude of 

effect a genetic risk score for SHBG and testosterone had on the respective trait levels (Figure 

ED2). Men with the 5% highest genetic risk have 0.69 [0.53-0.85 95%CI] and 1.27 [1.12-1.41] 

standard deviation (equivalent to 2.55 nmol/L and 21.34 nmol/L) higher total testosterone and 

SHBG respectively than men with the 5% lowest scores; the equivalent difference in women is 

0.45 [0.26-0.64] SDs (0.28 nmol/L) and 1.29 [1.12-1.45] (35.91 nmol/L) respectively. 

To putatively map each identified variant to its effector gene, we first identified any non-

synonymous variant highly correlated (r2>0.7) with a lead index variant. This implicated one or 

more genes at 482/2571 (19%) SNP-trait pairs, highlighting 291 unique genes (Tables S2-S11). 

To identify the likely tissue(s) and cell type(s) of action for sex hormone-associated loci, we 

integrated our data with gene expression data across 53 tissues available from the GTeX 

consortium using LD score regression (Methods). In both sexes, liver was the most enriched 

tissue (Figure ED3), consistent with its established role as the site of SHBG production. Skeletal 

muscle in men and adrenal gland in women were the next strongest enriched tissues. In 

contrast to findings for other reproductive traits, we found no evidence for enrichment of gene 

expression in any brain cell type (Figure ED3). Within the three prioritised tissue types (liver, 

skeletal muscle and adrenal gland), we identified 161 unique eQTL-linked genes mapping within 

300kb to 200/2571 SNP-trait pairs (Methods, Tables S2-S11). We note that further evidence 

from experimental studies is needed to confirm our putative genes, but the current findings 

should help to guide such work. 

Distinct genetic architectures of testosterone regulation between sexes 

Despite similar heritability estimates (Table 1), the genetic component to variation in circulating 

testosterone levels was very different between sexes, as indicated by null genome-wide 

correlations between sexes (Table 1) and limited overlap of genome-wide significant signals 

between sexes (Tables S13-14). This discordance was partly due to opposing effects between 

sexes at several individual loci, rather than solely null associations in one sex. For example, of 

the 254 signals for total testosterone in women, 72 were also at least nominally associated 



(P<0.05) with total testosterone in men; however, of these, 33 (46%) showed directionally-

opposing effects between sexes (Table S7). Notably, several variants had genome-wide 

significant but directionally-opposing effects on testosterone in men and women (Table S5), 

including the missense variants: rs56196860 in FKBP4 which encodes a regulator of androgen 

receptor transactivation activity21; and rs28929474 in SERPINA1 which encodes one of a family 

of proteins which are reported to regulate steroidogenesis in testicular Leydig cells22.  

Several other signals showed sex-specific effects (Table S5). Notably, 7 of 9 X-chromosome 

signals for total testosterone in men and women combined altered levels only in men, including 

five variants located in/near genes associated with androgen insensitivity (AR), 

hypogonadotropic hypogonadism (ANOS1), failure of sex steroid 11 beta-hydroxylation 

(HPRT1), disrupted steroidogenesis (STARD8), and hypospadias (DGKK) (Table S5). Notable 

autosomal male-specific testosterone signals were located at key regulators of puberty timing 

(e.g. LIN28B-rs7759938; TACR3-rs528845403 and KISS1-rs201416723) and androgen secretion 

(NR0B2-rs182050989 or biosynthesis (SRD5A2-rs113017476) (Table S5). 

Among many signals with apparent female-specific effects on testosterone were five signals 

in/near to genes encoding enzymes in the cytochrome P450 family with reported roles in 

testosterone hydroxylation (CYP3A7-rs45446698, CYP2D6-rs5751229, CYP2C8/CYP2C9-

rs11572082, CYP11B2-rs6471583 and POR-rs17853284) (Table S5). Other signals with female-

specific effects on testosterone included: reported PCOS susceptibility loci at FSHB 

(rs12294104) and THADA (rs58839393); CYP17A1 (rs11441374) encoding 17,20-lyase, the 

decisive step in androgen synthesis, and its critical cofactor CYB5A-rs17089026/rs79384925); 

and also near genes encoding luteinizing hormone subunit beta (LHB-rs78248023) and 

hormone receptors for glucocorticoids (NR3C1-rs34632394) and prolactin (PRLR-rs112694713) 

(Table S5). 

In contrast to testosterone traits, the genetic architecture of SHBG levels was highly concordant 

between men and women (rg 0.84 [0.81-0.87], P<1x10-100) (Table 1); 315 (88%) of the 359 

genome-wide significant variants in women were also at least nominally associated (P<0.05) 

with SHBG in men (Table S4).   

Genetic overlap between sex hormone traits within sexes. 

Among men, we found partially overlapping genetic determinants between the different sex 

hormone traits. This was reflected by positive genetic correlations between all four sex 

hormone measures (Table 1, rg 0.19-0.73), with the exception of a weak negative correlation 

between SHBG and bioavailable testosterone (rg -0.048 (SE 0.024), P=0.04).  These genetic 

correlations were very similar to the observed phenotypic correlations (Table S15). In contrast 

to men, among women, there was a weak negative genetic correlation between total 

testosterone and SHBG (rg= -0.06 in women; 0.73 in men), a strong negative correlation 

between bioavailable testosterone and SHBG (-0.74 in women; -0.05 in men) and a similar 



positive correlation between total and bioavailable testosterone (0.65 in women; 0.60 in men), 

again closely reflecting the observed phenotypic correlations (Table 1, Table S15).  

Cluster analysis identifies loci with primary SHBG or testosterone effects 

Testosterone levels are dependent on SHBG levels but genetic variants may allow us to 

separate distinct components of variation in sex hormone levels. To identify signals with 

primary effects on individual sex hormone traits, we performed a cluster analysis of all 525 

signals that reached genome-wide significance for one or more sex hormone measure in men, 

identifying 3 clusters (Figure 1, Table S16). The largest cluster (362 signals) was characterised 

by loci with relatively strong positive associations with SHBG; in combination, SNPs in this 

cluster also increased total testosterone, reduced bioavailable testosterone and increased 

estradiol in men (Table S17). Hence, this cluster (termed “male SHBG cluster”, Methods) 

represents a genetic instrument with primary SHBG-increasing effects, and secondary divergent 

effects on total (higher) and bioavailable testosterone (lower) that are consistent with the 

known hormone-regulatory role of SHBG. 

Among men, the second identified cluster (122 loci) was consistently associated with higher 

total and bioavailable testosterone levels in a dose-response manner.  In combination, SNPs in 

this cluster also increased estradiol levels, but had no effect on SHBG (P=0.66) (Table S17). 

Hence, this cluster (termed “male specific testosterone cluster”) represents a genetic 

instrument with primary (total and bioavailable) testosterone-increasing effects, with 

secondary estradiol-increasing effects (consistent with the physiological conversion of 

androgens to estrogens), but independent of SHBG.  

Among men, a third small cluster (14 signals) strongly increased estradiol, but not other sex 

hormone measures (Table S17). The most prominent signal in this cluster (rs781858752) was 

uniquely associated with estradiol in men (P=7.6x10-15) but not with any other sex hormone 

measure in men or women (all P>0.05), and influenced expression of IGHV3-9 and IGHV1-8 in 

the liver (Table S11).  

In addition to separating testosterone from SHBG effects, defining such clusters is an important 

step for downstream analyses to minimise the pleiotropic effects of SNPs that may have much 

stronger effects on other sex hormones. For example, the apparent strong male estradiol 

association (P=1.5x10-35) at the X-chromosome rs111386834 locus, ~200kb from KAL1, is clearly 

secondary to a primary effect of this signal on bioavailable (P=3x10-670) and total testosterone 

(P=1.5x10-372), consistent with the known role of this gene on the hypothalamic-pituitary 

reproductive axis. 

As in men, in women, cluster analysis of all 614 signals for any of the three sex hormone 

measures in women (Figure 2) identified two main clusters, representing genetic instruments 

with i) primary SHBG effects and secondary directionally-opposing effects on total and 

bioavailable testosterone (“female SHBG cluster”, 373 signals) and ii) consistent testosterone 



effects but no aggregate effect on SHBG (“female specific testosterone cluster”, 241 signals) 

(Table S18). Hence, in both men and women, cluster analyses resulted in genetic instruments 

that allowed us to test specific testosterone-increasing effects, independent of SHBG. 

Understanding the impact of sex hormone measures on disease outcomes 

Having identified over 2500 associations between genetic variants and sex hormone measures, 

we designed a set of Mendelian randomization (MR) analyses (Methods) to inform the causal 

effects of sex hormones on two broad categories of disease outcomes – a) Type 2 diabetes 

(T2D), insulin resistance, body composition and related metabolic disease risk factors, and b) 

hormone sensitive cancers. Given the lack of overlap between men and women in sex hormone 

associated variants (Table 1, Tables S13-14), and the possible different metabolic effects of 

these hormones between sexes, we focused analyses on sex-specific disease outcomes.  As 

exposures, we tested total and bioavailable testosterone and SHBG in both men and women, 

and also estradiol in men. For each outcome trait, we identified the largest published sex-

specific GWAS meta-analysis with publicly available data (Table S19). We then performed a 

series of MR analyses using two-sample inverse variance-weighted (IVW), Egger and weighted 

median models (Methods). We additionally modelled different genetic risk scores by i) Steiger 

filtering to exclude variants with larger effects on metabolic traits than the tested sex hormone, 

ii) cluster filtering using variants in the above defined clusters representing primary effects on 

SHBG or testosterone independent of SHBG. To further inform the role of SHBG, we additionally 

tested the 2 cis variants in SHBG as an instrument for SHBG.    

Using these genetic instruments, in men and women separately, we could infer causal positive 

effects of testosterone levels on lean body mass and number of lifetime sexual partners (Tables 

S20-S22, Figure ED4). These findings are consistent with the established positive effects of 

testosterone on these traits in randomised controlled trials6 and therefore support the validity 

of our genetic instrument analyses.  

Mendelian randomization analyses in men 

In men, we found evidence of beneficial effects of higher testosterone on metabolic traits 

(Figure 3, Figure ED4-5, Tables S20 and S23). For T2D and related traits, the evidence of a 

protective effect of testosterone was most consistent when using the cluster-specific genetic 

instrument representing a primary (total and bioavailable) testosterone-increasing effect 

independent of SHBG. Using data from 34,990 men with T2D and 150,760 male controls23, and 

67,506 non diabetic men with fasting glucose levels available24, exposure to higher 

testosterone, independent of SHBG, conferred lower T2D risk and lower fasting glucose: each 1-

SD higher testosterone level (approximately 3.7 nmol/L) was associated with a 15% lower T2D 

risk in men (total testosterone odds ratio (OR): 0.85; 95% CI: 0.77, 0.95; cluster-specific 

testosterone OR: 0.86; 95% CI 0.76,0.98). These metabolically beneficial associations were 

directionally consistent, but did not reach nominal significance (p<0.05), in all sensitivity 

analyses (Tables S20, S24; Figure ED5).  



In contrast to these apparent beneficial metabolic effects, MR analyses indicated that 

testosterone increases prostate cancer risk in men: each 1-SD higher bioavailable testosterone 

level increased prostate cancer risk by 23% (OR: 1.23; 95%CI 1.13-1.33), with consistent findings 

across all testosterone genetic instruments (unfiltered, Steiger-filtered and cluster-filtered) 

(Figure 4, Table S25, Figure ED6). 

We found no compelling evidence for an effect of estradiol in men on any metabolic or body 

composition trait, however, confidence intervals were wide (Tables S20, S23 and S25).  

Mendelian randomization analyses in women.  

Despite evidence for a positive effect of total testosterone on lean body mass in women as well 

as men, testosterone was associated with several adverse metabolic outcomes in women 

(Table S21).  

We found consistent evidence supporting a causal effect of testosterone on higher PCOS risk in 

women. These effects were most consistent with bioavailable testosterone, with positive 

findings across all MR models and all instruments (unfiltered, Steiger-filtered and cluster-

filtered) (Figure ED7-8, Table S21). These effects equated to an odds ratio of 1.51 (95%CI 1.33-

1.72) per 1-SD higher bioavailable testosterone. 

MR analyses also showed a causal effect of bioavailable testosterone on higher T2D risk and 

higher fasting insulin in women (using unfiltered and Steiger-filtered instruments) (Table S21, 

Figures ED4 and ED9). Risk of T2D was increased by 37% (OR: 1.37; 95% CI 1.22, 1.53) per 1-SD 

higher bioavailable testosterone. We also found evidence for protective effects of SHBG on T2D 

across all MR models using Steiger-filtered and cluster-filtered instruments, and apparent 

protective effects of SHBG on fasting insulin levels, and central fat measures, android and 

visceral, but not total body fat, (consistently across unfiltered, Steiger-filtered and cluster-

filtered instruments) (Tables S21 and S26, Figures ED4 and ED9). These effects equated to an 

odds ratio for T2D of 0.65 (95%CI: 0.58-0.72) per 1-SD (approximately 30.3 nmol/L) higher 

SHBG. The lack of association with the testosterone-specific cluster (representing higher 

testosterone independent of SHBG) on T2D or fasting insulin (Table S21), indicates that the 

above associations with bioavailable testosterone and SHBG in women might be driven by 

direct effects of SHBG, however, we did not have a genetic instrument that was specific to 

SHBG.  

We found evidence that testosterone increased the risk of estrogen receptor (ER)+ but not ER- 

breast cancer, with consistent findings across all MR models and instruments (Figure ED6, Table 

S27). Furthermore, testosterone increased the risk of endometrial cancer but reduced the risk 

of ovarian cancer, again with consistent findings across sensitivity models (Figure ED6, Table 

S27). There was also evidence for a protective effect of SHBG on risk of endometrial cancer in 

women, which was consistent across all models, but a risk-increasing effect of SHBG on ER- 

breast cancer.  



cis variants in the SHBG gene provide a confirmatory test of higher circulating SHBG levels, 

independent of potential confounding by adiposity and insulin resistance, but including effects 

of reciprocally lower bioavailable testosterone. Results using two cis variants were generally 

consistent with our main analyses (Table S24), with consistent associations with the low 

frequency missense SHBG variant on PCOS and T2D in women, and directionally-consistent but 

smaller effects of the common non-coding variant.  

 

Discussion 

We identify >2500 genetic variant sex-hormone associations and provide insights into the 

genetic architecture of sex hormone regulation and its relevance to disease. We see limited 

overlap between the genetic variants identified in men and women for all sex hormone traits 

except SHBG, and even overlapping signals often showed divergent effects. Cluster analyses 

across all identified variants distinguished, in each sex, groups of variants with testosterone-

increasing effects either dependent or independent of SHBG. These clusters helped inform 

genetic causal inference analyses by showing primary metabolic effects of testosterone that 

were beneficial in men (lower fasting glucose and lower T2D risk) but harmful in women (higher 

PCOS risk). In contrast, associations that are seen only with bioavailable testosterone and SHBG 

(e.g. T2D in women) could be driven by effects of SHBG, directly or in combination with 

testosterone. 

Testosterone Trials in men, the largest RCTs of testosterone administration to date, found clear 

benefits of testosterone on sexual function and body composition in men, but insufficient data 

on disease outcomes due to sparse numbers of such outcomes even in the largest trials. While 

RCT evidence remains the gold standard, genetic instrumental variable analyses provide a more 

robust evidence base than phenotypic observational study designs, as they are less prone to 

confounding and reverse causality. For example, while adverse effects of testosterone on 

prostate cancer risk might be expected, given the established role of testosterone-reducing 

agents in the treatment of prostate cancer, the evidence from observational studies is 

remarkably diverse: out of 45 papers, 18 reported positive associations between testosterone 

and prostate cancer, 17 reported negative associations and 10 reported no association8. 

Furthermore, in a recent analysis of 20 prospective studies, low bioavailable testosterone 

predicted lower risk of low-grade prostate cancers but higher risk of high-grade cancers9. 

Therefore, our findings advance our understanding of the risks and benefits of this widely used 

therapy in men.  

Our findings that higher testosterone increases the risk of PCOS in women is important in 

demonstrating the aetiological role of testosterone in this common disorder, rather than simply 

being a consequence of upstream defects in ovarian dysfunction and insulin signalling. 

Androgen-blocking agents are widely used to treat symptoms of hyperandrogenism in women 

with PCOS, but evidence is lacking for the role of androgens in the aetiology and prevention of 



this condition25. Similarly, experimental evidence of the effects of testosterone administration 

in women arises from several RCTs, albeit using substantially lower doses than in men and 

often topical routes of administration, which substantiate the positive effects of testosterone 

on the primary outcome, sexual function. However, even in combination, these RCTs include 

insufficient disease events to inform about its potential effects on cardio-metabolic traits and 

cancer risks26.  

Our findings positively link testosterone to number of sexual partners and lean body mass in 

men and women, which provide reassurance about the validity of our approach. However, 

some limitations need to be acknowledged. While we could distinguish a cluster-specific 

genetic instrument for testosterone that was independent of SHBG, the effects of this, and our 

other testosterone instruments, might be mediated at least in part by downstream conversion 

of testosterone to estradiol. This has been hypothesized to explain the observed phenotypic 

associations between testosterone and higher risk of ER-positive breast cancer. However, 

regardless of downstream mechanisms, our findings provide evidence to inform the 

consequences of real-world differences in testosterone on health outcomes. Similarly, while 

our SHBG-related clusters in men and women were not independent of testosterone, and 

therefore cannot inform the debate about SHBG-specific metabolic effects, they reflect the 

actual downstream biological effects of SHBG on (higher) total testosterone and (lower) 

bioavailable testosterone. A second limitation, common to all MR analyses, is that genetic 

instruments represent lifelong exposures to the risk factor, and so may have different effects to 

short-medium term pharmacological interventions even if they achieve the same difference in 

circulating concentrations. A third limitation is that the discovery of genetic variants was 

performed in a single large study that is known to be enriched for healthier and older 

individuals, potentially influencing (likely underestimating) the effect size of associated variants. 

Finally, the MR approach depends on some key assumptions which we attempted to assess 

using a range of sensitivity analyses. Associations across these sensitivity analyses were 

generally directionally consistent, but did not always reach p<0.05. We note that our findings 

do not preclude an additional bi-directional effect of disease status on testosterone or suggest 

that other factors are not important causal determinants of the tested outcomes. 

Our study highlights three important methodological considerations. First, in light of the 

substantial overlap between genetic determinants of testosterone and SHBG within each sex, 

our cluster-based analyses allowed us to identify subsets of variants that alter testosterone 

independent of SHBG. This effectively removes potential direct biological effects of SHBG and 

its confounding effects on adiposity and insulin resistance27. Second, we used Steiger filtering of 

our genetic instruments, to exclude variants with stronger effects on metabolic traits compared 

to their effects on sex hormones. This approach helped reduce the possibility of reverse 

causality, an issue that is increasingly important in large-scale GWAS28. 

Finally, our findings show the importance of sex-specific analyses, both in the discovery of 

genetic variants for sex hormone traits and in the analyses of downstream traits.  The 



apparently sex-divergent effects of testosterone on T2D were obfuscated by sex-combined 

data. Available large-scale sex-specific data on T2D was invaluable for our study - unfortunately 

similar sex-specific data for cardiovascular disease are not yet available, which will be critically 

important to understand the wider cardio-metabolic impact of testosterone. Hence, while the 

findings relating to adverse metabolic effects of testosterone in women may inform clinical 

practice, it is premature to infer wider beneficial metabolic effects in men.  

In conclusion, our findings provide unique insights into the disease impacts of testosterone and 

highlight the importance of sex-specific analyses of disease risk. 
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Tables and Figures 

Table 1. Heritability of and genetic correlations between sex hormone traits included in the 

genome-wide association analyses. 

 



 

 

Figure 1 | Cluster analysis of male identified sex hormone signals. All Z-score effects are aligned 

to the male total testosterone increasing allele. 



Figure 2 | Cluster analysis of female identified sex hormone signals. All Z-score effects are 

aligned to the female bioavailable testosterone increasing allele. 

 



 

Figure 3. Plots showing the odds of T2D and PCOS per unit higher testosterone and SHBG 

using genetic instruments in Mendelian Randomization analyses. 

 

 



 

Figure 4. Plot showing the odds of cancer per unit higher testosterone and SHBG using genetic 

instruments in Mendelian Randomization analyses. 

 

 

BCAC breast = breast cancer; BCAC ER- = Breast cancer, ER negative subtype; BCAC ER+ = Breast 

cancer, ER positive subtype 

 

 

 

 



 

Online Methods 

Phenotype preparation in UK Biobank 

Discovery analyses were performed in the full UK Biobank study which has been described 

extensively elsewhere29. All UK Biobank participants provided written informed consent, the 

study was approved by the National Research Ethics Service Committee North West–Haydock 

and all study procedures were performed in accordance with the World Medical Association 

Declaration of Helsinki ethical principles for medical research. At baseline a panel of 34 

biomarkers were measured across the full ~500,000 study participants. We selected three sex 

hormone traits - SHBG, testosterone and estradiol - and additionally calculated a measure of 

bioavailable testosterone using the Vermeulen equation30,31. Individual trait transformations 

and exclusion criteria are detailed in Supplementary Table S1. 

Genetic discovery analysis 

We used genetic data from the “v3” release of UK Biobank29, containing the full set of HRC and 

1000G imputed variants. In addition to the quality control metrics performed centrally by UK 

Biobank, we defined a subset of “white European” ancestry samples using a K-means clustering 

approach applied to the first four principal components calculated from genome-wide SNP 

genotypes.  Individuals clustered into this group who self-identified by questionnaire as being 

of an ancestry other than white European were excluded. After application of QC criteria, a 

maximum of 425,097 UK Biobank participants were available for analysis with genotype and 

phenotype data. Association testing was performed using a linear mixed models implemented 

in BOLT-LMM32 to account for cryptic population structure and relatedness. Only autosomal 

genetic variants which were common (MAF>1%), passed QC in all 106 batches and were 

present on both genotyping arrays were included in the genetic relationship matrix (GRM). 

Across each of the four sex hormone traits we performed GWAS discovery analyses both within 

and across sexes, with the exception of estradiol where analyses were performed only in men. 

To help improve reproducibility of results, analyses were conducted independently at two sites 

and compared for consistency, with any discrepancies investigated. A decision on which dataset 

to use for each discovery GWAS was made based on strength of association of the previously 

reported SHBG gene locus variants19. 

Genotyping chip, age at baseline and 10 genetically derived principal components were 

included as covariates in all models, in addition to specific covariates used for individual traits 

detailed in Supplementary Table S1. For SHBG we included body mass index as a covariate 

which was previously demonstrated to increase statistical power by reducing trait variance. To 

avoid any effects which may be attributed to collider bias33, we compared BMI adjusted 

estimates to BMI unadjusted estimates across all identified genome-wide significant SHBG 

signals. We discarded from further consideration any loci which changed effect direction 



between models and/or had large changes in effect estimate and statistical significance. For 

downstream analyses, genetic loci from the BMI adjusted analyses were used with 

corresponding effect estimates from the BMI unadjusted analyses. 

Replication was performed using three independent datasets. Firstly, a previously published 

CHARGE consortium meta-analysis of SHBG (age and BMI adjusted) in 21,791 individuals (9,390 

women, 12,401 men)19. Given these data used HapMap 2 imputation, we found proxy HapMap 

2 variants with a minimum r2>0.5 to align (Supplementary Table S28). Secondly, a previously 

published GWAS of 2,913 individuals from the Twins UK resource20 with measured 

dehydroepiandrosterone (DHEAS), total testosterone, follicle stimulating hormone (FSH), 

luteinizing hormone (LH), estradiol, progesterone, prolactin and SHBG and calculated free 

androgen index. Finally, replication of the genetic scores was attempted with measurements of 

total testosterone (5,334 men and 3,804 women) and of SHBG (5,694 men and 5,476 women) 

from the EPIC Norfolk study34. Here, regression models were conducted on ventiles of the 

score, and were controlled for 10 genetic principal components, and additionally menopausal 

status in women (Figure ED2). Given the relatively small sizes of these replication studies, we 

used these data to validate genetic instruments in aggregate rather than as individual loci 

(Supplementary Table S28). 

Signal selection and genetic instrument generation 

We defined statistically independent signals (described as lead or index variants) using 1Mb 

distanced-based clumping across all imputed variants with P<5x10-8, an imputation quality 

score > 0.5 and MAF > 0.1%. Although several studies have suggested other p-value thresholds 

for genome-wide significance more stringent (e.g P<6x10-9) than the currently accepted 

community standard (P<5x10-8), as our primary focus of this paper was the production of 

genetic risk scores (rather than focus on individual genetic variants), we felt the more liberal 

threshold was acceptable to help maximise variance explained. We note that multiple trait 

correction would likely be over-conservative given the correlation structure between traits. 

Genome-wide significant lead variants that shared any correlation with each other due to long 

range linkage disequilibrium (r2>0.05) were excluded from further consideration. These loci 

were additionally augmented using approximate conditional analyses implemented in GCTA35. 

Here, secondary signals were only considered if they were a) uncorrelated (r2<0.05) with a 

previously identified index variant b) genome-wide significant pre and post conditional analysis, 

c) had an effect estimate which did not change by more than 10% between models. 

For downstream analyses we produced genetic instruments using two approaches. Firstly, we 

considered only SNPs that were genome-wide significant (and defined using clumping method 

above) for a given trait and sex to derive 7 genetic instruments: 



1) “SHBG-Men” (N=357) - Individually genome-wide significant SNPs for SHBG in men, 

discovered using BMI adjusted analysis but using weights from a BMI unadjusted 

analysis 

2) “SHBG-Women” (N=359) - As above, but in women. 

3) “Total T-Men” (N=231) - Individually genome-wide significant SNPs for total 

testosterone in men, weighted by individual SNP beta estimate for total testosterone 

4) “Total T-Women” (N=254) - As above, but in women. 

5) “Bioavailable T - Men” (N=125) - Individually genome-wide significant SNPs for 

bioavailable testosterone in men, weighted by individual SNP beta estimate for 

bioavailable testosterone 

6) “Bioavailable T - Women” (N=180) - As above, but in women 

7) “Estradiol-Men” (N=22) - Individually genome-wide significant SNPs for estradiol in men, 

weighted by individual SNP beta estimates for estradiol 

Secondly, given the genetic overlap between traits, we observed that some signals were shared 

between sex hormone traits but appeared to have much stronger effects in one versus others. 

To help derive additional genetic risk scores that reflected this, we took all genome-wide 

significant signals within each sex but across traits, and performed ward-based hierachical 

clustering36 on individual variant Z-scores. We used the observed clusters from these analyses 

to produce give additional genetic instruments (Supplementary Table S16): 

8) A “Male SHBG cluster” (N=362), formed from SNPs with dominant effects on SHBG in 

men. Each SNP in this genetic instrument is weighted by its effect from the BMI 

unadjusted SHBG analysis. 

9) A “Male testosterone cluster” (N=122), formed from SNPs with dominant effects on 

both total and bioavailable testosterone in men. Each SNP in this genetic instrument is 

weighted by its effect on total testosterone. 

10) A “Male estradiol cluster” (N=14), formed from SNPs with dominant effects on estradiol 

in men. 

11) A “Female SHBG cluster” (N=373), formed from SNPs with dominant effects on SHBG in 

women. Each SNP in this genetic instrument is weighted by its effect from the BMI 

unadjusted SHBG analysis. 

12) A “Female testosterone cluster” (N=241), formed from SNPs with dominant effects on 

both total and bioavailable testosterone in women. Each SNP in this genetic instrument 

is weighted by its effect on total testosterone. 

Gene prioritization 

We used the SMR software package37 to systematically map associated genetic variants to 

genes via expression effects (eQTLs). For all analyses we included expression data from liver, in 

addition to skeletal muscle in men and adrenal gland in women. All expression data was 

generated by the GTEx consortium (v7), made available from the SMR website resource section 

(https://cnsgenomics.com/software/smr/#DataResource). Only genes passing multiple test 

https://cnsgenomics.com/software/smr/#DataResource


correction and exhibiting no statistically significant evidence of coincidental eQTL overlap 

(assessed by the SMR HEIDI metric) were considered. The same data was additionally used to 

perform global tissue enrichment using LDSC-SEG38. 

Mendelian randomization analyses 

For outcome traits, we limited analyses to traits that i) were previously reported as associated 

with circulating sex hormone levels, ii) have sex specific associations with sex hormones, and iii) 

where sex-specific GWAS data was available in large non-UK Biobank studies (see 

Supplementary Table S19). Given the potential for bias in MR studies when a large proportion 

of genetic variants are discovered in the same sample as the outcome is measured, we used 

non UK Biobank GWAS data as the primary outcome data. This resulted in us considering as an 

outcome six diseases: type 2 diabetes, PCOS, prostate cancer, breast cancer, ovarian cancer and 

endometrial cancer; two glycaemic traits: fasting insulin as a measure of insulin resistance and 

fasting glucose; and four main measures of body composition: BMI, waist hip ratio adjusted for 

BMI, and, using DEXA measures, total body fat and total lean mass. Where we observed 

positive associations for total fat or lean mass, we tested 6 more specific measures of body 

composition; android fat, gynoid fat, android lean mass, gynoid lean mass, subcutaneous and 

visceral fat from DEXA data.  

Each of the 12 genetic instruments described above was used as an exposure instrumental 

variable in our subsequent Mendelian Randomization analyses. Where a signal was not present 

in the outcome GWAS, we identified a 1000 Genomes or HapMap proxy with r2>0.5 within 

250kb either side of the signal and their relevant weight was included in our genetic instrument 

(Supplementary Table S28).  

In each MR test we assessed a number of widely used methods -  inverse variance weighted 

(IVW), weighted median, and MR-Egger39,40.  Mendelian randomisation relies on some key 

assumptions. These assumptions include 1) that alleles are randomly assigned among people; 

and 2) that alleles that influence exposure do not influence the outcome via any other pathway 

other than through the exposure. The use of the most robust models available (linear mixed 

models), as implemented in BOLT-LMM, to ensure alleles are not stratified within the UK 

Biobank provides reassurances that the first assumption holds. To address the second 

assumption, we performed several additional analyses. We used two additional MR methods 

(MR-Egger and Median MR) both of which are more robust to pleiotropy – directionally 

consistent results strengthened our causal inference. We used the MR-Egger intercept, with a p 

value of p<0.05, to provide evidence that pleiotropy could be affecting the MR results. 

Furthermore, we implemented an approach known as “Steiger filtering”. In this test, we 

excluded variants with larger effects on outcome traits or traits known to be closely associated 

to outcome traits compared to their effects on the sex hormone exposure trait41. Given the 

strong association between SHBG and adiposity and insulin resistance, and the large discovery 

sample size, it was possible that many variants could be associated with sex hormone levels via 

an outcome trait, rather than having direct effects on sex hormones, so invalidating the MR 



assumptions. We excluded between 2 and 40 % of variants (depending on the sex hormone) 

trait if they had larger effects (based on an absolute standardized beta) on any one of 11 

metabolic traits available in the UK Biobank (fasting glucose, T2D, coronary artery disease, HDL-

C, LDL-C, triglycerides, total-cholesterol, diastolic and systolic blood pressure, BMI and Waist 

hip ratio adjusted for BMI). A full table of which variants were excluded and why is given in 

Supplementary Table S29). 

Secondly, we considered only cis variants at the SHBG gene locus (Supplementary Table S24). 

Here we used two variants in low linkage disequilibrium as more specific but less powerful 

genetic instruments. Variants in cis with a gene likely represent the most specific test of the 

causal role of a circulating protein encoded by that gene. One of these variants (rs1799941) is 

common and has been used in several previous MR studies of SHBG16,19, whilst the other 

(rs6258) is rare (~1% MAF) and alters SHBG’s binding affinity for testosterone. 
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Extended Data Fig. 1: Replication of identified SHBG signals in CHARGE meta-analysis. 

a)  Effect size comparison performed against published estimates from the CHARGE male SHBG 

meta-analysis (N=12,401). b)  Effect size comparison performed against published estimates from 

the CHARGE female SHBG meta-analysis (N=9,390). The SHBG cis locus (which had a concordant 

effect direction) has been excluded to maintain an appropriate scale. 
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Extended Data Fig. 2. Relationship between measured sex hormone levels in the EPIC-Norfolk 

study and polygenic score for increased sex hormone level. 

a)  Total testosterone levels in the EPIC-Norfolk study by polygenic score for increased total 

testosterone. b)  SHBG levels in the EPIC-Norfolk study by polygenic score for increased SHBG. Bars 

around the point estimate effect denote the standard error. Effect on hormone is given in standard 

deviations (SDs). SHBG=sex hormone binding globulin. 
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Extended Data Fig. 3: LD score regression analysis of enrichment of sex hormone signals in 53 GTEx tissues and cell types. 

a)  Analysis in men. b)  Analysis in women. 
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Extended Data Fig. 4: Results of inverse-variance weighted Mendelian randomization analysis of sex hormone genetic instruments on metabolic traits 

and body composition outcomes.  

Dot plots representing the change in the following metabolic outcomes and body composition traits in males and females per unit higher sex hormone: a)  

Total lean mass. b)  Total fat mass. c)  BMI. d)  Waist-hip ratio adjusted for BMI. e)  Fasting insulin. f)  Fasting glucose. g)  Type 2 diabetes. Bars indicate 95% 

confidence interval around point estimate. BMI=body mass index; SHBG=sex hormone binding globulin; T=testosterone; T Specific=testosterone cluster; 

WHR=waist-hip ratio. 
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Extended Data Fig. 5. Results of Mendelian randomization analysis in men of genetic instruments for testosterone and SHBG on the outcome of Type 2 

diabetes. 

Plots show effect on ln(odds) of Type 2 diabetes (y axes) in men of the following sex hormone genetic instruments (x axes; effect size in units). a)  Total 

testosterone. b) Steiger filtered total testosterone. c)  Bioavailable testosterone. d)  Steiger filtered bioavailable testosterone. e)  Testosterone specific 

cluster. f)  Steiger filtered testosterone specific cluster. g)  SHBG. h)  Steiger filtered SHBG. i)  SHBG specific cluster. j)  Steiger filtered SHBG specific cluster. 

Lines indicate the effect size estimates from two-sample Mendelian randomization analyses: Egger pink, IVW blue, median IV red. Bars indicate 95% 

confidence intervals around the point estimates. SHBG=sex hormone binding globulin. 
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Extended Data Fig. 6. Results of inverse-variance weighted Mendelian randomization analysis of 

sex hormone genetic instruments on cancer outcomes.  

Dot plots representing the change in the odds of the following cancers per unit higher sex hormone 

in males or females, as appropriate. a)  Prostate cancer in males. b)  Breast cancer (all types) and 

estrogen receptor positive (ER+) and negative (ER-) subtypes in females. c)  Endometrial cancer in 

females. d)  Ovarian cancer in females. Bars indicate 95% confidence interval around point 

estimates. SHBG=sex hormone binding globulin; T=testosterone; T Specific=testosterone cluster. 
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Extended Data Fig. 7. Results of inverse-variance weighted Mendelian randomization analysis in 

females of sex hormone genetic instruments on PCOS.  

Dot plot represents the odds of PCOS per unit higher sex hormone. PCOS=polycystic ovary 

syndrome; SHBG=sex hormone binding globulin; T=testosterone; T Specific=testosterone cluster 

 

 



Extended Data Fig. 8. Results of Mendelian randomization analysis in women of genetic instruments for testosterone and SHBG on the outcome of 

PCOS. 

Plots show effect on ln(odds) of PCOS (y axes) of the following sex hormone genetic instruments in women (x axes; effect size in units). a)  Total 

testosterone. b) Steiger filtered total testosterone. c)  Bioavailable testosterone. d)  Steiger filtered bioavailable testosterone. e)  Testosterone specific 

cluster. f)  Steiger filtered testosterone specific cluster. g)  SHBG. h)  Steiger filtered SHBG. i)  SHBG specific cluster. j)  Steiger filtered SHBG specific cluster. 

Lines indicate the effect size estimates from two-sample Mendelian randomization analyses: Egger pink, IVW blue, median IV red. Bars indicate 95% 

confidence intervals around the point estimates. PCOS=polycystic ovary syndrome; SHBG=sex hormone binding globulin. 
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Extended Data Fig. 9. Results of Mendelian randomization analysis in women of genetic instruments for testosterone and SHBG on the outcome of Type 

2 diabetes. 

Plots show effect on ln(odds) of Type 2 diabetes in women (y axes) of the following sex hormone genetic instruments in women (x axes; effect size in units). 

a)  Total testosterone. b)  Steiger filtered total testosterone. c)  Bioavailable testosterone. d)  Steiger filtered bioavailable testosterone. e)  Testosterone 

specific cluster. f)  Steiger filtered testosterone specific cluster. g)  SHBG. h)  Steiger filtered SHBG. i)  SHBG specific cluster. j)  Steiger filtered SHBG specific 

cluster. Lines indicate the effect size estimates from two-sample Mendelian randomization analyses: Egger pink, IVW blue, median IV red. Bars indicate 95% 

confidence intervals around the point estimates. SHBG=sex hormone binding globulin. 
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Supplementary Table S1: Description of sex hormone phenotypes included in the genome‐wide analyses.

Phenotype Sex Description of phenotype Usage Units (of measured or 

calculated sex hormone 

measure)

Details of UK Biobank assay Inclusions/exclusions Transformation Covariates N Team conducting GWAS

Total testosterone in men Males Testosterone (UK Biobank variable 

30850).

Signal identification nmol/L From blood sample collected at initial visit. Measured 

in nmol/L by one step competitive analysis on a 

Beckman Coulter Unicel Dxl 800. 

Non‐missing values only so excluded 

participants with testosterone below 

lower limit of detection. Included white 

Europeans only.

Inverse normal 

transformation of 

rank

Fasting time, age, centre, chip/release of 

genetic data

194,453 Exeter

Bioavailable testosterone  

in men

Males Bioavailable testosterone, calculated 

from testosterone (UK Biobank 

variable 30850), accounting for 

concentration of SHBG (UK Biobank 

variable 30830) and albumin (UK 

Biobank variable 30600) using 

Vermeulen equation

Signal identification nmol/L From blood sample collected at initial visit. 

Testosterone measured in nmol/L by one step 

competitive analysis on a Beckman Coulter Unicel Dxl 

800. SHBG  measured in nmol/L by two step sandwich 

immunoassay analysis on a Beckman Coulter Unicel 

Dxl 800.  Albumin measured in g/L by BCG analysis on 

a Beckman Coulter AU5800. 

Non‐missing values only so excluded 

participants with testosterone below 

lower limit of detection. Included white 

Europeans only.

Inverse normal 

transformation of 

rank

Fasting time, age, centre, chip/release of 

genetic data

178,782 Exeter

SHBG in men Males SHBG (UK Biobank variable 30830).  Effect sizes used in 

Mendelian randomization 

analysis.

nmol/L From blood sample collected at initial visit. Measured 

by two step sandwich immunoassay analysis on a 

Beckman Coulter Unicel Dxl 800

Men who self‐reported taking hormone 

based medication (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Natural log Age, dilution, batch, mins since blood 

draw, time of blood draw, menopause, 

operation status. Includes individuals at 

lower limit.

180,726 Cambridge

SHBG adjusted for BMI in 

men

Males SHBG (UK Biobank variable 30830). 

Adjusted for BMI.

Signal identification nmol/L From blood sample collected at initial visit. Measured 

by two step sandwich immunoassay analysis on a 

Beckman Coulter Unicel Dxl 800

Men who self‐reported taking hormone 

based medication (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Natural log Age, BMI, batch, dilution 180,094 Cambridge

Estradiol in men Males Binary phenotype based on an 

indication of measurable estradiol (UK 

Biobank variable 30800) compared 

with those indicated as below lower 

limit (UK Biobank variable 30806=4 or 

2).

Signal identification Binary From blood sample collected at initial visit. Measured 

by two step competitive analysis on a Beckman 

Coulter Unicel Dxl 800.

Men who self‐reported taking hormone 

based medication (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

NA Dichotomous ‐ men at lower limit vs 

others. Age covariate

206,927 Cambridge

Total testosterone in 

women

Females Testosterone (UK Biobank variable 

30850) including people where 

testosterone was not reportable as 

below lower limit (UK Biobank 

variable 30856=4).

Signal identification nmol/L From blood sample collected at initial visit. Measured 

in nmol/L by one step competitive analysis on a 

Beckman Coulter Unicel Dxl 800. 

Participants with missing values that 

were not reportable at assay as too low 

were set to 0.3, a value below the lower 

limit of detection. Included white 

Europeans only.

Inverse normal 

transformation of 

rank

Fasting time, age, centre, chip/release of 

genetic data

230,454   Exeter

Bioavailable testosterone  

in women

Females Bioavailable testosterone, calculated 

from testosterone (UK Biobank 

variable 30850), accounting for 

concentration of SHBG (UK Biobank 

variable 30830) and albumin (UK 

Biobank variable 30600) using 

Vermeulen equation

Signal identification nmol/L From blood sample collected at initial visit. 

Testosterone measured in nmol/L by one step 

competitive analysis on a Beckman Coulter Unicel Dxl 

800. SHBG  measured in nmol/L by two step sandwich 

immunoassay analysis on a Beckman Coulter Unicel 

Dxl 800.  Albumin measured in g/L by BCG analysis on 

a Beckman Coulter AU5800. Further details: 

http://biobank.ndph.ox.ac.uk/showcase/

Women who self‐reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Natural log Age, dilution, batch, mins since blood 

draw, time of blood draw, menopause, 

operation status. Includes individuals at 

lower limit.

188,507 Cambridge

SHBG in women Females SHBG (UK Biobank variable 30830).  Effect sizes used in 

Mendelian randomization 

analysis.

nmol/L From blood sample collected at initial visit. Measured 

by two step competitive analysis on a Beckman 

Coulter Unicel Dxl 800.

Women who self‐reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Inverse normal 

transformation of 

rank

Age, dilution, batch, mins since blood 

draw, time of blood draw, menopause, 

operation status. Includes individuals at 

lower limit.

189,473 Cambridge

SHBG adjusted for BMI in 

women

Females SHBG (UK Biobank variable 30830). 

Adjusted for BMI.

Signal identification nmol/L From blood sample collected at initial visit. Measured 

by two step competitive analysis on a Beckman 

Coulter Unicel Dxl 800.

Women who self reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK biobank fields 

30850 and 20003). Included white 

Europeans only.

Natural log Age, BMI, batch, dilution, menopause 

status, operation status, BMI.

188,908 Cambridge

Total testosterone in men 

and women combined

Males and 

females

Testosterone (UK Biobank variable 

30850) including people where 

testosterone was not reportable as 

below lower limit (UK Biobank 

variable 30856=4).

Signal identification nmol/L From blood sample collected at initial visit. Measured 

in nmol/L by one step competitive analysis on a 

Beckman Coulter Unicel Dxl 800. 

Participants with missing values that 

were not reportable at assay as too low 

were set to 0.3, a value below the lower 

limit of detection. Included white 

Europeans only.

Inverse normal 

transformation of 

rank

Fasting time, age, centre, chip/release of 

genetic data

425,097 Exeter

Bioavailable testosterone  

in men and women 

combined

Males and 

females

Bioavailable testosterone, calculated 

from testosterone (UK Biobank 

variable 30850), accounting for 

concentration of SHBG (UK Biobank 

variable 30830) and albumin (UK 

Biobank variable 30600) using 

Vermeulen equation

Signal identification nmol/L From blood sample collected at initial visit. 

Testosterone measured in nmol/L by one step 

competitive analysis on a Beckman Coulter Unicel Dxl 

800. SHBG  measured in nmol/L by two step sandwich 

immunoassay analysis on a Beckman Coulter Unicel 

Dxl 800.  Albumin measured in g/L by BCG analysis on 

a Beckman Coulter AU5800. 

Women or men who self‐reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Sex‐specific inverse 

normal 

transformation of 

rank

Age, dilution, batch, mins since blood 

draw, time of blood draw, menopause, 

operation status, exclude HRT and other 

drugs. Includes individuals at lower limit.

382,988 Cambridge

SHBG in men and women 

combined

Males and 

females

SHBG (UK Biobank variable 30830).  Signal identification nmol/L From blood sample collected at initial visit. Measured 

by two step competitive analysis on a Beckman 

Coulter Unicel Dxl 800.

Women or men who self‐reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Natural log Men: Age, dilution, batch, mins since 

blood draw, time of blood draw.  Women: 

Age, dilution, batch, mins since blood 

draw, time of blood draw  menopause, 

operation status. Includes individuals at 

lower limit.

370,125 Cambridge

SHBG adjusted for BMI in 

men and women 

combined

Males and 

females

SHBG (UK Biobank variable 30830). 

Adjusted for BMI.

Signal identification nmol/L From blood sample collected at initial visit. Measured 

by two step competitive analysis on a Beckman 

Coulter Unicel Dxl 800.

Women or men who self‐reported taking 

hormone based medication including 

HRT and oral contraception at the time 

of the initial visit (UK Biobank variables 

30850 and 20003). Included white 

Europeans only.

Residualised 

natural log 

calculated 

separately in men 

and women

Men: Age, batch, BMI, dilution. Women: 

Age, BMI, batch, dilution, menopause 

status, operation status, BMI.

368,929 Cambridge

BMI = body mass index

SHBG = sex hormone binding globulin



Supplementary Table S10: GWAS significant results for bioavailable testosterone in women.

Effects in other GWAS

Bioavailable testosterone women BMI women SHBG not adjusted for BMI in womTotal testosterone women SHBG not adjusted for BMI in men Total testosterone men Bioavailable testosterone men Estradiol men Gene annotation

SNP CHR BP Effect_AlleOther_AlleEffect_FreqINFO Effect SE P_BOLT_LMMatched_BSE P_BOLT_LMMMatched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMNS_Gene Liver_eQTLLiver_eQTLMuscle/AdMuscle/AdGenes Gene_CounNearest_Gene

rs1989147 1 7,909,373 C T 0.807 0.980 0.024 0.003 7.0E‐14 0.063 0.018 3.7E‐04 ‐0.007 0.002 1.5E‐04 0.023 0.004 7.9E‐11 ‐0.001 0.002 4.3E‐01 ‐0.012 0.004 3.3E‐03 ‐0.011 0.004 2.1E‐03 0.000 0.001 7.7E‐01 PER3 0 ‐ 0 ‐ CAMTA1 (‐7 UTS2

rs1141653 1 27,021,913 C G 0.024 0.985 0.093 0.008 3.8E‐28 ‐0.087 0.046 5.8E‐02 ‐0.070 0.005 1.4E‐52 0.028 0.009 3.5E‐03 ‐0.087 0.004 3.5E‐111 ‐0.148 0.010 6.7E‐51 0.006 0.010 4.8E‐01 ‐0.005 0.003 9.7E‐02 ‐ 0 ‐ 0 ‐ LIN28A (‐2 17 LOC101928728 (‐1kb)

rs1213547 1 39,539,043 G A 0.331 0.980 0.015 0.003 8.8E‐09 0.046 0.015 1.2E‐03 ‐0.009 0.002 1.1E‐09 0.007 0.003 2.1E‐02 ‐0.005 0.001 1.1E‐04 ‐0.013 0.003 9.1E‐05 ‐0.003 0.003 4.4E‐01 0.000 0.001 6.4E‐01 ‐ 0 ‐ 0 ‐ RRAGC (‐219 MACF1 (+11kb)

rs5291438 1 51,087,836 C CA 0.644 0.954 0.019 0.003 1.3E‐12 0.048 0.015 9.3E‐04 ‐0.008 0.002 3.5E‐07 0.018 0.003 4.6E‐11 ‐0.007 0.001 1.2E‐07 ‐0.012 0.003 9.5E‐05 ‐0.001 0.003 8.1E‐01 0.001 0.001 5.8E‐01 ‐ 0 ‐ 0 ‐ DMRTA2 (‐2 FAF1

rs2391139 1 92,727,610 T G 0.202 0.996 0.025 0.003 2.6E‐15 0.072 0.017 1.0E‐05 ‐0.011 0.002 1.0E‐10 0.020 0.003 4.4E‐09 ‐0.012 0.002 6.8E‐15 ‐0.028 0.004 2.7E‐14 ‐0.012 0.004 9.9E‐04 ‐0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ BRDT (‐24810 GLMN

rs7418101 1 93,756,192 G A 0.622 0.999 0.016 0.003 4.1E‐10 0.012 0.014 3.8E‐01 ‐0.007 0.001 7.3E‐08 0.011 0.003 1.3E‐04 ‐0.006 0.001 9.2E‐09 ‐0.015 0.003 1.3E‐06 ‐0.006 0.003 4.4E‐02 ‐0.002 0.001 3.9E‐02 TMED5 0 ‐ 0 ‐ MTF2 (‐1527 CCDC18 (‐12kb)

rs6684361 1 101,737,743 C T 0.307 0.987 0.040 0.003 5.4E‐48 ‐0.002 0.015 9.5E‐01 ‐0.004 0.002 2.2E‐02 0.076 0.003 7.4E‐141 0.000 0.001 6.3E‐01 ‐0.002 0.003 6.2E‐01 ‐0.004 0.003 1.4E‐01 0.001 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ SLC30A7 (‐ 6 S1PR1 (‐31kb)

rs1405845 1 110,232,983 G A 0.730 1.000 0.021 0.003 2.4E‐13 ‐0.009 0.015 5.8E‐01 ‐0.015 0.002 9.0E‐21 0.005 0.003 7.2E‐02 ‐0.012 0.001 9.1E‐19 ‐0.012 0.003 1.1E‐03 0.012 0.003 3.4E‐04 ‐0.002 0.001 5.3E‐02 GSTM1 0 ‐ 0 ‐ SORT1 (‐2919 GSTM1

rs2282248 1 111,736,594 T C 0.328 0.991 0.015 0.003 1.3E‐08 ‐0.009 0.015 4.9E‐01 ‐0.004 0.002 2.5E‐02 0.013 0.003 5.2E‐06 0.000 0.001 9.4E‐01 0.002 0.003 7.6E‐01 0.004 0.003 3.3E‐01 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ CD53 (‐29415 DENND2D

rs351370 1 113,054,659 T C 0.587 1.000 0.016 0.003 1.5E‐10 0.021 0.014 1.5E‐01 ‐0.002 0.001 8.7E‐02 0.027 0.003 2.5E‐21 ‐0.001 0.001 2.7E‐01 ‐0.002 0.003 5.1E‐01 ‐0.001 0.003 1.0E+00 ‐0.001 0.001 4.8E‐01 ‐ 0 ‐ 0 ‐ CTTNBP2N9 WNT2B

1:1545800 1 154,580,015 TC T 0.524 0.999 0.015 0.003 1.8E‐08 0.002 0.014 8.9E‐01 ‐0.014 0.001 2.5E‐22 0.001 0.003 8.4E‐01 ‐0.010 0.001 3.1E‐19 ‐0.017 0.003 1.3E‐08 ‐0.001 0.003 7.7E‐01 0.002 0.001 4.8E‐02 ‐ 0 ‐ 0 ‐ AQP10 (‐2810 ADAR

rs1256449 1 168,234,645 A G 0.703 0.996 0.015 0.003 5.0E‐09 0.013 0.015 4.1E‐01 ‐0.004 0.002 6.3E‐03 0.020 0.003 3.8E‐11 ‐0.004 0.001 2.1E‐03 ‐0.013 0.003 2.8E‐05 ‐0.010 0.003 1.5E‐03 0.000 0.001 7.9E‐01 ‐ 0 ‐ 0 ‐ DCAF6 (‐1911 TBX19 (+16kb)

rs2266782 1 171,076,966 A G 0.417 1.000 0.016 0.003 2.6E‐11 0.033 0.014 1.1E‐02 ‐0.008 0.001 3.0E‐09 0.005 0.003 5.9E‐02 ‐0.008 0.001 4.1E‐10 ‐0.010 0.003 7.6E‐04 0.002 0.003 5.0E‐01 0.001 0.001 2.9E‐01 FMO3 0 ‐ 0 ‐ MROH9 (‐49 FMO3

rs2152318 1 179,293,511 T C 0.245 0.999 0.032 0.003 1.8E‐27 0.010 0.016 4.7E‐01 ‐0.001 0.002 7.0E‐01 0.055 0.003 4.3E‐62 0.003 0.001 3.8E‐02 0.000 0.004 9.9E‐01 ‐0.007 0.004 2.7E‐02 ‐0.002 0.001 8.0E‐02 ‐ 0 ‐ 1 SOAT1 (+2 FAM20B (‐ 7 SOAT1

rs5490358 1 218,548,749 C CT 0.709 0.927 0.016 0.003 4.0E‐09 0.008 0.016 7.0E‐01 ‐0.002 0.002 1.6E‐01 0.028 0.003 1.8E‐20 0.000 0.001 8.8E‐01 0.004 0.003 1.6E‐01 0.006 0.003 1.6E‐01 0.000 0.001 1.0E+00 ‐ 0 ‐ 0 ‐ RRP15 (‐374 TGFB2

rs3426979 2 12,555,164 C T 0.053 0.997 0.033 0.006 2.2E‐10 0.008 0.031 7.2E‐01 0.000 0.003 7.8E‐01 0.064 0.006 2.3E‐25 0.002 0.003 6.1E‐01 0.000 0.007 8.5E‐01 ‐0.006 0.007 3.3E‐01 ‐0.002 0.002 3.3E‐01 ‐ 0 ‐ 0 ‐ [MIR3681H2 MIR3681HG

2:2042184 2 20,421,849 A AACAC 0.360 0.982 0.022 0.003 1.7E‐18 0.013 0.014 4.1E‐01 ‐0.005 0.001 1.1E‐04 0.026 0.003 3.6E‐21 ‐0.002 0.001 1.4E‐01 ‐0.007 0.003 1.4E‐02 ‐0.006 0.003 6.0E‐02 0.001 0.001 4.7E‐01 ‐ 0 ‐ 2 SDC1 (‐9kbWDR35 (‐27 SDC1

rs6214458 2 25,004,937 T C 0.728 0.998 0.019 0.003 1.6E‐10 0.112 0.015 3.8E‐13 ‐0.004 0.002 1.6E‐02 0.021 0.003 1.1E‐10 0.000 0.001 5.3E‐01 0.000 0.003 7.6E‐01 0.001 0.003 7.6E‐01 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ NCOA1 (‐1 7 PTRHD1 (+8kb)

rs2374456 2 43,271,621 G C 0.584 0.987 0.016 0.003 7.4E‐10 0.035 0.014 1.2E‐02 ‐0.002 0.001 1.8E‐01 0.024 0.003 9.3E‐17 0.001 0.001 4.3E‐01 0.001 0.003 6.3E‐01 0.000 0.003 9.0E‐01 0.000 0.001 9.5E‐01 ‐ 0 ‐ 0 ‐ MTA3 (‐28 7 LINC01819 (‐5kb)

rs1303065 2 43,508,205 G A 0.449 0.995 0.017 0.003 7.0E‐12 ‐0.005 0.014 7.6E‐01 0.000 0.001 9.6E‐01 0.027 0.003 1.4E‐22 0.003 0.001 7.3E‐03 0.001 0.003 9.2E‐01 ‐0.004 0.003 3.4E‐02 ‐0.001 0.001 4.8E‐01 ‐ 0 ‐ 0 ‐ LINC018194 THADA

rs1302000 2 48,976,886 C A 0.327 0.985 0.017 0.003 4.4E‐10 0.040 0.015 4.3E‐03 ‐0.006 0.002 9.7E‐05 0.012 0.003 3.4E‐05 ‐0.002 0.001 1.4E‐01 0.000 0.003 8.5E‐01 0.003 0.003 2.4E‐01 0.000 0.001 6.8E‐01 ‐ 0 ‐ 0 ‐ PPP1R21 (‐6 STON1‐GTF2A1L,LHCGR

rs9636441 2 62,437,709 C T 0.290 0.990 0.017 0.003 6.7E‐10 0.038 0.015 8.0E‐03 ‐0.005 0.002 3.7E‐03 0.020 0.003 1.3E‐10 ‐0.001 0.001 5.3E‐01 0.002 0.003 4.9E‐01 0.004 0.003 2.3E‐01 ‐0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ COMMD1  4 B3GNT2

rs1343025 2 62,535,082 G T 0.534 0.995 0.016 0.003 1.9E‐10 0.006 0.014 7.1E‐01 ‐0.003 0.001 2.0E‐02 0.019 0.003 1.4E‐11 0.001 0.001 6.8E‐01 0.004 0.003 3.7E‐01 0.003 0.003 4.9E‐01 0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ COMMD1  4 B3GNT2 (‐83kb)

rs3832126 2 64,906,752 CT C 0.726 0.952 0.032 0.003 3.5E‐29 0.048 0.016 2.1E‐03 ‐0.027 0.002 4.1E‐65 0.007 0.003 1.2E‐02 ‐0.015 0.001 9.7E‐32 ‐0.024 0.003 4.9E‐13 0.001 0.003 6.9E‐01 0.000 0.001 9.5E‐01 ‐ 0 ‐ 0 ‐ LGALSL (‐2 8 SERTAD2 (‐26kb)

rs1132479 2 103,338,672 T C 0.993 0.968 0.082 0.015 4.6E‐09 0.098 0.083 2.0E‐01 ‐0.016 0.009 3.1E‐02 0.140 0.017 6.6E‐17 0.003 0.007 7.9E‐01 0.011 0.019 4.8E‐01 ‐0.005 0.019 8.5E‐01 0.001 0.005 8.6E‐01 MFSD9 0 ‐ 0 ‐ IL18RAP (‐28 MFSD9

rs590097 2 111,934,107 G T 0.646 0.992 0.034 0.003 4.9E‐38 0.024 0.014 9.2E‐02 ‐0.003 0.001 7.2E‐02 0.061 0.003 1.6E‐100 ‐0.004 0.001 1.1E‐03 ‐0.007 0.003 3.7E‐02 0.001 0.003 5.9E‐01 0.001 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ ACOXL (‐585 BCL2L11 (‐8kb)

rs1168336 2 112,380,559 G C 0.807 0.990 0.022 0.003 2.1E‐12 ‐0.006 0.017 7.0E‐01 ‐0.006 0.002 1.2E‐03 0.030 0.004 2.7E‐17 ‐0.006 0.002 2.0E‐05 ‐0.008 0.004 2.2E‐02 0.002 0.004 6.9E‐01 0.000 0.001 7.1E‐01 ‐ 0 ‐ 0 ‐ MIR4435‐24 MIR4435‐2HG (‐128kb)

rs3713470 2 178,226,530 T TAA 0.395 0.944 0.014 0.003 8.1E‐10 0.014 0.014 2.9E‐01 ‐0.004 0.001 1.5E‐03 0.024 0.003 1.1E‐16 ‐0.001 0.001 2.8E‐01 ‐0.003 0.003 3.0E‐01 0.000 0.003 9.6E‐01 0.002 0.001 4.1E‐02 ‐ 0 ‐ 0 ‐ HNRNPA3  10 LOC100130691

rs7805819 2 219,699,999 A G 0.051 0.779 0.041 0.006 2.0E‐10 ‐0.063 0.035 6.8E‐02 ‐0.023 0.004 2.8E‐11 0.035 0.007 9.7E‐07 ‐0.015 0.003 1.2E‐06 ‐0.020 0.008 6.5E‐03 0.009 0.008 2.3E‐01 ‐0.006 0.002 4.5E‐03 ‐ 0 ‐ 0 ‐ USP37 (‐2624 PRKAG3 (‐3kb)

rs1515098 2 227,073,854 T C 0.680 0.999 0.015 0.003 9.0E‐09 ‐0.013 0.015 3.4E‐01 ‐0.015 0.002 3.7E‐22 ‐0.005 0.003 1.2E‐01 ‐0.012 0.001 5.2E‐22 ‐0.011 0.003 1.3E‐03 0.015 0.003 2.6E‐06 ‐0.002 0.001 6.8E‐02 ‐ 0 ‐ 0 ‐ LOC6467361 LOC646736 (‐29kb)

rs3732218 2 234,627,304 G A 0.918 0.997 0.025 0.005 3.1E‐08 0.029 0.025 2.1E‐01 ‐0.005 0.003 4.8E‐02 0.032 0.005 1.4E‐10 0.005 0.002 2.1E‐02 0.047 0.006 2.5E‐18 0.048 0.006 3.1E‐19 0.006 0.002 5.5E‐05 UGT1A8 / U0 ‐ 0 ‐ DGKD (‐24717 UGT1A8,UGT1A10,UGT1A9,UGT1A7

rs573833 3 10,534,247 T C 0.463 1.000 0.015 0.003 4.8E‐09 ‐0.029 0.014 4.4E‐02 ‐0.002 0.001 1.2E‐01 0.023 0.003 3.2E‐17 0.000 0.001 8.3E‐01 ‐0.002 0.003 4.5E‐01 ‐0.003 0.003 4.1E‐01 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ IRAK2 (‐24 11 ATP2B2

rs4135247 3 12,396,588 G A 0.433 0.988 0.015 0.003 1.1E‐08 ‐0.026 0.014 6.2E‐02 ‐0.013 0.001 3.7E‐19 ‐0.002 0.003 4.0E‐01 ‐0.009 0.001 9.1E‐14 ‐0.013 0.003 1.4E‐04 0.005 0.003 5.6E‐02 ‐0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ SYN2 (‐1637 PPARG

rs6223182 3 14,423,060 C T 0.901 0.989 0.029 0.004 8.3E‐12 ‐0.009 0.023 6.9E‐01 ‐0.002 0.002 3.3E‐01 0.049 0.005 5.9E‐26 ‐0.001 0.002 8.5E‐01 ‐0.003 0.005 5.9E‐01 ‐0.001 0.005 7.2E‐01 0.000 0.001 9.8E‐01 ‐ 0 ‐ 0 ‐ CHCHD4 (‐ 9 SLC6A6 (+21kb)

rs1307262 3 20,163,556 G A 0.433 0.981 0.015 0.003 4.5E‐09 0.075 0.014 1.5E‐07 ‐0.007 0.001 4.9E‐06 0.012 0.003 3.1E‐05 0.001 0.001 3.8E‐01 0.001 0.003 6.1E‐01 ‐0.001 0.003 8.9E‐01 0.000 0.001 8.3E‐01 ‐ 0 ‐ 0 ‐ EFHB (‐1758 KAT2B

rs6792725 3 24,520,283 A G 0.308 0.935 0.017 0.003 5.0E‐10 ‐0.016 0.015 3.5E‐01 ‐0.017 0.002 4.3E‐29 0.001 0.003 7.8E‐01 ‐0.012 0.001 2.1E‐21 ‐0.019 0.003 3.2E‐09 0.000 0.003 9.7E‐01 ‐0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ [THRB],LOC4 THRB

rs6788984 3 41,107,173 A G 0.856 0.981 0.020 0.004 2.4E‐08 ‐0.010 0.020 6.0E‐01 0.003 0.002 1.1E‐01 0.043 0.004 3.6E‐28 0.001 0.002 3.8E‐01 0.001 0.004 5.2E‐01 0.000 0.004 5.8E‐01 0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ CTNNB1 (+2 CTNNB1 (+134kb)

rs1309257 3 46,988,561 T C 0.351 1.000 0.016 0.003 3.0E‐09 0.032 0.014 1.7E‐02 ‐0.011 0.001 8.5E‐14 0.006 0.003 6.0E‐02 ‐0.006 0.001 5.7E‐06 ‐0.010 0.003 2.2E‐03 ‐0.002 0.003 4.1E‐01 0.001 0.001 5.6E‐01 ‐ 0 ‐ 0 ‐ ALS2CL (‐2 14 CCDC12

rs6226302 3 48,260,304 A T 0.091 0.992 0.028 0.004 7.0E‐11 0.095 0.024 7.0E‐05 ‐0.015 0.002 2.2E‐09 0.015 0.005 6.2E‐04 ‐0.007 0.002 1.6E‐04 ‐0.016 0.005 8.7E‐04 ‐0.001 0.005 7.8E‐01 ‐0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ MAP4 (‐13 17 CAMP (+5kb)

rs5633068 3 49,528,748 GT G 0.377 0.874 0.019 0.003 1.1E‐11 0.062 0.015 3.7E‐05 ‐0.012 0.002 2.5E‐14 0.010 0.003 5.4E‐04 ‐0.008 0.001 2.5E‐10 ‐0.011 0.003 6.3E‐04 0.007 0.003 3.1E‐02 0.001 0.001 3.9E‐01 ‐ 0 ‐ 0 ‐ C3orf84 (‐220 DAG1

rs7703155 3 50,902,213 G A 0.066 0.996 0.027 0.005 9.2E‐09 0.124 0.028 1.0E‐05 ‐0.013 0.003 1.3E‐05 0.020 0.006 3.8E‐05 ‐0.009 0.002 1.3E‐04 ‐0.022 0.006 2.1E‐04 ‐0.001 0.006 6.6E‐01 ‐0.001 0.002 6.3E‐01 ‐ 0 ‐ 0 ‐ C3orf18 (‐26 DOCK3

rs6772177 3 52,497,778 T C 0.172 0.981 0.020 0.003 2.4E‐10 0.018 0.018 3.3E‐01 ‐0.012 0.002 9.2E‐11 0.019 0.004 1.2E‐07 ‐0.002 0.002 1.6E‐01 ‐0.004 0.004 3.9E‐01 0.000 0.004 9.8E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ ALAS1 (‐2428 NISCH

rs687339 3 135,932,359 T C 0.773 0.997 0.040 0.003 4.1E‐39 0.102 0.016 4.2E‐10 ‐0.036 0.002 5.0E‐102 0.007 0.003 3.8E‐02 ‐0.028 0.001 1.0E‐87 ‐0.042 0.004 2.5E‐34 0.007 0.004 3.9E‐02 0.002 0.001 5.0E‐02 ‐ 0 ‐ 0 ‐ PPP2R3A (‐4 MSL2 (‐18kb)

rs7633673 3 152,084,243 G A 0.594 0.998 0.018 0.003 2.6E‐13 0.033 0.014 1.9E‐02 ‐0.004 0.001 2.7E‐03 0.026 0.003 7.5E‐20 ‐0.004 0.001 5.0E‐04 ‐0.005 0.003 1.8E‐02 0.001 0.003 7.2E‐01 0.002 0.001 8.0E‐02 ‐ 0 ‐ 0 ‐ LOC1019284 MBNL1

rs4368453 3 156,852,141 T C 0.302 0.981 0.017 0.003 3.6E‐09 0.060 0.015 3.7E‐05 ‐0.004 0.002 1.8E‐02 0.018 0.003 1.2E‐09 ‐0.003 0.001 1.2E‐02 0.002 0.003 3.2E‐01 0.006 0.003 5.9E‐02 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ LEKR1 (‐88 6 LINC00880 (‐11kb)

rs5855544 3 195,942,080 T TG 0.429 0.959 0.015 0.003 3.3E‐10 ‐0.054 0.014 2.3E‐04 0.004 0.001 1.2E‐02 0.033 0.003 1.3E‐32 0.003 0.001 2.1E‐02 0.008 0.003 4.0E‐03 0.004 0.003 6.7E‐02 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ LOC10537415 SLC51A (+1kb)

rs4690098 4 3,447,156 T C 0.235 0.963 0.027 0.003 4.0E‐18 ‐0.013 0.017 4.7E‐01 ‐0.022 0.002 1.2E‐36 0.006 0.003 6.4E‐02 ‐0.022 0.001 7.2E‐56 ‐0.032 0.004 1.4E‐19 0.006 0.004 5.7E‐02 ‐0.001 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ HTT (‐201k8 HGFAC

rs1143034 4 3,449,915 A G 0.989 0.930 0.092 0.012 1.8E‐13 0.099 0.067 1.4E‐01 ‐0.064 0.007 1.9E‐21 0.025 0.014 4.6E‐02 ‐0.063 0.006 1.7E‐29 ‐0.115 0.015 1.4E‐15 ‐0.009 0.015 4.4E‐01 ‐0.002 0.004 7.1E‐01 HGFAC 0 ‐ 0 ‐ HTT (‐204k8 HGFAC

rs1264558 4 17,919,066 T C 0.731 0.995 0.017 0.003 3.9E‐09 0.029 0.016 5.6E‐02 ‐0.010 0.002 2.3E‐08 0.007 0.003 1.2E‐02 ‐0.005 0.001 3.1E‐05 ‐0.008 0.003 2.4E‐02 0.005 0.003 1.4E‐01 ‐0.001 0.001 2.1E‐01 ‐ 0 ‐ 0 ‐ MED28 (‐2 5 LCORL

4:6946869 4 69,468,698 A ATAGAGGA 0.732 0.775 0.023 0.003 4.7E‐13 0.014 0.018 5.3E‐01 ‐0.006 0.002 2.2E‐04 0.019 0.004 1.4E‐08 ‐0.031 0.002 8.6E‐96 ‐0.061 0.004 4.0E‐58 ‐0.007 0.004 3.6E‐02 ‐0.002 0.001 2.8E‐02 ‐ 0 ‐ 0 ‐ YTHDC1 (‐25 UGT2B17 (‐34kb)

rs7163335 4 88,183,820 C T 0.318 0.953 0.023 0.003 4.0E‐16 0.004 0.015 7.3E‐01 ‐0.018 0.002 1.6E‐32 0.003 0.003 3.3E‐01 ‐0.022 0.001 2.6E‐65 ‐0.037 0.003 5.8E‐28 ‐0.002 0.003 7.0E‐01 ‐0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ AFF1 (‐1227 MIR5705 (+38kb)

rs1173369 4 100,122,916 G A 0.993 0.952 0.081 0.015 3.9E‐08 0.145 0.083 7.9E‐02 ‐0.035 0.009 1.7E‐04 0.059 0.017 1.7E‐04 0.014 0.007 2.5E‐02 0.025 0.018 1.2E‐01 0.005 0.018 8.3E‐01 0.001 0.005 7.4E‐01 ‐ 0 ‐ 0 ‐ EIF4E (‐27112 LOC100507053

rs1728771 4 159,871,166 T C 0.882 0.980 0.022 0.004 3.7E‐08 0.049 0.022 3.3E‐02 ‐0.020 0.002 9.3E‐20 0.003 0.004 3.9E‐01 ‐0.012 0.002 1.9E‐10 ‐0.016 0.005 1.9E‐03 0.012 0.005 1.7E‐02 ‐0.002 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ RXFP1 (‐298 C4orf45

rs1218914 5 35,239,886 G A 0.950 0.999 0.032 0.006 1.8E‐08 0.008 0.032 8.0E‐01 ‐0.004 0.003 1.2E‐01 0.051 0.006 4.9E‐16 0.001 0.003 8.7E‐01 ‐0.004 0.007 5.8E‐01 ‐0.006 0.007 4.1E‐01 0.002 0.002 3.3E‐01 ‐ 0 ‐ 0 ‐ DNAJC21 (‐3 PRLR (‐9kb)

rs40270 5 55,804,552 C A 0.773 0.998 0.019 0.003 4.0E‐10 0.016 0.016 3.4E‐01 ‐0.019 0.002 1.6E‐29 0.000 0.003 9.3E‐01 ‐0.014 0.001 1.3E‐22 ‐0.022 0.004 2.4E‐09 0.007 0.004 2.7E‐02 ‐0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ ANKRD55 (3 C5orf67 (+3kb)

rs34341 5 74,934,009 T A 0.576 0.997 0.015 0.003 2.9E‐09 0.149 0.014 1.1E‐26 ‐0.011 0.001 1.7E‐13 0.007 0.003 1.2E‐02 ‐0.002 0.001 1.5E‐01 ‐0.011 0.003 2.4E‐04 ‐0.010 0.003 8.0E‐04 0.002 0.001 6.7E‐02 ‐ 0 ‐ 0 ‐ HMGCR (‐25 ANKDD1B

rs1119208 5 76,488,613 C T 0.649 0.994 0.017 0.003 1.2E‐11 0.018 0.014 2.1E‐01 ‐0.001 0.001 5.6E‐01 0.030 0.003 9.8E‐26 0.000 0.001 8.8E‐01 0.000 0.003 7.5E‐01 ‐0.001 0.003 9.9E‐01 0.001 0.001 3.2E‐01 ‐ 0 ‐ 0 ‐ S100Z (‐27 8 PDE8B (+18kb)

rs168189 5 77,974,427 T C 0.280 0.983 0.020 0.003 5.4E‐13 0.001 0.015 9.3E‐01 ‐0.002 0.002 1.8E‐01 0.039 0.003 2.6E‐38 0.002 0.001 8.5E‐02 ‐0.001 0.003 9.4E‐01 ‐0.003 0.003 6.1E‐01 0.003 0.001 9.6E‐04 ‐ 0 ‐ 0 ‐ SCAMP1 (‐ 3 LHFPL2 (‐30kb)

rs1265817 5 124,205,385 G C 0.842 0.971 0.030 0.004 1.8E‐18 0.030 0.019 1.3E‐01 ‐0.004 0.002 4.1E‐02 0.052 0.004 5.8E‐41 ‐0.002 0.002 3.6E‐01 ‐0.001 0.004 9.2E‐01 0.004 0.004 3.2E‐01 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ ZNF608 (‐12 ZNF608 (‐125kb)

rs7335011 5 127,877,729 A C 0.828 0.991 0.020 0.003 4.8E‐10 0.011 0.018 4.9E‐01 ‐0.003 0.002 7.3E‐02 0.028 0.004 2.4E‐15 ‐0.001 0.002 5.7E‐01 ‐0.004 0.004 2.3E‐01 ‐0.001 0.004 6.4E‐01 0.002 0.001 1.5E‐01 ‐ 0 ‐ 0 ‐ FBN2 (‐4kb1 FBN2 (‐4kb)

rs1432679 5 158,244,083 C T 0.446 0.995 0.013 0.003 4.7E‐08 0.024 0.014 9.0E‐02 ‐0.006 0.001 6.2E‐07 0.012 0.003 1.1E‐05 ‐0.001 0.001 1.1E‐01 0.004 0.003 2.0E‐01 0.007 0.003 2.6E‐02 0.002 0.001 1.4E‐02 ‐ 0 ‐ 0 ‐ [EBF1],LOC2 EBF1

rs1315301 5 176,782,218 C T 0.249 0.982 0.018 0.003 2.3E‐09 0.017 0.016 3.2E‐01 ‐0.003 0.002 1.4E‐01 0.024 0.003 1.5E‐14 0.002 0.001 1.6E‐01 0.004 0.004 4.3E‐01 0.003 0.004 4.5E‐01 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ ZNF346 (‐222 LMAN2 (‐3kb)

rs9379084 6 7,231,843 A G 0.116 0.939 0.022 0.004 2.9E‐08 0.064 0.022 4.3E‐03 ‐0.015 0.002 3.0E‐10 0.015 0.005 1.3E‐03 ‐0.015 0.002 1.0E‐15 ‐0.020 0.005 1.9E‐05 0.010 0.005 6.9E‐02 ‐0.001 0.001 3.1E‐01 RREB1 0 ‐ 0 ‐ [RREB1],SS4 RREB1

rs4712976 6 25,842,203 C T 0.732 1.000 0.019 0.003 3.3E‐11 0.070 0.016 4.4E‐06 ‐0.007 0.002 1.8E‐06 0.016 0.003 1.1E‐07 ‐0.011 0.001 7.1E‐18 ‐0.016 0.003 8.9E‐08 0.004 0.003 3.1E‐01 0.000 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ CARMIL1 (‐25 SLC17A3 (+3kb)

rs2864179 6 31,974,355 A C 0.012 0.973 0.084 0.012 6.2E‐14 0.058 0.064 3.5E‐01 ‐0.017 0.007 3.7E‐03 0.133 0.013 7.4E‐26 ‐0.006 0.006 2.0E‐01 ‐0.045 0.014 1.6E‐03 ‐0.030 0.014 5.8E‐02 0.003 0.004 3.8E‐01 MSH5 / PR 0 ‐ 0 ‐ LY6G6F (‐255 CYP21A1P

rs1997466 6 34,364,965 C A 0.967 0.975 0.041 0.007 2.4E‐09 ‐0.109 0.039 4.6E‐03 ‐0.026 0.004 2.1E‐12 0.027 0.008 1.8E‐03 ‐0.017 0.003 3.4E‐06 ‐0.023 0.009 3.9E‐03 0.007 0.009 5.0E‐01 0.003 0.002 2.2E‐01 ‐ 0 ‐ 0 ‐ GRM4 (‐2411 RPS10‐NUDT3

rs6239673 6 41,679,691 T C 0.137 0.999 0.021 0.004 5.7E‐09 ‐0.003 0.020 8.6E‐01 ‐0.020 0.002 6.7E‐23 0.006 0.004 1.5E‐01 ‐0.013 0.002 8.0E‐13 ‐0.022 0.004 1.4E‐07 0.000 0.004 7.0E‐01 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ LINC0127614 TFEB

rs1214759 6 43,352,980 G A 0.679 0.999 0.018 0.003 2.8E‐12 ‐0.049 0.015 7.8E‐04 0.002 0.002 2.6E‐01 0.031 0.003 6.3E‐26 0.001 0.001 2.8E‐01 0.008 0.003 1.6E‐02 0.007 0.003 2.2E‐02 ‐0.001 0.001 3.5E‐01 ‐ 0 ‐ 0 ‐ PTK7 (‐22421 ZNF318 (‐16kb)

rs2397112 6 52,684,333 A G 0.574 0.998 0.016 0.003 4.0E‐10 ‐0.003 0.014 7.9E‐01 ‐0.005 0.001 1.2E‐03 0.015 0.003 8.5E‐08 0.007 0.001 6.7E‐10 ‐0.001 0.003 7.9E‐01 ‐0.016 0.003 9.0E‐08 0.000 0.001 6.2E‐01 ‐ 0 ‐ 0 ‐ TRAM2 (‐2 13 GSTA5 (+12kb)

rs3867051 6 119,171,422 GT G 0.779 0.996 0.039 0.003 1.7E‐39 0.028 0.017 7.8E‐02 ‐0.005 0.002 1.7E‐03 0.054 0.003 3.7E‐61 ‐0.001 0.001 3.0E‐01 0.002 0.004 3.8E‐01 0.006 0.004 4.3E‐02 0.000 0.001 7.4E‐01 ‐ 0 ‐ 1 MCM9 (+2 CEP85L (‐1 7 MCM9

rs7749120 6 127,197,741 G GTC 0.618 0.928 0.020 0.003 1.4E‐12 0.027 0.015 5.5E‐02 ‐0.006 0.002 5.9E‐04 0.025 0.003 3.7E‐18 ‐0.005 0.001 6.7E‐05 ‐0.013 0.003 5.0E‐05 ‐0.004 0.003 2.9E‐01 0.001 0.001 1.9E‐01 ‐ 0 ‐ 0 ‐ RSPO3 (+241 RSPO3 (+242kb)

6:1303862 6 130,386,212 G GGAGA 0.674 0.987 0.017 0.003 3.6E‐09 ‐0.063 0.015 2.1E‐05 ‐0.009 0.002 8.2E‐10 0.006 0.003 4.1E‐02 ‐0.008 0.001 2.9E‐11 ‐0.014 0.003 5.6E‐06 0.004 0.003 4.2E‐01 ‐0.001 0.001 3.4E‐01 L3MBTL3 0 ‐ 0 ‐ TMEM244 3 L3MBTL3

rs9399469 6 144,318,529 A T 0.622 0.985 0.020 0.003 2.6E‐14 0.040 0.014 6.8E‐03 ‐0.004 0.001 1.6E‐02 0.027 0.003 2.1E‐19 0.000 0.001 6.6E‐01 ‐0.001 0.003 6.4E‐01 0.001 0.003 7.5E‐01 0.001 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ PHACTR2 ( 8 PLAGL1

rs4869893 6 157,117,322 C A 0.282 0.996 0.016 0.003 1.1E‐08 0.024 0.015 1.7E‐01 ‐0.002 0.002 6.3E‐02 0.018 0.003 2.7E‐09 ‐0.001 0.001 3.1E‐01 0.001 0.003 5.9E‐01 0.003 0.003 4.2E‐01 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ [ARID1B],M2 ARID1B

rs381194 6 160,712,194 G A 0.528 0.996 0.013 0.003 5.0E‐08 ‐0.028 0.014 4.2E‐02 ‐0.013 0.001 3.1E‐24 ‐0.005 0.003 8.0E‐02 ‐0.012 0.001 7.1E‐25 ‐0.016 0.003 2.0E‐08 0.007 0.003 6.2E‐02 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ IGF2R (‐1808 SLC22A2 (‐32kb)

rs3601931 7 73,051,990 GTA G 0.130 0.988 0.029 0.004 3.1E‐14 0.051 0.021 1.1E‐02 0.001 0.002 5.0E‐01 0.052 0.004 2.3E‐36 0.010 0.002 1.9E‐08 0.006 0.005 1.0E‐01 ‐0.017 0.005 2.0E‐04 0.000 0.001 6.7E‐01 MLXIPL 0 ‐ 0 ‐ FKBP6 (‐2717 MLXIPL (‐13kb)

rs1785328 7 75,610,876 C T 0.995 1.000 0.170 0.019 1.7E‐21 0.275 0.103 7.3E‐03 ‐0.040 0.010 6.6E‐05 0.304 0.021 5.3E‐49 0.003 0.009 7.4E‐01 0.036 0.023 8.7E‐02 0.031 0.023 2.5E‐01 0.013 0.006 3.4E‐02 POR 0 ‐ 0 ‐ HIP1 (‐243 12 POR

rs7640294 7 97,984,321 T TG 0.184 0.999 0.036 0.003 9.6E‐30 0.014 0.018 4.5E‐01 ‐0.038 0.002 2.9E‐103 ‐0.002 0.004 7.8E‐01 ‐0.031 0.002 3.4E‐93 ‐0.055 0.004 3.6E‐48 ‐0.005 0.004 3.0E‐01 ‐0.001 0.001 4.4E‐01 ‐ 1 BRI3 (‐75kb1 RP4‐607J23LMTK2 (‐146 BAIAP2L1

rs4544669 7 99,332,948 T G 0.958 1.000 0.161 0.006 5.1E‐148 0.137 0.034 6.4E‐05 0.009 0.004 7.0E‐04 0.371 0.007 1.5E‐635 0.001 0.003 6.7E‐01 ‐0.031 0.008 1.3E‐05 ‐0.036 0.008 8.4E‐08 0.016 0.002 7.9E‐14 ‐ 0 ‐ 1 CYP3A7 (‐1ATP5J2‐PTC22 CYP3A7‐CYP3A51P (0kb)

rs7780066 7 137,801,915 A G 0.793 1.000 0.023 0.003 3.1E‐13 ‐0.012 0.017 5.0E‐01 0.003 0.002 4.9E‐02 0.051 0.003 2.2E‐53 0.003 0.002 6.1E‐02 0.007 0.004 5.2E‐02 0.003 0.004 3.4E‐01 0.001 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ DGKI (‐2705 AKR1D1

rs9987289 8 9,183,358 A G 0.092 1.000 0.034 0.004 5.5E‐15 0.009 0.024 6.1E‐01 ‐0.022 0.002 1.5E‐19 0.022 0.005 5.5E‐06 ‐0.022 0.002 5.2E‐28 ‐0.031 0.005 1.7E‐09 0.004 0.005 3.4E‐01 0.004 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ ERI1 (‐293k6 LOC157273

rs1997875 8 23,400,588 TTTA T 0.240 0.992 0.017 0.003 6.9E‐10 ‐0.051 0.016 2.4E‐03 ‐0.002 0.002 9.6E‐02 0.029 0.003 8.5E‐20 ‐0.003 0.001 1.3E‐02 ‐0.003 0.004 4.0E‐01 0.001 0.004 5.8E‐01 0.000 0.001 6.2E‐01 ‐ 0 ‐ 0 ‐ CHMP7 (‐29 SLC25A37

8:2524833 8 25,248,334 GT G 0.366 0.976 0.014 0.003 4.2E‐08 0.026 0.015 7.0E‐02 ‐0.005 0.001 3.3E‐04 0.014 0.003 3.9E‐07 ‐0.004 0.001 1.7E‐03 ‐0.001 0.003 9.4E‐01 0.008 0.003 5.9E‐03 0.002 0.001 4.3E‐02 ‐ 0 ‐ 0 ‐ [DOCK5],M5 DOCK5

rs1917808 8 49,275,276 G A 0.012 0.945 0.066 0.012 1.7E‐08 ‐0.034 0.066 6.1E‐01 ‐0.019 0.007 6.4E‐03 0.066 0.013 6.8E‐08 0.009 0.006 3.3E‐01 ‐0.006 0.015 4.2E‐01 ‐0.017 0.015 2.5E‐01 0.005 0.004 2.2E‐01 PRKDC 0 ‐ 0 ‐ LOC1019292 LOC101929268 (+189kb)

rs1050425 8 59,398,461 G A 0.337 0.995 0.017 0.003 6.1E‐10 0.033 0.015 2.0E‐02 ‐0.011 0.002 9.3E‐13 0.017 0.003 1.4E‐07 ‐0.012 0.001 3.5E‐21 ‐0.014 0.003 3.9E‐06 0.006 0.003 6.5E‐02 ‐0.002 0.001 4.0E‐02 ‐ 0 ‐ 0 ‐ LOC1019295 CYP7A1 (+4kb)

8:8141815 8 81,418,150 ATTTT A 0.738 0.985 0.023 0.003 1.2E‐16 0.052 0.016 1.2E‐03 ‐0.022 0.002 2.0E‐46 ‐0.002 0.003 5.7E‐01 ‐0.013 0.001 7.6E‐25 ‐0.018 0.003 4.9E‐09 0.009 0.003 3.7E‐02 ‐0.003 0.001 1.6E‐03 ‐ 0 ‐ 0 ‐ MIR5708 (‐3 ZBTB10

rs1133479 8 97,136,852 G A 0.976 0.977 0.045 0.008 1.2E‐08 0.036 0.046 4.2E‐01 ‐0.011 0.005 1.9E‐02 0.026 0.009 4.7E‐03 ‐0.002 0.004 5.8E‐01 ‐0.010 0.010 3.1E‐01 ‐0.003 0.010 6.3E‐01 ‐0.006 0.003 3.3E‐02 ‐ 0 ‐ 0 ‐ LOC1005006 GDF6 (+18kb)

rs3578370 8 105,966,258 A G 0.101 0.975 0.033 0.004 4.7E‐16 ‐0.060 0.023 9.0E‐03 ‐0.005 0.002 2.0E‐02 0.056 0.005 6.4E‐32 0.005 0.002 2.5E‐02 0.006 0.005 2.6E‐01 ‐0.003 0.005 6.5E‐01 ‐0.002 0.001 2.2E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1178490 8 116,979,531 C T 0.526 0.988 0.014 0.003 3.6E‐08 0.029 0.014 5.3E‐02 ‐0.010 0.001 2.2E‐12 0.004 0.003 1.1E‐01 ‐0.006 0.001 5.0E‐07 ‐0.014 0.003 3.8E‐06 ‐0.004 0.003 2.0E‐01 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ TRPS1 (‐292 LINC00536

rs1254359 8 143,955,318 T G 0.446 0.999 0.020 0.003 6.6E‐15 ‐0.020 0.014 1.9E‐01 0.002 0.001 8.1E‐02 0.037 0.003 3.1E‐39 0.001 0.001 5.5E‐01 ‐0.003 0.003 4.7E‐01 ‐0.004 0.003 2.5E‐01 0.001 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ ARC (‐259k19 CYP11B1

rs1268378 9 16,252,807 A C 0.669 0.939 0.018 0.003 4.7E‐12 0.050 0.015 1.6E‐03 ‐0.001 0.002 4.8E‐01 0.031 0.003 7.5E‐26 0.001 0.001 6.2E‐01 0.002 0.003 6.3E‐01 0.000 0.003 9.3E‐01 0.000 0.001 8.0E‐01 ‐ 0 ‐ 0 ‐ CCDC171 ( 3 C9orf92

rs1075789 9 29,599,001 A G 0.575 0.967 0.014 0.003 9.3E‐09 0.054 0.014 1.1E‐04 ‐0.005 0.001 1.2E‐04 0.008 0.003 3.8E‐03 0.000 0.001 8.5E‐01 0.002 0.003 5.4E‐01 0.002 0.003 4.7E‐01 0.000 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs6123799 9 34,130,435 A G 0.128 0.997 0.029 0.004 1.6E‐15 0.066 0.021 1.2E‐03 ‐0.003 0.002 1.8E‐01 0.040 0.004 6.9E‐23 ‐0.001 0.002 5.5E‐01 0.003 0.005 4.8E‐01 0.006 0.005 2.8E‐01 ‐0.002 0.001 1.1E‐01 DCAF12 0 ‐ 0 ‐ UBE2R2 (‐211 DCAF12 (‐4kb)

rs1998161 9 86,381,318 C CA 0.744 0.999 0.029 0.003 1.1E‐23 0.033 0.016 5.6E‐02 ‐0.025 0.002 5.0E‐52 0.007 0.003 2.0E‐02 ‐0.021 0.001 7.3E‐56 ‐0.034 0.003 3.4E‐25 ‐0.001 0.003 9.8E‐01 ‐0.003 0.001 7.6E‐03 RMI1 / KIF20 ‐ 0 ‐ FRMD3 (‐2 11 GKAP1

9:1148263 9 114,826,326 TG T 0.793 0.935 0.022 0.003 7.0E‐13 ‐0.005 0.018 7.4E‐01 0.000 0.002 8.3E‐01 0.039 0.004 8.4E‐31 ‐0.001 0.002 6.7E‐01 ‐0.001 0.004 1.0E+00 0.001 0.004 7.3E‐01 0.001 0.001 3.3E‐01 ‐ 0 ‐ 0 ‐ C9orf84 (‐25 SUSD1

rs6185612 10 5,063,382 C A 0.704 0.977 0.035 0.003 1.4E‐36 0.024 0.015 9.5E‐02 ‐0.003 0.002 9.8E‐02 0.063 0.003 5.1E‐94 0.001 0.001 1.4E‐01 0.006 0.003 3.7E‐02 0.002 0.003 4.1E‐01 0.003 0.001 1.6E‐03 ‐ 0 ‐ 0 ‐ AKR1E2 (‐17 AKR1C2 (‐3kb)

rs1171617 10 61,467,182 T G 0.767 0.996 0.030 0.003 3.6E‐23 0.025 0.016 1.3E‐01 ‐0.003 0.002 9.1E‐02 0.052 0.003 5.5E‐57 ‐0.003 0.001 3.0E‐02 ‐0.001 0.004 9.8E‐01 0.003 0.004 3.2E‐01 0.002 0.001 3.8E‐02 ‐ 0 ‐ 1 CCDC6 (+14[SLC16A9],4 SLC16A9

10:652244 10 65,224,458 CA C 0.479 0.954 0.032 0.003 2.5E‐36 0.077 0.014 2.8E‐08 ‐0.045 0.001 1.4E‐230 ‐0.026 0.003 1.7E‐20 ‐0.062 0.001 1.3E‐574 ‐0.104 0.003 5.7E‐265 0.003 0.003 4.1E‐01 ‐0.003 0.001 8.5E‐05 JMJD1C 0 ‐ 0 ‐ [JMJD1C],M5 JMJD1C

rs7089122 10 93,647,412 T C 0.178 0.992 0.024 0.003 1.7E‐14 0.047 0.018 9.1E‐03 ‐0.014 0.002 3.8E‐14 0.020 0.004 2.4E‐08 ‐0.010 0.002 8.3E‐11 ‐0.016 0.004 1.9E‐05 0.002 0.004 6.4E‐01 0.000 0.001 6.1E‐01 ‐ 0 ‐ 0 ‐ HECTD2‐AS7 FGFBP3 (+19kb)

rs9527 10 104,623,578 C T 0.758 1.000 0.023 0.003 5.9E‐15 ‐0.040 0.016 2.5E‐02 ‐0.003 0.002 1.6E‐01 0.037 0.003 8.1E‐31 ‐0.005 0.001 7.2E‐04 0.012 0.004 1.4E‐04 0.023 0.004 1.9E‐11 0.001 0.001 3.8E‐01 ‐ 0 ‐ 1 C10orf32 ( SUFU (‐23011 BORCS7,BORCS7‐ASMT

rs7078330 10 122,834,163 T C 0.088 1.000 0.031 0.004 5.7E‐13 ‐0.002 0.024 9.6E‐01 ‐0.016 0.003 4.7E‐11 0.011 0.005 2.0E‐02 ‐0.009 0.002 3.1E‐05 ‐0.016 0.005 8.1E‐04 0.002 0.005 9.6E‐01 ‐0.002 0.001 2.2E‐01 ‐ 0 ‐ 0 ‐ WDR11‐AS2 WDR11 (‐165kb)

rs6486122 11 13,361,524 T C 0.690 1.000 0.017 0.003 1.7E‐09 0.054 0.015 2.1E‐04 ‐0.015 0.002 4.4E‐24 0.001 0.003 9.1E‐01 ‐0.011 0.001 6.2E‐20 ‐0.016 0.003 1.9E‐07 0.006 0.003 4.1E‐02 0.000 0.001 8.8E‐01 ‐ 0 ‐ 0 ‐ [ARNTL],BT3 ARNTL

rs1103100 11 30,226,356 C T 0.144 0.993 0.023 0.004 1.5E‐10 0.003 0.020 9.9E‐01 ‐0.008 0.002 1.8E‐05 0.033 0.004 7.2E‐17 ‐0.001 0.002 5.9E‐01 0.002 0.004 7.1E‐01 0.002 0.004 7.0E‐01 0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ LINC016165 FSHB (+26kb)

rs1131722 11 62,905,115 C T 0.066 0.997 0.049 0.005 1.4E‐22 0.050 0.028 7.5E‐02 ‐0.004 0.003 5.9E‐02 0.083 0.006 2.7E‐51 0.000 0.002 9.8E‐01 0.008 0.006 1.3E‐01 0.004 0.006 3.3E‐01 0.004 0.002 8.5E‐03 SLC22A25 0 ‐ 0 ‐ WDR74 (‐218 SLC22A24

rs3500834 11 64,323,613 C T 0.995 1.000 0.131 0.017 9.1E‐14 ‐0.034 0.096 7.4E‐01 ‐0.016 0.010 2.3E‐01 0.183 0.019 1.2E‐20 0.002 0.009 9.3E‐01 ‐0.016 0.021 5.1E‐01 ‐0.029 0.021 2.0E‐01 0.002 0.006 7.0E‐01 SLC22A11 0 ‐ 0 ‐ PLCB3 (‐2824 SLC22A11

rs3814707 11 65,560,785 G A 0.758 0.990 0.020 0.003 5.5E‐11 0.030 0.016 6.2E‐02 ‐0.014 0.002 1.4E‐16 0.009 0.003 8.6E‐03 ‐0.012 0.001 1.7E‐16 ‐0.023 0.004 2.5E‐10 ‐0.002 0.004 4.5E‐01 0.000 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ MALAT1 (‐ 40 OVOL1

rs7462589 11 68,095,711 AG A 0.472 0.987 0.016 0.003 7.7E‐10 ‐0.044 0.014 1.3E‐03 ‐0.004 0.001 2.7E‐02 0.028 0.003 7.8E‐24 ‐0.004 0.001 2.4E‐04 ‐0.009 0.003 5.7E‐04 ‐0.005 0.003 8.2E‐02 0.001 0.001 1.9E‐01 ‐ 0 ‐ 0 ‐ ALDH3B1 ( 11 LRP5

rs171021 11 72,317,557 C T 0.703 0.994 0.018 0.003 1.2E‐10 ‐0.050 0.015 7.7E‐04 0.001 0.002 4.3E‐01 0.038 0.003 4.2E‐35 0.000 0.001 6.0E‐01 0.007 0.003 1.9E‐02 0.009 0.003 1.1E‐02 0.000 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ CLPB (‐1729 PDE2A

rs1123568 11 72,947,934 G A 0.583 0.990 0.016 0.003 7.0E‐12 0.002 0.014 9.8E‐01 ‐0.004 0.001 5.7E‐03 0.022 0.003 3.7E‐16 0.001 0.001 3.7E‐01 0.000 0.003 8.8E‐01 ‐0.003 0.003 3.8E‐01 0.002 0.001 4.5E‐02 ‐ 0 ‐ 0 ‐ FCHSD2 (‐96 P2RY2

rs850294 11 123,437,669 T C 0.114 0.983 0.034 0.004 5.2E‐18 0.041 0.022 5.6E‐02 ‐0.004 0.002 3.9E‐02 0.047 0.004 2.6E‐27 ‐0.002 0.002 2.6E‐01 ‐0.001 0.005 6.7E‐01 0.006 0.005 2.7E‐01 0.000 0.001 8.8E‐01 ‐ 0 ‐ 0 ‐ MIR4493 (‐6 GRAMD1B

rs5619686 12 2,908,330 C A 0.969 1.000 0.048 0.007 1.4E‐10 ‐0.024 0.040 4.4E‐01 ‐0.018 0.004 2.5E‐05 0.058 0.008 3.7E‐12 ‐0.022 0.004 6.6E‐11 ‐0.301 0.009 5.1E‐276 ‐0.321 0.009 5.4E‐310 ‐0.021 0.002 2.6E‐18 FKBP4 0 ‐ 0 ‐ CACNA1C (13 FKBP4

rs7689596 12 4,384,844 T G 0.979 0.812 0.088 0.010 5.5E‐21 ‐0.075 0.053 1.4E‐01 ‐0.073 0.005 1.0E‐44 0.014 0.011 1.3E‐01 ‐0.055 0.005 2.4E‐33 ‐0.059 0.012 1.0E‐07 0.060 0.012 1.1E‐06 ‐0.003 0.003 4.8E‐01 ‐ 0 ‐ 0 ‐ [CCND2‐AS7 CCND2‐AS1,CCND2

rs4149056 12 21,331,549 C T 0.151 1.000 0.043 0.004 3.0E‐35 ‐0.033 0.019 1.0E‐01 ‐0.027 0.002 4.1E‐45 0.029 0.004 1.1E‐14 ‐0.032 0.002 5.3E‐87 ‐0.054 0.004 1.3E‐39 0.005 0.004 2.3E‐01 ‐0.001 0.001 4.6E‐01 SLCO1B1 0 ‐ 0 ‐ SLCO1B3 (‐7 SLCO1B1

rs1104726 12 24,257,228 G A 0.041 0.991 0.037 0.006 6.4E‐09 0.072 0.035 4.3E‐02 ‐0.026 0.004 2.9E‐13 0.013 0.007 6.3E‐02 ‐0.015 0.003 6.3E‐08 ‐0.029 0.008 9.3E‐06 ‐0.003 0.008 6.1E‐01 ‐0.001 0.002 6.3E‐01 ‐ 0 ‐ 0 ‐ [SOX5],MIR3 SOX5

12:254127 12 25,412,725 A AATTATTG 0.071 0.986 0.028 0.005 7.7E‐09 0.013 0.027 6.3E‐01 ‐0.026 0.003 3.2E‐23 0.011 0.005 4.5E‐02 ‐0.030 0.002 4.1E‐39 ‐0.045 0.006 1.1E‐15 0.005 0.006 5.3E‐01 ‐0.002 0.002 1.9E‐01 ‐ 0 ‐ 0 ‐ C12orf77 ( 7 KRAS (‐9kb)

rs5620594 12 57,679,414 G A 0.759 0.999 0.021 0.003 3.9E‐13 ‐0.025 0.016 1.3E‐01 ‐0.014 0.002 1.6E‐17 0.010 0.003 2.0E‐03 ‐0.017 0.001 2.6E‐37 ‐0.030 0.004 1.2E‐18 0.002 0.004 6.1E‐01 ‐0.002 0.001 6.4E‐02 INHBC 0 ‐ 0 ‐ GPR182 (‐226 R3HDM2

rs6538437 12 93,989,735 T A 0.289 0.985 0.016 0.003 3.1E‐09 0.003 0.015 7.3E‐01 ‐0.007 0.002 7.1E‐07 0.013 0.003 9.8E‐06 ‐0.004 0.001 5.5E‐02 0.000 0.003 9.9E‐01 0.008 0.003 1.3E‐02 ‐0.001 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ LOC6433399 SOCS2 (‐19kb)

rs7301634 12 98,901,200 A G 0.810 0.998 0.019 0.003 2.8E‐09 0.059 0.018 7.6E‐04 ‐0.009 0.002 3.3E‐06 0.019 0.004 3.8E‐07 ‐0.006 0.002 3.1E‐05 ‐0.016 0.004 2.9E‐05 ‐0.009 0.004 1.2E‐02 0.002 0.001 5.4E‐02 ‐ 0 ‐ 0 ‐ SLC9A7P1  9 LOC643770 (‐4kb)

rs6175505 12 100,926,308 C T 0.006 1.000 0.091 0.016 7.8E‐09 ‐0.069 0.087 5.1E‐01 ‐0.130 0.009 4.5E‐52 ‐0.052 0.018 2.9E‐03 ‐0.129 0.008 3.7E‐67 ‐0.211 0.020 1.3E‐30 0.000 0.020 8.7E‐01 ‐0.011 0.005 3.5E‐02 NR1H4 0 ‐ 0 ‐ DEPDC4 (‐26 NR1H4

rs1077821 12 103,537,266 A T 0.472 0.992 0.024 0.003 2.6E‐22 0.053 0.014 1.1E‐04 ‐0.026 0.001 1.7E‐79 ‐0.004 0.003 1.8E‐01 ‐0.002 0.001 8.8E‐02 ‐0.005 0.003 7.5E‐02 ‐0.002 0.003 7.0E‐01 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ PAH (‐226k4 LOC101929058 (+8kb)

rs7314285 12 111,522,026 T G 0.932 1.000 0.038 0.005 9.8E‐14 ‐0.052 0.027 5.2E‐02 ‐0.040 0.003 1.8E‐46 ‐0.014 0.006 2.1E‐02 ‐0.030 0.002 1.5E‐41 ‐0.039 0.006 8.8E‐12 0.011 0.006 7.5E‐02 ‐0.003 0.002 4.1E‐02 ‐ 0 ‐ 0 ‐ CCDC63 (‐17 CUX2

rs7139079 12 121,415,293 G A 0.407 0.994 0.022 0.003 1.1E‐16 ‐0.009 0.014 5.5E‐01 ‐0.013 0.001 7.5E‐20 0.018 0.003 2.5E‐10 ‐0.018 0.001 2.8E‐51 ‐0.026 0.003 3.1E‐17 0.008 0.003 9.7E‐03 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ MLEC (‐27613 HNF1A (+1kb)

rs2954111 12 122,134,415 C T 0.361 0.999 0.017 0.003 3.1E‐10 0.027 0.014 6.0E‐02 ‐0.005 0.001 2.0E‐03 0.012 0.003 1.5E‐05 ‐0.003 0.001 1.7E‐02 ‐0.011 0.003 1.1E‐03 ‐0.007 0.003 1.9E‐02 0.000 0.001 7.8E‐01 ‐ 0 ‐ 0 ‐ RNF34 (‐2712 TMEM120B (+16kb)

rs629042 13 22,318,506 C G 0.607 0.992 0.028 0.003 7.4E‐29 0.018 0.014 2.3E‐01 0.002 0.001 3.7E‐01 0.051 0.003 8.1E‐71 0.003 0.001 2.2E‐02 0.008 0.003 1.1E‐02 0.005 0.003 7.6E‐02 ‐0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ ZDHHC20 (4 FGF9 (‐40kb)

13:226937 13 22,693,754 T TC 0.191 0.989 0.019 0.003 1.0E‐09 ‐0.006 0.018 6.8E‐01 0.001 0.002 3.9E‐01 0.036 0.004 7.5E‐24 ‐0.001 0.002 6.4E‐01 0.004 0.004 4.0E‐01 0.005 0.004 2.3E‐01 0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ LINC004242 LINC00540 (+91kb)

rs1724582 13 73,131,694 C A 0.373 0.978 0.014 0.003 3.6E‐08 0.024 0.014 7.4E‐02 0.000 0.001 7.3E‐01 0.028 0.003 2.3E‐23 0.002 0.001 5.4E‐02 ‐0.002 0.003 5.4E‐01 ‐0.006 0.003 2.1E‐02 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ MZT1 (+154 MZT1 (+151kb)

rs1712809 14 23,714,682 G C 0.744 0.996 0.016 0.003 6.7E‐09 ‐0.018 0.016 2.1E‐01 ‐0.012 0.002 6.3E‐15 0.001 0.003 7.1E‐01 ‐0.012 0.001 9.0E‐22 ‐0.024 0.003 1.5E‐13 ‐0.001 0.003 7.1E‐01 ‐0.002 0.001 9.0E‐02 ‐ 0 ‐ 0 ‐ LOC10192630 RNF212B

rs1162179 14 24,871,926 T C 0.452 0.984 0.025 0.003 1.4E‐22 ‐0.016 0.014 2.8E‐01 ‐0.025 0.001 5.4E‐71 0.002 0.003 3.8E‐01 ‐0.013 0.001 1.4E‐25 ‐0.018 0.003 6.7E‐09 0.004 0.003 1.5E‐01 ‐0.003 0.001 8.3E‐04 ‐ 1 NYNRIN (+ 0 ‐ PCK2 (‐29938 NYNRIN

rs1126352 14 94,838,142 G T 0.979 1.000 0.102 0.009 1.1E‐31 0.037 0.049 3.3E‐01 ‐0.060 0.005 2.8E‐32 0.062 0.010 2.9E‐11 ‐0.131 0.004 1.3E‐216 ‐0.209 0.011 1.5E‐88 0.019 0.011 3.4E‐02 ‐0.001 0.003 6.7E‐01 ‐ 0 ‐ 0 ‐ DDX24 (‐2916 SERPINA2 (‐5kb)

rs17580 14 94,847,262 T A 0.952 1.000 0.040 0.006 6.9E‐12 ‐0.023 0.032 4.9E‐01 ‐0.023 0.003 3.8E‐12 0.028 0.007 9.4E‐05 ‐0.030 0.003 4.2E‐29 ‐0.049 0.007 1.6E‐12 ‐0.004 0.007 4.2E‐01 0.002 0.002 2.6E‐01 SERPINA1 0 ‐ 0 ‐ DDX24 (‐3016 SERPINA1

14:985675 14 98,567,544 C CAA 0.291 0.985 0.018 0.003 4.8E‐11 0.011 0.015 6.2E‐01 0.000 0.002 5.7E‐01 0.027 0.003 4.9E‐18 ‐0.001 0.001 6.0E‐01 ‐0.001 0.003 8.0E‐01 ‐0.002 0.003 6.6E‐01 0.001 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ LINC015501 LINC01550 (‐123kb)

rs7183977 15 40,377,092 C T 0.348 0.981 0.029 0.003 7.8E‐27 0.027 0.015 7.3E‐02 0.002 0.002 4.6E‐02 0.064 0.003 1.2E‐108 ‐0.004 0.001 4.7E‐04 0.001 0.003 7.8E‐01 0.009 0.003 9.3E‐03 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ LOC10537017 BMF (+3kb)

rs1085139 15 40,718,534 C T 0.524 0.999 0.019 0.003 1.1E‐13 ‐0.009 0.014 5.5E‐01 ‐0.004 0.001 1.1E‐02 0.028 0.003 1.7E‐24 ‐0.003 0.001 8.7E‐03 ‐0.006 0.003 3.0E‐02 ‐0.004 0.003 2.5E‐01 0.000 0.001 5.7E‐01 ‐ 0 ‐ 0 ‐ BUB1B (‐2020 IVD (‐5kb)

15:436744 15 43,674,414 AAAAAAG A 0.915 0.983 0.024 0.005 1.9E‐08 0.057 0.025 2.9E‐02 ‐0.011 0.003 1.1E‐05 0.019 0.005 5.0E‐05 0.000 0.002 7.4E‐01 0.001 0.005 7.9E‐01 0.005 0.005 3.3E‐01 0.002 0.002 1.6E‐01 ‐ 0 ‐ 0 ‐ UBR1 (‐27616 TUBGCP4

15:530943 15 53,094,375 T TTTTG 0.114 0.986 0.030 0.004 4.4E‐14 0.012 0.022 5.1E‐01 ‐0.028 0.002 1.9E‐36 0.007 0.004 8.2E‐02 ‐0.025 0.002 2.9E‐39 ‐0.050 0.005 1.0E‐25 ‐0.005 0.005 4.8E‐01 ‐0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ MYO5A (‐24 ONECUT1 (‐12kb)

rs1496240 15 53,728,710 T C 0.014 0.948 0.079 0.011 3.1E‐12 ‐0.040 0.061 5.0E‐01 ‐0.074 0.006 2.5E‐34 ‐0.003 0.012 6.1E‐01 ‐0.098 0.005 5.4E‐81 ‐0.159 0.013 9.3E‐38 ‐0.010 0.013 2.7E‐01 ‐0.004 0.004 3.4E‐01 ‐ 0 ‐ 0 ‐ WDR72 (+71 WDR72 (+77kb)

rs7144785 15 65,965,207 A AT 0.581 0.965 0.015 0.003 2.3E‐09 ‐0.011 0.014 5.8E‐01 ‐0.002 0.001 7.1E‐02 0.019 0.003 3.6E‐11 ‐0.003 0.001 3.6E‐02 0.001 0.003 8.2E‐01 0.005 0.003 7.1E‐02 0.001 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ IGDCC3 (‐210 DENND4A

rs1114751 15 75,810,807 T TA 0.803 0.937 0.026 0.003 3.2E‐15 0.028 0.018 8.9E‐02 ‐0.008 0.002 6.4E‐05 0.026 0.004 2.7E‐13 ‐0.007 0.002 2.3E‐06 ‐0.005 0.004 2.2E‐01 0.009 0.004 1.6E‐02 ‐0.002 0.001 1.7E‐01 ‐ 0 ‐ 1 MAN2C1 (‐LOC10537616 PTPN9

rs6202514 15 79,850,183 A G 0.855 0.960 0.026 0.004 1.2E‐13 ‐0.010 0.020 6.4E‐01 0.000 0.002 9.1E‐01 0.044 0.004 1.5E‐29 0.002 0.002 3.9E‐01 0.000 0.004 9.8E‐01 ‐0.004 0.004 4.2E‐01 0.001 0.001 3.2E‐01 ‐ 0 ‐ 0 ‐ ANKRD34C6 KIAA1024 (‐86kb)

rs7139783 15 85,563,561 G A 0.830 0.999 0.020 0.003 9.6E‐10 0.021 0.018 2.6E‐01 0.000 0.002 9.6E‐01 0.040 0.004 3.2E‐27 ‐0.001 0.002 4.0E‐01 0.001 0.004 6.8E‐01 0.005 0.004 2.1E‐01 ‐0.001 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ ZNF592 (‐26 PDE8A

rs5633287 15 96,714,816 C A 0.728 0.991 0.030 0.003 9.7E‐27 ‐0.025 0.016 1.3E‐01 ‐0.038 0.002 7.3E‐134 ‐0.015 0.003 2.1E‐06 ‐0.030 0.001 4.2E‐111 ‐0.047 0.003 1.7E‐47 0.003 0.003 3.2E‐01 ‐0.003 0.001 5.7E‐03 ‐ 0 ‐ 0 ‐ [NR2F2‐AS 3 NR2F2‐AS1

rs879619 16 4,015,046 G A 0.864 0.985 0.021 0.004 1.4E‐09 0.080 0.020 7.1E‐05 ‐0.008 0.002 9.1E‐05 0.018 0.004 4.5E‐06 ‐0.003 0.002 1.6E‐01 ‐0.003 0.004 5.5E‐01 0.006 0.004 2.9E‐01 ‐0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ TRAP1 (‐247 ADCY9

rs388430 16 4,135,562 C T 0.683 0.998 0.017 0.003 2.6E‐10 0.048 0.015 1.2E‐03 ‐0.004 0.002 1.0E‐02 0.027 0.003 1.1E‐20 0.002 0.001 3.0E‐01 0.000 0.003 9.6E‐01 ‐0.005 0.003 2.1E‐01 0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ CREBBP (‐212 ADCY9

rs8046391 16 30,836,648 C G 0.272 0.997 0.017 0.003 8.8E‐10 0.089 0.016 1.7E‐08 ‐0.002 0.002 1.1E‐01 0.018 0.003 2.1E‐09 0.000 0.001 4.3E‐01 ‐0.011 0.003 9.8E‐04 ‐0.011 0.003 1.2E‐03 0.002 0.001 3.0E‐02 PRR14 0 ‐ 0 ‐ ZNF768 (‐234 BCL7C (+9kb)

rs5807268 16 81,590,541 C T 0.070 0.985 0.061 0.005 8.3E‐36 0.021 0.027 4.6E‐01 ‐0.006 0.003 1.6E‐02 0.108 0.006 7.9E‐86 ‐0.001 0.002 3.9E‐01 ‐0.004 0.006 2.8E‐01 0.002 0.006 9.2E‐01 0.003 0.002 1.1E‐01 ‐ 0 ‐ 0 ‐ BCO1 (‐2668 CMIP

rs5673145 16 88,068,078 AT A 0.567 0.983 0.015 0.003 9.4E‐09 0.036 0.014 7.6E‐03 ‐0.011 0.001 4.4E‐16 0.004 0.003 1.3E‐01 ‐0.011 0.001 2.0E‐20 ‐0.023 0.003 4.2E‐14 ‐0.003 0.003 2.7E‐01 0.000 0.001 7.6E‐01 ‐ 0 ‐ 0 ‐ KLHDC4 (‐28 BANP

rs1107859 17 1,618,363 T C 0.814 1.000 0.019 0.003 5.0E‐09 0.022 0.018 1.9E‐01 ‐0.017 0.002 2.3E‐22 0.003 0.004 4.1E‐01 ‐0.019 0.002 4.2E‐38 ‐0.032 0.004 1.3E‐17 ‐0.005 0.004 1.8E‐01 0.000 0.001 7.0E‐01 WDR81 0 ‐ 0 ‐ CRK (‐259k18 MIR22HG

rs6258 17 7,534,678 T C 0.007 0.966 0.555 0.015 7.0E‐286 ‐0.027 0.084 6.8E‐01 ‐0.674 0.008 1.2E‐1422 ‐0.145 0.017 1.1E‐18 ‐0.610 0.007 4.6E‐1586 ‐0.718 0.018 6.4E‐347 0.249 0.019 5.0E‐43 ‐0.025 0.005 1.2E‐06 ‐ 0 ‐ 1 ATP1B2 (+2ACAP1 (‐2847 SHBG

rs727428 17 7,537,792 T C 0.444 1.000 0.095 0.003 8.3E‐309 ‐0.021 0.014 1.4E‐01 ‐0.100 0.001 1.2E‐1141 ‐0.019 0.003 9.4E‐12 ‐0.098 0.001 4.9E‐1506 ‐0.153 0.003 8.0E‐581 0.031 0.003 5.1E‐24 ‐0.006 0.001 1.8E‐11 ‐ 0 ‐ 1 ATP1B2 (+1ACAP1 (‐2848 SHBG (‐1kb)

rs3559656 17 45,632,713 CT C 0.495 0.988 0.025 0.003 8.3E‐23 ‐0.032 0.014 1.6E‐02 ‐0.019 0.001 6.4E‐40 0.001 0.003 4.8E‐01 ‐0.011 0.001 2.6E‐22 ‐0.009 0.003 1.6E‐03 0.012 0.003 9.7E‐05 0.000 0.001 8.7E‐01 ‐ 1 EFCAB13 (‐2 MRPL45P2 ITGB3 (‐24 13 NPEPPS

rs1165368 17 47,362,991 C T 0.913 0.995 0.066 0.004 8.3E‐48 0.065 0.025 6.0E‐03 ‐0.067 0.002 2.1E‐165 ‐0.008 0.005 7.3E‐02 ‐0.043 0.002 2.2E‐96 ‐0.074 0.005 6.9E‐47 0.005 0.005 4.3E‐01 ‐0.001 0.002 5.4E‐01 ‐ 0 ‐ 0 ‐ IGF2BP1 (‐ 15 MIR6129 (+3kb)

rs4793788 17 53,381,796 C A 0.364 1.000 0.016 0.003 3.8E‐10 ‐0.017 0.014 2.6E‐01 ‐0.002 0.001 1.7E‐01 0.018 0.003 9.5E‐11 ‐0.001 0.001 1.7E‐01 ‐0.001 0.003 4.8E‐01 0.001 0.003 1.0E+00 ‐0.001 0.001 3.2E‐01 ‐ 0 ‐ 0 ‐ STXBP4 (‐13 HLF

17:636855 17 63,685,553 C CA 0.332 0.996 0.017 0.003 1.1E‐09 0.017 0.015 2.7E‐01 ‐0.005 0.001 6.6E‐04 0.017 0.003 1.6E‐07 ‐0.002 0.001 4.9E‐02 ‐0.006 0.003 4.8E‐02 ‐0.004 0.003 9.9E‐02 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ CRAT40 (‐23 CEP112

rs8178824 17 64,224,775 T C 0.030 0.994 0.058 0.007 5.1E‐15 ‐0.036 0.041 4.2E‐01 ‐0.042 0.004 1.5E‐26 0.031 0.008 2.3E‐04 ‐0.033 0.004 2.6E‐21 ‐0.041 0.009 2.0E‐06 0.028 0.009 2.4E‐03 0.005 0.002 6.1E‐02 ‐ 0 ‐ 0 ‐ CEP112 (‐34 APOH

rs3493125 17 66,879,927 C T 0.939 1.000 0.040 0.005 3.1E‐15 0.013 0.029 6.5E‐01 ‐0.011 0.003 1.2E‐04 0.054 0.006 3.2E‐21 ‐0.011 0.002 2.9E‐05 ‐0.023 0.006 1.1E‐03 ‐0.007 0.006 4.8E‐01 0.000 0.002 9.7E‐01 ‐ 0 ‐ 0 ‐ FAM20A (‐ 9 ABCA8

rs2587507 17 77,790,135 C T 0.507 1.000 0.014 0.003 9.6E‐09 ‐0.033 0.014 1.5E‐02 ‐0.003 0.001 2.1E‐02 0.012 0.003 1.1E‐05 ‐0.004 0.001 2.4E‐04 0.004 0.003 3.0E‐01 0.012 0.003 1.1E‐04 0.002 0.001 6.1E‐02 CBX8 0 ‐ 0 ‐ RBFOX3 (‐213 CBX4 (+17kb)

18:381237 18 3,812,373 A AT 0.688 0.928 0.019 0.003 2.9E‐11 0.027 0.016 8.9E‐02 ‐0.005 0.002 1.7E‐03 0.030 0.003 3.8E‐23 ‐0.002 0.001 1.2E‐01 ‐0.002 0.003 4.3E‐01 0.000 0.003 8.9E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 1 DLGAP1 (+ [DLGAP1],D6 DLGAP1

rs1173272 18 71,916,636 A C 0.023 1.000 0.097 0.008 2.8E‐31 0.055 0.047 2.4E‐01 ‐0.005 0.005 4.4E‐01 0.173 0.009 6.8E‐82 ‐0.002 0.004 5.7E‐01 ‐0.021 0.010 5.8E‐02 ‐0.024 0.010 3.6E‐02 0.002 0.003 4.9E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐18 CYB5A (+4kb)

rs7239564 18 71,967,031 C T 0.856 0.987 0.031 0.004 5.0E‐18 0.055 0.020 6.9E‐03 0.004 0.002 1.7E‐02 0.071 0.004 2.0E‐72 0.003 0.002 7.5E‐02 0.001 0.004 9.8E‐01 ‐0.007 0.004 5.7E‐02 0.000 0.001 7.8E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐19 CYB5A (‐8kb)

rs1129339 19 1,825,480 AT A 0.539 0.993 0.015 0.003 4.9E‐10 0.087 0.014 2.8E‐10 ‐0.004 0.001 3.9E‐03 0.015 0.003 3.3E‐08 0.000 0.001 9.2E‐01 ‐0.004 0.003 2.1E‐01 ‐0.007 0.003 2.1E‐02 ‐0.001 0.001 8.8E‐02 ‐ 0 ‐ 0 ‐ PLK5 (‐290 21 REXO1

rs1640272 19 2,800,192 A T 0.713 0.994 0.021 0.003 3.7E‐14 0.014 0.015 3.3E‐01 ‐0.022 0.002 9.6E‐48 ‐0.006 0.003 1.0E‐01 ‐0.017 0.001 1.8E‐40 ‐0.032 0.003 1.2E‐22 0.000 0.003 9.4E‐01 ‐0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ GNG7 (‐97 15 THOP1

rs7248104 19 7,224,431 G A 0.584 1.000 0.016 0.003 4.5E‐10 ‐0.012 0.014 4.3E‐01 ‐0.016 0.001 1.8E‐32 ‐0.007 0.003 1.9E‐02 ‐0.010 0.001 8.2E‐17 ‐0.011 0.003 2.2E‐04 0.011 0.003 1.6E‐04 ‐0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ ADGRE1 (‐210 INSR

rs8111359 19 10,471,462 C T 0.905 0.970 0.034 0.004 8.4E‐16 0.046 0.024 5.5E‐02 0.000 0.002 8.9E‐01 0.060 0.005 1.1E‐35 0.000 0.002 7.3E‐01 ‐0.001 0.005 6.6E‐01 0.001 0.005 7.4E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ C3P1 (‐28734 TYK2

rs2022007 19 17,346,854 G C 0.961 0.837 0.063 0.007 2.3E‐19 0.026 0.039 5.1E‐01 ‐0.079 0.004 6.6E‐94 ‐0.024 0.008 3.2E‐03 ‐0.071 0.003 3.7E‐98 ‐0.120 0.009 8.6E‐48 0.011 0.009 2.3E‐01 ‐0.004 0.002 1.2E‐01 AC010646.0 ‐ 0 ‐ CPAMD8 (‐23 NR2F6

rs1688043 19 35,553,341 C T 0.066 0.992 0.041 0.005 1.9E‐16 0.034 0.028 2.4E‐01 ‐0.030 0.003 3.1E‐27 0.006 0.006 2.0E‐01 ‐0.027 0.002 2.1E‐29 ‐0.048 0.006 1.8E‐15 ‐0.011 0.006 7.1E‐02 0.000 0.002 9.6E‐01 ‐ 0 ‐ 0 ‐ ZNF599 (‐225 HPN,HPN‐AS1

rs1812552 19 42,929,883 A G 0.006 0.961 0.116 0.017 7.8E‐12 0.080 0.094 4.0E‐01 ‐0.014 0.010 2.2E‐01 0.165 0.019 2.3E‐17 0.022 0.008 3.3E‐02 0.054 0.021 1.3E‐02 0.042 0.021 3.1E‐02 0.007 0.006 2.2E‐01 ‐ 0 ‐ 0 ‐ POU2F2 (‐221 LIPE‐AS1,LIPE

rs3495499 19 45,417,638 C CTTCG 0.764 0.988 0.017 0.003 4.9E‐09 0.041 0.016 1.2E‐02 ‐0.012 0.002 1.7E‐14 0.007 0.003 3.3E‐02 ‐0.008 0.001 2.1E‐08 ‐0.009 0.004 1.2E‐02 0.009 0.004 2.4E‐02 0.002 0.001 2.8E‐02 ‐ 0 ‐ 0 ‐ IGSF23 (‐2728 APOC1

rs1187922 19 46,193,351 A G 0.817 0.997 0.020 0.003 1.0E‐09 0.182 0.018 6.4E‐24 ‐0.005 0.002 3.3E‐02 0.022 0.004 6.3E‐10 ‐0.001 0.002 9.3E‐01 ‐0.001 0.004 9.7E‐01 ‐0.001 0.004 9.9E‐01 0.001 0.001 5.6E‐01 GIPR 0 ‐ 0 ‐ PPP1R13L  30 SNRPD2

rs3425597 19 46,384,830 C T 0.879 0.995 0.023 0.004 1.5E‐09 ‐0.004 0.021 8.8E‐01 ‐0.027 0.002 3.9E‐36 ‐0.013 0.004 2.7E‐03 ‐0.027 0.002 4.0E‐51 ‐0.047 0.005 2.2E‐23 0.001 0.005 5.7E‐01 ‐0.004 0.001 5.6E‐03 ‐ 0 ‐ 0 ‐ OPA3 (‐29729 IRF2BP1 (+2kb)

rs6129778 20 39,870,578 C A 0.810 0.992 0.020 0.003 2.9E‐09 ‐0.007 0.018 6.7E‐01 ‐0.013 0.002 3.6E‐12 0.001 0.004 7.1E‐01 ‐0.012 0.002 5.5E‐15 ‐0.028 0.004 9.7E‐14 ‐0.009 0.004 2.2E‐02 ‐0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ LOC1001289 ZHX3

rs6073431 20 43,040,569 C T 0.468 0.958 0.015 0.003 3.5E‐09 ‐0.008 0.014 5.5E‐01 ‐0.017 0.001 1.5E‐32 ‐0.007 0.003 2.7E‐02 ‐0.017 0.001 1.4E‐43 ‐0.031 0.003 5.0E‐24 ‐0.004 0.003 1.7E‐01 ‐0.002 0.001 1.3E‐02 ‐ 0 ‐ 0 ‐ JPH2 (‐224 17 HNF4A

rs6020423 20 48,909,667 C T 0.760 1.000 0.025 0.003 2.3E‐18 0.004 0.016 8.1E‐01 ‐0.004 0.002 1.0E‐02 0.040 0.003 1.1E‐36 ‐0.006 0.001 2.5E‐04 ‐0.012 0.004 4.7E‐04 ‐0.002 0.004 4.8E‐01 0.002 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ TRERNA1 ( 13 LINC01270

rs7465294 21 33,750,632 C T 0.008 0.964 0.106 0.014 1.8E‐13 0.018 0.079 8.0E‐01 ‐0.011 0.008 2.0E‐01 0.183 0.016 3.7E‐31 0.002 0.007 6.3E‐01 0.016 0.017 2.8E‐01 0.010 0.017 3.8E‐01 0.003 0.005 4.9E‐01 ‐ 0 ‐ 0 ‐ LINC0015910 URB1

rs6222304 21 40,683,740 G A 0.375 0.997 0.015 0.003 1.1E‐09 0.055 0.014 1.9E‐04 ‐0.006 0.001 2.3E‐06 0.017 0.003 1.2E‐09 ‐0.005 0.001 1.7E‐05 ‐0.007 0.003 1.5E‐02 0.003 0.003 3.9E‐01 ‐0.001 0.001 5.1E‐01 BRWD1 0 ‐ 0 ‐ PSMG1 (‐1 11 BRWD1

rs738409 22 44,324,727 C G 0.784 1.000 0.017 0.003 1.7E‐08 0.037 0.017 2.7E‐02 ‐0.019 0.002 4.3E‐27 ‐0.005 0.003 2.1E‐01 ‐0.031 0.001 1.8E‐96 ‐0.051 0.004 4.3E‐43 ‐0.003 0.004 6.7E‐01 0.000 0.001 9.7E‐01 PNPLA3 0 ‐ 0 ‐ EFCAB6 (‐17 PNPLA3

rs6008259 22 46,633,782 G A 0.821 0.997 0.021 0.003 5.3E‐11 ‐0.038 0.018 3.4E‐02 ‐0.002 0.002 3.6E‐01 0.034 0.004 2.2E‐22 0.000 0.002 8.1E‐01 0.002 0.004 5.5E‐01 0.003 0.004 3.4E‐01 0.002 0.001 1.1E‐01 CDPF1 0 ‐ 0 ‐ WNT7B (‐218 PPARA

rs7291444 22 46,656,246 T G 0.852 1.000 0.021 0.004 9.8E‐10 ‐0.038 0.020 5.3E‐02 ‐0.002 0.002 2.4E‐01 0.033 0.004 2.9E‐19 0.001 0.002 6.4E‐01 0.001 0.004 7.0E‐01 0.003 0.004 4.1E‐01 0.001 0.001 4.4E‐01 PKDREJ 0 ‐ 0 ‐ WNT7B (‐218 PKDREJ

rs1823753 23 109,736,206 T C 0.635 0.889 0.017 0.003 5.9E‐10 ‐0.055 0.015 1.4E‐04 ‐0.026 0.002 1.2E‐66 ‐0.023 0.003 5.6E‐15 ‐0.041 0.001 1.7E‐446 ‐0.064 0.002 1.5E‐176 0.007 0.002 2.7E‐03 ‐0.003 0.001 1.4E‐05 ‐ 0 ‐ 0 ‐ AMMECR15 TDGF1P3 (+27kb)

rs6795255 23 135,869,176 T G 0.524 0.910 0.015 0.003 9.0E‐09 0.102 0.014 2.2E‐12 ‐0.006 0.001 5.5E‐05 0.010 0.003 2.8E‐04 ‐0.003 0.001 1.8E‐03 0.009 0.002 4.9E‐06 0.016 0.002 2.9E‐14 0.002 0.001 3.0E‐03 ‐ 0 ‐ 0 ‐ BRS3 (‐29510 ARHGEF6 (‐6kb)

rs5970442 23 152,590,165 C G 0.496 0.998 0.027 0.003 8.0E‐26 0.035 0.014 2.6E‐02 ‐0.004 0.001 8.2E‐03 0.038 0.003 4.6E‐43 0.002 0.001 1.3E‐01 0.001 0.002 9.1E‐01 ‐0.001 0.002 5.0E‐01 0.002 0.001 3.0E‐03 ‐ 0 ‐ 0 ‐ PNMA6A (‐11 ZNF275 (+9kb)



7,UGT1A6,UGT1A5



Supplementary Table S2: GWAS significant results for SHBG adjusted for BMI in men and women combined.

Effects in other GWAS 
SHBG adjusted for BMI in men and women combined. SHBG not adjusted for BMI BMI men and women combined SHBG  adjusted for BMI in men SHBG  adjusted for BMI in women Heterogeneity between men and women Gene annotation

SNP CHR BP Effect_AOther_AlleEffect_Freq INFO Beta SE P Beta SE P Beta SE P Beta SE P Beta SE P Direction HetISq HetPVal Female betNS_Gene Liver_eQTL_Hits Liver_eQTLs Nearby Genes Gene N Nearest_Gene
1:1510035_GGC_G 1 1,510,035 G GGC 0.288 0.981 0.007 0.001 4.3E‐13 0.006 0.001 4.1E‐10 0.003 0.010 7.8E‐01 0.009 0.001 3.3E‐12 0.005 0.001 2.3E‐04 ++ 72 5.9E‐02 0 ‐ 0 ‐ SCNN1D (‐283kb),ACAP3 (‐267kb),MIR6726 (‐27834 SSU72
rs7539725 1 10,125,407 G A 0.137 0.996 0.007 0.001 8.0E‐10 0.007 0.001 8.2E‐09 ‐0.013 0.013 2.7E‐01 0.009 0.002 1.5E‐08 0.006 0.002 5.5E‐05 ++ 29.2 2.3E‐01 0 ‐ 0 ‐ CLSTN1 (‐241kb),CTNNBIP1 (‐155kb),LZIC (‐122kb9 UBE4B
rs75077113 1 11,214,582 C A 0.277 0.972 0.009 0.001 2.4E‐22 0.007 0.001 1.9E‐11 0.052 0.010 2.4E‐07 0.006 0.001 5.6E‐06 0.012 0.001 2.9E‐16 ++ 89.8 1.8E‐03 1 ‐ 0 ‐ C1orf127 (‐172kb),TARDBP (‐129kb),MASP2 (‐10710 MTOR
rs198358 1 11,904,076 C T 0.248 0.996 0.007 0.001 6.9E‐13 0.005 0.001 1.5E‐06 0.040 0.011 2.0E‐04 0.005 0.001 3.2E‐04 0.008 0.001 9.0E‐11 ++ 67.2 8.1E‐02 1 ‐ 0 ‐ LINC01647 (‐231kb),FBXO2 (‐189kb),FBXO44 (‐1821 NPPA‐AS1
rs36086195 1 16,510,894 T C 0.580 0.997 0.011 0.001 2.9E‐43 0.012 0.001 9.8E‐36 ‐0.011 0.009 2.4E‐01 0.017 0.001 2.3E‐52 0.006 0.001 1.8E‐05 ++ 97.8 2.3E‐11 0 ‐ 2 EPHA2 (‐44kb),RSGSPEN (‐244kb),ZBTB17 (‐208kb),C1orf64 (‐178kb) 15 ARHGEF19 (+13kb)
1:23747996_GA_G 1 23,747,996 G GA 0.726 0.974 0.008 0.001 2.4E‐21 0.010 0.001 5.9E‐22 ‐0.025 0.010 1.5E‐02 0.007 0.001 4.8E‐11 0.010 0.001 6.8E‐14 ++ 34.4 2.2E‐01 1 ‐ 1 ZNF436 (‐58kb), LUZP1 (‐253kb),HTR1D (‐227kb),LINC01355 (‐136 13 TCEA3
rs34002682 1 25,797,832 CA C 0.559 0.989 0.009 0.001 3.1E‐25 0.009 0.001 6.7E‐23 ‐0.010 0.009 2.3E‐01 0.010 0.001 7.3E‐20 0.008 0.001 1.9E‐10 ++ 42.1 1.9E‐01 0 RHCE 1 RHCE (‐75kb), SYF2 (‐239kb),RSRP1 (‐133kb),RHD (‐141kb),TME 8 TMEM57
rs114165349 1 27,021,913 G C 0.977 0.985 0.081 0.003 1.5E‐204 0.078 0.003 7.3E‐150 0.068 0.031 2.9E‐02 0.090 0.004 1.1E‐135 0.074 0.004 2.8E‐82 ++ 87.6 4.5E‐03 0 ‐ 0 ‐ LIN28A (‐266kb),DHDDS (‐224kb),LOC101928324 17 LOC101928728 (‐1kb)
rs111642750 1 29,320,013 A G 0.051 1.000 0.011 0.002 8.1E‐10 0.011 0.002 1.4E‐07 0.000 0.021 9.2E‐01 0.010 0.003 3.8E‐05 0.011 0.003 3.5E‐05 ++ 0 7.9E‐01 1 EPB41 0 ‐ GMEB1 (‐278kb),YTHDF2 (‐224kb),OPRD1 (‐130kb8 EPB41
rs947643 1 31,461,438 G A 0.752 1.000 0.005 0.001 2.3E‐08 0.007 0.001 6.6E‐13 ‐0.049 0.011 5.9E‐06 0.004 0.001 1.5E‐03 0.006 0.001 5.6E‐06 ++ 6.8 3.0E‐01 1 ‐ 0 ‐ MATN1 (‐265kb),MATN1‐AS1 (‐262kb),LAPTM5 (‐11 PUM1
1:35734986_AAGTGCATCTTT_A 1 35,734,986 A AAGTGCAT 0.908 0.984 0.012 0.001 5.1E‐17 0.010 0.002 3.3E‐12 0.031 0.016 5.0E‐02 0.011 0.002 1.1E‐09 0.013 0.002 8.6E‐10 ++ 0 5.4E‐01 1 ‐ 0 ‐ LOC653160 (‐291kb),TMEM35B (‐284kb),ZMYM68 ZMYM4
rs201468966 1 39,976,059 C CA 0.767 0.985 0.012 0.001 8.8E‐36 0.015 0.001 2.1E‐43 ‐0.070 0.011 9.6E‐11 0.012 0.001 8.2E‐19 0.013 0.001 1.7E‐21 ++ 0 4.8E‐01 1 MACF1 0 ‐ MACF1 (‐23kb),KIAA0754 (‐94kb),[BMP8A],OXCT215 BMP8A
rs1969213 1 42,238,531 A G 0.528 0.991 0.005 0.001 3.4E‐11 0.005 0.001 2.4E‐08 0.003 0.009 5.7E‐01 0.005 0.001 1.6E‐05 0.005 0.001 1.1E‐06 ++ 0 8.8E‐01 0 ‐ 0 ‐ EDN2 (‐288kb),[HIVEP3], 2 HIVEP3
rs2782640 1 44,009,033 T C 0.622 0.994 0.005 0.001 3.5E‐09 0.004 0.001 4.9E‐06 0.020 0.010 3.7E‐02 0.003 0.001 3.0E‐03 0.006 0.001 7.0E‐06 ++ 45.8 1.7E‐01 1 ‐ 0 ‐ CFAP57 (‐289kb),TMEM125 (‐269kb),C1orf210 (‐218 PTPRF
rs58807574 1 51,497,278 C T 0.106 0.993 0.011 0.001 9.1E‐18 0.011 0.002 2.0E‐11 0.013 0.015 3.0E‐01 0.010 0.002 1.2E‐08 0.014 0.002 4.3E‐11 ++ 39.1 2.0E‐01 1 ‐ 0 ‐ FAF1 (‐71kb),CDKN2C (‐57kb),MIR4421 (+28kb),M8 MIR4421 (+28kb)
rs1883783 1 54,890,956 T G 0.430 0.994 0.006 0.001 6.5E‐14 0.006 0.001 4.8E‐11 0.002 0.009 7.9E‐01 0.006 0.001 3.2E‐08 0.006 0.001 1.0E‐06 ++ 0 7.5E‐01 0 ‐ 0 ‐ CDCP2 (‐272kb),CYB5RL (‐225kb),MRPL37 (‐200kb10 SSBP3 (‐19kb)
1:57170378_AATC_A 1 57,170,378 A AATC 0.117 0.978 0.008 0.001 2.8E‐11 0.009 0.001 3.7E‐11 ‐0.019 0.015 2.2E‐01 0.004 0.002 4.2E‐03 0.010 0.002 8.1E‐09 ++ 77.3 3.6E‐02 1 ‐ 0 ‐ PLPP3 (‐125kb),LOC101929935 (‐59kb),[PRKAA2] 7 PRKAA2
rs144613238 1 61,693,017 AATTT A 0.076 0.988 0.019 0.002 9.6E‐38 0.018 0.002 1.3E‐26 0.039 0.017 2.3E‐02 0.019 0.002 2.1E‐20 0.019 0.002 6.6E‐18 ++ 0 8.6E‐01 0 ‐ 0 ‐ NFIA‐AS2 (‐257kb),[NFIA],NFIA‐AS1 (+22kb), 3 NFIA
rs35067979 1 61,925,076 C T 0.929 0.907 0.015 0.002 2.2E‐17 0.013 0.002 1.8E‐12 0.012 0.019 5.5E‐01 0.016 0.002 1.0E‐11 0.014 0.002 2.6E‐08 ++ 0 5.1E‐01 0 ‐ 0 ‐ [NFIA],NFIA‐AS1 (‐206kb),MGC34796 (+195kb),TM5 NFIA
Affx‐52350243 1 63,299,729 T TTG 0.003 1.000 0.046 0.008 9.7E‐09 0.055 0.009 9.6E‐10 ‐0.163 0.090 7.4E‐02 0.031 0.011 2.6E‐03 0.062 0.012 1.2E‐07 ++ 71.4 6.1E‐02 1 ATG4C 0 ‐ DOCK7 (‐146kb),ANGPTL3 (‐228kb),[ATG4C], 3 ATG4C
rs143570368 1 67,374,968 TACACACT 0.646 0.946 0.005 0.001 2.1E‐08 0.006 0.001 7.8E‐09 ‐0.020 0.010 4.0E‐02 0.005 0.001 7.9E‐06 0.005 0.001 7.0E‐05 ++ 0 9.1E‐01 0 ‐ 0 ‐ SGIP1 (‐158kb),MIR3117 (‐281kb),TCTEX1D1 (‐13 9 WDR78
rs469864 1 91,542,517 T C 0.791 0.992 0.009 0.001 6.4E‐17 0.010 0.001 3.6E‐18 ‐0.021 0.011 6.7E‐02 0.005 0.001 1.8E‐05 0.010 0.002 1.2E‐11 ++ 79.3 2.8E‐02 1 ‐ 0 ‐ LOC105378853 (‐225kb),ZNF644 (‐55kb),HFM1 (+3 ZNF644 (‐55kb)
rs12385720 1 93,539,383 G A 0.371 0.981 0.007 0.001 6.6E‐19 0.007 0.001 4.8E‐16 ‐0.005 0.010 7.0E‐01 0.006 0.001 1.3E‐09 0.007 0.001 1.1E‐09 ++ 0 7.2E‐01 1 TMED5 0 ‐ EVI5 (‐281kb),RPL5 (‐232kb),FAM69A (‐112kb),SN10 MTF2 (+5kb)
rs1730859 1 107,617,707 G A 0.343 0.989 0.026 0.001 6.6E‐197 0.024 0.001 6.4E‐133 0.054 0.010 2.4E‐08 0.028 0.001 2.6E‐126 0.023 0.001 1.9E‐73 ++ 86 7.5E‐03 0 ‐ 1 PRMT6 (‐17kb), PRMT6 (‐16kb),NTNG1 (+65kb), 2 PRMT6 (‐16kb)
rs140584594 1 110,232,983 A G 0.270 1.000 0.013 0.001 3.6E‐49 0.013 0.001 7.1E‐38 0.009 0.010 5.3E‐01 0.012 0.001 2.2E‐21 0.015 0.001 1.9E‐30 ++ 69 7.3E‐02 1 GSTM1 1 GSTM5 (+53kb), SORT1 (‐292kb),PSMA5 (‐264kb),SYPL2 (‐208kb),A19 GSTM1
1:113062694_ATGT_A 1 113,062,694 A ATGT 0.194 0.989 0.006 0.001 7.2E‐09 0.007 0.001 1.8E‐09 ‐0.021 0.012 8.7E‐02 0.008 0.001 4.2E‐08 0.004 0.002 3.7E‐03 ++ 76 4.1E‐02 0 ‐ 0 ‐ CTTNBP2NL (‐59kb),MIR4256 (‐58kb),[WNT2B],ST9 WNT2B
rs41264630 1 149,885,800 A G 0.080 0.995 0.013 0.002 7.2E‐20 0.014 0.002 7.9E‐18 ‐0.019 0.017 2.6E‐01 0.015 0.002 2.3E‐13 0.013 0.002 7.5E‐10 ++ 0 5.3E‐01 0 BOLA1 / MTM0 ‐ LINC00869 (‐235kb),FAM231D (‐209kb),HIST2H2B23 SV2A
rs116279971 1 150,684,486 C T 0.012 0.894 0.036 0.004 7.5E‐20 0.036 0.005 2.0E‐15 0.011 0.045 6.6E‐01 0.036 0.006 2.9E‐11 0.040 0.006 5.4E‐12 ++ 0 6.5E‐01 1 ‐ 0 ‐ RPRD2 (‐235kb),TARS2 (‐204kb),MIR6878 (‐220kb20 HORMAD1
1:150731325_AT_A 1 150,731,325 A AT 0.216 0.846 0.009 0.001 4.7E‐17 0.008 0.001 1.3E‐10 0.032 0.012 8.8E‐03 0.009 0.002 5.0E‐11 0.008 0.002 4.8E‐08 ++ 0 7.3E‐01 0 ‐ 0 ‐ RPRD2 (‐282kb),TARS2 (‐251kb),MIR6878 (‐266kb23 CTSS
rs267733 1 150,958,836 A G 0.839 1.000 0.012 0.001 6.6E‐29 0.013 0.001 5.0E‐26 ‐0.016 0.013 2.5E‐01 0.010 0.002 4.5E‐11 0.014 0.002 3.7E‐21 ++ 73.2 5.3E‐02 1 ANXA9 0 ‐ GOLPH3L (‐289kb),HORMAD1 (‐265kb),CTSS (‐22026 ANXA9
rs72694845 1 151,909,812 A C 0.970 0.963 0.017 0.002 2.1E‐12 0.018 0.003 1.8E‐11 ‐0.032 0.027 1.6E‐01 0.014 0.003 4.0E‐06 0.018 0.004 4.7E‐07 ++ 0 5.0E‐01 1 TCHH 0 ‐ SNX27 (‐238kb),CELF3 (‐221kb),RIIAD1 (‐208kb),M20 THEM4 (‐27kb)
rs9427104 1 154,589,232 T C 0.479 1.000 0.012 0.001 8.6E‐53 0.012 0.001 1.9E‐41 0.008 0.009 4.1E‐01 0.011 0.001 2.1E‐22 0.014 0.001 2.9E‐30 ++ 73.9 5.0E‐02 1 ‐ 1 ADAR (‐12kb), AQP10 (‐291kb),ATP8B2 (‐265kb),IL6R (‐147kb),S 10 ADAR
1:155867257_CAA_C 1 155,867,257 C CAA 0.663 0.983 0.010 0.001 1.9E‐29 0.008 0.001 7.0E‐16 0.039 0.010 3.1E‐05 0.008 0.001 4.6E‐13 0.011 0.001 1.5E‐18 ++ 48.8 1.6E‐01 1 ‐ 0 ‐ MSTO1 (‐282kb),YY1AP1 (‐208kb),SCARNA26A (‐223 RIT1 (+0kb)
rs11275896 1 166,854,637 C CACATCTA 0.603 0.986 0.006 0.001 1.1E‐11 0.005 0.001 2.9E‐07 0.033 0.009 4.4E‐04 0.005 0.001 5.3E‐06 0.006 0.001 1.5E‐05 ++ 0 9.2E‐01 1 ‐ 0 ‐ FMO9P (‐260kb),POGK (‐29kb),TADA1 (‐9kb),ILDR8 TADA1 (‐9kb)
rs5778564 1 168,019,304 GA G 0.418 0.970 0.005 0.001 9.8E‐12 0.006 0.001 3.4E‐10 0.000 0.009 8.9E‐01 0.005 0.001 1.0E‐07 0.005 0.001 1.2E‐05 ++ 0 9.7E‐01 0 ‐ 0 ‐ MPZL1 (‐258kb),ADCY10 (‐136kb),MPC2 (‐113kb) 10 DCAF6
rs10797877 1 171,075,556 C T 0.529 0.999 0.006 0.001 1.2E‐15 0.007 0.001 1.3E‐15 ‐0.020 0.009 2.9E‐02 0.007 0.001 4.5E‐10 0.006 0.001 4.0E‐08 ++ 0 6.2E‐01 0 FMO6P 0 ‐ MROH9 (‐42kb),[FMO3],MIR1295A (‐5kb),MIR1299 FMO3
rs12138803 1 172,348,823 C T 0.730 0.999 0.006 0.001 2.3E‐10 0.006 0.001 1.2E‐07 0.017 0.010 1.1E‐01 0.003 0.001 7.6E‐03 0.009 0.001 9.8E‐10 ++ 88.6 3.0E‐03 1 ‐ 0 ‐ [DNM3],DNM3OS (‐235kb),MIR214 (‐241kb),MIR 9 DNM3
rs2274432 1 184,020,945 G A 0.653 1.000 0.005 0.001 2.5E‐11 0.005 0.001 4.8E‐07 0.015 0.010 9.6E‐02 0.005 0.001 1.4E‐05 0.005 0.001 5.0E‐06 ++ 0 9.9E‐01 1 TSEN15 0 ‐ RGL1 (‐123kb),COLGALT2 (‐14kb),[TSEN15], 3 TSEN15
rs78444298 1 184,672,098 G A 0.980 1.000 0.025 0.003 1.8E‐18 0.029 0.003 1.0E‐19 ‐0.104 0.034 2.5E‐03 0.024 0.004 3.1E‐11 0.021 0.004 1.9E‐07 ++ 0 6.4E‐01 0 EDEM3 0 ‐ C1orf21 (‐74kb),[EDEM3],FAM129A (+88kb), 3 EDEM3
rs79548498 1 196,024,842 A C 0.028 0.956 0.015 0.003 3.4E‐08 0.014 0.003 5.5E‐06 0.022 0.029 3.7E‐01 0.015 0.004 6.0E‐05 0.013 0.004 2.7E‐03 ++ 0 6.9E‐01 0 ‐ 0 ‐ KCNT2 (+170kb), 1 KCNT2 (+170kb)
rs4639796 1 197,126,649 G A 0.840 1.000 0.012 0.001 4.3E‐28 0.014 0.001 1.7E‐28 ‐0.022 0.013 6.2E‐02 0.010 0.002 3.5E‐10 0.014 0.002 1.5E‐18 ++ 71.9 5.9E‐02 1 ‐ 0 ‐ CFHR4 (‐239kb),CFHR2 (‐198kb),CFHR5 (‐148kb),F7 ZBTB41
rs17583875 1 197,924,770 A G 0.021 1.000 0.027 0.003 2.7E‐23 0.027 0.003 2.6E‐18 ‐0.013 0.032 7.1E‐01 0.023 0.004 1.1E‐09 0.029 0.004 1.7E‐12 ++ 0 3.4E‐01 1 ‐ 0 ‐ DENND1B (‐180kb),C1orf53 (‐48kb),LHX9 (‐25kb),4 LHX9 (‐25kb)
rs7540115 1 200,265,618 C A 0.819 0.996 0.007 0.001 6.0E‐12 0.007 0.001 3.9E‐09 ‐0.001 0.012 8.6E‐01 0.010 0.001 2.9E‐11 0.004 0.002 9.0E‐03 ++ 86.8 5.9E‐03 0 ‐ 0 ‐ NR5A2 (‐119kb),LINC00862 (+46kb),ZNF281 (+10 4 LINC00862 (+46kb)
rs2802770 1 203,518,456 A T 0.537 0.984 0.007 0.001 5.9E‐15 0.005 0.001 5.8E‐08 0.033 0.009 3.4E‐04 0.005 0.001 1.9E‐05 0.008 0.001 2.9E‐11 ++ 68.2 7.6E‐02 1 ‐ 0 ‐ LINC01353 (‐261kb),LINC01136 (‐244kb),BTG2 (‐212 OPTC (‐40kb)
rs2369633 1 205,181,062 T C 0.092 0.998 0.011 0.001 3.5E‐15 0.010 0.002 1.2E‐10 0.029 0.016 6.5E‐02 0.007 0.002 1.9E‐05 0.015 0.002 2.7E‐13 ++ 85.8 7.9E‐03 1 DSTYK 0 ‐ NFASC (‐189kb),CNTN2 (‐134kb),TMEM81 (‐127k 13 DSTYK (0kb)
rs1418652 1 205,646,458 C T 0.386 0.998 0.006 0.001 6.5E‐12 0.005 0.001 4.1E‐07 0.022 0.009 3.0E‐02 0.005 0.001 2.3E‐05 0.007 0.001 3.3E‐08 ++ 51.5 1.5E‐01 1 ‐ 0 ‐ LEMD1‐AS1 (‐290kb),LEMD1 (‐255kb),BLACAT1 (‐15 SLC45A3
rs78087596 1 205,739,382 A G 0.054 0.975 0.013 0.002 7.2E‐11 0.011 0.002 8.8E‐08 0.025 0.021 3.4E‐01 0.007 0.003 2.2E‐03 0.015 0.003 1.7E‐07 ++ 73.9 5.0E‐02 1 ‐ 0 ‐ CDK18 (‐237kb),LOC284578 (‐214kb),MFSD4A (‐111 RAB29
1:208036223_GA_G 1 208,036,223 G GA 0.404 0.952 0.005 0.001 9.4E‐09 0.005 0.001 3.0E‐06 0.005 0.010 6.6E‐01 0.004 0.001 7.9E‐04 0.006 0.001 2.1E‐06 ++ 32.1 2.3E‐01 1 ‐ 0 ‐ CR1 (‐221kb),CR1L (‐139kb),CD46 (‐67kb),C1orf139 CD34 (+24kb)
rs2456827 1 212,942,595 T C 0.786 0.996 0.005 0.001 2.0E‐08 0.005 0.001 1.8E‐07 ‐0.002 0.011 8.9E‐01 0.004 0.001 3.7E‐04 0.008 0.001 4.8E‐07 ++ 63.4 9.8E‐02 1 ‐ 0 ‐ LINC01740 (‐213kb),ATF3 (‐148kb),FAM71A (‐14212 NSL1
rs148911629 1 214,129,675 G C 0.991 0.967 0.041 0.004 2.4E‐22 0.043 0.005 7.3E‐20 ‐0.015 0.049 7.1E‐01 0.043 0.006 6.1E‐14 0.037 0.006 9.5E‐09 ++ 0 5.0E‐01 0 ‐ 0 ‐ [PROX1‐AS1],LINC00538 (‐30kb),PROX1 (+32kb), 3 PROX1‐AS1
rs1223791 1 214,321,081 G A 0.163 0.996 0.015 0.001 3.3E‐44 0.015 0.001 4.7E‐33 0.013 0.012 2.5E‐01 0.017 0.002 1.4E‐26 0.014 0.002 8.5E‐19 ++ 48 1.7E‐01 0 ‐ 0 ‐ PROX1‐AS1 (‐162kb),LINC00538 (‐221kb),PROX1 (5 PROX1 (‐106kb)
rs7539006 1 214,398,058 A C 0.255 0.997 0.006 0.001 1.6E‐11 0.006 0.001 2.4E‐09 0.004 0.011 7.3E‐01 0.008 0.001 7.8E‐10 0.005 0.001 3.1E‐05 ++ 48 1.7E‐01 0 ‐ 0 ‐ PROX1‐AS1 (‐239kb),LINC00538 (‐298kb),PROX1 (5 SMYD2 (+57kb)
rs3001032 1 219,727,779 C T 0.320 0.998 0.011 0.001 1.3E‐37 0.009 0.001 1.7E‐20 0.052 0.010 9.9E‐08 0.009 0.001 3.9E‐13 0.015 0.001 3.6E‐29 ++ 91.1 8.1E‐04 1 ‐ 0 ‐ [LOC102723886], 1 LOC102723886
rs1389742 1 220,967,683 G A 0.574 1.000 0.008 0.001 3.7E‐25 0.009 0.001 2.4E‐22 ‐0.014 0.009 1.6E‐01 0.010 0.001 2.5E‐19 0.007 0.001 1.5E‐09 ++ 72.2 5.8E‐02 0 ‐ 0 ‐ MARK1 (‐130kb),C1orf115 (‐95kb),MARC2 (‐10kb7 Mar‐01
rs111997659 1 220,986,624 T C 0.014 0.936 0.021 0.004 2.1E‐08 0.018 0.004 4.0E‐05 0.064 0.041 1.3E‐01 0.021 0.005 1.5E‐04 0.019 0.005 6.2E‐05 ++ 0 7.3E‐01 0 ‐ 0 ‐ MARK1 (‐149kb),C1orf115 (‐114kb),MARC2 (‐28k 7 Mar‐01
rs2247213 1 221,055,463 G A 0.670 0.999 0.012 0.001 1.1E‐45 0.011 0.001 1.2E‐27 0.040 0.010 3.8E‐05 0.015 0.001 1.3E‐36 0.010 0.001 1.7E‐16 ++ 85.1 9.5E‐03 0 HLX 0 ‐ MARK1 (‐218kb),C1orf115 (‐183kb),MARC2 (‐97k 7 HLX
rs2234922 1 226,026,406 A G 0.800 1.000 0.008 0.001 6.8E‐13 0.008 0.001 1.1E‐09 0.005 0.012 5.7E‐01 0.007 0.001 3.1E‐06 0.008 0.002 4.9E‐07 ++ 0 4.8E‐01 1 EPHX1 0 ‐ ENAH (‐186kb),SRP9 (‐48kb),[EPHX1],TMEM63A (10 EPHX1
rs1870927 1 226,426,337 A T 0.621 0.989 0.007 0.001 3.7E‐18 0.007 0.001 1.8E‐14 0.005 0.010 5.0E‐01 0.007 0.001 2.3E‐08 0.008 0.001 2.0E‐11 ++ 0 6.0E‐01 1 ‐ 0 ‐ LEFTY2 (‐297kb),SDE2 (‐239kb),H3F3A (‐167kb),A 7 LIN9
rs3768420 1 227,173,537 C T 0.786 0.994 0.006 0.001 6.2E‐10 0.005 0.001 6.9E‐07 0.009 0.011 4.2E‐01 0.002 0.001 4.3E‐02 0.009 0.002 1.1E‐09 ++ 89.3 2.3E‐03 1 ‐ 0 ‐ ITPKB (‐247kb),PSEN2 (‐90kb),[COQ8A],CDC42BPA4 COQ8A
rs3887753 1 227,695,517 C T 0.177 0.957 0.007 0.001 2.6E‐11 0.005 0.001 3.7E‐06 0.039 0.012 2.0E‐03 0.004 0.002 9.7E‐04 0.009 0.002 8.2E‐10 ++ 79.2 2.8E‐02 1 ‐ 0 ‐ CDC42BPA (‐190kb),ZNF678 (+56kb),SNAP47 (+224 ZNF678 (+56kb)
rs146104952 1 235,454,987 CCAAAA C 0.115 0.973 0.011 0.001 2.8E‐17 0.011 0.001 5.6E‐14 0.001 0.015 8.4E‐01 0.009 0.002 3.9E‐08 0.011 0.002 2.4E‐09 ++ 0 5.3E‐01 1 ‐ 0 ‐ TOMM20 (‐163kb),SNORA14B (‐164kb),RBM34 (‐9 ARID4B
rs13402475 2 3,639,909 C G 0.185 0.961 0.006 0.001 3.0E‐08 0.006 0.001 8.7E‐07 ‐0.005 0.012 6.3E‐01 0.004 0.002 3.3E‐03 0.008 0.002 3.0E‐06 ++ 60.1 1.1E‐01 1 ‐ 0 ‐ TSSC1 (‐258kb),TRAPPC12 (‐157kb),ADI1 (‐117kb)9 COLEC11 (+3kb)
rs4668732 2 11,716,919 T A 0.637 0.974 0.006 0.001 2.9E‐13 0.006 0.001 4.4E‐13 ‐0.019 0.010 4.5E‐02 0.005 0.001 1.6E‐06 0.006 0.001 3.0E‐07 ++ 0 5.1E‐01 1 ‐ 0 ‐ ROCK2 (‐231kb),LINC00570 (‐174kb),E2F6 (‐111kb9 GREB1
rs11096542 2 18,707,873 G A 0.407 0.992 0.005 0.001 5.4E‐11 0.004 0.001 1.7E‐05 0.025 0.009 1.4E‐02 0.004 0.001 5.1E‐04 0.006 0.001 8.3E‐09 ++ 57.2 1.3E‐01 1 ‐ 0 ‐ NT5C1B‐RDH14 (+28kb),RDH14 (+28kb),NT5C1B (3 NT5C1B‐RDH14 (+28kb)
rs35633876 2 20,363,074 G T 0.516 0.992 0.008 0.001 2.9E‐23 0.008 0.001 2.7E‐17 0.004 0.009 4.9E‐01 0.008 0.001 9.0E‐15 0.008 0.001 2.1E‐09 ++ 0 9.4E‐01 0 ‐ 0 ‐ LINC00954 (‐278kb),TTC32 (‐261kb),WDR35 (‐1739 SDC1 (+37kb)
rs72810089 2 25,543,635 A C 0.969 0.967 0.014 0.002 1.7E‐09 0.013 0.003 4.5E‐06 0.071 0.027 1.1E‐02 0.013 0.003 4.2E‐04 0.017 0.004 2.8E‐08 ++ 0 3.8E‐01 1 ‐ 0 ‐ DNAJC27‐AS1 (‐281kb),EFR3B (‐162kb),POMC (‐1 7 DNMT3A
rs62130499 2 27,184,873 A C 0.088 0.970 0.010 0.001 6.7E‐12 0.009 0.002 1.4E‐07 0.036 0.017 3.1E‐02 0.011 0.002 2.1E‐08 0.008 0.002 1.3E‐04 ++ 0 3.2E‐01 0 ‐ 0 ‐ KCNK3 (‐231kb),SLC35F6 (‐181kb),CENPA (‐167kb20 MAPRE3 (+8kb)
rs4665972 2 27,598,097 C T 0.607 0.987 0.037 0.001 4.0E‐434 0.035 0.001 0.0E+00 0.047 0.009 8.8E‐07 0.040 0.001 1.7E‐274 0.035 0.001 1.8E‐180 ++ 88.3 3.5E‐03 0 ‐ 0 ‐ EMILIN1 (‐289kb),KHK (‐274kb),CGREF1 (‐256kb),33 SNX17
rs10210970 2 28,646,847 C T 0.871 1.000 0.009 0.001 7.9E‐15 0.008 0.001 2.6E‐09 0.021 0.014 1.7E‐01 0.009 0.002 5.2E‐08 0.011 0.002 1.9E‐10 ++ 0 4.2E‐01 1 ‐ 0 ‐ BRE (‐85kb),LOC100505736 (‐217kb),LOC10050576 FOSL2 (‐9kb)
rs72798731 2 32,515,337 T C 0.034 0.946 0.014 0.002 7.2E‐09 0.016 0.003 9.9E‐10 ‐0.059 0.026 1.7E‐02 0.024 0.003 7.7E‐13 0.007 0.003 7.8E‐02 ++ 92.5 2.7E‐04 0 ‐ 0 ‐ MEMO1 (‐279kb),DPY30 (‐250kb),SPAST (‐133kb)9 YIPF4
rs56219475 2 39,241,107 A G 0.009 0.886 0.026 0.005 1.0E‐09 0.023 0.005 2.9E‐06 0.058 0.051 2.5E‐01 0.018 0.006 6.4E‐04 0.032 0.007 2.2E‐06 ++ 58.4 1.2E‐01 1 SOS1 0 ‐ GALM (‐279kb),SRSF7 (‐262kb),GEMIN6 (‐232kb),10 SOS1
rs6736913 2 42,510,018 A G 0.021 1.000 0.032 0.003 2.3E‐32 0.032 0.003 1.4E‐25 ‐0.017 0.032 6.0E‐01 0.030 0.004 1.5E‐14 0.037 0.004 3.6E‐21 ++ 19.4 2.7E‐01 1 EML4 0 ‐ PKDCC (‐224kb),LOC102723824 (‐113kb),[EML4], 6 EML4
rs11690748 2 48,584,575 C G 0.623 0.997 0.006 0.001 7.3E‐15 0.005 0.001 2.8E‐09 0.010 0.010 2.1E‐01 0.005 0.001 5.9E‐07 0.008 0.001 9.7E‐11 ++ 51.6 1.5E‐01 1 ‐ 0 ‐ [FOXN2],PPP1R21 (+83kb),STON1‐GTF2A1L (+1725 FOXN2
rs998230 2 55,121,930 C G 0.608 0.995 0.005 0.001 2.9E‐09 0.005 0.001 8.7E‐09 ‐0.005 0.009 6.4E‐01 0.005 0.001 5.8E‐06 0.005 0.001 1.0E‐04 ++ 0 9.5E‐01 0 ‐ 0 ‐ SPTBN1 (‐223kb),[EML6],RTN4 (+77kb),CLHC1 (+24 EML6
rs17008851 2 61,606,097 G A 0.133 0.997 0.010 0.001 2.1E‐16 0.009 0.001 3.5E‐12 0.015 0.014 2.3E‐01 0.009 0.002 5.3E‐07 0.010 0.002 1.3E‐09 ++ 0 6.8E‐01 1 ‐ 0 ‐ KIAA1841 (‐241kb),LOC339803 (‐234kb),C2orf74 7 USP34
rs6546096 2 64,906,295 A G 0.262 0.988 0.021 0.001 3.0E‐110 0.021 0.001 8.7E‐97 ‐0.024 0.011 2.0E‐02 0.016 0.001 6.7E‐39 0.025 0.001 3.5E‐76 ++ 95.6 1.9E‐06 1 ‐ 0 ‐ LGALSL (‐218kb),LOC101927402 (‐155kb),AFTPH  8 SERTAD2 (‐25kb)
rs71394917 2 65,287,364 AT A 0.362 0.998 0.006 0.001 3.9E‐12 0.006 0.001 4.7E‐11 ‐0.012 0.010 2.2E‐01 0.006 0.001 1.5E‐06 0.006 0.001 2.7E‐07 ++ 0 9.4E‐01 1 ‐ 0 ‐ LINC01800 (‐197kb),LOC400958 (‐128kb),SLC1A4 7 CEP68
rs11902527 2 66,210,213 A G 0.676 0.993 0.005 0.001 2.0E‐08 0.004 0.001 6.4E‐06 0.009 0.010 3.3E‐01 0.004 0.001 2.5E‐03 0.005 0.001 9.2E‐06 ++ 2.5 3.1E‐01 1 ‐ 0 ‐ ‐ 0 ‐
rs12624244 2 70,417,138 A G 0.936 0.995 0.020 0.002 7.6E‐33 0.019 0.002 3.0E‐26 0.008 0.019 6.6E‐01 0.018 0.002 7.9E‐16 0.022 0.003 9.5E‐20 ++ 10.8 2.9E‐01 1 ‐ 1 C2orf42 (‐20kb), SNRNP27 (‐285kb),MXD1 (‐247kb),ASPRV1 (‐228k14 C2orf42
rs2670747 2 71,525,784 G A 0.127 0.997 0.007 0.001 2.5E‐10 0.009 0.001 3.0E‐11 ‐0.033 0.014 2.2E‐02 0.008 0.002 1.5E‐06 0.006 0.002 9.4E‐05 ++ 0 5.4E‐01 0 ‐ 0 ‐ OR7E91P (‐269kb),NAGK (‐220kb),MCEE (‐168kb)7 ZNF638 (+33kb)
rs11164095 2 97,155,208 T C 0.279 0.990 0.006 0.001 4.1E‐10 0.006 0.001 2.1E‐09 ‐0.001 0.010 8.4E‐01 0.005 0.001 1.6E‐05 0.005 0.001 3.4E‐04 ++ 0 7.2E‐01 0 ‐ 0 ‐ STARD7 (‐281kb),STARD7‐AS1 (‐247kb),TMEM12714 NEURL3 (+8kb)
2:111925731_CTTATGTT_C 2 111,925,731 CTTATGTC 0.936 0.989 0.018 0.002 6.6E‐28 0.015 0.002 1.1E‐17 0.062 0.019 8.8E‐04 0.017 0.002 9.0E‐14 0.019 0.003 1.3E‐15 ++ 0 6.0E‐01 1 ‐ 0 ‐ ACOXL (‐50kb),ACOXL‐AS1 (‐53kb),[BCL2L11],MIR5 BCL2L11
rs3747647 2 112,245,586 C G 0.218 0.949 0.009 0.001 3.7E‐19 0.007 0.001 7.0E‐11 0.038 0.011 1.6E‐03 0.009 0.001 4.0E‐10 0.009 0.002 3.1E‐09 ++ 0 8.8E‐01 1 ‐ 0 ‐ [MIR4435‐2HG],MIR4435‐2 (‐167kb),ANAPC1 (+24 MIR4435‐2HG
rs2166862 2 112,375,915 C T 0.345 0.993 0.006 0.001 1.0E‐13 0.005 0.001 1.4E‐07 0.023 0.010 2.6E‐02 0.007 0.001 6.3E‐09 0.006 0.001 9.4E‐08 ++ 0 8.3E‐01 0 ‐ 0 ‐ MIR4435‐2HG (‐123kb),MIR4435‐2 (‐297kb),ANA 5 MIR4435‐2HG (‐123kb)
rs3979376 2 113,225,155 A G 0.475 0.992 0.004 0.001 1.3E‐09 0.005 0.001 6.2E‐08 0.003 0.009 8.2E‐01 0.004 0.001 1.9E‐04 0.006 0.001 5.3E‐07 ++ 19.6 2.6E‐01 1 ‐ 0 ‐ FBLN7 (‐279kb),ZC3H8 (‐212kb),ZC3H6 (‐128kb),R11 TTL (+15kb)
rs10211038 2 114,593,805 A G 0.189 0.992 0.007 0.001 2.3E‐10 0.006 0.001 1.4E‐07 0.019 0.012 1.7E‐01 0.005 0.001 5.2E‐04 0.008 0.002 1.5E‐07 ++ 60.1 1.1E‐01 1 ‐ 0 ‐ PGM5P4‐AS1 (‐294kb),FAM138B (‐257kb),MIR13 13 LOC101060091
rs11688682 2 121,347,612 C G 0.271 0.928 0.007 0.001 1.9E‐16 0.007 0.001 9.2E‐12 0.012 0.011 2.2E‐01 0.005 0.001 4.5E‐06 0.010 0.001 1.3E‐12 ++ 80 2.5E‐02 1 ‐ 0 ‐ RALB (‐295kb),INHBB (‐238kb),LINC01101 (‐124kb4 LINC01101 (‐124kb)
rs772389453 2 135,442,492 C CAA 0.862 0.913 0.007 0.001 2.9E‐09 0.006 0.001 2.4E‐06 0.025 0.014 7.6E‐02 0.007 0.002 5.0E‐06 0.007 0.002 2.1E‐05 ++ 0 9.4E‐01 1 ‐ 0 ‐ MGAT5 (‐230kb),[TMEM163],ACMSD (+154kb),M7 TMEM163
2:146365492_CAA_C 2 146,365,492 C CAA 0.558 0.990 0.005 0.001 5.7E‐09 0.005 0.001 4.0E‐08 ‐0.004 0.009 7.1E‐01 0.005 0.001 6.7E‐05 0.006 0.001 1.3E‐06 ++ 0 3.4E‐01 1 ‐ 0 ‐ ‐ 0 ‐
rs2307394 2 148,716,428 C T 0.303 1.000 0.006 0.001 7.1E‐12 0.007 0.001 8.2E‐12 ‐0.003 0.010 7.3E‐01 0.008 0.001 6.4E‐10 0.004 0.001 2.3E‐03 ++ 75.8 4.2E‐02 0 ORC4 0 ‐ ACVR2A (‐28kb),[ORC4],MBD5 (+62kb), 3 ORC4
rs13389219 2 165,528,876 T C 0.393 1.000 0.016 0.001 1.6E‐88 0.014 0.001 6.4E‐53 0.060 0.009 1.2E‐10 0.012 0.001 2.3E‐26 0.022 0.001 1.5E‐73 ++ 97.1 3.7E‐09 1 ‐ 0 ‐ GRB14 (‐51kb),COBLL1 (+8kb),SNORA70F (+15kb)5 COBLL1 (+8kb)
rs10187560 2 173,925,051 T C 0.303 0.993 0.005 0.001 8.9E‐10 0.005 0.001 2.2E‐08 ‐0.011 0.010 1.5E‐01 0.005 0.001 4.7E‐05 0.004 0.001 3.9E‐05 ++ 0 6.6E‐01 0 ‐ 0 ‐ RAPGEF4 (‐7kb),ZAK (+16kb),MAP3K20‐AS1 (+1374 RAPGEF4 (‐7kb)
rs2364717 2 178,101,235 T C 0.539 0.980 0.006 0.001 3.3E‐16 0.005 0.001 5.7E‐10 0.015 0.009 1.2E‐01 0.004 0.001 6.3E‐06 0.008 0.001 2.3E‐12 ++ 73.3 5.3E‐02 1 ‐ 0 ‐ HNRNPA3 (‐13kb),MIR4444‐1 (‐24kb),[NFE2L2],M7 NFE2L2
rs10169561 2 180,458,771 C T 0.464 0.994 0.005 0.001 6.3E‐09 0.005 0.001 2.3E‐09 ‐0.017 0.009 7.1E‐02 0.004 0.001 7.4E‐06 0.004 0.001 2.1E‐03 ++ 0 7.2E‐01 0 ‐ 0 ‐ [ZNF385B],MIR1258 (+267kb), 2 ZNF385B
2:191559843_GT_G 2 191,559,843 GT G 0.772 0.957 0.011 0.001 3.2E‐27 0.010 0.001 1.9E‐19 0.024 0.011 6.8E‐02 0.010 0.001 1.6E‐13 0.013 0.001 4.2E‐17 ++ 33.6 2.2E‐01 1 ‐ 0 ‐ MFSD6 (‐193kb),NEMP2 (‐160kb),NAB1 (‐2kb),GL5 NAB1 (‐2kb)
2:208469213_ATCTT_A 2 208,469,213 ATCTT A 0.184 0.995 0.010 0.001 8.7E‐22 0.012 0.001 2.6E‐25 ‐0.051 0.012 1.4E‐05 0.010 0.001 1.3E‐13 0.010 0.002 4.1E‐11 ++ 0 7.7E‐01 0 METTL21A 0 ‐ [CREB1],[METTL21A],LINC01857 (+58kb),CCNYL1 7 CREB1,METTL21A
rs1047891 2 211,540,507 A C 0.316 1.000 0.010 0.001 1.2E‐29 0.007 0.001 2.4E‐13 0.062 0.010 5.2E‐10 0.002 0.001 1.8E‐01 0.018 0.001 1.5E‐44 ++ 98.7 4.4E‐19 1 CPS1 0 ‐ LANCL1‐AS1 (‐205kb),LANCL1 (‐199kb),[CPS1],CP 4 CPS1
rs2014998 2 217,681,961 A G 0.260 0.980 0.005 0.001 3.2E‐08 0.005 0.001 1.4E‐06 ‐0.001 0.011 8.1E‐01 0.003 0.001 3.4E‐03 0.007 0.001 1.4E‐06 ++ 67.6 7.9E‐02 1 ‐ 0 ‐ LINC01280 (‐210kb),IGFBP2 (‐153kb),IGFBP5 (‐12 6 TNP1 (+42kb)
rs62182125 2 219,274,142 G A 0.449 0.993 0.009 0.001 1.5E‐25 0.006 0.001 9.9E‐13 0.051 0.009 1.3E‐07 0.008 0.001 1.2E‐12 0.009 0.001 1.4E‐13 ++ 0 4.0E‐01 1 STK36 / ZNF1 0 ‐ CXCR2 (‐272kb),CXCR1 (‐242kb),ARPC2 (‐155kb),G23 CTDSP1 (‐3kb)
rs78058190 2 219,699,999 G A 0.950 0.779 0.021 0.002 2.0E‐24 0.019 0.002 5.5E‐17 0.065 0.024 8.0E‐03 0.016 0.003 2.1E‐07 0.026 0.003 7.1E‐18 ++ 79.5 2.7E‐02 1 ‐ 0 ‐ USP37 (‐267kb),CNOT9 (‐239kb),PLCD4 (‐198kb),Z24 PRKAG3 (‐3kb)
rs57467915 2 220,081,416 G A 0.985 1.000 0.022 0.003 3.9E‐11 0.024 0.004 1.5E‐10 ‐0.050 0.038 1.5E‐01 0.025 0.005 2.8E‐07 0.021 0.005 5.9E‐05 ++ 0 5.4E‐01 0 ABCB6 0 ‐ LINC01494 (‐286kb),CDK5R2 (‐255kb),LINC00608 32 ABCB6
rs4674669 2 223,430,985 C T 0.139 0.998 0.007 0.001 9.1E‐09 0.007 0.001 2.3E‐08 ‐0.003 0.013 8.4E‐01 0.006 0.002 3.5E‐04 0.007 0.002 9.1E‐06 ++ 0 6.0E‐01 1 FARSB 0 ‐ PAX3 (‐267kb),CCDC140 (‐261kb),LOC440934 (‐207 SGPP2 (‐4kb)
rs2943641 2 227,093,745 T C 0.353 1.000 0.014 0.001 9.8E‐66 0.013 0.001 1.7E‐46 0.022 0.010 1.8E‐02 0.014 0.001 5.6E‐31 0.015 0.001 3.5E‐36 ++ 0 5.4E‐01 1 ‐ 0 ‐ LOC646736 (‐49kb), 1 LOC646736 (‐49kb)
rs148549648 2 227,650,478 C CT 0.936 0.986 0.011 0.002 4.2E‐11 0.008 0.002 4.1E‐05 0.087 0.019 4.0E‐06 0.007 0.002 6.0E‐04 0.015 0.003 7.5E‐09 ++ 82.4 1.7E‐02 1 ‐ 0 ‐ MIR5702 (‐127kb),[IRS1],RHBDD1 (+50kb),COL4A4 IRS1
rs11682084 2 231,286,503 C A 0.714 0.998 0.006 0.001 3.2E‐13 0.007 0.001 2.1E‐11 ‐0.017 0.010 9.6E‐02 0.007 0.001 1.4E‐07 0.006 0.001 1.8E‐06 ++ 0 3.9E‐01 0 ‐ 0 ‐ SP110 (‐202kb),SP140 (‐109kb),SP140L (‐18kb),[S 6 SP100
rs62195072 2 234,260,879 C T 0.324 0.994 0.008 0.001 3.3E‐18 0.007 0.001 7.8E‐14 0.003 0.010 6.4E‐01 0.009 0.001 6.3E‐14 0.007 0.001 8.8E‐08 ++ 0 3.3E‐01 0 ‐ 0 ‐ INPP5D (‐144kb),ATG16L1 (‐57kb),SCARNA5 (‐76k9 DGKD (+2kb)
rs28898590 2 234,619,422 G T 0.934 0.994 0.011 0.002 5.2E‐11 0.010 0.002 6.7E‐08 0.011 0.019 5.3E‐01 0.012 0.002 3.4E‐08 0.013 0.002 1.3E‐06 ++ 0 8.9E‐01 1 UGT1A4 0 ‐ DGKD (‐239kb),USP40 (‐145kb),[UGT1A8],[UGT1A17 UGT1A8,UGT1A10,UGT1A9,UGT1A7,UGT1A6
rs62193162 2 242,268,436 T A 0.639 0.999 0.005 0.001 3.3E‐09 0.005 0.001 1.4E‐07 0.006 0.010 5.5E‐01 0.004 0.001 3.6E‐04 0.005 0.001 1.0E‐05 ++ 0 4.4E‐01 1 ‐ 0 ‐ SNED1 (‐235kb),MTERF4 (‐227kb),PASK (‐179kb), 13 Sep‐02
rs1801282 3 12,393,125 G C 0.120 1.000 0.022 0.001 3.0E‐67 0.018 0.001 1.3E‐37 0.085 0.014 1.5E‐09 0.019 0.002 1.2E‐25 0.024 0.002 8.9E‐43 ++ 73.5 5.2E‐02 1 PPARG 0 ‐ SYN2 (‐160kb),TIMP4 (‐192kb),[PPARG],TSEN2 (+ 7 PPARG
rs6792725 3 24,520,283 G A 0.693 0.935 0.015 0.001 1.1E‐63 0.014 0.001 2.0E‐46 0.020 0.010 5.7E‐02 0.013 0.001 4.4E‐26 0.018 0.001 4.5E‐43 ++ 86.1 7.3E‐03 1 ‐ 0 ‐ [THRB],LOC101927854 (‐289kb),THRB‐AS1 (+15kb4 THRB
rs784504 3 39,195,260 C G 0.811 0.997 0.007 0.001 4.0E‐14 0.007 0.001 2.0E‐10 0.020 0.012 5.0E‐02 0.003 0.001 5.6E‐03 0.010 0.002 1.7E‐12 ++ 91.4 6.5E‐04 1 ‐ 0 ‐ SCN11A (‐200kb),WDR48 (‐57kb),GORASP1 (‐45k 13 CSRNP1
rs12487736 3 47,459,679 C T 0.424 1.000 0.009 0.001 3.9E‐27 0.008 0.001 1.6E‐20 0.009 0.009 3.1E‐01 0.007 0.001 8.3E‐09 0.010 0.001 1.3E‐17 ++ 78.8 3.0E‐02 1 SETD2 / PTPN0 ‐ SETD2 (‐254kb),KIF9‐AS1 (‐174kb),KIF9 (‐135kb),K9 SCAP
rs59906301 3 49,819,665 G A 0.679 0.987 0.009 0.001 2.8E‐23 0.011 0.001 3.9E‐30 ‐0.068 0.010 3.8E‐12 0.007 0.001 2.3E‐09 0.010 0.001 5.2E‐15 ++ 62.9 1.0E‐01 1 ‐ 0 ‐ DAG1 (‐247kb),BSN‐AS2 (‐228kb),BSN (‐111kb),A 18 IP6K1
rs756102064 3 52,817,149 T TGGGGGT 0.091 0.991 0.011 0.001 1.9E‐14 0.008 0.002 7.5E‐08 0.053 0.016 7.3E‐04 0.008 0.002 3.4E‐06 0.013 0.002 1.6E‐10 ++ 60.9 1.1E‐01 1 ‐ 0 ‐ NISCH (‐290kb),STAB1 (‐259kb),NT5DC2 (‐248kb) 22 ITIH1
3:56653024_TC_T 3 56,653,024 TC T 0.635 0.990 0.006 0.001 2.5E‐13 0.006 0.001 3.3E‐13 ‐0.011 0.010 2.4E‐01 0.006 0.001 3.8E‐07 0.005 0.001 1.1E‐06 ++ 0 7.7E‐01 0 ‐ 0 ‐ ERC2 (‐151kb),[CCDC66],FAM208A (+1kb),ARHGE4 CCDC66
rs748959644 3 58,388,735 C CTT 0.917 0.959 0.009 0.002 1.7E‐08 0.007 0.002 6.0E‐05 0.026 0.017 1.3E‐01 0.009 0.002 1.4E‐05 0.008 0.002 2.9E‐04 ++ 0 8.7E‐01 0 ‐ 0 ‐ FLNB (‐231kb),FLNB‐AS1 (‐232kb),DNASE1L3 (‐19 12 PXK
rs1965132 3 69,147,519 C A 0.505 0.974 0.005 0.001 1.9E‐10 0.005 0.001 9.4E‐08 0.009 0.009 3.6E‐01 0.006 0.001 2.2E‐08 0.005 0.001 2.0E‐05 ++ 0 8.6E‐01 0 ‐ 0 ‐ FAM19A4 (‐166kb),EOGT (‐84kb),TMF1 (‐46kb),M8 ARL6IP5
rs2597305 3 70,922,562 G C 0.454 0.981 0.005 0.001 7.3E‐10 0.004 0.001 1.4E‐05 0.025 0.009 8.2E‐03 0.005 0.001 1.4E‐05 0.006 0.001 1.0E‐06 ++ 0 6.4E‐01 1 ‐ 0 ‐ FOXP1 (+81kb), 1 FOXP1 (+81kb)
rs13082048 3 86,964,322 A G 0.361 0.987 0.006 0.001 2.6E‐10 0.006 0.001 1.4E‐08 ‐0.007 0.010 4.1E‐01 0.004 0.001 1.0E‐03 0.008 0.001 4.6E‐09 ++ 79 2.9E‐02 1 ‐ 0 ‐ VGLL3 (+23kb),LINC00506 (+174kb), 2 VGLL3 (+23kb)
rs958650 3 98,736,153 G A 0.770 0.969 0.006 0.001 6.9E‐09 0.005 0.001 2.8E‐06 0.011 0.011 4.2E‐01 0.004 0.001 3.8E‐04 0.005 0.001 1.2E‐04 ++ 0 5.8E‐01 1 ‐ 0 ‐ ST3GAL6‐AS1 (‐285kb),ST3GAL6 (‐221kb),DCBLD23 DCBLD2 (‐116kb)
rs532797767 3 100,682,572 C G 0.983 0.651 0.022 0.004 6.4E‐10 0.024 0.005 7.9E‐09 ‐0.096 0.045 2.3E‐02 0.015 0.006 1.1E‐03 0.025 0.006 2.1E‐05 ++ 32.4 2.2E‐01 1 ‐ 0 ‐ ADGRG7 (‐268kb),TFG (‐215kb),[ABI3BP],IMPG2 (4 ABI3BP
rs13315174 3 105,406,468 G A 0.784 0.998 0.008 0.001 6.0E‐17 0.008 0.001 1.2E‐12 0.015 0.011 1.7E‐01 0.008 0.001 1.5E‐10 0.009 0.001 2.9E‐09 ++ 0 5.8E‐01 1 ‐ 0 ‐ ALCAM (‐111kb),[CBLB], 2 CBLB
3:122365882_GA_G 3 122,365,882 GA G 0.760 0.987 0.006 0.001 8.2E‐09 0.006 0.001 1.3E‐07 ‐0.005 0.011 8.2E‐01 0.002 0.001 7.6E‐02 0.009 0.001 7.7E‐10 ++ 91.2 7.7E‐04 1 ‐ 0 ‐ CCDC58 (‐264kb),FAM162A (‐237kb),WDR5B (‐2313 PARP15 (‐8kb)
3:123092614_CCCCCG_C 3 123,092,614 CCCCCG C 0.269 0.994 0.007 0.001 2.0E‐14 0.005 0.001 2.6E‐08 0.033 0.010 1.9E‐03 0.006 0.001 7.5E‐07 0.008 0.001 2.9E‐10 ++ 0 5.8E‐01 1 ‐ 0 ‐ PDIA5 (‐212kb),MIR7110 (‐212kb),SEC22A (‐100k 7 ADCY5
rs6776396 3 124,321,704 T C 0.246 0.996 0.005 0.001 4.5E‐08 0.005 0.001 6.7E‐06 0.010 0.011 3.5E‐01 0.004 0.001 2.8E‐04 0.006 0.001 1.9E‐05 ++ 0 4.8E‐01 1 ‐ 0 ‐ [KALRN],MIR6083 (‐228kb),UMPS (+128kb),MIR5 5 KALRN
rs56225966 3 129,047,302 A T 0.091 0.950 0.011 0.001 1.5E‐15 0.009 0.002 3.0E‐09 0.056 0.016 8.6E‐04 0.009 0.002 7.0E‐08 0.011 0.002 6.0E‐08 ++ 0 5.2E‐01 1 COPG1 0 ‐ EFCC1 (‐288kb),GP9 (‐266kb),ISY1‐RAB43 (‐167kb19 H1FX‐AS1 (‐4kb)
rs2953761 3 129,745,975 A G 0.776 0.978 0.006 0.001 3.3E‐10 0.007 0.001 3.3E‐10 ‐0.006 0.011 5.7E‐01 0.006 0.001 2.2E‐05 0.007 0.001 1.1E‐06 ++ 0 4.1E‐01 1 ‐ 0 ‐ TMCC1 (‐134kb),TMCC1‐AS1 (‐118kb),TRH (‐49kb6 TRH (‐49kb)
rs62292950 3 132,197,995 T G 0.868 0.992 0.006 0.001 1.8E‐08 0.007 0.001 2.4E‐07 ‐0.004 0.014 8.1E‐01 0.005 0.002 4.7E‐04 0.007 0.002 7.6E‐06 ++ 0 5.1E‐01 1 ACAD11 0 ‐ ACPP (‐111kb),[DNAJC13],ACAD11 (+79kb),NPHP 8 DNAJC13
rs687339 3 135,932,359 C T 0.228 0.997 0.027 0.001 1.3E‐175 0.031 0.001 4.2E‐182 ‐0.093 0.011 3.4E‐17 0.025 0.001 5.3E‐84 0.031 0.001 5.3E‐104 ++ 87.9 4.0E‐03 1 ‐ 0 ‐ PPP2R3A (‐66kb),MSL2 (‐18kb),PCCB (+37kb),STA4 MSL2 (‐18kb)
rs56330132 3 138,077,176 C CTCA 0.814 0.982 0.008 0.001 1.3E‐12 0.006 0.001 4.0E‐07 0.040 0.012 7.5E‐04 0.007 0.001 5.0E‐05 0.010 0.002 1.5E‐10 ++ 45.6 1.8E‐01 1 ‐ 0 ‐ DZIP1L (‐243kb),A4GNT (‐226kb),DBR1 (‐183kb),A10 MRAS
rs6777420 3 142,002,869 T C 0.131 0.990 0.007 0.001 8.8E‐09 0.007 0.001 5.6E‐07 ‐0.007 0.014 6.5E‐01 0.009 0.002 7.6E‐08 0.006 0.002 9.0E‐04 ++ 35.1 2.1E‐01 0 XRN1 / ATR 0 ‐ TFDP2 (‐134kb),GK5 (‐58kb),XRN1 (+23kb),ATR (+4 XRN1 (+23kb)
rs9834503 3 149,994,882 A C 0.539 0.906 0.006 0.001 1.7E‐11 0.006 0.001 6.4E‐10 ‐0.002 0.010 9.3E‐01 0.004 0.001 3.3E‐04 0.008 0.001 1.9E‐09 ++ 77.9 3.4E‐02 1 ‐ 0 ‐ TMEM183B (‐294kb),LOC105374313 (‐126kb),LIN7 LINC01214
rs62271373 3 150,066,540 T A 0.940 0.958 0.018 0.002 2.3E‐24 0.016 0.002 3.7E‐16 0.037 0.020 5.4E‐02 0.010 0.002 3.5E‐05 0.026 0.003 2.6E‐25 ++ 94.6 1.8E‐05 1 ‐ 0 ‐ LOC105374313 (‐198kb),LINC01213 (‐109kb),LINC7 LINC01214 (‐25kb)
rs55735727 3 169,488,148 T A 0.269 0.974 0.007 0.001 2.6E‐13 0.007 0.001 4.9E‐10 ‐0.006 0.011 6.2E‐01 0.008 0.001 6.0E‐09 0.006 0.001 7.8E‐05 ++ 9.1 2.9E‐01 0 LRRC34 0 ‐ MECOM (‐107kb),LOC105374205 (‐293kb),TERC (12 ACTRT3 (0kb)
rs10936702 3 171,548,897 A G 0.394 0.989 0.005 0.001 7.9E‐09 0.005 0.001 6.1E‐06 0.011 0.010 2.2E‐01 0.005 0.001 1.1E‐05 0.006 0.001 7.5E‐06 ++ 0 6.2E‐01 1 ‐ 0 ‐ PLD1 (‐21kb),TMEM212 (+12kb),TMEM212‐AS1 ( 4 TMEM212 (+12kb)
rs79287178 3 172,294,500 G A 0.969 0.902 0.037 0.003 1.7E‐51 0.035 0.003 3.7E‐36 0.051 0.028 4.6E‐02 0.041 0.003 9.6E‐38 0.032 0.004 4.0E‐19 ++ 71.9 5.9E‐02 0 ‐ 0 ‐ FNDC3B (‐176kb),GHSR (‐128kb),TNFSF10 (‐53kb)5 TNFSF10 (‐53kb)
rs234043 3 172,313,367 T C 0.282 0.996 0.009 0.001 1.1E‐27 0.008 0.001 4.9E‐17 0.028 0.010 7.1E‐03 0.009 0.001 6.1E‐15 0.009 0.001 4.0E‐13 ++ 0 9.5E‐01 1 ‐ 0 ‐ FNDC3B (‐195kb),GHSR (‐147kb),TNFSF10 (‐72kb)6 NCEH1 (+35kb)
rs35483288 3 183,400,718 T TTTC 0.757 0.956 0.007 0.001 1.9E‐12 0.005 0.001 7.4E‐06 0.054 0.011 9.1E‐07 0.005 0.001 1.1E‐04 0.008 0.001 1.2E‐08 ++ 70.7 6.5E‐02 1 ‐ 0 ‐ MCF2L2 (‐255kb),LINC00888 (‐227kb),KLHL6 (‐12 10 KLHL24
rs2293606 3 184,106,493 G T 0.056 1.000 0.011 0.002 7.5E‐10 0.009 0.002 5.5E‐06 0.050 0.020 1.4E‐02 0.008 0.002 1.6E‐03 0.015 0.003 1.4E‐08 ++ 75.8 4.2E‐02 1 ‐ 0 ‐ HTR3E‐AS1 (‐284kb),HTR3E (‐282kb),EIF2B5 (‐24322 D
rs57158761 3 185,371,172 A G 0.564 0.991 0.009 0.001 1.7E‐27 0.007 0.001 1.4E‐16 0.032 0.009 7.9E‐04 0.008 0.001 2.4E‐12 0.010 0.001 9.3E‐18 ++ 44.7 1.8E‐01 1 ‐ 0 ‐ MAP3K13 (‐164kb),TMEM41A (‐154kb),LIPH (‐1018 IGF2BP2
rs7430950 3 196,233,136 A C 0.747 0.993 0.006 0.001 3.6E‐11 0.008 0.001 8.3E‐15 ‐0.052 0.011 1.6E‐07 0.007 0.001 8.2E‐08 0.006 0.001 3.8E‐05 ++ 0 6.2E‐01 0 ‐ 0 ‐ ZDHHC19 (‐295kb),SLC51A (‐273kb),PCYT1A (‐21918 SMCO1 (+1kb)
rs11725653 4 963,397 C T 0.894 0.996 0.011 0.001 2.9E‐17 0.010 0.002 2.5E‐12 0.019 0.015 2.4E‐01 0.010 0.002 1.0E‐08 0.012 0.002 3.9E‐11 ++ 0 5.2E‐01 1 DGKQ 0 ‐ PDE6B (‐299kb),ATP5I (‐295kb),MYL5 (‐288kb),M 21 DGKQ
rs13108218 4 3,443,931 A G 0.383 0.982 0.024 0.001 3.0E‐172 0.023 0.001 9.2E‐129 0.021 0.010 2.5E‐02 0.023 0.001 3.7E‐96 0.024 0.001 1.4E‐83 ++ 0 9.6E‐01 1 ‐ 0 ‐ HTT (‐198kb),MSANTD1 (‐186kb),RGS12 (‐2kb),[H8 HGFAC
rs4450871 4 4,990,298 G A 0.442 1.000 0.006 0.001 6.4E‐14 0.005 0.001 2.6E‐07 0.036 0.009 1.0E‐04 0.002 0.001 1.1E‐02 0.009 0.001 2.1E‐14 ++ 93.6 7.7E‐05 1 ‐ 0 ‐ STX18‐AS1 (‐278kb),LOC101928279 (‐201kb),LINC7 LOC101928306
rs2724475 4 17,946,432 T C 0.262 0.998 0.007 0.001 5.2E‐14 0.008 0.001 4.5E‐13 ‐0.015 0.011 2.2E‐01 0.006 0.001 2.0E‐07 0.009 0.001 4.9E‐09 ++ 35.9 2.1E‐01 1 ‐ 0 ‐ FAM184B (‐163kb),DCAF16 (‐134kb),NCAPG (‐1004 LCORL
rs2970877 4 23,887,454 G T 0.297 0.994 0.009 0.001 1.5E‐20 0.008 0.001 2.0E‐13 0.025 0.010 1.3E‐02 0.008 0.001 3.7E‐13 0.007 0.001 1.5E‐07 ++ 0 5.5E‐01 0 ‐ 0 ‐ [PPARGC1A], 1 PPARGC1A
rs28473232 4 37,406,477 G A 0.232 0.988 0.006 0.001 2.6E‐09 0.005 0.001 5.6E‐07 0.004 0.011 9.0E‐01 0.004 0.001 2.8E‐03 0.007 0.001 3.4E‐07 ++ 67.7 7.8E‐02 1 ‐ 0 ‐ MIR4801 (‐163kb),[NWD2],C4orf19 (+49kb),RELL 4 NWD2
rs2381145 4 38,452,427 C T 0.799 0.973 0.006 0.001 2.7E‐08 0.005 0.001 1.3E‐05 0.010 0.012 5.3E‐01 0.006 0.001 4.3E‐04 0.005 0.002 1.6E‐04 ++ 0 8.8E‐01 0 ‐ 0 ‐ [LINC01258],KLF3‐AS1 (+162kb),KLF3 (+213kb), 3 LINC01258
rs6531735 4 39,686,332 G A 0.493 0.999 0.005 0.001 1.0E‐09 0.005 0.001 9.7E‐08 0.001 0.009 8.3E‐01 0.003 0.001 1.0E‐02 0.006 0.001 1.3E‐08 ++ 76.1 4.1E‐02 1 ‐ 0 ‐ KLB (‐233kb),MIR5591 (‐273kb),RPL9 (‐226kb),LIA10 UBE2K (+13kb)
4:56240577_CTT_C 4 56,240,577 C CTT 0.716 0.929 0.006 0.001 4.2E‐10 0.005 0.001 1.6E‐05 0.034 0.011 1.1E‐03 0.003 0.001 3.7E‐03 0.009 0.001 1.4E‐09 ++ 88.5 3.2E‐03 1 ‐ 0 ‐ KDR (‐249kb),SRD5A3 (‐1kb),[SRD5A3‐AS1],TMEM7 SRD5A3‐AS1
4:69447407_GT_G 4 69,447,407 GT G 0.322 0.762 0.017 0.001 4.4E‐67 0.018 0.001 2.0E‐59 ‐0.024 0.011 4.9E‐02 0.029 0.001 9.5E‐102 0.007 0.002 1.9E‐06 ++ 99.2 2.6E‐28 0 ‐ 1 UGT2B17 (‐29kb), YTHDC1 (‐232kb),TMPRSS11E (‐84kb),UGT2B17 (‐5 UGT2B17 (‐13kb)
rs139487692 4 69,509,987 T A 0.010 0.588 0.036 0.006 1.4E‐08 0.034 0.006 1.2E‐06 0.013 0.063 8.5E‐01 0.043 0.008 1.2E‐08 0.031 0.008 5.9E‐04 ++ 8.5 3.0E‐01 0 ‐ 1 UGT2B17 (‐91kb), YTHDC1 (‐294kb),TMPRSS11E (‐147kb),UGT2B17 6 UGT2B15 (+2kb)
rs7696472 4 69,538,180 A G 0.475 0.998 0.013 0.001 8.1E‐58 0.013 0.001 6.7E‐48 0.001 0.009 8.9E‐01 0.019 0.001 6.7E‐69 0.007 0.001 4.5E‐08 ++ 98.2 9.8E‐14 0 UGT2B15 1 UGT2B17 (‐120kb) TMPRSS11E (‐175kb),UGT2B17 (‐104kb),UGT2B155 UGT2B15 (‐2kb)
rs1881668 4 70,725,456 G C 0.269 1.000 0.005 0.001 1.1E‐08 0.005 0.001 1.8E‐06 0.001 0.010 8.7E‐01 0.005 0.001 1.5E‐03 0.006 0.001 1.1E‐05 ++ 0 6.3E‐01 1 ‐ 0 ‐ UGT2A1 (‐206kb),UGT2A2 (‐220kb),SULT1B1 (‐9912 SULT1E1
rs28507491 4 77,197,651 A G 0.377 0.998 0.013 0.001 1.2E‐51 0.012 0.001 1.9E‐38 0.015 0.010 8.7E‐02 0.014 0.001 2.0E‐31 0.012 0.001 2.7E‐21 ++ 16 2.8E‐01 0 ‐ 0 ‐ SDAD1 (‐286kb),LOC101928809 (‐271kb),CXCL9 ( 15 FAM47E,FAM47E‐STBD1
rs116243488 4 83,245,180 T G 0.085 0.896 0.008 0.002 3.9E‐08 0.008 0.002 1.9E‐05 0.023 0.017 2.2E‐01 0.007 0.002 7.7E‐04 0.009 0.002 9.6E‐06 ++ 0 4.6E‐01 1 ‐ 0 ‐ HNRNPD (+29kb),HNRNPDL (+99kb),ENOPH1 (+105 HNRNPD (+29kb)
rs72663907 4 87,185,271 T G 0.878 0.925 0.009 0.001 2.4E‐13 0.010 0.001 5.7E‐12 ‐0.015 0.015 3.6E‐01 0.012 0.002 9.7E‐12 0.007 0.002 2.4E‐04 ++ 71.9 5.9E‐02 0 ‐ 0 ‐ ARHGAP24 (‐261kb),[MAPK10],LOC101929064 (‐44 MAPK10
rs13150068 4 88,203,828 A G 0.563 0.998 0.018 0.001 1.4E‐112 0.019 0.001 7.3E‐95 ‐0.014 0.009 1.7E‐01 0.020 0.001 6.3E‐71 0.017 0.001 6.2E‐47 ++ 73.7 5.1E‐02 0 ‐ 0 ‐ AFF1 (‐142kb),KLHL8 (‐62kb),MIR5705 (+18kb),HS7 MIR5705 (+18kb)
rs536859514 4 88,226,634 CT C 0.336 0.925 0.006 0.001 6.6E‐10 0.007 0.001 9.5E‐10 ‐0.015 0.010 1.4E‐01 0.006 0.001 3.9E‐05 0.006 0.001 1.8E‐05 ++ 0 7.9E‐01 1 ‐ 0 ‐ AFF1 (‐164kb),KLHL8 (‐85kb),MIR5705 (‐5kb),[HSD7 HSD17B13
rs34154818 4 89,726,823 A AT 0.551 0.980 0.006 0.001 6.9E‐14 0.005 0.001 3.3E‐07 0.038 0.009 5.1E‐05 0.002 0.001 3.2E‐01 0.011 0.001 9.5E‐18 ++ 96.4 1.4E‐07 1 ‐ 0 ‐ HERC5 (‐300kb),PIGY (‐282kb),PYURF (‐282kb),LO8 FAM13A
rs149675684 4 100,021,129 G A 0.003 0.866 0.054 0.009 2.1E‐10 0.047 0.010 9.7E‐07 0.182 0.096 5.8E‐02 0.085 0.012 2.9E‐12 0.028 0.013 1.8E‐02 ++ 90.2 1.4E‐03 0 ‐ 0 ‐ EIF4E (‐169kb),METAP1 (‐37kb),MIR3684 (‐103kb11 LOC100507053
rs5860563 4 100,047,157 C CA 0.301 0.995 0.014 0.001 2.2E‐55 0.014 0.001 3.9E‐42 0.003 0.010 7.3E‐01 0.020 0.001 3.5E‐58 0.007 0.001 2.3E‐09 ++ 97.8 1.4E‐11 0 ADH4 0 ‐ EIF4E (‐195kb),METAP1 (‐63kb),MIR3684 (‐129kb12 LOC100507053,ADH4
4:103766178_CAA_C 4 103,766,178 C CAA 0.491 0.932 0.007 0.001 2.3E‐16 0.008 0.001 1.6E‐17 ‐0.031 0.010 8.4E‐04 0.006 0.001 5.3E‐08 0.008 0.001 2.4E‐09 ++ 10.4 2.9E‐01 1 ‐ 0 ‐ NFKB1 (‐228kb),MANBA (‐84kb),LOC102723704 ( 10 UBE2D3
rs114816312 4 110,638,824 T C 0.008 1.000 0.072 0.005 2.2E‐52 0.072 0.005 9.3E‐41 0.023 0.054 8.1E‐01 0.061 0.007 1.6E‐18 0.083 0.007 1.1E‐34 ++ 80.3 2.4E‐02 1 PLA2G12A 0 ‐ SEC24B‐AS1 (‐284kb),SEC24B (‐177kb),MIR576 (‐211 PLA2G12A
rs7678138 4 120,106,766 G A 0.874 0.995 0.011 0.001 1.7E‐18 0.010 0.001 1.9E‐13 0.003 0.014 8.9E‐01 0.008 0.002 4.1E‐08 0.012 0.002 1.3E‐10 ++ 38.5 2.0E‐01 1 ‐ 0 ‐ SYNPO2 (‐124kb),[MYOZ2],LOC101929762 (+7kb)9 MYOZ2
rs1433210 4 124,766,956 C A 0.246 0.995 0.008 0.001 2.9E‐17 0.007 0.001 2.2E‐10 0.029 0.011 6.5E‐03 0.006 0.001 1.6E‐06 0.010 0.001 2.9E‐12 ++ 75.1 4.5E‐02 1 ‐ 0 ‐ [LINC01091], 1 LINC01091
rs62334584 4 129,031,788 T C 0.621 0.990 0.007 0.001 6.1E‐16 0.006 0.001 3.3E‐11 0.016 0.010 9.3E‐02 0.007 0.001 1.5E‐09 0.007 0.001 2.4E‐08 ++ 0 8.6E‐01 1 PLK4 / LARP1 0 ‐ HSPA4L (‐277kb),PLK4 (‐211kb),MFSD8 (‐145kb),A6 LARP1B
rs28925904 4 144,359,490 C T 0.975 1.000 0.021 0.003 3.6E‐16 0.024 0.003 7.0E‐17 ‐0.076 0.030 8.6E‐03 0.020 0.004 3.0E‐07 0.023 0.004 4.9E‐09 ++ 0 6.3E‐01 1 GAB1 0 ‐ LOC105377623 (‐253kb),USP38 (‐214kb),[GAB1],M8 GAB1
rs187768945 4 144,866,682 C T 0.998 0.859 0.053 0.009 3.5E‐09 0.053 0.010 1.8E‐07 0.036 0.104 8.0E‐01 0.043 0.013 6.0E‐04 0.061 0.014 2.2E‐06 ++ 0 3.3E‐01 1 ‐ 0 ‐ FREM3 (‐245kb),LOC105377458 (‐116kb),GYPE (‐46 LOC101927636
rs75686861 4 145,621,328 G A 0.908 0.985 0.008 0.001 3.8E‐10 0.007 0.002 1.7E‐05 0.046 0.016 4.3E‐03 0.009 0.002 1.9E‐06 0.008 0.002 8.4E‐06 ++ 0 8.2E‐01 0 ‐ 0 ‐ HHIP‐AS1 (‐54kb),[HHIP],ANAPC10 (+294kb), 3 HHIP
rs10027275 4 148,981,496 G C 0.259 0.984 0.011 0.001 5.7E‐36 0.011 0.001 1.1E‐26 0.023 0.011 2.6E‐02 0.013 0.001 3.9E‐26 0.010 0.001 3.3E‐13 ++ 62.6 1.0E‐01 0 ‐ 1 ARHGAP10 (‐158kb[ARHGAP10],MIR4799 (‐278kb),NR3C2 (+18kb), 3 ARHGAP10
rs28367132 4 149,639,865 A G 0.203 1.000 0.007 0.001 4.8E‐11 0.006 0.001 3.6E‐08 0.011 0.012 3.2E‐01 0.007 0.001 9.0E‐06 0.007 0.002 5.0E‐08 ++ 0 9.9E‐01 1 ‐ 0 ‐ NR3C2 (‐276kb),LOC105377480 (+222kb), 2 LOC105377480 (+222kb)
rs72729610 4 154,190,965 A G 0.833 1.000 0.010 0.001 8.1E‐18 0.010 0.001 5.4E‐16 0.008 0.012 4.7E‐01 0.009 0.002 9.1E‐11 0.010 0.002 1.3E‐10 ++ 0 6.3E‐01 1 ‐ 0 ‐ FHDC1 (‐290kb),[TRIM2],ANXA2P1 (+38kb),MND15 TRIM2
rs28730491 4 157,681,274 C G 0.319 0.993 0.009 0.001 3.4E‐24 0.008 0.001 4.3E‐16 0.005 0.010 6.4E‐01 0.008 0.001 4.4E‐10 0.010 0.001 8.6E‐14 ++ 16.8 2.7E‐01 1 ‐ 0 ‐ PDGFC (+1kb), 1 PDGFC (+1kb)
rs78890745 4 159,834,474 A G 0.109 0.989 0.017 0.001 1.7E‐37 0.018 0.002 8.8E‐32 ‐0.029 0.015 5.4E‐02 0.014 0.002 6.2E‐14 0.020 0.002 2.4E‐25 ++ 82.7 1.6E‐02 1 ‐ 0 ‐ RXFP1 (‐260kb),C4orf46 (‐241kb),ETFDH (‐205kb)8 C4orf45
rs11729169 4 171,019,391 T C 0.107 0.995 0.011 0.001 2.8E‐15 0.012 0.002 6.9E‐15 ‐0.030 0.015 5.1E‐02 0.011 0.002 2.5E‐10 0.011 0.002 4.0E‐07 ++ 0 8.7E‐01 0 ‐ 0 ‐ LOC100506085 (‐122kb),MFAP3L (‐72kb),AADAT 4 AADAT (‐8kb)
rs11721999 4 185,377,222 G C 0.165 0.972 0.007 0.001 9.9E‐11 0.006 0.001 1.6E‐07 0.002 0.013 8.3E‐01 0.006 0.002 4.2E‐07 0.006 0.002 3.7E‐05 ++ 0 9.8E‐01 0 ‐ 0 ‐ ENPP6 (‐238kb),LOC728175 (‐102kb),LOC102723 9 IRF2
rs72709458 5 1,283,755 C T 0.793 0.974 0.006 0.001 1.5E‐09 0.006 0.001 4.9E‐08 0.002 0.012 9.9E‐01 0.007 0.001 9.2E‐08 0.006 0.002 3.1E‐04 ++ 0 4.0E‐01 0 ‐ 0 ‐ LOC100506688 (‐286kb),NKD2 (‐245kb),SLC12A7 15 TERT
5:36206855_GAT_G 5 36,206,855 G GAT 0.024 0.999 0.018 0.003 3.3E‐11 0.015 0.003 2.7E‐07 0.039 0.030 2.3E‐01 0.022 0.004 1.1E‐09 0.014 0.004 5.6E‐04 ++ 55.8 1.3E‐01 0 NADK2 0 ‐ CAPSL (‐268kb),LOC100506406 (‐267kb),UGT3A1 9 NADK2
rs4266430 5 38,749,736 T C 0.488 0.996 0.005 0.001 1.5E‐09 0.004 0.001 1.1E‐05 0.030 0.009 1.7E‐03 0.004 0.001 1.9E‐04 0.006 0.001 6.4E‐07 ++ 31.4 2.3E‐01 1 ‐ 0 ‐ EGFLAM (‐284kb),LIFR (‐154kb),LIFR‐AS1 (‐78kb), 8 OSMR‐AS1
rs6881929 5 42,590,480 T G 0.767 0.955 0.005 0.001 4.5E‐08 0.004 0.001 6.3E‐05 0.025 0.011 3.2E‐02 0.005 0.001 1.8E‐05 0.006 0.001 2.5E‐04 ++ 0 8.1E‐01 1 ‐ 0 ‐ [GHR],CCDC152 (+166kb),SELENOP (+210kb), 3 GHR
rs7735249 5 53,310,139 C G 0.887 0.988 0.019 0.001 3.9E‐46 0.017 0.001 4.2E‐30 0.043 0.015 2.1E‐03 0.020 0.002 4.9E‐31 0.018 0.002 6.4E‐20 ++ 0 4.4E‐01 0 ‐ 0 ‐ [ARL15],MIR581 (‐63kb),MIR4459 (+61kb), 3 ARL15
rs40270 5 55,804,552 A C 0.227 0.998 0.016 0.001 2.3E‐60 0.017 0.001 6.8E‐51 ‐0.006 0.011 4.8E‐01 0.014 0.001 4.0E‐26 0.018 0.001 8.7E‐35 ++ 65.4 8.9E‐02 1 ‐ 0 ‐ ANKRD55 (‐275kb),LINC01948 (‐27kb),C5orf67 (+ 3 C5orf67 (+3kb)
rs79354983 5 56,221,537 A G 0.905 0.999 0.012 0.001 5.2E‐19 0.013 0.002 3.9E‐16 ‐0.017 0.016 3.1E‐01 0.016 0.002 2.5E‐21 0.007 0.002 6.2E‐04 ++ 90.7 1.0E‐03 0 ‐ 0 ‐ MAP3K1 (‐30kb),[SETD9],[MIER3],GPBP1 (+248kb4 SETD9,MIER3
rs72753349 5 57,392,079 T C 0.041 0.990 0.011 0.002 2.9E‐08 0.013 0.002 9.3E‐09 ‐0.023 0.023 3.0E‐01 0.010 0.003 3.0E‐04 0.010 0.003 8.8E‐04 ++ 0 8.2E‐01 1 ‐ 0 ‐ LOC101928539 (‐197kb),LINC02101 (+11kb), 2 LINC02101 (+11kb)
rs774799550 5 61,832,269 CATTT C 0.607 0.843 0.007 0.001 6.5E‐15 0.007 0.001 8.4E‐12 0.011 0.010 3.1E‐01 0.007 0.001 1.2E‐09 0.007 0.001 1.9E‐07 ++ 0 8.8E‐01 1 ‐ 0 ‐ KIF2A (‐149kb),DIMT1 (‐133kb),[IPO11],IPO11‐LR 5 IPO11
rs4976033 5 67,714,246 A G 0.599 0.970 0.007 0.001 9.7E‐20 0.006 0.001 1.8E‐11 0.033 0.010 6.2E‐04 0.004 0.001 8.2E‐06 0.011 0.001 3.3E‐17 ++ 92.1 3.9E‐04 1 ‐ 0 ‐ LOC102467655 (‐220kb),PIK3R1 (‐117kb), 2 PIK3R1 (‐117kb)
rs34651 5 72,144,005 T C 0.919 0.979 0.012 0.002 8.6E‐16 0.009 0.002 3.5E‐09 0.039 0.017 2.1E‐02 0.012 0.002 6.5E‐09 0.011 0.002 3.0E‐08 ++ 0 9.2E‐01 0 ‐ 0 ‐ LOC102503427 (‐276kb),LINC02056 (‐188kb),[TN 7 TNPO1
rs34436644 5 72,947,949 GTAT G 0.425 0.979 0.006 0.001 4.9E‐11 0.006 0.001 3.2E‐11 ‐0.018 0.009 6.2E‐02 0.008 0.001 9.8E‐13 0.003 0.001 2.4E‐02 ++ 87.7 4.3E‐03 0 ‐ 1 ARHGEF28 (+132k FOXD1 (‐204kb),LINC01386 (‐179kb),BTF3 (‐147k 6 ARHGEF28
rs335629 5 76,729,521 A G 0.485 0.993 0.004 0.001 1.1E‐08 0.005 0.001 6.1E‐08 0.000 0.009 8.9E‐01 0.002 0.001 3.9E‐03 0.006 0.001 2.4E‐07 ++ 76.3 4.0E‐02 1 WDR41 0 ‐ ZBED3‐AS1 (‐285kb),PDE8B (‐5kb),[WDR41],OTP (5 WDR41
rs58729412 5 90,169,070 C T 0.281 0.989 0.007 0.001 1.7E‐13 0.007 0.001 3.4E‐11 ‐0.002 0.010 8.7E‐01 0.004 0.001 2.8E‐04 0.008 0.001 1.2E‐09 ++ 76.4 4.0E‐02 1 ‐ 0 ‐ [ADGRV1], 1 ADGRV1
rs78408340 5 102,338,739 C G 0.990 1.000 0.024 0.004 1.1E‐08 0.025 0.005 7.2E‐08 ‐0.012 0.047 9.3E‐01 0.026 0.006 7.1E‐06 0.025 0.006 5.0E‐05 ++ 0 8.7E‐01 0 ‐ 0 ‐ [PAM],GIN1 (+83kb),PPIP5K2 (+117kb),C5orf30 (+4 PAM
rs2227948 5 112,379,289 A G 0.505 0.993 0.005 0.001 2.1E‐08 0.006 0.001 1.7E‐09 ‐0.030 0.009 1.3E‐03 0.004 0.001 1.8E‐03 0.005 0.001 9.4E‐06 ++ 0 3.7E‐01 1 ‐ 0 ‐ APC (‐197kb),SRP19 (‐151kb),REEP5 (‐121kb),DCP5 MCC
rs13165542 5 122,769,296 T C 0.824 0.981 0.008 0.001 6.7E‐13 0.006 0.001 2.1E‐06 0.024 0.012 4.2E‐02 0.010 0.002 4.1E‐12 0.005 0.002 5.8E‐03 ++ 82.4 1.7E‐02 0 ‐ 0 ‐ PRDM6 (‐246kb),CEP120 (‐10kb),CSNK1G3 (+78kb3 CEP120 (‐10kb)
rs6860245 5 127,367,998 C G 0.248 0.993 0.011 0.001 3.2E‐30 0.010 0.001 1.9E‐20 0.029 0.011 6.7E‐03 0.011 0.001 4.4E‐17 0.011 0.001 9.6E‐14 ++ 0 9.0E‐01 0 ‐ 1 CTC‐228N24.3 (‐21CCDC192 (‐91kb),[LINC01184],SLC12A2 (+51kb),F4 LINC01184
rs115209326 5 131,008,584 T C 0.003 1.000 0.052 0.007 3.1E‐13 0.059 0.008 3.6E‐14 ‐0.170 0.079 2.7E‐02 0.031 0.010 1.7E‐03 0.060 0.011 3.6E‐09 ++ 75 4.5E‐02 1 FNIP1 0 ‐ CDC42SE2 (‐278kb),RAPGEF6 (‐38kb),[FNIP1],ME 5 FNIP1
rs2057655 5 131,807,624 A G 0.186 0.995 0.010 0.001 2.8E‐20 0.008 0.001 3.5E‐11 0.034 0.012 3.3E‐03 0.009 0.001 2.3E‐09 0.011 0.002 2.4E‐11 ++ 0 4.0E‐01 1 C5orf56 0 ‐ P4HA2‐AS1 (‐279kb),P4HA2 (‐244kb),MIR6830 (‐219 C5orf56
rs329120 5 133,861,756 C T 0.581 0.996 0.009 0.001 2.3E‐27 0.006 0.001 6.4E‐11 0.076 0.009 4.7E‐16 0.008 0.001 1.6E‐14 0.010 0.001 1.4E‐14 ++ 0 3.9E‐01 1 ‐ 0 ‐ PPP2CA (‐300kb),CDKL3 (‐155kb),UBE2B (‐134kb)11 JADE2
rs11743810 5 137,802,404 T C 0.560 0.996 0.007 0.001 4.9E‐15 0.008 0.001 4.4E‐16 ‐0.032 0.009 5.0E‐04 0.008 0.001 3.6E‐11 0.006 0.001 6.1E‐07 ++ 52 1.5E‐01 0 ‐ 0 ‐ BRD8 (‐288kb),KIF20A (‐279kb),CDC23 (‐253kb),G14 EGR1
rs72802806 5 142,798,588 G A 0.770 0.950 0.006 0.001 8.6E‐09 0.005 0.001 2.0E‐06 0.010 0.011 4.3E‐01 0.003 0.001 6.4E‐03 0.008 0.002 3.5E‐07 ++ 80.6 2.3E‐02 1 ‐ 0 ‐ ARHGAP26 (‐190kb),ARHGAP26‐IT1 (‐225kb),[NR 4 NR3C1
rs17051932 5 156,736,611 A G 0.055 0.997 0.011 0.002 9.2E‐10 0.012 0.002 2.3E‐10 ‐0.028 0.020 1.4E‐01 0.009 0.003 7.6E‐04 0.014 0.003 8.6E‐08 ++ 38.8 2.0E‐01 1 ‐ 0 ‐ HAVCR1 (‐250kb),HAVCR2 (‐200kb),MED7 (‐167k 10 CYFIP2
rs112965849 5 158,014,484 A AT 0.788 0.969 0.012 0.001 2.9E‐31 0.010 0.001 1.5E‐18 0.045 0.011 5.0E‐05 0.009 0.001 3.2E‐12 0.014 0.002 2.4E‐21 ++ 79.1 2.9E‐02 1 ‐ 0 ‐ LOC101927697 (‐178kb),EBF1 (+108kb), 2 EBF1 (+108kb)
rs2431752 5 162,882,702 A G 0.107 0.997 0.010 0.001 3.5E‐14 0.009 0.002 2.4E‐10 0.043 0.015 3.7E‐03 0.011 0.002 7.5E‐10 0.010 0.002 4.5E‐06 ++ 0 6.2E‐01 0 HMMR 0 ‐ CCNG1 (‐11kb),[NUDCD2],HMMR (+5kb),HMMR‐A5 NUDCD2
rs116483731 5 169,015,479 A G 0.008 1.000 0.044 0.005 3.5E‐22 0.043 0.005 8.1E‐17 0.015 0.052 8.7E‐01 0.051 0.006 1.1E‐14 0.033 0.007 4.4E‐07 ++ 69.4 7.1E‐02 0 SPDL1 0 ‐ SLIT3 (‐287kb),[SPDL1],DOCK2 (+49kb),FAM196B 4 SPDL1
rs148833559 5 172,755,066 A C 0.001 1.000 0.063 0.011 9.5E‐09 0.052 0.012 3.3E‐05 0.269 0.122 2.4E‐02 0.057 0.015 4.6E‐05 0.059 0.016 1.1E‐04 ++ 0 9.5E‐01 1 STC2 0 ‐ ATP6V0E1 (‐293kb),CREBRF (‐189kb),BNIP1 (‐1648 STC2
rs75049939 5 173,334,219 T G 0.695 0.998 0.007 0.001 7.2E‐18 0.005 0.001 8.1E‐08 0.048 0.010 3.6E‐06 0.009 0.001 1.5E‐11 0.006 0.001 9.3E‐08 ++ 40.7 1.9E‐01 0 ‐ 0 ‐ BOD1 (‐291kb),LINC01484 (‐161kb),LINC01485 (‐16 CPEB4
rs1128287 5 176,728,458 T G 0.777 1.000 0.005 0.001 1.8E‐09 0.005 0.001 8.6E‐08 ‐0.001 0.011 7.1E‐01 0.002 0.001 4.8E‐02 0.008 0.001 2.0E‐09 ++ 87 5.6E‐03 1 ‐ 0 ‐ UIMC1 (‐295kb),ZNF346 (‐220kb),FGFR4 (‐203kb)22 RAB24
rs9379084 6 7,231,843 G A 0.884 0.939 0.014 0.001 5.2E‐26 0.015 0.002 4.6E‐23 ‐0.027 0.015 7.6E‐02 0.016 0.002 1.8E‐20 0.013 0.002 1.5E‐10 ++ 38.4 2.0E‐01 0 RREB1 0 ‐ [RREB1],SSR1 (+50kb),CAGE1 (+95kb),RIOK1 (+154 RREB1
rs2299055 6 15,398,331 A G 0.118 0.989 0.007 0.001 1.0E‐08 0.007 0.001 2.7E‐06 0.018 0.014 1.8E‐01 0.003 0.002 6.2E‐02 0.011 0.002 2.2E‐08 ++ 87.6 4.4E‐03 1 ‐ 0 ‐ [JARID2],JARID2‐AS1 (‐149kb),DTNBP1 (+125kb), 3 JARID2
6:17591340_CAA_C 6 17,591,340 C CAA 0.740 0.853 0.005 0.001 3.3E‐08 0.005 0.001 1.8E‐06 ‐0.002 0.011 9.5E‐01 0.005 0.001 5.9E‐05 0.005 0.002 4.7E‐04 ++ 0 8.9E‐01 0 ‐ 0 ‐ RBM24 (‐297kb),CAP2 (‐33kb),LOC101928491 (‐87 FAM8A1 (+9kb)
rs10946313 6 19,381,386 T C 0.630 1.000 0.005 0.001 1.8E‐11 0.007 0.001 1.0E‐13 ‐0.037 0.010 1.7E‐04 0.005 0.001 4.9E‐05 0.006 0.001 1.8E‐07 ++ 0 4.4E‐01 1 ‐ 0 ‐ LOC101928519 (‐201kb),LOC105374960 (+69kb), 2 LOC105374960 (+69kb)
rs4052755 6 19,914,496 T C 0.292 0.988 0.006 0.001 1.4E‐11 0.006 0.001 9.2E‐09 0.007 0.010 4.7E‐01 0.005 0.001 1.7E‐04 0.006 0.001 9.4E‐08 ++ 0 3.9E‐01 1 ‐ 0 ‐ LOC100506885 (‐110kb),ID4 (‐72kb),MBOAT1 (+13 ID4 (‐72kb)
rs34499031 6 20,676,414 T TAA 0.735 0.995 0.008 0.001 1.6E‐19 0.006 0.001 3.2E‐09 0.045 0.011 9.2E‐06 0.006 0.001 1.4E‐05 0.011 0.001 1.1E‐14 ++ 83.9 1.3E‐02 1 ‐ 0 ‐ E2F3 (‐182kb),[CDKAL1], 2 CDKAL1
rs1408270 6 25,873,184 G A 0.268 0.999 0.007 0.001 5.1E‐16 0.010 0.001 1.0E‐21 ‐0.062 0.010 5.6E‐10 0.009 0.001 2.6E‐16 0.005 0.001 4.6E‐04 ++ 82.9 1.5E‐02 0 ‐ 0 ‐ CARMIL1 (‐252kb),SCGN (‐171kb),HIST1H2AA (‐1427 SLC17A3
rs9266184 6 31,324,664 T G 0.681 0.951 0.011 0.001 3.3E‐38 0.009 0.001 6.1E‐19 0.066 0.010 1.1E‐10 0.011 0.001 5.6E‐21 0.011 0.001 2.4E‐17 ++ 0 7.1E‐01 0 HLA‐B 0 ‐ HCG22 (‐297kb),C6orf15 (‐244kb),PSORS1C1 (‐2137 HLA‐B
rs9461976 6 34,237,199 G A 0.970 0.803 0.017 0.003 6.3E‐10 0.014 0.003 5.4E‐06 0.090 0.031 2.6E‐03 0.012 0.004 1.4E‐03 0.024 0.004 8.2E‐10 ++ 76.7 3.8E‐02 1 ‐ 0 ‐ MIR1275 (‐269kb),GRM4 (‐114kb),HMGA1 (‐23kb10 NUDT3 (+18kb)
rs35694679 6 34,243,641 A ACTCT 0.039 0.960 0.026 0.002 3.8E‐34 0.022 0.002 4.5E‐20 0.097 0.024 6.9E‐05 0.024 0.003 1.2E‐13 0.028 0.003 1.3E‐19 ++ 0 3.4E‐01 1 ‐ 0 ‐ MIR1275 (‐276kb),GRM4 (‐120kb),HMGA1 (‐30kb10 NUDT3 (+11kb)
rs4135240 6 36,647,680 C T 0.330 0.986 0.007 0.001 3.0E‐15 0.006 0.001 1.3E‐09 0.021 0.010 3.2E‐02 0.006 0.001 8.5E‐08 0.006 0.001 3.1E‐07 ++ 0 9.0E‐01 1 CDKN1A 0 ‐ ETV7 (‐292kb),PXT1 (‐237kb),KCTD20 (‐189kb),ST15 CDKN1A
rs28360642 6 41,667,506 A C 0.840 0.981 0.016 0.001 8.7E‐48 0.016 0.001 2.6E‐37 ‐0.008 0.013 4.9E‐01 0.013 0.002 1.5E‐15 0.020 0.002 5.8E‐36 ++ 90.9 9.2E‐04 1 ‐ 0 ‐ LINC01276 (‐180kb),FOXP4‐AS1 (‐151kb),FOXP4 ( 14 TFEB
rs1570360 6 43,737,830 A G 0.329 0.998 0.006 0.001 2.7E‐10 0.006 0.001 2.2E‐09 ‐0.006 0.010 6.3E‐01 0.004 0.001 2.1E‐03 0.007 0.001 1.9E‐08 ++ 50.1 1.6E‐01 1 ‐ 0 ‐ TJAP1 (‐264kb),LRRC73 (‐260kb),YIPF3 (‐253kb),P14 VEGFA (+0kb)
rs998584 6 43,757,896 C A 0.518 0.994 0.009 0.001 2.1E‐31 0.007 0.001 6.8E‐16 0.057 0.009 1.0E‐09 0.006 0.001 9.4E‐10 0.011 0.001 1.7E‐20 ++ 85.8 8.0E‐03 1 ‐ 0 ‐ TJAP1 (‐284kb),LRRC73 (‐280kb),YIPF3 (‐273kb),P14 VEGFA (‐4kb)
rs62407923 6 52,391,951 T C 0.172 0.994 0.007 0.001 3.4E‐09 0.006 0.001 1.6E‐06 0.015 0.012 2.0E‐01 0.007 0.002 4.3E‐06 0.006 0.002 5.0E‐04 ++ 0 7.9E‐01 0 ‐ 0 ‐ IL17F (‐283kb),MCM3 (‐242kb),PAQR8 (‐119kb),E11 TRAM2
rs12662365 6 80,905,389 A T 0.321 0.990 0.005 0.001 8.0E‐09 0.004 0.001 1.5E‐05 0.021 0.010 2.9E‐02 0.004 0.001 6.9E‐03 0.007 0.001 1.1E‐07 ++ 68 7.7E‐02 1 ‐ 0 ‐ ELOVL4 (‐248kb),TTK (‐153kb),[BCKDHB], 3 BCKDHB
rs4472353 6 96,078,826 C T 0.842 0.998 0.007 0.001 1.2E‐08 0.006 0.001 5.8E‐06 0.016 0.013 1.5E‐01 0.005 0.002 3.9E‐03 0.008 0.002 1.4E‐06 ++ 49.2 1.6E‐01 1 ‐ 0 ‐ MANEA‐AS1 (‐53kb),MANEA (‐21kb), 2 MANEA (‐21kb)
rs17185536 6 100,620,931 T C 0.244 0.989 0.007 0.001 1.7E‐14 0.004 0.001 3.6E‐06 0.068 0.011 5.8E‐10 0.007 0.001 3.2E‐09 0.006 0.001 9.1E‐07 ++ 0 8.4E‐01 0 ‐ 0 ‐ M2‐AS1 (‐97kb),SIM1 (+216kb), 2 M2‐AS1 (‐97kb)
rs11153046 6 107,441,753 A G 0.323 0.992 0.005 0.001 7.4E‐10 0.006 0.001 5.5E‐10 ‐0.019 0.010 4.3E‐02 0.004 0.001 8.0E‐05 0.006 0.001 1.7E‐05 ++ 0 5.5E‐01 1 ‐ 0 ‐ LOC100422737 (‐206kb),MIR587 (‐210kb),C6orf2 5 BEND3 (‐6kb)
rs9480889 6 109,189,021 C G 0.217 0.994 0.006 0.001 2.1E‐08 0.005 0.001 2.1E‐05 0.025 0.011 2.5E‐02 0.003 0.001 5.5E‐03 0.008 0.002 2.7E‐07 ++ 80.6 2.3E‐02 1 ‐ 0 ‐ FOXO3 (‐183kb),LINC00222 (‐98kb),[ARMC2],ARM6 ARMC2
rs556469092 6 111,179,399 GT G 0.252 0.996 0.006 0.001 3.7E‐11 0.007 0.001 3.5E‐10 ‐0.006 0.011 5.7E‐01 0.007 0.001 4.4E‐07 0.006 0.001 1.2E‐05 ++ 0 6.6E‐01 0 ‐ 0 ‐ CDK19 (‐42kb),[AMD1],GTF3C6 (+100kb),RPF2 (+ 6 AMD1
rs150115323 6 117,506,408 G C 0.372 0.998 0.005 0.001 8.5E‐12 0.004 0.001 2.9E‐06 0.037 0.010 8.1E‐05 0.005 0.001 2.1E‐05 0.006 0.001 4.1E‐09 ++ 0 3.5E‐01 1 ‐ 0 ‐ RFX6 (‐253kb),VGLL2 (+80kb),ROS1 (+103kb),DCB4 VGLL2 (+80kb)
rs6916491 6 119,247,734 T C 0.707 0.995 0.005 0.001 2.1E‐08 0.006 0.001 1.1E‐08 ‐0.018 0.010 5.9E‐02 0.005 0.001 2.5E‐06 0.005 0.001 3.7E‐05 ++ 0 8.4E‐01 1 ‐ 0 ‐ CEP85L (‐216kb),LOC100287632 (‐143kb),[MCM97 MCM9
rs58321169 6 126,868,567 C T 0.733 0.992 0.010 0.001 1.6E‐25 0.008 0.001 3.3E‐14 0.031 0.011 2.4E‐03 0.009 0.001 1.3E‐10 0.010 0.001 5.6E‐14 ++ 0 5.3E‐01 1 ‐ 0 ‐ CENPW (‐64kb),MIR588 (‐63kb), 2 MIR588 (‐63kb)
rs12661232 6 130,379,160 T C 0.312 0.996 0.011 0.001 7.7E‐34 0.009 0.001 4.5E‐21 0.050 0.010 1.8E‐07 0.010 0.001 1.2E‐15 0.011 0.001 1.6E‐16 ++ 0 4.6E‐01 1 L3MBTL3 0 ‐ TMEM244 (‐197kb),[L3MBTL3],SAMD3 (+86kb), 3 L3MBTL3
6:134525692_CT_C 6 134,525,692 CT C 0.390 0.930 0.005 0.001 2.3E‐09 0.005 0.001 1.0E‐08 ‐0.006 0.010 6.1E‐01 0.006 0.001 7.8E‐07 0.004 0.001 4.6E‐04 ++ 0 3.8E‐01 0 ‐ 0 ‐ TBPL1 (‐217kb),SLC2A12 (‐152kb),HMGA1P7 (‐87 6 SGK1
rs66883945 6 139,317,827 GC G 0.194 0.962 0.007 0.001 8.3E‐11 0.007 0.001 2.4E‐10 ‐0.001 0.012 9.1E‐01 0.006 0.001 2.1E‐05 0.007 0.002 1.1E‐06 ++ 0 7.2E‐01 1 ‐ 0 ‐ FLJ46906 (‐299kb),GVQW2 (‐223kb),CCDC28A (‐28 REPS1 (‐8kb)
rs2908522 6 139,835,399 G C 0.585 0.990 0.006 0.001 6.5E‐12 0.005 0.001 8.1E‐09 0.016 0.009 9.6E‐02 0.001 0.001 1.1E‐01 0.010 0.001 2.0E‐16 ++ 96 6.7E‐07 1 ‐ 0 ‐ TXLNB (‐222kb),CITED2 (‐140kb),LINC01625 (‐40k4 LINC01625 (‐40kb)
rs11155787 6 151,686,905 C T 0.360 1.000 0.006 0.001 1.1E‐12 0.005 0.001 9.0E‐10 0.005 0.010 7.3E‐01 0.006 0.001 8.7E‐07 0.005 0.001 9.2E‐06 ++ 0 7.6E‐01 0 AKAP12 0 ‐ MTHFD1L (‐264kb),LOC102723831 (‐137kb),AKAP7 ZBTB2
rs668871 6 160,769,811 T C 0.469 0.998 0.018 0.001 1.4E‐111 0.016 0.001 1.7E‐76 0.041 0.009 1.3E‐05 0.017 0.001 4.7E‐55 0.018 0.001 2.2E‐59 ++ 0 3.5E‐01 1 ‐ 0 ‐ IGF2R (‐237kb),LOC729603 (‐253kb),SLC22A1 (‐197 SLC22A3
rs6919154 6 163,743,975 A G 0.591 0.942 0.006 0.001 6.7E‐12 0.006 0.001 2.9E‐11 ‐0.005 0.010 5.1E‐01 0.006 0.001 4.3E‐07 0.004 0.001 7.8E‐05 ++ 16.4 2.7E‐01 0 ‐ 0 ‐ PACRG (‐7kb),PACRG‐AS2 (‐269kb),PACRG‐AS3 (‐17 PACRG‐AS1
rs4709746 6 164,133,001 T C 0.134 0.986 0.010 0.001 6.4E‐17 0.008 0.001 8.4E‐09 0.049 0.014 3.9E‐04 0.008 0.002 4.6E‐07 0.012 0.002 4.5E‐11 ++ 64.1 9.5E‐02 1 ‐ 0 ‐ CAHM (‐298kb),QKI (‐133kb),LOC102724152 (‐40 3 LOC102724152 (‐40kb)



rs71538127 7 1,010,801 C G 0.877 0.998 0.009 0.001 1.5E‐13 0.009 0.001 1.4E‐10 0.006 0.014 7.2E‐01 0.005 0.002 8.6E‐04 0.011 0.002 6.8E‐10 ++ 79 2.9E‐02 1 ‐ 0 ‐ PRKAR1B (‐243kb),DNAAF5 (‐185kb),SUN1 (‐96kb14 COX19
rs62442919 7 1,978,384 A G 0.382 0.973 0.008 0.001 1.5E‐23 0.006 0.001 4.4E‐12 0.039 0.010 5.1E‐05 0.008 0.001 5.4E‐13 0.008 0.001 2.8E‐12 ++ 0 8.6E‐01 1 ‐ 0 ‐ ELFN1 (‐191kb),ELFN1‐AS1 (‐196kb),[MAD1L1],M5 MAD1L1
rs2462661 7 6,702,311 G T 0.575 0.987 0.007 0.001 1.0E‐16 0.006 0.001 1.0E‐08 0.033 0.009 3.7E‐04 0.006 0.001 4.4E‐07 0.008 0.001 1.1E‐09 ++ 0 3.3E‐01 1 AC073343.1 0 ‐ RAC1 (‐259kb),DAGLB (‐215kb),KDELR2 (‐178kb),G12 ZNF316 (‐4kb)
rs38197 7 15,909,008 C G 0.734 0.991 0.007 0.001 4.5E‐13 0.007 0.001 1.4E‐08 0.011 0.011 2.9E‐01 0.007 0.001 5.2E‐07 0.008 0.001 1.1E‐07 ++ 0 5.0E‐01 1 ‐ 0 ‐ MEOX2 (‐183kb),LOC105375166 (‐187kb),MEOX24 MEOX2‐AS1 (‐172kb)
rs2723572 7 17,888,587 T C 0.488 0.997 0.005 0.001 3.2E‐11 0.005 0.001 1.9E‐09 0.003 0.009 9.6E‐01 0.004 0.001 2.6E‐04 0.006 0.001 3.7E‐08 ++ 53.3 1.4E‐01 1 ‐ 0 ‐ LOC101927630 (‐290kb),[SNX13],PRPS1L1 (+178k5 SNX13
rs10951130 7 26,385,826 T G 0.855 0.996 0.008 0.001 1.8E‐12 0.009 0.001 2.9E‐14 ‐0.036 0.013 4.9E‐03 0.005 0.002 1.7E‐03 0.011 0.002 2.0E‐11 ++ 84.5 1.1E‐02 1 ‐ 0 ‐ NFE2L3 (‐159kb),HNRNPA2B1 (‐145kb),CBX3 (‐138 SNX10
rs10622246 7 28,187,111 ATTTT A 0.501 0.994 0.011 0.001 1.9E‐42 0.009 0.001 3.1E‐24 0.053 0.009 2.6E‐09 0.010 0.001 6.3E‐22 0.012 0.001 8.0E‐25 ++ 26.8 2.4E‐01 1 ‐ 0 ‐ [JAZF1],JAZF1‐AS1 (+33kb),CREB5 (+152kb), 3 JAZF1
rs10225221 7 35,401,635 C A 0.299 0.998 0.005 0.001 3.1E‐08 0.005 0.001 9.2E‐07 0.003 0.010 8.5E‐01 0.005 0.001 3.2E‐04 0.004 0.001 2.9E‐04 ++ 0 7.9E‐01 0 ‐ 0 ‐ DPY19L2P1 (‐176kb),TBX20 (‐108kb),[LOC4013244 LOC401324
rs1799831 7 44,199,142 C T 0.844 0.992 0.009 0.001 1.6E‐13 0.008 0.001 1.1E‐08 0.024 0.013 6.7E‐02 0.010 0.002 4.5E‐09 0.008 0.002 2.4E‐06 ++ 0 4.8E‐01 0 ‐ 0 ‐ MRPS24 (‐290kb),URGCP‐MRPS24 (‐253kb),URGC21 GCK
rs199861415 7 44,798,697 AC A 0.212 0.888 0.008 0.001 8.1E‐16 0.006 0.001 3.9E‐08 0.051 0.012 1.3E‐05 0.009 0.001 8.7E‐10 0.007 0.002 1.8E‐06 ++ 0 3.3E‐01 0 ‐ 0 ‐ NUDCD3 (‐268kb),NPC1L1 (‐218kb),DDX56 (‐185k14 ZMIZ2
rs7794048 7 46,275,882 G A 0.937 0.985 0.013 0.002 4.8E‐14 0.013 0.002 8.2E‐11 0.006 0.019 7.6E‐01 0.015 0.002 1.1E‐09 0.014 0.003 8.6E‐08 ++ 0 7.2E‐01 0 ‐ 0 ‐ ‐ 0 ‐
rs6975610 7 46,642,734 G A 0.448 0.997 0.006 0.001 4.5E‐11 0.005 0.001 1.2E‐06 0.022 0.009 2.5E‐02 0.006 0.001 1.2E‐06 0.005 0.001 5.4E‐06 ++ 0 7.4E‐01 0 ‐ 0 ‐ LOC730338 (+85kb), 1 LOC730338 (+85kb)
7:56061268_TA_T 7 56,061,268 T TA 0.727 0.985 0.005 0.001 8.1E‐09 0.005 0.001 3.1E‐07 0.003 0.010 8.7E‐01 0.004 0.001 5.4E‐04 0.006 0.001 2.5E‐07 ++ 41.6 1.9E‐01 1 ‐ 0 ‐ FKBP9P1 (‐289kb),SEPT14 (‐131kb),ZNF713 (‐51kb12 GBAS
7:70070124_TA_T 7 70,070,124 TA T 0.823 0.952 0.008 0.001 4.7E‐13 0.008 0.001 1.9E‐09 0.036 0.012 5.4E‐03 0.007 0.002 1.8E‐06 0.010 0.002 1.9E‐08 ++ 27.9 2.4E‐01 1 ‐ 0 ‐ [AUTS2], 1 AUTS2
rs12536766 7 70,158,864 T G 0.570 0.981 0.006 0.001 4.1E‐13 0.005 0.001 1.6E‐07 0.034 0.009 1.8E‐04 0.007 0.001 5.9E‐09 0.004 0.001 1.9E‐04 ++ 42.1 1.9E‐01 0 ‐ 0 ‐ [AUTS2], 1 AUTS2
rs1178947 7 72,850,178 C T 0.204 0.992 0.008 0.001 2.5E‐16 0.006 0.001 2.2E‐08 0.048 0.012 1.5E‐05 0.011 0.001 1.3E‐14 0.006 0.002 3.9E‐05 ++ 82.8 1.6E‐02 0 ‐ 0 ‐ GTF2IP4 (‐229kb),NCF1B (‐200kb),NSUN5 (‐127kb16 FZD9
rs11770446 7 77,358,072 G A 0.288 0.998 0.007 0.001 1.4E‐19 0.006 0.001 1.0E‐09 0.042 0.010 5.0E‐05 0.005 0.001 2.8E‐05 0.010 0.001 4.7E‐16 ++ 88.8 2.8E‐03 1 ‐ 0 ‐ PTPN12 (‐89kb),APTR (‐32kb),[RSBN1L],TMEM60 6 RSBN1L
rs149351591 7 81,329,063 G A 0.997 0.894 0.049 0.008 8.2E‐10 0.047 0.009 4.2E‐07 ‐0.055 0.093 5.3E‐01 0.051 0.012 1.6E‐06 0.051 0.012 1.1E‐05 ++ 0 1.0E+00 1 ‐ 0 ‐ LOC105369146 (‐138kb),LOC100128317 (‐8kb),[H4 HGF
rs1229492 7 81,564,122 T C 0.268 0.982 0.011 0.001 1.3E‐32 0.011 0.001 9.3E‐27 ‐0.004 0.011 5.6E‐01 0.011 0.001 1.2E‐18 0.011 0.001 3.0E‐16 ++ 0 8.7E‐01 1 ‐ 0 ‐ LOC100128317 (‐243kb),HGF (‐165kb),CACNA2D14 CACNA2D1 (+12kb)
7:81775821_TAA_T 7 81,775,821 T TAA 0.095 0.952 0.009 0.001 3.7E‐08 0.011 0.002 1.1E‐09 ‐0.036 0.016 2.9E‐02 0.009 0.002 9.1E‐05 0.008 0.002 4.6E‐04 ++ 0 8.3E‐01 0 ‐ 0 ‐ [CACNA2D1],LOC101927356 (‐117kb), 2 CACNA2D1
rs768159759 7 86,880,738 A AG 0.075 0.987 0.015 0.002 1.1E‐21 0.014 0.002 2.0E‐16 0.025 0.018 1.7E‐01 0.014 0.002 3.6E‐12 0.014 0.002 1.5E‐09 ++ 0 9.4E‐01 0 ‐ 0 ‐ KIAA1324L (‐192kb),LOC101927420 (‐99kb),DMT 8 TMEM243 (‐31kb)
rs445 7 92,408,370 C T 0.905 1.000 0.012 0.001 4.8E‐18 0.012 0.002 5.0E‐15 ‐0.013 0.016 3.6E‐01 0.013 0.002 7.9E‐12 0.009 0.002 4.0E‐07 ++ 48.9 1.6E‐01 0 ‐ 0 ‐ PEX1 (‐251kb),RBM48 (‐239kb),FAM133B (‐189kb5 CDK6
rs7015 7 97,920,623 G A 0.815 0.995 0.034 0.001 1.7E‐232 0.035 0.001 1.5E‐195 ‐0.022 0.012 8.0E‐02 0.030 0.001 2.6E‐101 0.038 0.002 9.7E‐134 ++ 90.6 1.1E‐03 1 ‐ 1 BRI3 (‐11kb), LMTK2 (‐82kb),BHLHA15 (‐78kb),TECPR1 (‐39kb), 5 BRI3
rs1859690 7 99,227,172 G A 0.067 1.000 0.013 0.002 7.1E‐16 0.016 0.002 1.1E‐18 ‐0.064 0.019 6.4E‐04 0.013 0.002 9.5E‐10 0.013 0.002 2.8E‐08 ++ 0 8.9E‐01 0 CYP3A7 1 TRIM4 (+275kb), ARPC1A (‐263kb),ARPC1B (‐235kb),PDAP1 (‐221k 23 ZSCAN25
rs12667888 7 100,474,289 C T 0.183 1.000 0.017 0.001 2.1E‐59 0.017 0.001 5.5E‐48 ‐0.008 0.012 7.5E‐01 0.017 0.001 4.8E‐35 0.017 0.002 2.8E‐29 ++ 0 8.8E‐01 0 UFSP1 0 ‐ LRCH4 (‐290kb),FBXO24 (‐276kb),PCOLCE‐AS1 (‐226 SRRT
rs35225944 7 101,831,484 T TA 0.669 0.994 0.008 0.001 3.7E‐19 0.009 0.001 9.7E‐19 ‐0.016 0.010 1.0E‐01 0.009 0.001 4.4E‐17 0.007 0.001 1.6E‐07 ++ 8.7 3.0E‐01 0 ‐ 0 ‐ [CUX1],SH2B2 (+97kb),SPDYE6 (+155kb),LOC100214 CUX1
rs149092986 7 111,624,089 T C 0.976 0.921 0.016 0.003 2.4E‐08 0.019 0.003 4.3E‐08 ‐0.049 0.032 1.4E‐01 0.017 0.004 5.9E‐05 0.017 0.004 4.1E‐05 ++ 0 9.4E‐01 1 ‐ 0 ‐ [DOCK4],DOCK4‐AS1 (‐162kb),ZNF277 (+223kb), 3 DOCK4
rs42374 7 116,444,070 T C 0.547 0.995 0.006 0.001 8.6E‐15 0.005 0.001 6.1E‐09 0.026 0.009 8.4E‐03 0.009 0.001 9.7E‐17 0.003 0.001 2.8E‐03 ++ 89.5 2.1E‐03 0 ‐ 0 ‐ CAV2 (‐295kb),CAV1 (‐243kb),LINC01510 (‐189kb9 MET (‐6kb)
rs11556924 7 129,663,496 T C 0.389 1.000 0.008 0.001 4.9E‐18 0.009 0.001 1.8E‐19 ‐0.028 0.010 3.2E‐03 0.004 0.001 8.4E‐05 0.011 0.001 3.2E‐18 ++ 93.7 7.2E‐05 1 ZC3HC1 0 ‐ NRF1 (‐267kb),MIR182 (‐253kb),MIR96 (‐249kb),M11 ZC3HC1
rs34748838 7 130,459,242 T C 0.490 0.997 0.008 0.001 2.3E‐20 0.006 0.001 1.8E‐09 0.054 0.009 7.8E‐09 0.005 0.001 6.2E‐05 0.011 0.001 1.8E‐20 ++ 92.6 2.4E‐04 1 ‐ 0 ‐ COPG2 (‐106kb),TSGA13 (‐87kb),KLF14 (‐40kb),M7 KLF14 (‐40kb)
rs157935 7 130,585,553 G T 0.303 0.994 0.012 0.001 1.4E‐39 0.011 0.001 5.7E‐29 0.016 0.010 1.8E‐01 0.012 0.001 5.0E‐27 0.011 0.001 3.7E‐17 ++ 0 3.8E‐01 0 ‐ 0 ‐ COPG2 (‐232kb),TSGA13 (‐213kb),KLF14 (‐167kb) 8 LINC00513 (+13kb)
rs200087953 7 133,575,017 A G 0.682 0.771 0.005 0.001 2.6E‐08 0.004 0.001 6.2E‐05 0.032 0.011 2.8E‐03 0.004 0.001 3.4E‐03 0.005 0.002 2.4E‐04 ++ 0 3.8E‐01 1 ‐ 0 ‐ [EXOC4],LOC101928861 (‐65kb),LRGUK (+237kb),3 EXOC4
rs1559535 7 135,143,971 G A 0.403 0.994 0.007 0.001 2.0E‐17 0.008 0.001 8.9E‐16 ‐0.013 0.009 1.5E‐01 0.006 0.001 1.9E‐08 0.007 0.001 4.1E‐09 ++ 0 7.2E‐01 1 ‐ 0 ‐ C7orf49 (‐288kb),TMEM140 (‐293kb),WDR91 (‐2410 CNOT4
rs34372369 7 143,092,269 A G 0.052 1.000 0.016 0.002 2.0E‐15 0.017 0.002 6.9E‐13 ‐0.006 0.021 8.9E‐01 0.021 0.003 1.8E‐14 0.009 0.003 5.3E‐04 ++ 90 1.6E‐03 0 EPHA1 0 ‐ PIP (‐255kb),TAS2R39 (‐211kb),TAS2R40 (‐172kb)18 EPHA1
rs4725944 7 150,476,673 C G 0.390 0.997 0.008 0.001 2.7E‐21 0.007 0.001 2.8E‐13 0.019 0.010 5.5E‐02 0.009 0.001 2.3E‐15 0.007 0.001 2.2E‐08 ++ 15.9 2.8E‐01 0 ‐ 1 TMEM176B (+17kbGIMAP7 (‐259kb),GIMAP4 (‐206kb),GIMAP6 (‐14718 TMEM176B (+12kb)
rs114949263 7 150,498,245 C T 0.111 0.991 0.015 0.001 1.7E‐34 0.017 0.001 4.6E‐33 ‐0.040 0.015 7.2E‐03 0.017 0.002 9.1E‐23 0.014 0.002 2.7E‐14 ++ 9.8 2.9E‐01 0 ‐ 1 TMEM176B (‐5kb),GIMAP7 (‐280kb),GIMAP4 (‐227kb),GIMAP6 (‐16920 TMEM176B,TMEM176A
rs7808581 7 156,194,185 C T 0.553 0.984 0.005 0.001 1.0E‐09 0.005 0.001 2.8E‐07 0.008 0.009 5.0E‐01 0.004 0.001 2.0E‐04 0.005 0.001 4.3E‐05 ++ 0 5.3E‐01 1 ‐ 0 ‐ LOC285889 (+36kb),LINC01006 (+71kb),LINC00246 LOC285889 (+36kb)
rs4240624 8 9,184,231 A G 0.908 0.999 0.022 0.001 2.3E‐59 0.022 0.002 1.1E‐44 0.001 0.016 8.6E‐01 0.023 0.002 8.1E‐36 0.021 0.002 2.8E‐26 ++ 0 6.9E‐01 0 ‐ 0 ‐ ERI1 (‐293kb),MIR4660 (‐278kb),PPP1R3B (‐175kb6 LOC157273
rs7464506 8 12,624,425 A T 0.668 0.983 0.007 0.001 1.6E‐13 0.006 0.001 8.6E‐11 0.008 0.010 3.7E‐01 0.006 0.001 5.3E‐07 0.007 0.001 4.9E‐09 ++ 0 5.1E‐01 1 ‐ 0 ‐ LOC100506990 (‐200kb),LOC729732 (‐101kb),MI 9 LOC340357
rs113973451 8 21,906,789 G T 0.823 0.980 0.007 0.001 7.7E‐13 0.006 0.001 2.7E‐08 0.024 0.012 3.3E‐02 0.007 0.002 4.2E‐09 0.006 0.002 5.4E‐05 ++ 0 5.6E‐01 0 ‐ 1 DMTN (+16kb), GFRA2 (‐260kb),DOK2 (‐136kb),XPO7 (‐43kb),NPM18 FGF17 (0kb),DMTN
rs2241261 8 22,876,739 C T 0.476 0.983 0.006 0.001 2.4E‐14 0.006 0.001 1.7E‐11 0.007 0.009 5.0E‐01 0.007 0.001 1.4E‐10 0.006 0.001 5.0E‐06 ++ 0 6.7E‐01 0 ‐ 0 ‐ PEBP4 (‐91kb),LOC101929237 (‐131kb),[RHOBTB213 RHOBTB2
rs9644032 8 23,414,822 T G 0.367 1.000 0.007 0.001 7.3E‐18 0.006 0.001 3.0E‐11 0.031 0.010 1.8E‐03 0.006 0.001 5.4E‐08 0.008 0.001 1.2E‐11 ++ 49.9 1.6E‐01 1 ‐ 0 ‐ CHMP7 (‐295kb),R3HCC1 (‐261kb),LOXL2 (‐153kb9 SLC25A37
8:23607534_AGAGT_A 8 23,607,534 A AGAGT 0.240 0.996 0.005 0.001 9.2E‐09 0.006 0.001 2.1E‐07 0.003 0.011 8.1E‐01 0.004 0.001 7.1E‐04 0.007 0.001 8.3E‐07 ++ 50.5 1.6E‐01 1 ‐ 0 ‐ ENTPD4 (‐292kb),SLC25A37 (‐175kb),NKX3‐1 (‐675 NKX2‐6 (‐43kb)
rs10086016 8 36,847,709 T C 0.834 1.000 0.007 0.001 7.8E‐11 0.007 0.001 1.5E‐08 0.004 0.012 9.3E‐01 0.003 0.002 4.0E‐02 0.012 0.002 8.2E‐13 ++ 93 1.6E‐04 1 KCNU1 0 ‐ KCNU1 (‐54kb), 1 KCNU1 (‐54kb)
rs4739515 8 37,391,203 C G 0.041 0.975 0.012 0.002 1.9E‐08 0.012 0.002 1.5E‐06 ‐0.001 0.024 9.4E‐01 0.013 0.003 7.8E‐05 0.011 0.003 1.0E‐04 ++ 0 6.2E‐01 0 ‐ 0 ‐ LINC01605 (‐40kb),ZNF703 (+162kb),LOC10192968 LINC01605 (‐40kb)
rs117318607 8 38,947,274 G A 0.022 0.945 0.015 0.003 2.5E‐09 0.014 0.003 2.3E‐06 0.028 0.032 3.7E‐01 0.016 0.004 4.9E‐06 0.013 0.004 1.5E‐04 ++ 0 6.8E‐01 0 ‐ 0 ‐ TACC1 (‐237kb),PLEKHA2 (‐116kb),HTRA4 (‐101kb7 ADAM9
rs12543287 8 42,334,511 C G 0.371 0.983 0.010 0.001 2.4E‐37 0.011 0.001 1.5E‐30 ‐0.005 0.010 6.6E‐01 0.010 0.001 2.9E‐21 0.011 0.001 1.8E‐18 ++ 0 9.6E‐01 1 ‐ 0 ‐ PLAT (‐269kb),LOC101929897 (‐206kb),IKBKB (‐1410 SLC20A2
rs72656017 8 57,152,481 A G 0.870 0.992 0.008 0.001 6.4E‐12 0.008 0.001 4.6E‐09 0.022 0.014 1.4E‐01 0.009 0.002 1.1E‐06 0.008 0.002 1.4E‐05 ++ 0 6.7E‐01 0 ‐ 0 ‐ LYN (‐227kb),RPS20 (‐165kb),SNORD54 (‐166kb),M11 CHCHD7 (‐21kb)
rs10504255 8 59,398,461 A G 0.662 0.995 0.011 0.001 3.0E‐36 0.011 0.001 3.6E‐31 ‐0.013 0.010 1.4E‐01 0.013 0.001 4.8E‐27 0.010 0.001 4.9E‐13 ++ 63.7 9.7E‐02 0 ‐ 0 ‐ LOC101929528 (‐214kb),UBXN2B (‐34kb),CYP7A15 CYP7A1 (+4kb)
rs72663955 8 71,139,330 T G 0.867 0.991 0.007 0.001 5.3E‐09 0.008 0.001 8.3E‐09 ‐0.017 0.014 1.9E‐01 0.008 0.002 5.8E‐08 0.005 0.002 1.6E‐03 ++ 43.9 1.8E‐01 0 ‐ 0 ‐ PRDM14 (‐156kb),[NCOA2],LOC101926892 (+2443 NCOA2
8:72395582_AAGCCCT_A 8 72,395,582 AAGCCCA 0.922 0.982 0.013 0.002 1.7E‐18 0.012 0.002 3.3E‐13 0.036 0.017 5.4E‐02 0.007 0.002 1.0E‐03 0.018 0.002 1.2E‐15 ++ 92.2 3.5E‐04 1 ‐ 0 ‐ EYA1 (‐121kb), 1 EYA1 (‐121kb)
rs113605295 8 81,374,095 T C 0.064 0.988 0.012 0.002 3.4E‐14 0.014 0.002 3.1E‐15 ‐0.046 0.019 1.4E‐02 0.011 0.002 1.4E‐07 0.014 0.003 1.8E‐08 ++ 0 4.7E‐01 1 ‐ 1 ZNF704 (+290kb), TPD52 (‐290kb),MIR5708 (‐220kb),ZBTB10 (+24kb4 ZBTB10 (+24kb)
rs76767219 8 81,426,196 A C 0.035 1.000 0.043 0.002 6.9E‐83 0.040 0.003 1.3E‐58 0.049 0.025 3.1E‐02 0.036 0.003 3.3E‐35 0.048 0.003 2.4E‐50 ++ 85.7 8.3E‐03 1 ZBTB10 1 ZNF704 (+238kb), MIR5708 (‐272kb),[ZBTB10],ZNF704 (+114kb), 3 ZBTB10
8:81462035_GCC_G 8 81,462,035 G GCC 0.020 0.946 0.022 0.003 2.9E‐14 0.021 0.003 1.3E‐10 0.044 0.034 1.4E‐01 0.023 0.004 3.9E‐07 0.025 0.005 1.2E‐09 ++ 0 7.6E‐01 1 ‐ 1 ZNF704 (+202kb), ZBTB10 (‐24kb),ZNF704 (+79kb), 2 ZBTB10 (‐24kb)
rs7828742 8 116,960,729 A G 0.401 0.984 0.008 0.001 1.1E‐20 0.009 0.001 3.2E‐22 ‐0.036 0.010 2.7E‐04 0.006 0.001 4.9E‐07 0.010 0.001 5.5E‐15 ++ 79.2 2.8E‐02 1 ‐ 0 ‐ TRPS1 (‐279kb),LINC00536 (+2kb), 2 LINC00536 (+2kb)
rs11774700 8 118,220,270 C T 0.309 0.983 0.006 0.001 7.3E‐13 0.005 0.001 7.1E‐07 0.032 0.010 1.7E‐03 0.005 0.001 5.5E‐06 0.008 0.001 1.5E‐09 ++ 28.4 2.4E‐01 1 SLC30A8 0 ‐ AARD (‐264kb),SLC30A8 (‐31kb), 2 SLC30A8 (‐31kb)
rs4871015 8 128,314,516 A G 0.581 0.978 0.004 0.001 5.0E‐08 0.004 0.001 2.4E‐06 0.005 0.009 5.1E‐01 0.001 0.001 2.3E‐01 0.008 0.001 5.1E‐10 ++ 93.2 1.3E‐04 1 ‐ 0 ‐ PCAT1 (‐281kb),PCAT2 (‐220kb),PRNCR1 (‐210kb)9 CASC21,CASC8
rs55831924 8 145,031,968 T C 0.361 0.986 0.007 0.001 3.5E‐15 0.006 0.001 1.5E‐11 0.004 0.010 6.9E‐01 0.004 0.001 8.5E‐04 0.009 0.001 4.3E‐14 ++ 86.2 7.1E‐03 1 PLEC / PARP10 ‐ ZNF623 (‐296kb),ZNF707 (‐254kb),BREA2 (‐251kb35 PLEC
rs2721195 8 145,677,011 T C 0.474 0.989 0.010 0.001 4.2E‐33 0.010 0.001 1.4E‐26 0.002 0.009 8.2E‐01 0.011 0.001 7.5E‐24 0.009 0.001 3.0E‐15 ++ 45.6 1.8E‐01 0 GPT 0 ‐ HSF1 (‐139kb),DGAT1 (‐126kb),MIR6848 (‐136kb)29 CYHR1
rs1567353 9 1,033,773 C G 0.692 0.992 0.008 0.001 6.6E‐18 0.007 0.001 3.2E‐11 0.014 0.010 1.3E‐01 0.007 0.001 4.6E‐09 0.009 0.001 1.1E‐11 ++ 0 4.2E‐01 1 ‐ 0 ‐ KANK1 (‐288kb),DMRT1 (‐65kb),DMRT3 (‐42kb),L 5 LINC01230 (+14kb)
rs10757112 9 2,011,588 A G 0.603 1.000 0.005 0.001 2.1E‐08 0.005 0.001 5.6E‐08 ‐0.008 0.009 2.9E‐01 0.004 0.001 2.6E‐03 0.007 0.001 8.3E‐08 ++ 69.3 7.1E‐02 1 ‐ 0 ‐ SMARCA2 (+4kb), 1 SMARCA2 (+4kb)
rs10114763 9 4,143,749 T A 0.423 0.995 0.009 0.001 3.8E‐26 0.009 0.001 3.1E‐22 ‐0.012 0.009 1.6E‐01 0.008 0.001 4.9E‐12 0.010 0.001 2.6E‐15 ++ 12.8 2.8E‐01 1 ‐ 0 ‐ [GLIS3],GLIS3‐AS1 (‐243kb), 2 GLIS3
rs1330307 9 4,305,064 A C 0.514 0.988 0.007 0.001 7.9E‐18 0.008 0.001 4.0E‐18 ‐0.016 0.009 7.5E‐02 0.006 0.001 3.9E‐08 0.008 0.001 1.1E‐12 ++ 17 2.7E‐01 1 ‐ 0 ‐ GLIS3 (‐5kb),SLC1A1 (+185kb),SPATA6L (+293kb), 3 GLIS3 (‐5kb)
rs10815276 9 5,737,692 G A 0.457 0.988 0.006 0.001 2.8E‐14 0.007 0.001 1.0E‐13 ‐0.014 0.009 2.0E‐01 0.003 0.001 1.7E‐03 0.008 0.001 1.7E‐10 ++ 85 9.9E‐03 1 ‐ 0 ‐ PLGRKT (‐300kb),CD274 (‐267kb),PDCD1LG2 (‐16 9 RIC1
rs79793188 9 6,449,701 C T 0.812 0.994 0.006 0.001 1.0E‐08 0.006 0.001 1.2E‐07 ‐0.017 0.012 1.5E‐01 0.005 0.001 8.6E‐04 0.007 0.002 8.9E‐06 ++ 0 3.2E‐01 1 ‐ 0 ‐ IL33 (‐192kb),TPD52L3 (‐118kb),[UHRF2],GLDC (+4 UHRF2
rs820504 9 6,668,278 G A 0.864 0.994 0.012 0.001 1.7E‐24 0.012 0.001 3.7E‐19 0.016 0.014 1.9E‐01 0.010 0.002 4.6E‐10 0.014 0.002 2.2E‐16 ++ 55.2 1.4E‐01 1 ‐ 0 ‐ UHRF2 (‐161kb),GLDC (‐23kb),KDM4C (+89kb), 3 GLDC (‐23kb)
rs2031316 9 13,563,624 A C 0.081 0.992 0.010 0.002 4.5E‐10 0.008 0.002 1.7E‐06 0.043 0.017 8.2E‐03 0.009 0.002 1.9E‐05 0.010 0.002 1.7E‐05 ++ 0 7.6E‐01 1 ‐ 0 ‐ MPDZ (‐284kb),FLJ41200 (‐132kb), 2 FLJ41200 (‐132kb)
rs73407797 9 14,068,852 G A 0.898 0.983 0.008 0.001 1.3E‐08 0.008 0.002 1.8E‐06 0.011 0.015 4.3E‐01 0.008 0.002 2.2E‐05 0.007 0.002 6.4E‐04 ++ 0 8.9E‐01 0 ‐ 0 ‐ LINC00583 (‐123kb),NFIB (+13kb), 2 NFIB (+13kb)
rs10811662 9 22,134,253 A G 0.173 0.998 0.007 0.001 1.1E‐10 0.006 0.001 9.0E‐06 0.038 0.012 8.3E‐04 0.005 0.002 3.0E‐03 0.009 0.002 2.1E‐08 ++ 68.6 7.4E‐02 1 ‐ 0 ‐ MTAP (‐268kb),CDKN2A‐AS1 (‐167kb),CDKN2A (‐15 CDKN2B‐AS1 (‐13kb)
rs570688891 9 22,365,968 C CT 0.526 0.994 0.005 0.001 2.2E‐08 0.004 0.001 3.0E‐05 0.021 0.009 2.7E‐02 0.003 0.001 1.2E‐03 0.005 0.001 9.1E‐06 ++ 24.3 2.5E‐01 1 ‐ 0 ‐ CDKN2B‐AS1 (‐245kb),DMRTA1 (+81kb),LINC01233 DMRTA1 (+81kb)
rs35234337 9 35,661,243 C T 0.742 0.992 0.006 0.001 3.3E‐08 0.007 0.001 1.9E‐11 ‐0.032 0.011 4.4E‐03 0.007 0.001 4.5E‐08 0.004 0.001 9.1E‐03 ++ 60.1 1.1E‐01 0 ARHGEF39 0 ‐ UNC13B (‐256kb),ATP8B5P (‐178kb),RUSC2 (‐99k 31 CCDC107,ARHGEF39
rs35206989 9 84,293,295 A AT 0.204 0.962 0.006 0.001 1.3E‐08 0.007 0.001 5.4E‐10 ‐0.024 0.012 3.7E‐02 0.004 0.001 3.1E‐03 0.006 0.002 3.2E‐05 ++ 12 2.9E‐01 1 ‐ 0 ‐ [TLE1],LOC101927502 (+11kb),SPATA31D5P (+23 5 TLE1
rs10868080 9 86,626,769 T A 0.256 1.000 0.023 0.001 3.4E‐125 0.024 0.001 1.9E‐108 ‐0.024 0.011 3.0E‐02 0.021 0.001 9.5E‐63 0.024 0.001 1.6E‐62 ++ 63.6 9.8E‐02 1 RMI1 / KIF27 0 ‐ LOC105376114 (‐298kb),GKAP1 (‐194kb),KIF27 (‐ 9 RMI1 (‐8kb)
rs117522510 9 88,886,513 A G 0.006 0.990 0.040 0.006 6.8E‐13 0.041 0.006 2.4E‐11 ‐0.003 0.062 8.9E‐01 0.037 0.008 1.4E‐05 0.041 0.008 3.3E‐08 ++ 0 7.4E‐01 1 ‐ 0 ‐ NAA35 (‐246kb),GOLM1 (‐171kb),LOC101927623 6 ISCA1
9:94038696_CA_C 9 94,038,696 CA C 0.784 0.957 0.007 0.001 2.8E‐09 0.005 0.001 2.8E‐05 0.034 0.011 5.3E‐03 0.006 0.001 1.3E‐04 0.007 0.002 5.0E‐07 ++ 0 5.3E‐01 1 ‐ 0 ‐ LOC100129316 (‐201kb),LINC00484 (‐94kb),[AUH4 AUH
rs143554698 9 95,538,573 C T 0.859 0.992 0.008 0.001 1.5E‐12 0.006 0.001 1.1E‐06 0.049 0.013 2.4E‐04 0.007 0.002 1.2E‐05 0.009 0.002 7.8E‐09 ++ 0 3.7E‐01 1 ‐ 0 ‐ CENPP (‐161kb),ASPN (‐294kb),ECM2 (‐240kb),M 14 BICD2 (‐11kb)
rs1475543 9 100,333,671 C A 0.827 1.000 0.006 0.001 1.4E‐08 0.005 0.001 5.8E‐07 0.015 0.012 3.6E‐01 0.008 0.002 1.6E‐08 0.004 0.002 7.7E‐03 ++ 73.7 5.1E‐02 0 ‐ 0 ‐ LOC100499484 (‐274kb),LOC100499484‐C9ORF1 11 TMOD1
rs11515536 9 101,771,183 T C 0.131 0.997 0.007 0.001 1.6E‐08 0.006 0.001 4.9E‐06 0.006 0.014 6.7E‐01 0.005 0.002 3.2E‐02 0.008 0.002 1.9E‐07 ++ 54.9 1.4E‐01 1 ‐ 0 ‐ GABBR2 (‐300kb),ANKS6 (‐212kb),GALNT12 (‐1597 COL15A1
rs4743776 9 107,727,727 G A 0.299 0.985 0.006 0.001 1.3E‐10 0.005 0.001 2.4E‐06 0.029 0.010 3.4E‐03 0.005 0.001 5.5E‐04 0.008 0.001 1.2E‐08 ++ 57.6 1.2E‐01 1 ‐ 0 ‐ OR13D1 (‐270kb),NIPSNAP3A (‐205kb),NIPSNAP35 ABCA1 (‐37kb)
rs62580766 9 113,034,490 T C 0.182 0.994 0.011 0.001 3.2E‐27 0.011 0.001 9.8E‐23 ‐0.006 0.012 5.4E‐01 0.010 0.002 1.6E‐11 0.011 0.002 7.5E‐16 ++ 0 4.4E‐01 1 ‐ 0 ‐ PALM2‐AKAP2 (‐100kb),AKAP2 (‐100kb),C9orf1526 TXN (‐16kb)
rs6477768 9 113,168,239 A G 0.682 0.999 0.006 0.001 2.5E‐09 0.006 0.001 1.7E‐07 ‐0.003 0.010 7.6E‐01 0.003 0.001 5.1E‐02 0.009 0.001 7.4E‐11 ++ 92.1 3.9E‐04 1 SVEP1 0 ‐ PALM2‐AKAP2 (‐233kb),AKAP2 (‐233kb),C9orf1527 SVEP1
rs4979372 9 117,140,082 C T 0.487 0.989 0.008 0.001 1.4E‐24 0.009 0.001 1.7E‐23 ‐0.019 0.009 4.1E‐02 0.012 0.001 2.6E‐28 0.005 0.001 8.1E‐05 ++ 94.9 8.6E‐06 0 AKNA 0 ‐ AMBP (‐299kb),KIF12 (‐279kb),COL27A1 (‐65kb),M11 AKNA
rs17372936 9 119,066,203 T C 0.768 0.999 0.008 0.001 4.1E‐18 0.007 0.001 5.4E‐12 0.013 0.011 2.2E‐01 0.007 0.001 5.2E‐08 0.008 0.001 1.9E‐08 ++ 0 6.2E‐01 1 ‐ 0 ‐ [PAPPA],PAPPA‐AS1 (+94kb),ASTN2 (+121kb),AST4 PAPPA
rs4837794 9 123,507,855 T C 0.331 0.989 0.008 0.001 1.7E‐22 0.008 0.001 8.5E‐19 ‐0.011 0.010 3.8E‐01 0.006 0.001 2.1E‐08 0.010 0.001 1.4E‐16 ++ 84.5 1.1E‐02 1 MEGF9 1 PSMD5 (+84kb), CDK5RAP2 (‐165kb),MEGF9 (‐31kb),FBXW2 (+11k9 FBXW2 (+11kb)
rs700085 9 125,870,466 T C 0.088 0.989 0.009 0.001 3.7E‐11 0.011 0.002 2.4E‐12 ‐0.038 0.016 1.3E‐02 0.010 0.002 3.9E‐07 0.008 0.002 4.7E‐05 ++ 0 6.3E‐01 0 ‐ 0 ‐ PDCL (‐280kb),RC3H2 (‐203kb),SNORD90 (‐228kb13 MIR600HG (+1kb)
9:128366243_TACA_T 9 128,366,243 T TACA 0.367 0.997 0.005 0.001 1.9E‐10 0.004 0.001 2.3E‐06 0.027 0.010 3.5E‐03 0.005 0.001 4.2E‐05 0.005 0.001 2.5E‐05 ++ 0 9.7E‐01 1 ‐ 0 ‐ GAPVD1 (‐237kb),[MAPKAP1],LOC51145 (+140kb4 MAPKAP1
rs9697210 9 131,468,740 G A 0.854 0.996 0.016 0.001 9.2E‐45 0.017 0.001 2.7E‐39 ‐0.001 0.013 8.6E‐01 0.018 0.002 5.0E‐31 0.015 0.002 9.0E‐20 ++ 7.1 3.0E‐01 0 ‐ 0 ‐ CERCAM (‐269kb),ODF2 (‐205kb),GLE1 (‐164kb),S18 PKN3
rs143378550 9 133,069,741 A C 0.025 0.823 0.015 0.003 2.7E‐09 0.018 0.003 4.5E‐09 ‐0.077 0.032 2.2E‐02 0.010 0.004 1.3E‐02 0.019 0.004 3.7E‐08 ++ 59.9 1.1E‐01 1 HMCN2 0 ‐ FNBP1 (‐264kb),GPR107 (‐167kb),LOC401554 (‐166 HMCN2
rs8176693 9 136,137,657 C T 0.938 0.998 0.013 0.002 7.4E‐14 0.011 0.002 1.6E‐08 0.023 0.019 2.2E‐01 0.008 0.002 9.4E‐04 0.016 0.003 2.4E‐10 ++ 80.7 2.3E‐02 1 ‐ 0 ‐ GFI1B (‐271kb),SNORD141A (‐242kb),LOC10537628 ABO
rs72766607 9 136,895,818 T G 0.980 1.000 0.034 0.003 5.2E‐32 0.032 0.003 1.0E‐21 0.041 0.033 1.5E‐01 0.035 0.004 1.6E‐18 0.032 0.004 3.1E‐15 ++ 0 5.7E‐01 0 ‐ 0 ‐ SARDH (‐291kb),VAV2 (‐38kb),[LINC00094],[BRD37 LINC00094,BRD3
rs11791747 9 137,106,879 G A 0.307 0.982 0.007 0.001 6.9E‐15 0.007 0.001 1.4E‐13 ‐0.010 0.010 4.1E‐01 0.004 0.001 4.2E‐04 0.010 0.001 2.2E‐13 ++ 90.4 1.2E‐03 1 ‐ 0 ‐ VAV2 (‐249kb),LINC00094 (‐210kb),BRD3 (‐174kb8 RNU6ATAC (‐77kb)
rs775737239 9 137,159,415 G GGCCCGG 0.586 0.983 0.005 0.001 5.6E‐10 0.005 0.001 5.2E‐10 ‐0.004 0.010 6.5E‐01 0.003 0.001 4.0E‐03 0.007 0.001 5.3E‐10 ++ 84.8 1.0E‐02 1 ‐ 0 ‐ LINC00094 (‐263kb),BRD3 (‐226kb),LOC100130547 RXRA (+59kb)
rs35233014 9 137,268,177 C A 0.254 0.981 0.014 0.001 2.5E‐46 0.014 0.001 5.0E‐37 ‐0.004 0.011 8.0E‐01 0.013 0.001 2.4E‐21 0.015 0.001 3.8E‐27 ++ 45.5 1.8E‐01 1 ‐ 0 ‐ WDR5 (‐243kb),RNU6ATAC (‐238kb),[RXRA],MIR46 RXRA
rs11103377 9 139,097,135 G A 0.539 0.986 0.010 0.001 1.2E‐32 0.010 0.001 1.1E‐28 ‐0.008 0.009 3.6E‐01 0.012 0.001 5.8E‐24 0.007 0.001 6.0E‐11 ++ 85.1 9.7E‐03 0 ‐ 0 ‐ CAMSAP1 (‐298kb),UBAC1 (‐244kb),NACC2 (‐110 17 LHX3 (0kb)
rs2279415 10 3,792,608 G A 0.531 0.932 0.005 0.001 1.9E‐08 0.005 0.001 5.3E‐08 ‐0.007 0.010 4.3E‐01 0.004 0.001 5.6E‐05 0.006 0.001 3.9E‐05 ++ 0 5.0E‐01 1 ‐ 0 ‐ [LOC105376360],KLF6 (+26kb),LOC105376365 (+84 LOC105376360
rs79717793 10 5,262,267 G A 0.845 1.000 0.021 0.001 8.5E‐84 0.023 0.001 2.0E‐78 ‐0.037 0.013 3.2E‐03 0.023 0.002 4.8E‐58 0.018 0.002 1.6E‐30 ++ 79.3 2.8E‐02 0 AKR1C4 1 AKR1C7P (+62kb), AKR1C1 (‐242kb),AKR1C2 (‐202kb),AKR1C3 (‐112k10 AKR1C4 (‐1kb)
rs3824655 10 13,370,779 C G 0.590 0.998 0.006 0.001 7.3E‐14 0.006 0.001 1.4E‐11 ‐0.005 0.009 4.5E‐01 0.006 0.001 8.3E‐09 0.006 0.001 2.1E‐07 ++ 0 7.8E‐01 1 ‐ 0 ‐ CCDC3 (‐229kb),OPTN (‐191kb),MCM10 (‐118kb),8 SEPHS1
rs3737178 10 31,607,215 A G 0.951 0.994 0.010 0.002 1.2E‐08 0.012 0.002 2.0E‐09 ‐0.031 0.022 1.9E‐01 0.009 0.003 4.7E‐05 0.012 0.003 6.2E‐06 ++ 0 3.6E‐01 1 ‐ 0 ‐ ZNF438 (‐286kb),LOC101929352 (‐57kb),[ZEB1‐AS4 ZEB1‐AS1
rs899865 10 36,473,044 T C 0.600 0.916 0.005 0.001 1.2E‐08 0.004 0.001 1.1E‐05 0.022 0.010 2.2E‐02 0.002 0.001 7.0E‐02 0.007 0.001 1.0E‐08 ++ 83.8 1.3E‐02 1 ‐ 0 ‐ ‐ 0 ‐
rs72783094 10 49,686,734 A G 0.908 0.976 0.008 0.001 1.8E‐08 0.008 0.002 1.5E‐06 0.005 0.016 9.1E‐01 0.010 0.002 4.8E‐06 0.007 0.002 2.7E‐04 ++ 0 4.0E‐01 0 ‐ 0 ‐ FRMPD2 (‐204kb),MAPK8 (‐39kb),[ARHGAP22],W4 ARHGAP22
rs1530439 10 63,645,959 T G 0.309 0.982 0.009 0.001 7.9E‐24 0.010 0.001 4.9E‐23 ‐0.008 0.010 4.2E‐01 0.007 0.001 4.8E‐08 0.011 0.001 9.7E‐19 ++ 84.5 1.1E‐02 1 ‐ 0 ‐ C10orf107 (‐120kb),ARID5B (+15kb), 2 ARID5B (+15kb)
rs541030121 10 64,871,859 A G 0.065 0.610 0.016 0.002 5.5E‐15 0.018 0.002 2.0E‐14 ‐0.058 0.024 1.4E‐02 0.015 0.003 1.3E‐08 0.017 0.003 5.4E‐08 ++ 0 7.2E‐01 1 ‐ 0 ‐ EGR2 (‐293kb),NRBF2 (+21kb),JMJD1C (+55kb),M4 NRBF2 (+21kb)
rs537858427 10 65,097,399 G A 0.100 0.683 0.010 0.002 1.5E‐08 0.010 0.002 1.3E‐06 ‐0.005 0.019 6.9E‐01 0.005 0.002 2.1E‐02 0.012 0.002 3.1E‐06 ++ 75.9 4.2E‐02 1 ‐ 0 ‐ NRBF2 (‐183kb),[JMJD1C],MIR1296 (+35kb),LOC16 JMJD1C
rs10822163 10 65,124,098 G C 0.473 1.000 0.053 0.001 4.2E‐955 0.056 0.001 1.1E‐827 ‐0.053 0.009 3.1E‐09 0.063 0.001 9.1E‐713 0.044 0.001 0.0E+00 ++ 99.2 9.4E‐30 0 JMJD1C 0 ‐ NRBF2 (‐209kb),[JMJD1C],MIR1296 (+9kb),LOC106 JMJD1C
rs1204083 10 69,835,197 C G 0.346 0.992 0.007 0.001 2.5E‐17 0.008 0.001 1.4E‐14 ‐0.019 0.010 5.0E‐02 0.010 0.001 4.3E‐17 0.005 0.001 2.3E‐05 ++ 88.6 3.0E‐03 0 ‐ 0 ‐ DNAJC12 (‐237kb),SIRT1 (‐157kb),HERC4 (0kb),PO9 HERC4 (0kb)
rs10998647 10 70,977,308 G T 0.687 0.994 0.005 0.001 1.9E‐08 0.004 0.001 2.0E‐05 0.012 0.010 1.8E‐01 ‐0.003 0.001 3.9E‐02 0.011 0.001 1.9E‐21 ‐+ 98.3 2.4E‐14 1 ‐ 0 ‐ DDX50 (‐271kb),DDX21 (‐232kb),KIF1BP (‐201kb),11 LOC101928994
rs7100001 10 74,654,754 A G 0.049 0.995 0.011 0.002 1.3E‐08 0.009 0.002 2.0E‐06 0.012 0.022 6.6E‐01 0.007 0.003 2.8E‐03 0.012 0.003 1.5E‐05 ++ 51 1.5E‐01 1 ‐ 0 ‐ MICU1 (‐269kb),MCU (‐7kb),MIR4676 (‐174kb),[O9 OIT3
rs2915025 10 77,280,923 G C 0.909 0.985 0.008 0.001 1.7E‐08 0.008 0.002 8.9E‐07 0.006 0.016 7.4E‐01 0.006 0.002 1.2E‐03 0.011 0.002 4.8E‐08 ++ 70.2 6.7E‐02 1 ‐ 0 ‐ VDAC2 (‐290kb),COMTD1 (‐285kb),ZNF503 (‐119k9 C10orf11
rs2579162 10 79,541,639 C T 0.709 0.976 0.004 0.001 1.5E‐08 0.004 0.001 1.4E‐06 0.006 0.010 5.2E‐01 0.004 0.001 4.7E‐04 0.005 0.001 8.4E‐05 ++ 0 5.7E‐01 1 ‐ 0 ‐ KCNMA1 (‐144kb),DLG5 (+9kb),DLG5‐AS1 (+145k 5 DLG5 (+9kb)
rs1782652 10 81,074,125 T A 0.619 0.971 0.012 0.001 2.9E‐50 0.012 0.001 1.7E‐36 0.013 0.010 1.6E‐01 0.012 0.001 2.7E‐28 0.014 0.001 1.2E‐26 ++ 0 5.1E‐01 1 ‐ 1 PPIF (+37kb), ZMIZ1‐AS1 (‐247kb),[ZMIZ1],PPIF (+33kb),ZCCHC28 ZMIZ1
rs11202594 10 89,641,222 G A 0.843 0.996 0.006 0.001 9.4E‐09 0.006 0.001 4.0E‐08 ‐0.018 0.013 2.0E‐01 0.005 0.002 8.7E‐04 0.006 0.002 6.6E‐06 ++ 0 4.9E‐01 1 ‐ 0 ‐ PAPSS2 (‐134kb),ATAD1 (‐63kb),CFL1P1 (‐36kb),K5 PTEN
rs1772189 10 93,629,499 T A 0.523 1.000 0.012 0.001 9.4E‐54 0.012 0.001 6.7E‐39 0.014 0.009 1.3E‐01 0.012 0.001 1.1E‐27 0.012 0.001 9.7E‐25 ++ 0 7.0E‐01 0 ‐ 0 ‐ HECTD2‐AS1 (‐258kb),PPP1R3C (‐237kb),TNKS2‐A7 TNKS2 (‐4kb)
rs2068888 10 94,839,642 A G 0.450 1.000 0.011 0.001 1.7E‐40 0.010 0.001 1.9E‐22 0.041 0.009 1.3E‐05 0.009 0.001 3.3E‐16 0.013 0.001 2.0E‐26 ++ 84.8 1.0E‐02 1 ‐ 0 ‐ EXOC6 (‐20kb),CYP26C1 (‐11kb),CYP26A1 (‐2kb),M4 CYP26A1 (‐2kb)
rs7080472 10 96,012,950 T G 0.423 0.994 0.005 0.001 1.3E‐08 0.004 0.001 1.1E‐05 0.016 0.009 1.1E‐01 0.005 0.001 2.1E‐06 0.005 0.001 2.2E‐05 ++ 0 7.1E‐01 0 PLCE1 0 ‐ PIPSL (‐291kb),[PLCE1],PLCE1‐AS2 (‐144kb),PLCE17 PLCE1
rs11188601 10 97,856,899 C T 0.364 0.997 0.008 0.001 1.2E‐22 0.008 0.001 2.7E‐16 0.016 0.010 1.0E‐01 0.006 0.001 2.3E‐06 0.010 0.001 6.1E‐17 ++ 82.1 1.8E‐02 1 ‐ 0 ‐ ENTPD1 (‐220kb),ENTPD1‐AS1 (‐7kb),C10orf131 (11 ENTPD1‐AS1 (‐7kb)
rs2862954 10 101,912,064 C T 0.500 1.000 0.010 0.001 3.3E‐28 0.010 0.001 3.2E‐24 ‐0.008 0.009 3.2E‐01 0.010 0.001 4.3E‐19 0.009 0.001 1.1E‐10 ++ 0 4.0E‐01 0 ERLIN1 1 CWF19L1 (+98kb), DNMBP (‐142kb),DNMBP‐AS1 (‐193kb),CPN1 (‐7011 ERLIN1
rs67477288 10 103,587,858 C T 0.942 0.996 0.010 0.002 2.7E‐08 0.010 0.002 7.2E‐07 0.003 0.020 8.7E‐01 0.009 0.002 4.0E‐04 0.011 0.003 4.4E‐05 ++ 0 5.6E‐01 1 ‐ 0 ‐ BTRC (‐271kb),POLL (‐240kb),DPCD (‐218kb),MIR314 KCNIP2‐AS1,KCNIP2
rs548235873 10 104,633,053 ATTT A 0.221 0.992 0.010 0.001 2.3E‐24 0.007 0.001 9.6E‐10 0.078 0.011 4.6E‐12 0.009 0.001 1.5E‐11 0.010 0.001 6.6E‐11 ++ 0 6.2E‐01 1 ‐ 0 ‐ SUFU (‐240kb),TRIM8 (‐215kb),ARL3 (‐159kb),SFX11 BORCS7‐ASMT,AS3MT
rs767299843 10 105,676,550 CA C 0.847 0.945 0.007 0.001 1.0E‐10 0.006 0.001 1.3E‐06 0.035 0.013 1.8E‐02 0.008 0.002 1.2E‐07 0.007 0.002 3.1E‐05 ++ 0 6.7E‐01 0 ‐ 0 ‐ SH3PXD2A (‐61kb),SH3PXD2A‐AS1 (‐161kb),[STN18 STN1
rs5787948 10 113,915,574 C CA 0.267 0.968 0.007 0.001 2.1E‐14 0.009 0.001 8.7E‐18 ‐0.045 0.011 1.7E‐05 0.009 0.001 5.8E‐12 0.006 0.001 4.5E‐05 ++ 55.1 1.4E‐01 0 GPAM 0 ‐ [GPAM],TECTB (+128kb),MIR6715A (+144kb),MIR8 GPAM
rs80235628 10 122,859,270 G A 0.950 0.991 0.018 0.002 2.3E‐21 0.016 0.002 1.5E‐13 0.048 0.021 3.4E‐02 0.014 0.003 5.4E‐07 0.025 0.003 2.0E‐17 ++ 87.8 4.2E‐03 1 ‐ 0 ‐ WDR11‐AS1 (‐249kb),WDR11 (‐190kb), 2 WDR11 (‐190kb)
rs7893136 10 122,926,460 T C 0.021 0.983 0.018 0.003 5.5E‐10 0.016 0.003 1.7E‐06 0.077 0.033 1.5E‐02 0.017 0.004 1.9E‐04 0.021 0.004 7.1E‐08 ++ 0 4.8E‐01 1 ‐ 0 ‐ WDR11 (‐257kb), 1 WDR11 (‐257kb)
rs4758639 11 305,406 A G 0.664 0.976 0.007 0.001 1.0E‐13 0.007 0.001 2.4E‐11 0.002 0.010 8.9E‐01 0.006 0.001 3.3E‐06 0.007 0.001 7.1E‐09 ++ 0 5.1E‐01 1 ‐ 0 ‐ LINC01001 (‐173kb),SCGB1C1 (‐111kb),ODF3 (‐1028 IFITM2 (+3kb)
rs775181992 11 2,179,864 A AGCCCT 0.240 0.955 0.011 0.001 1.7E‐29 0.011 0.001 1.3E‐26 ‐0.021 0.011 6.8E‐02 0.010 0.001 3.6E‐16 0.012 0.001 1.3E‐16 ++ 0 3.7E‐01 1 ‐ 0 ‐ LSP1 (‐266kb),MIR4298 (‐299kb),MIR7847 (‐278k 27 INS‐IGF2
rs2412138 11 3,090,126 T C 0.606 0.995 0.006 0.001 5.3E‐13 0.004 0.001 6.8E‐07 0.035 0.009 3.0E‐04 0.004 0.001 4.4E‐05 0.007 0.001 2.1E‐08 ++ 34.1 2.2E‐01 1 ‐ 0 ‐ KCNQ1 (‐220kb),KCNQ1‐AS1 (‐207kb),KCNQ1DN  15 CARS (‐11kb)
rs11601507 11 5,701,074 A C 0.069 1.000 0.016 0.002 1.1E‐25 0.015 0.002 3.4E‐18 0.012 0.018 4.0E‐01 0.015 0.002 6.5E‐12 0.018 0.002 3.2E‐15 ++ 0 3.9E‐01 1 TRIM5 0 ‐ OR51B5 (‐174kb),OR51M1 (‐289kb),OR51Q1 (‐2526 TRIM5
rs1037169 11 13,361,005 T C 0.313 0.994 0.012 0.001 1.2E‐41 0.014 0.001 1.7E‐44 ‐0.056 0.010 1.9E‐08 0.010 0.001 4.0E‐16 0.013 0.001 1.2E‐24 ++ 64.7 9.2E‐02 1 ‐ 0 ‐ [ARNTL],BTBD10 (+49kb),PTH (+153kb), 3 ARNTL
rs778571122 11 16,247,860 GTGTTTTG 0.613 0.991 0.010 0.001 1.1E‐38 0.011 0.001 8.0E‐32 ‐0.005 0.010 6.4E‐01 0.010 0.001 7.4E‐18 0.011 0.001 4.7E‐22 ++ 0 3.3E‐01 1 ‐ 1 SOX6 (+127kb), [SOX6],MIR6073 (‐257kb), 2 SOX6
rs2074310 11 17,421,886 C T 0.643 0.999 0.006 0.001 1.5E‐12 0.004 0.001 2.6E‐05 0.042 0.010 1.1E‐05 0.004 0.001 3.6E‐04 0.008 0.001 5.3E‐09 ++ 80.7 2.3E‐02 1 ABCC8 / KCNJ0 ‐ PIK3C2A (‐192kb),NUCB2 (‐68kb),LOC105376575 9 ABCC8
rs112225170 11 26,279,324 A AACTCCTG 0.921 0.968 0.010 0.002 1.2E‐10 0.010 0.002 2.1E‐09 ‐0.018 0.017 3.5E‐01 0.009 0.002 2.2E‐05 0.011 0.002 9.5E‐07 ++ 0 5.3E‐01 1 ‐ 0 ‐ [ANO3],LOC105376599 (+28kb), 2 ANO3
rs62618693 11 32,956,492 T C 0.045 1.000 0.016 0.002 2.3E‐16 0.017 0.002 2.1E‐15 ‐0.042 0.022 4.0E‐02 0.017 0.003 7.9E‐11 0.018 0.003 2.1E‐09 ++ 0 7.4E‐01 1 QSER1 0 ‐ CCDC73 (‐140kb),PRRG4 (‐77kb),[QSER1],DEPDC78 QSER1
rs4756190 11 35,124,040 T C 0.580 1.000 0.004 0.001 1.0E‐08 0.004 0.001 4.4E‐06 0.008 0.009 4.8E‐01 0.005 0.001 1.1E‐04 0.003 0.001 2.7E‐03 ++ 22.9 2.5E‐01 0 ‐ 0 ‐ APIP (‐186kb),PDHX (‐106kb),MIR1343 (‐161kb),L6 LOC100507144 (+30kb)
rs2292910 11 45,903,613 A C 0.332 0.985 0.006 0.001 1.2E‐11 0.006 0.001 2.8E‐09 0.005 0.010 6.6E‐01 0.006 0.001 1.0E‐07 0.004 0.001 3.2E‐05 ++ 27.1 2.4E‐01 0 ‐ 0 ‐ CHST1 (‐216kb),MIR7154 (‐190kb),LOC10050738412 CRY2
rs143049891 11 47,259,728 A G 0.005 1.000 0.035 0.006 1.2E‐09 0.034 0.007 2.0E‐07 0.056 0.067 4.0E‐01 0.035 0.008 5.9E‐06 0.039 0.009 7.6E‐06 ++ 0 7.6E‐01 1 DDB2 0 ‐ C11orf49 (‐74kb),ARFGAP2 (‐61kb),PACSIN3 (‐52k16 DDB2
rs566217606 11 48,877,002 C T 0.013 0.878 0.022 0.004 1.4E‐08 0.021 0.004 9.7E‐06 0.054 0.044 2.1E‐01 0.015 0.006 1.5E‐03 0.026 0.006 4.4E‐06 ++ 43.2 1.8E‐01 1 ‐ 0 ‐ TRIM49B (+176kb),TRIM64C (+198kb),FOLH1 (+293 TRIM49B (+176kb)
rs143709973 11 59,572,669 A C 0.955 0.974 0.012 0.002 4.4E‐10 0.012 0.002 2.8E‐08 ‐0.002 0.022 9.9E‐01 0.013 0.003 3.6E‐08 0.010 0.003 2.7E‐04 ++ 0 4.2E‐01 0 OR10V1 / GIF0 ‐ OR4D9 (‐289kb),OSBP (‐189kb),MIR3162 (‐210kb 14 STX3
rs174533 11 61,549,025 G A 0.652 0.998 0.010 0.001 1.2E‐28 0.010 0.001 2.2E‐26 ‐0.017 0.010 9.0E‐02 0.008 0.001 2.3E‐10 0.012 0.001 9.3E‐21 ++ 85 9.8E‐03 1 ‐ 0 ‐ PPP1R32 (‐291kb),MIR4488 (‐273kb),LRRC10B (‐220 MYRF
rs112540389 11 65,219,482 T C 0.669 0.991 0.009 0.001 1.7E‐26 0.010 0.001 2.5E‐26 ‐0.025 0.010 5.5E‐03 0.008 0.001 8.2E‐11 0.009 0.001 6.9E‐15 ++ 0 3.7E‐01 1 ‐ 1 NEAT1 (‐18kb), SPDYC (‐279kb),CAPN1 (‐240kb),SLC22A20 (‐209k29 NEAT1 (‐6kb)
rs4645936 11 65,485,478 G A 0.947 0.982 0.013 0.002 3.7E‐13 0.010 0.002 8.8E‐07 0.075 0.021 3.1E‐04 0.018 0.003 4.1E‐12 0.010 0.003 5.8E‐04 ++ 76.1 4.1E‐02 0 ‐ 1 NEAT1 (‐284kb), NEAT1 (‐272kb),MIR612 (‐273kb),MALAT1 (‐211k39 KAT5,RNASEH2C
rs12797706 11 65,561,369 A G 0.235 0.981 0.014 0.001 3.2E‐41 0.013 0.001 1.0E‐31 0.000 0.011 9.9E‐01 0.013 0.001 1.4E‐22 0.013 0.001 1.6E‐19 ++ 0 9.1E‐01 0 ‐ 0 ‐ MALAT1 (‐287kb),TALAM1 (‐286kb),MASCRNA (‐240 OVOL1
rs61890450 11 66,596,885 G A 0.046 0.959 0.012 0.002 9.2E‐10 0.009 0.002 5.5E‐05 0.074 0.023 8.3E‐04 0.011 0.003 9.9E‐05 0.013 0.003 7.3E‐06 ++ 0 5.4E‐01 1 ‐ 0 ‐ BBS1 (‐296kb),ZDHHC24 (‐283kb),ACTN3 (‐266kb 21 C11orf80
rs4988308 11 68,106,842 G A 0.557 0.988 0.005 0.001 1.2E‐09 0.004 0.001 4.5E‐05 0.034 0.009 4.1E‐04 0.006 0.001 4.7E‐08 0.005 0.001 7.5E‐05 ++ 0 9.0E‐01 0 ‐ 0 ‐ TCIRG1 (‐288kb),MIR6753 (‐294kb),CHKA (‐218kb7 LRP5
rs72932177 11 69,143,157 C T 0.956 0.967 0.017 0.002 3.6E‐18 0.020 0.002 8.3E‐19 ‐0.069 0.023 2.5E‐03 0.023 0.003 1.1E‐17 0.012 0.003 7.5E‐05 ++ 85.8 8.1E‐03 0 ‐ 0 ‐ TPCN2 (‐285kb),MIR3164 (‐292kb),LOC338694 (‐26 MYEOV (‐78kb)
rs631695 11 69,283,303 T G 0.416 0.996 0.014 0.001 6.8E‐68 0.013 0.001 9.1E‐46 0.028 0.009 3.2E‐03 0.018 0.001 2.0E‐61 0.010 0.001 2.7E‐18 ++ 94.7 1.3E‐05 0 ‐ 0 ‐ MYEOV (‐219kb),LOC102724265 (‐39kb),LINC0146 LINC01488 (+17kb)
rs646993 11 69,324,923 C T 0.328 0.993 0.007 0.001 2.8E‐14 0.006 0.001 1.3E‐08 0.026 0.010 5.7E‐03 0.007 0.001 4.2E‐08 0.007 0.001 8.5E‐08 ++ 0 9.6E‐01 0 ‐ 0 ‐ MYEOV (‐260kb),LOC102724265 (‐81kb),LINC0148 LINC01488 (‐17kb)
rs765847064 11 76,126,583 TC T 0.356 0.987 0.005 0.001 2.0E‐10 0.006 0.001 2.2E‐10 ‐0.018 0.010 4.9E‐02 0.004 0.001 2.0E‐04 0.006 0.001 2.1E‐06 ++ 37.1 2.1E‐01 1 ‐ 0 ‐ UVRAG (‐271kb),WNT11 (‐209kb),THAP12 (‐35kb 7 LOC100506127 (‐1kb)
rs75713100 11 77,517,973 T G 0.911 1.000 0.008 0.001 3.5E‐09 0.010 0.002 3.0E‐10 ‐0.037 0.016 2.7E‐02 0.009 0.002 4.9E‐05 0.009 0.002 8.9E‐06 ++ 0 9.1E‐01 1 AAMDC / AQP0 ‐ LOC646029 (‐231kb),AQP11 (‐197kb),CLNS1A (‐1611 RSF1
rs371436826 11 78,033,843 T TA 0.246 0.838 0.006 0.001 5.0E‐09 0.007 0.001 4.0E‐10 ‐0.033 0.012 5.7E‐03 0.005 0.001 2.7E‐04 0.007 0.002 5.8E‐06 ++ 0 3.8E‐01 1 ‐ 0 ‐ KCTD14 (‐277kb),NDUFC2‐KCTD14 (‐243kb),THRS12 GAB2
rs12575636 11 95,311,260 T G 0.811 0.994 0.010 0.001 2.6E‐18 0.010 0.001 4.7E‐17 ‐0.011 0.012 3.4E‐01 0.007 0.001 1.6E‐05 0.013 0.002 6.7E‐17 ++ 87.8 4.2E‐03 1 ‐ 0 ‐ FAM76B (+191kb),CEP57 (+212kb),MTMR2 (+2553 FAM76B (+191kb)
rs73519353 11 95,380,754 A T 0.003 0.857 0.061 0.008 8.8E‐17 0.067 0.009 8.9E‐16 ‐0.127 0.087 1.2E‐01 0.051 0.011 5.9E‐07 0.070 0.011 2.0E‐10 ++ 30.3 2.3E‐01 1 ‐ 0 ‐ FAM76B (+121kb),CEP57 (+143kb),MTMR2 (+1853 FAM76B (+121kb)
rs10895276 11 102,083,695 C T 0.658 0.989 0.009 0.001 3.8E‐25 0.008 0.001 5.0E‐18 0.015 0.010 1.6E‐01 0.010 0.001 1.7E‐17 0.009 0.001 3.2E‐12 ++ 0 4.7E‐01 0 ‐ 0 ‐ ANGPTL5 (‐296kb),CEP126 (‐212kb),C11orf70 (‐129 YAP1
rs757634967 11 113,654,742 A AC 0.661 0.959 0.006 0.001 2.1E‐10 0.006 0.001 3.1E‐09 ‐0.012 0.010 2.1E‐01 0.004 0.001 8.8E‐04 0.006 0.001 6.6E‐06 ++ 0 4.2E‐01 1 ‐ 0 ‐ TMPRSS5 (‐78kb),ZW10 (‐10kb),CLDN25 (‐4kb),US7 CLDN25 (‐4kb)
rs78312641 11 118,749,318 A T 0.128 0.974 0.008 0.001 2.5E‐10 0.009 0.001 2.0E‐10 ‐0.033 0.014 3.1E‐02 0.008 0.002 1.0E‐05 0.007 0.002 2.0E‐04 ++ 0 5.9E‐01 0 ‐ 0 ‐ ARCN1 (‐276kb),PHLDB1 (‐221kb),MIR6716 (‐235 25 CXCR5 (+5kb)
rs55771168 11 119,070,949 C T 0.272 0.998 0.007 0.001 5.7E‐15 0.008 0.001 8.4E‐16 ‐0.037 0.010 5.5E‐04 0.007 0.001 5.5E‐09 0.007 0.001 2.9E‐08 ++ 0 9.1E‐01 0 ‐ 0 ‐ BCL9L (‐289kb),MIR4492 (‐289kb),UPK2 (‐242kb),30 CCDC153 (‐4kb)
rs7945067 11 119,678,445 C T 0.739 0.991 0.006 0.001 2.4E‐09 0.005 0.001 6.2E‐07 0.011 0.011 2.9E‐01 0.004 0.001 8.1E‐03 0.007 0.001 9.4E‐08 ++ 28.4 2.4E‐01 1 ‐ 0 ‐ NECTIN1 (‐79kb),LOC102724301 (‐68kb), 2 LOC102724301 (‐68kb)
rs2156804 11 122,610,326 G T 0.513 0.992 0.005 0.001 1.2E‐09 0.005 0.001 8.5E‐09 ‐0.002 0.009 7.2E‐01 0.006 0.001 1.1E‐07 0.005 0.001 6.9E‐05 ++ 0 7.5E‐01 0 ‐ 0 ‐ [UBASH3B],CRTAM (+99kb),C11orf63 (+143kb),BS5 UBASH3B
rs76284158 11 128,446,578 A C 0.076 0.985 0.009 0.002 1.3E‐08 0.009 0.002 2.6E‐06 0.017 0.018 3.3E‐01 0.009 0.002 1.9E‐05 0.011 0.002 4.3E‐05 ++ 0 5.3E‐01 1 ‐ 0 ‐ [ETS1],MIR6090 (‐54kb),LOC101929517 (‐46kb),L 7 ETS1
rs2369280 12 508,859 T G 0.737 0.996 0.005 0.001 3.0E‐08 0.005 0.001 4.4E‐07 ‐0.006 0.011 5.3E‐01 0.004 0.001 1.1E‐03 0.007 0.001 1.6E‐07 ++ 74.7 4.7E‐02 1 KDM5A 0 ‐ IQSEC3 (‐221kb),LOC574538 (‐251kb),SLC6A12 (‐112 CCDC77
rs10651759 12 717,896 TCACC T 0.279 0.982 0.006 0.001 7.5E‐12 0.006 0.001 5.2E‐10 0.005 0.010 5.7E‐01 0.004 0.001 1.1E‐03 0.008 0.001 1.6E‐10 ++ 76.9 3.8E‐02 1 ‐ 0 ‐ KDM5A (‐219kb),CCDC77 (‐166kb),B4GALNT3 (‐477 NINJ2
rs56196860 12 2,908,330 A C 0.031 1.000 0.023 0.002 4.4E‐24 0.020 0.003 2.5E‐14 0.055 0.027 3.6E‐02 0.025 0.003 2.3E‐15 0.020 0.004 3.0E‐08 ++ 19.4 2.7E‐01 0 FKBP4 0 ‐ CACNA1C (‐101kb),CACNA1C‐AS2 (‐127kb),CACNA13 FKBP4
rs76895963 12 4,384,844 G T 0.021 0.812 0.073 0.003 1.2E‐120 0.065 0.004 4.3E‐79 0.204 0.036 7.1E‐09 0.066 0.004 1.9E‐55 0.075 0.005 1.3E‐64 ++ 50.5 1.6E‐01 1 ‐ 0 ‐ [CCND2‐AS1],[CCND2],TIGAR (+46kb),FGF23 (+937 CCND2‐AS1,CCND2
12:4398349_CG_C 12 4,398,349 CG C 0.754 0.986 0.007 0.001 1.2E‐15 0.007 0.001 9.4E‐11 0.022 0.011 3.1E‐02 0.006 0.001 1.1E‐06 0.009 0.001 2.1E‐10 ++ 50.7 1.5E‐01 1 ‐ 0 ‐ CCND2‐AS1 (‐13kb),[CCND2],TIGAR (+32kb),FGF27 CCND2
rs17887160 12 6,877,721 C T 0.720 0.972 0.006 0.001 5.2E‐11 0.006 0.001 1.0E‐08 0.000 0.010 8.4E‐01 0.004 0.001 5.8E‐03 0.009 0.001 7.4E‐12 ++ 87.2 5.2E‐03 1 ‐ 0 ‐ VAMP1 (‐298kb),MRPL51 (‐275kb),NCAPD2 (‐23743 PTMS
rs3782735 12 6,885,076 A G 0.600 0.950 0.008 0.001 1.2E‐21 0.009 0.001 2.7E‐18 0.002 0.010 8.5E‐01 0.007 0.001 2.5E‐09 0.010 0.001 5.6E‐15 ++ 66.6 8.3E‐02 1 ‐ 0 ‐ MRPL51 (‐283kb),NCAPD2 (‐244kb),SCARNA10 (‐242 LAG3
rs61729512 12 7,637,769 A G 0.119 0.982 0.008 0.001 3.1E‐11 0.006 0.001 2.1E‐06 0.052 0.014 1.9E‐04 0.007 0.002 1.7E‐05 0.009 0.002 6.4E‐06 ++ 0 4.5E‐01 1 CD163 0 ‐ PEX5 (‐267kb),ACSM4 (‐157kb),CD163L1 (‐41kb), 9 CD163
rs11045171 12 20,470,199 G A 0.198 0.988 0.008 0.001 1.3E‐14 0.006 0.001 1.2E‐06 0.050 0.012 1.7E‐05 0.006 0.001 7.1E‐05 0.011 0.002 9.5E‐14 ++ 77.9 3.3E‐02 1 ‐ 0 ‐ LOC100506393 (‐218kb),PDE3A (+52kb), 2 PDE3A (+52kb)
rs57743625 12 21,367,633 G A 0.840 0.996 0.030 0.001 1.1E‐159 0.029 0.001 3.1E‐117 0.014 0.013 3.4E‐01 0.031 0.002 3.6E‐98 0.029 0.002 9.6E‐74 ++ 0 3.7E‐01 0 ‐ 0 ‐ SLCO1B3 (‐298kb),SLCO1B7 (‐125kb),[SLCO1B1],S8 SLCO1B1
rs2900528 12 24,150,441 C G 0.417 1.000 0.006 0.001 1.5E‐12 0.006 0.001 1.5E‐10 0.003 0.009 7.1E‐01 0.006 0.001 2.5E‐07 0.006 0.001 1.0E‐06 ++ 0 9.3E‐01 1 ‐ 0 ‐ [SOX5],MIR920 (+215kb),LOC101928471 (+226kb3 SOX5
rs1391790 12 24,203,096 T C 0.964 0.991 0.025 0.002 1.8E‐30 0.026 0.003 4.0E‐26 ‐0.021 0.025 4.0E‐01 0.019 0.003 1.0E‐12 0.027 0.003 1.8E‐16 ++ 65.5 8.9E‐02 1 ‐ 0 ‐ [SOX5],MIR920 (+162kb),LOC101928471 (+173kb3 SOX5
rs75130744 12 25,410,741 G C 0.929 0.996 0.027 0.002 7.3E‐72 0.028 0.002 3.6E‐58 ‐0.015 0.018 4.6E‐01 0.029 0.002 3.0E‐44 0.026 0.002 3.9E‐31 ++ 25 2.5E‐01 0 ‐ 0 ‐ C12orf77 (‐260kb),LOC645177 (‐205kb),LRMP (‐17 KRAS (‐7kb)
rs2129869 12 26,457,650 A T 0.780 0.997 0.007 0.001 1.2E‐12 0.006 0.001 2.0E‐07 0.024 0.011 2.9E‐02 0.005 0.001 4.8E‐04 0.009 0.001 3.8E‐10 ++ 70 6.8E‐02 1 ‐ 0 ‐ RASSF8 (‐225kb),BHLHE41 (‐180kb),SSPN (‐70kb),4 ITPR2 (+31kb)
rs34072608 12 46,189,284 G T 0.801 0.988 0.007 0.001 1.6E‐13 0.007 0.001 8.1E‐12 ‐0.012 0.012 3.2E‐01 0.005 0.001 1.4E‐05 0.008 0.002 7.7E‐08 ++ 46.1 1.7E‐01 1 ‐ 0 ‐ LINC00938 (‐68kb),[ARID2],SCAF11 (+124kb), 3 ARID2
rs118080406 12 47,249,428 G A 0.025 0.977 0.015 0.003 2.3E‐08 0.018 0.003 3.4E‐09 ‐0.047 0.030 1.2E‐01 0.016 0.004 1.4E‐04 0.016 0.004 1.5E‐05 ++ 0 8.8E‐01 0 ‐ 0 ‐ LOC100288798 (‐203kb),SLC38A4 (‐30kb),AMIGO4 SLC38A4 (‐30kb)
rs56365029 12 49,036,347 A G 0.978 0.980 0.017 0.003 1.0E‐10 0.018 0.003 8.2E‐09 0.011 0.032 7.0E‐01 0.011 0.004 9.1E‐04 0.019 0.004 2.8E‐06 ++ 42 1.9E‐01 1 CCNT1 0 ‐ ZNF641 (‐291kb),ANP32D (‐170kb),C12orf54 (‐14 21 KANSL2 (+11kb)
rs864899 12 51,221,127 A G 0.415 0.980 0.012 0.001 5.2E‐47 0.012 0.001 2.2E‐35 0.010 0.009 3.1E‐01 0.009 0.001 1.9E‐17 0.014 0.001 2.0E‐30 ++ 87.5 4.7E‐03 1 ‐ 0 ‐ DIP2B (‐79kb),ATF1 (‐6kb),TMPRSS12 (+16kb),ME9 ATF1 (‐6kb)
rs12818938 12 53,783,182 T G 0.832 0.973 0.009 0.001 4.1E‐14 0.011 0.001 1.3E‐16 ‐0.053 0.013 1.6E‐05 0.008 0.002 1.1E‐08 0.008 0.002 5.1E‐06 ++ 0 8.3E‐01 0 ‐ 0 ‐ IGFBP6 (‐287kb),SOAT2 (‐265kb),CSAD (‐208kb),Z23 SP1
12:54008721_AG_A 12 54,008,721 A AG 0.051 0.932 0.012 0.002 2.4E‐09 0.010 0.002 4.0E‐05 0.051 0.022 2.7E‐02 0.008 0.003 7.5E‐03 0.016 0.003 7.2E‐08 ++ 74.4 4.8E‐02 1 ‐ 0 ‐ AAAS (‐293kb),SP7 (‐270kb),SP1 (‐198kb),AMHR215 ATF7
rs141900298 12 57,060,530 C A 0.973 0.934 0.014 0.003 2.1E‐08 0.013 0.003 9.9E‐06 0.029 0.030 2.5E‐01 0.017 0.004 9.5E‐07 0.013 0.004 5.2E‐04 ++ 0 4.5E‐01 0 ‐ 0 ‐ TIMELESS (‐217kb),MIP (‐212kb),SPRYD4 (‐196kb 16 PTGES3
12:57701103_GTT_G 12 57,701,103 G GTT 0.241 0.999 0.017 0.001 2.2E‐74 0.016 0.001 7.2E‐50 0.029 0.011 7.4E‐03 0.018 0.001 5.0E‐47 0.015 0.001 9.9E‐28 ++ 55.5 1.3E‐01 0 INHBC 0 ‐ TAC3 (‐291kb),MYO1A (‐257kb),NEMP1 (‐229kb), 26 R3HDM2
rs73139029 12 62,822,406 A T 0.859 0.988 0.007 0.001 2.4E‐09 0.006 0.001 3.8E‐06 0.025 0.013 7.8E‐02 0.007 0.002 6.0E‐05 0.007 0.002 2.5E‐05 ++ 0 9.1E‐01 0 ‐ 0 ‐ FAM19A2 (‐236kb),USP15 (‐19kb),MIR6125 (‐1687 USP15 (‐19kb)
rs145775785 12 65,902,265 T C 0.015 0.937 0.023 0.004 6.1E‐10 0.020 0.004 2.3E‐06 0.100 0.040 2.4E‐02 0.018 0.005 2.5E‐04 0.029 0.005 1.4E‐07 ++ 54.1 1.4E‐01 1 ‐ 0 ‐ LEMD3 (‐260kb),MSRB3 (‐42kb),[LOC100507065] 5 LOC100507065
rs2583939 12 66,213,521 C T 0.868 0.990 0.008 0.001 6.4E‐10 0.008 0.001 4.2E‐08 ‐0.012 0.014 5.1E‐01 0.008 0.002 1.9E‐07 0.008 0.002 5.2E‐05 ++ 0 8.6E‐01 0 ‐ 0 ‐ LOC100507065 (‐177kb),LOC105369187 (‐262kb)6 RPSAP52
rs1042725 12 66,358,347 C T 0.508 1.000 0.008 0.001 7.5E‐25 0.008 0.001 3.6E‐19 0.005 0.009 4.1E‐01 0.008 0.001 4.2E‐11 0.008 0.001 6.1E‐13 ++ 0 8.6E‐01 1 ‐ 0 ‐ RPSAP52 (‐138kb),[HMGA2],LOC100129940 (‐82k9 HMGA2
rs11176664 12 67,661,519 A G 0.495 0.980 0.005 0.001 3.4E‐09 0.005 0.001 5.9E‐07 ‐0.003 0.009 6.0E‐01 0.002 0.001 4.5E‐02 0.006 0.001 5.1E‐08 ++ 76.2 4.0E‐02 1 ‐ 0 ‐ LOC102724421 (‐171kb),CAND1 (+2kb),LOC100503 CAND1 (+2kb)
rs2601007 12 69,979,115 G C 0.654 0.996 0.005 0.001 2.7E‐10 0.005 0.001 1.5E‐07 ‐0.004 0.010 7.0E‐01 0.005 0.001 9.3E‐05 0.006 0.001 1.9E‐06 ++ 0 5.8E‐01 1 ‐ 0 ‐ LYZ (‐231kb),YEATS4 (‐194kb),FRS2 (‐6kb),MIR39111 CCT2 (+0kb)
rs35715058 12 71,523,731 CTT C 0.636 0.979 0.005 0.001 9.8E‐09 0.005 0.001 2.4E‐07 0.009 0.010 3.8E‐01 0.005 0.001 1.5E‐05 0.004 0.001 3.4E‐03 ++ 0 5.4E‐01 0 TSPAN8 / CTD0 ‐ PTPRR (‐209kb),[TSPAN8], 2 TSPAN8
rs761806447 12 77,429,768 TA T 0.808 0.964 0.006 0.001 1.2E‐09 0.006 0.001 5.8E‐08 0.002 0.012 8.1E‐01 0.005 0.001 4.4E‐04 0.008 0.002 1.3E‐06 ++ 8.2 3.0E‐01 1 ‐ 0 ‐ ZDHHC17 (‐182kb),CSRP2 (‐157kb),[E2F7], 3 E2F7
rs374335 12 77,457,439 A G 0.681 0.996 0.006 0.001 2.8E‐10 0.005 0.001 7.8E‐07 0.024 0.010 1.1E‐02 0.004 0.001 2.5E‐03 0.007 0.001 2.5E‐07 ++ 73.9 5.0E‐02 1 ‐ 0 ‐ ZDHHC17 (‐210kb),CSRP2 (‐185kb),[E2F7], 3 E2F7
rs147153202 12 93,631,004 G GA 0.865 0.984 0.013 0.001 4.8E‐27 0.012 0.001 8.5E‐21 0.013 0.014 2.9E‐01 0.012 0.002 4.5E‐14 0.013 0.002 4.9E‐14 ++ 0 6.2E‐01 1 ‐ 0 ‐ [LOC643339],LOC102724933 (‐55kb),NUDT4 (+145 LOC643339
rs11107124 12 93,988,283 G C 0.711 0.986 0.006 0.001 2.5E‐10 0.006 0.001 3.4E‐08 0.001 0.010 9.5E‐01 0.004 0.001 1.8E‐02 0.007 0.001 1.9E‐08 ++ 65.8 8.7E‐02 1 ‐ 0 ‐ LOC643339 (‐217kb),NUDT4 (‐191kb),UBE2N (‐158 SOCS2 (‐18kb)
rs11108061 12 95,857,620 T C 0.427 0.995 0.005 0.001 8.7E‐09 0.006 0.001 1.5E‐09 ‐0.025 0.009 6.4E‐03 0.004 0.001 9.5E‐03 0.006 0.001 1.2E‐08 ++ 61 1.1E‐01 1 USP44 0 ‐ FGD6 (‐246kb),VEZT (‐161kb),MIR331 (‐155kb),M8 METAP2 (+10kb)
rs191591035 12 99,868,285 G C 0.997 0.613 0.093 0.010 9.4E‐25 0.103 0.011 4.8E‐24 ‐0.218 0.108 2.8E‐02 0.092 0.013 1.0E‐12 0.099 0.014 6.9E‐14 ++ 0 7.2E‐01 1 ‐ 0 ‐ [ANKS1B],FAM71C (+173kb), 2 ANKS1B
rs61755050 12 100,926,308 T C 0.994 1.000 0.125 0.005 1.5E‐138 0.126 0.006 2.6E‐112 0.022 0.059 8.8E‐01 0.125 0.007 3.8E‐72 0.131 0.008 1.1E‐72 ++ 0 5.7E‐01 1 NR1H4 0 ‐ DEPDC4 (‐265kb),SCYL2 (‐191kb),SLC17A8 (‐110k 6 NR1H4
rs11111274 12 102,838,128 G A 0.263 1.000 0.010 0.001 2.5E‐25 0.009 0.001 5.2E‐18 0.025 0.010 9.1E‐03 0.008 0.001 1.3E‐10 0.012 0.001 1.3E‐18 ++ 79 2.9E‐02 1 ‐ 0 ‐ PARPBP (‐247kb),PMCH (‐247kb),[IGF1], 3 IGF1
12:103483327_AT_A 12 103,483,327 AT A 0.520 0.998 0.013 0.001 1.3E‐56 0.015 0.001 5.5E‐57 ‐0.043 0.009 2.5E‐06 0.001 0.001 4.1E‐01 0.024 0.001 2.4E‐91 ++ 99.4 3.2E‐41 1 ‐ 0 ‐ LINC00485 (‐265kb),PAH (‐172kb),ASCL1 (‐129kb)5 LOC101929058 (+62kb)
rs11830764 12 111,515,020 C G 0.068 0.993 0.036 0.002 1.5E‐109 0.035 0.002 3.9E‐81 0.043 0.018 1.7E‐02 0.031 0.002 5.3E‐50 0.042 0.002 9.0E‐68 ++ 89.8 1.8E‐03 1 ‐ 0 ‐ CCDC63 (‐170kb),MYL2 (‐157kb),LINC01405 (‐1407 CUX2
rs112725417 12 112,657,361 T C 0.973 0.957 0.017 0.003 3.5E‐11 0.021 0.003 1.8E‐14 ‐0.098 0.029 4.7E‐04 0.011 0.004 3.4E‐04 0.023 0.004 1.3E‐09 ++ 77.8 3.4E‐02 1 ‐ 0 ‐ TMEM116 (‐206kb),ERP29 (‐196kb),NAA25 (‐111k9 HECTD4
rs4767327 12 115,929,191 T A 0.618 0.993 0.005 0.001 7.9E‐10 0.005 0.001 5.6E‐07 0.018 0.010 7.0E‐02 0.006 0.001 3.1E‐06 0.005 0.001 5.2E‐05 ++ 0 6.6E‐01 0 ‐ 0 ‐ ‐ 0 ‐
rs113257350 12 120,381,998 C T 0.978 0.925 0.017 0.003 4.6E‐10 0.017 0.003 9.9E‐08 0.030 0.033 4.2E‐01 0.012 0.004 8.8E‐04 0.023 0.004 6.2E‐08 ++ 69.3 7.1E‐02 1 ‐ 0 ‐ PRKAB1 (‐263kb),CIT (‐67kb),MIR1178 (‐230kb),B10 BICDL1 (+46kb)
rs2393775 12 121,424,574 A G 0.622 1.000 0.015 0.001 2.0E‐80 0.015 0.001 8.0E‐61 0.003 0.010 8.1E‐01 0.019 0.001 1.0E‐60 0.013 0.001 1.2E‐26 ++ 93.2 1.2E‐04 0 HNF1A 0 ‐ MLEC (‐285kb),UNC119B (‐263kb),MIR4700 (‐26413 HNF1A
rs73214164 12 121,470,978 T C 0.802 0.990 0.010 0.001 4.9E‐22 0.009 0.001 2.9E‐13 0.035 0.012 2.2E‐03 0.010 0.001 3.5E‐13 0.009 0.002 9.8E‐09 ++ 0 3.9E‐01 0 ‐ 0 ‐ ACADS (‐293kb),SPPL3 (‐129kb),XLOC_009911 (‐111 OASL
rs12311848 12 124,486,851 G A 0.334 0.996 0.010 0.001 1.1E‐33 0.008 0.001 1.3E‐18 0.060 0.010 3.7E‐10 0.006 0.001 3.9E‐07 0.014 0.001 1.6E‐29 ++ 95.6 2.1E‐06 1 CCDC92 / DNA0 ‐ TCTN2 (‐294kb),ATP6V0A2 (‐241kb),DNAH10 (‐677 ZNF664‐RFLNA,ZNF664
rs1725788 12 131,608,476 G A 0.238 0.982 0.006 0.001 3.3E‐09 0.006 0.001 6.3E‐08 ‐0.006 0.011 6.4E‐01 0.005 0.001 3.8E‐05 0.006 0.001 2.3E‐05 ++ 0 5.9E‐01 1 ‐ 0 ‐ STX2 (‐285kb),RAN (‐246kb),[ADGRD1],LACAT8 (‐ 7 ADGRD1
rs749170 13 22,350,875 T C 0.335 0.984 0.005 0.001 7.0E‐10 0.004 0.001 2.6E‐06 0.021 0.010 5.5E‐02 0.004 0.001 8.3E‐05 0.006 0.001 3.1E‐06 ++ 0 4.9E‐01 1 ‐ 0 ‐ MICU2 (‐173kb),FGF9 (‐72kb),LINC00424 (+96kb) 3 FGF9 (‐72kb)
rs752075701 13 26,817,461 CA C 0.232 0.952 0.007 0.001 1.4E‐10 0.006 0.001 1.2E‐06 0.033 0.011 2.5E‐03 0.006 0.001 1.8E‐06 0.006 0.002 1.1E‐04 ++ 0 9.5E‐01 0 ‐ 0 ‐ ATP8A2 (‐217kb),SHISA2 (‐192kb),RNF6 (‐21kb),C4 CDK8 (+11kb)
rs9533843 13 44,980,150 A G 0.466 0.985 0.005 0.001 1.8E‐08 0.006 0.001 1.3E‐10 ‐0.022 0.009 2.4E‐02 0.004 0.001 6.2E‐04 0.005 0.001 2.6E‐05 ++ 0 7.0E‐01 1 ‐ 0 ‐ LINC00390 (‐258kb),SMIM2‐AS1 (‐252kb),SMIM29 TUSC8 (0kb)
rs36179992 13 50,639,586 GTA G 0.509 0.949 0.008 0.001 4.3E‐21 0.007 0.001 1.2E‐13 0.022 0.010 2.1E‐02 0.006 0.001 2.8E‐07 0.010 0.001 6.4E‐15 ++ 77.9 3.3E‐02 1 ‐ 0 ‐ KPNA3 (‐273kb),CTAGE10P (‐172kb),SPRYD7 (‐12 11 DLEU2
rs41284816 13 50,655,989 T G 0.019 0.957 0.031 0.003 1.5E‐25 0.030 0.003 4.8E‐20 0.027 0.035 5.0E‐01 0.022 0.004 5.5E‐09 0.037 0.005 2.1E‐18 ++ 82.5 1.7E‐02 1 ‐ 0 ‐ KPNA3 (‐289kb),CTAGE10P (‐188kb),SPRYD7 (‐14 11 DLEU2
rs3116625 13 50,945,251 C T 0.800 0.993 0.007 0.001 1.1E‐13 0.007 0.001 4.4E‐10 0.003 0.012 8.0E‐01 0.006 0.001 2.2E‐07 0.008 0.002 1.7E‐08 ++ 0 4.0E‐01 1 ‐ 0 ‐ DLEU2 (‐246kb),[DLEU1],ST13P4 (‐197kb),DLEU1‐4 DLEU1
rs748244464 13 74,738,040 AAAG A 0.338 0.933 0.004 0.001 4.2E‐08 0.005 0.001 2.4E‐06 0.001 0.010 9.7E‐01 0.005 0.001 1.2E‐03 0.005 0.001 1.5E‐05 ++ 0 8.7E‐01 1 ‐ 0 ‐ KLF12 (‐30kb),LINC00402 (+68kb),LOC1002882084 KLF12 (‐30kb)
rs11843816 13 91,987,065 C T 0.965 0.976 0.013 0.002 3.0E‐08 0.012 0.003 9.6E‐06 0.042 0.026 7.9E‐02 0.015 0.003 3.2E‐06 0.011 0.003 2.3E‐03 ++ 0 4.6E‐01 0 ‐ 0 ‐ LINC00380 (‐243kb),LINC00379 (‐123kb),MIR17H 10 MIR17HG (+13kb)
rs769447487 13 95,247,137 T TTA 0.307 0.995 0.009 0.001 1.5E‐24 0.009 0.001 3.1E‐20 ‐0.003 0.010 7.2E‐01 0.011 0.001 1.5E‐19 0.007 0.001 4.9E‐09 ++ 79.6 2.7E‐02 0 ‐ 1 GPR180 (+23kb), GPC6 (‐187kb),DCT (‐45kb),[TGDS],GPR180 (+7kb8 TGDS
rs750598 13 111,028,978 A G 0.338 0.995 0.005 0.001 9.5E‐09 0.005 0.001 6.0E‐06 0.021 0.010 3.5E‐02 0.003 0.001 3.2E‐03 0.007 0.001 6.7E‐07 ++ 69.1 7.2E‐02 1 ‐ 0 ‐ COL4A1 (‐69kb),[COL4A2],MIR8073 (‐36kb),COL4 8 COL4A2
rs373373 13 111,297,952 A C 0.948 0.987 0.011 0.002 1.3E‐09 0.009 0.002 5.3E‐05 0.032 0.021 1.1E‐01 0.007 0.003 1.2E‐03 0.012 0.003 7.3E‐06 ++ 35.2 2.1E‐01 1 CARS2 0 ‐ COL4A2 (‐132kb),COL4A2‐AS2 (‐182kb),COL4A2‐A10 CARS2
rs116338429 13 114,767,040 T C 0.171 0.897 0.008 0.001 2.1E‐11 0.008 0.001 3.8E‐09 0.015 0.013 2.0E‐01 0.010 0.002 2.4E‐11 0.006 0.002 5.0E‐04 ++ 64.4 9.4E‐02 0 ‐ 0 ‐ TMEM255B (‐252kb),GAS6‐AS1 (‐221kb),GAS6 (‐212 RASA3
rs112035922 13 115,047,464 C T 0.768 0.985 0.008 0.001 1.9E‐18 0.007 0.001 1.2E‐11 0.017 0.011 1.4E‐01 0.009 0.001 5.5E‐12 0.009 0.001 2.0E‐09 ++ 0 7.3E‐01 0 UPF3A 0 ‐ RASA3 (‐149kb),CDC16 (‐9kb),MIR548AR (‐37kb), 7 UPF3A
rs2064482 14 23,709,315 T C 0.255 0.994 0.012 0.001 1.5E‐43 0.012 0.001 1.6E‐33 0.013 0.011 1.9E‐01 0.012 0.001 7.0E‐26 0.013 0.001 4.3E‐20 ++ 0 8.8E‐01 1 ‐ 0 ‐ LOC101926933 (‐285kb),HAUS4 (‐283kb),MIR47030 RNF212B
rs11621792 14 24,871,926 C T 0.547 0.984 0.019 0.001 1.8E‐117 0.018 0.001 6.9E‐90 0.004 0.009 8.2E‐01 0.013 0.001 2.0E‐28 0.026 0.001 4.0E‐102 ++ 98.4 6.3E‐15 1 ‐ 0 ‐ PCK2 (‐299kb),DCAF11 (‐277kb),FITM1 (‐270kb),P38 NYNRIN
rs12435790 14 35,154,381 G A 0.078 0.964 0.010 0.002 5.8E‐10 0.009 0.002 2.1E‐06 0.027 0.018 1.4E‐01 0.010 0.002 3.1E‐06 0.008 0.002 3.6E‐04 ++ 0 6.7E‐01 0 ‐ 0 ‐ SPTSSA (‐223kb),EAPP (‐145kb),SNX6 (‐55kb),CFL 7 CFL2 (+25kb)
rs72681869 14 50,655,357 C G 0.011 1.000 0.041 0.004 1.8E‐25 0.051 0.004 2.8E‐31 ‐0.264 0.044 5.7E‐09 0.038 0.006 3.2E‐14 0.047 0.006 3.9E‐16 ++ 24.7 2.5E‐01 1 SOS2 0 ‐ ARF6 (‐292kb),MIR6076 (‐222kb),LINC01588 (‐18 11 SOS2
rs2239222 14 73,011,885 G A 0.349 0.982 0.011 0.001 9.4E‐35 0.010 0.001 7.8E‐23 0.019 0.010 5.8E‐02 0.012 0.001 8.8E‐20 0.010 0.001 2.1E‐16 ++ 0 3.9E‐01 0 ‐ 0 ‐ [RGS6],MIR7843 (‐28kb),DPF3 (+74kb), 3 RGS6
rs13379043 14 74,250,126 C T 0.279 0.959 0.010 0.001 2.6E‐28 0.010 0.001 2.3E‐21 0.018 0.011 9.5E‐02 0.008 0.001 2.9E‐11 0.011 0.001 2.2E‐16 ++ 66.9 8.2E‐02 1 ‐ 0 ‐ HEATR4 (‐224kb),RIOX1 (‐290kb),ACOT1 (‐240kb)19 ELMSAN1
rs1005421 14 89,886,940 C T 0.584 0.980 0.007 0.001 7.6E‐20 0.008 0.001 4.1E‐17 ‐0.004 0.009 6.5E‐01 0.006 0.001 7.2E‐09 0.008 0.001 1.6E‐12 ++ 33.4 2.2E‐01 1 ‐ 0 ‐ [FOXN3],FOXN3‐AS1 (‐1kb),FOXN3‐AS2 (+156kb),3 FOXN3
rs571318149 14 91,908,728 T TA 0.560 0.963 0.005 0.001 1.6E‐08 0.006 0.001 7.9E‐10 ‐0.027 0.010 4.4E‐03 0.006 0.001 2.8E‐07 0.003 0.001 3.7E‐03 ++ 39.5 2.0E‐01 0 ‐ 0 ‐ C14orf159 (‐217kb),GPR68 (‐189kb),CCDC88C (‐2 5 PPP4R3A (+15kb)
rs28929474 14 94,844,947 T C 0.020 1.000 0.096 0.003 8.4E‐240 0.101 0.003 1.9E‐205 ‐0.096 0.033 1.7E‐03 0.133 0.004 1.2E‐252 0.061 0.004 3.1E‐43 ++ 99.3 9.7E‐33 0 SERPINA1 0 ‐ DDX24 (‐297kb),IFI27L1 (‐276kb),IFI27 (‐262kb),IF16 SERPINA1
rs17580 14 94,847,262 A T 0.048 1.000 0.026 0.002 1.9E‐42 0.026 0.002 3.8E‐35 ‐0.001 0.022 9.6E‐01 0.029 0.003 2.5E‐30 0.024 0.003 8.9E‐18 ++ 44.1 1.8E‐01 0 SERPINA1 0 ‐ DDX24 (‐300kb),IFI27L1 (‐278kb),IFI27 (‐264kb),IF16 SERPINA1
rs28929470 14 94,847,386 A G 0.004 1.000 0.070 0.006 7.2E‐31 0.069 0.007 1.8E‐24 ‐0.047 0.071 4.9E‐01 0.087 0.009 2.4E‐25 0.052 0.010 4.4E‐09 ++ 85.6 8.4E‐03 0 SERPINA1 0 ‐ DDX24 (‐300kb),IFI27L1 (‐278kb),IFI27 (‐264kb),IF16 SERPINA1
rs35463377 14 95,555,386 C CA 0.520 0.959 0.005 0.001 1.9E‐10 0.005 0.001 7.0E‐09 ‐0.009 0.009 4.1E‐01 0.005 0.001 1.1E‐05 0.005 0.001 5.8E‐05 ++ 0 8.5E‐01 1 ‐ 0 ‐ [DICER1],MIR3173 (+49kb),DICER1‐AS1 (+69kb),C5 DICER1
rs773816354 14 100,831,607 TAACAG T 0.511 0.984 0.010 0.001 3.6E‐34 0.009 0.001 3.6E‐23 0.014 0.009 1.8E‐01 0.011 0.001 8.3E‐25 0.009 0.001 3.7E‐15 ++ 33.3 2.2E‐01 0 SLC25A47 0 ‐ EVL (‐221kb),MIR151B (‐256kb),MIR342 (‐256kb),13 WARS
rs3742366 14 104,198,351 C T 0.346 0.995 0.008 0.001 9.7E‐23 0.006 0.001 1.5E‐10 0.050 0.010 2.3E‐07 0.009 0.001 3.6E‐17 0.006 0.001 9.7E‐07 ++ 77.9 3.3E‐02 0 ‐ 0 ‐ MARK3 (‐228kb),CKB (‐209kb),TRMT61A (‐195kb)13 ZFYVE21
rs750062 14 104,581,760 G A 0.806 0.984 0.007 0.001 3.7E‐11 0.005 0.001 1.3E‐05 0.036 0.012 2.3E‐03 0.007 0.001 2.7E‐06 0.006 0.002 2.1E‐05 ++ 0 7.2E‐01 0 ‐ 0 ‐ PPP1R13B (‐268kb),LINC00637 (‐257kb),C14orf2  9 MIR203A (+2kb)
rs2498786 14 105,262,368 C G 0.384 0.994 0.010 0.001 1.5E‐32 0.011 0.001 1.4E‐30 ‐0.022 0.010 2.2E‐02 0.009 0.001 2.8E‐14 0.011 0.001 5.5E‐19 ++ 44.1 1.8E‐01 1 ‐ 0 ‐ C14orf180 (‐206kb),TMEM179 (‐191kb),LOC101917 AKT1 (0kb)
rs56112295 14 105,877,057 T C 0.226 0.908 0.006 0.001 1.6E‐10 0.005 0.001 3.4E‐07 0.016 0.012 1.5E‐01 0.004 0.001 9.3E‐04 0.008 0.002 1.5E‐08 ++ 67.3 8.0E‐02 1 ‐ 0 ‐ JAG2 (‐242kb),MIR6765 (‐260kb),NUDT14 (‐229kb17 TEX22
rs28510484 15 31,637,569 G C 0.829 0.990 0.008 0.001 3.8E‐12 0.009 0.001 1.7E‐11 ‐0.016 0.012 2.1E‐01 0.009 0.002 1.3E‐07 0.008 0.002 3.3E‐06 ++ 0 5.1E‐01 0 ‐ 0 ‐ TRPM1 (‐184kb),MIR211 (‐280kb),LOC1027250226 KLF13
rs55800572 15 35,285,183 G C 0.339 0.997 0.008 0.001 6.8E‐20 0.009 0.001 1.6E‐18 ‐0.016 0.010 1.1E‐01 0.009 0.001 6.9E‐15 0.007 0.001 5.8E‐09 ++ 12.3 2.9E‐01 0 ‐ 0 ‐ GJD2 (‐238kb),LOC101928174 (‐180kb),ACTC1 (‐16 ZNF770 (‐5kb)
rs2454352 15 36,047,091 C T 0.239 0.966 0.007 0.001 1.8E‐12 0.007 0.001 2.2E‐11 ‐0.005 0.011 6.2E‐01 0.007 0.001 5.8E‐08 0.006 0.001 5.6E‐06 ++ 0 9.0E‐01 0 ‐ 0 ‐ DPH6 (‐209kb),[DPH6‐AS1],MIR4510 (+172kb), 3 DPH6‐AS1
rs275177 15 39,449,003 C T 0.149 0.953 0.008 0.001 2.7E‐11 0.006 0.001 2.1E‐06 0.032 0.013 2.0E‐02 0.005 0.002 1.8E‐03 0.010 0.002 5.5E‐09 ++ 72.6 5.6E‐02 1 ‐ 0 ‐ C15orf54 (+94kb), 1 C15orf54 (+94kb)
rs28790585 15 39,668,870 C T 0.705 0.920 0.006 0.001 1.5E‐09 0.006 0.001 8.9E‐07 0.011 0.011 2.5E‐01 0.004 0.001 3.0E‐04 0.007 0.001 2.8E‐06 ++ 49.2 1.6E‐01 1 ‐ 0 ‐ C15orf54 (‐122kb),THBS1 (+204kb),FSIP1 (+223kb3 C15orf54 (‐122kb)
rs11637681 15 40,387,971 A G 0.723 0.979 0.008 0.001 2.2E‐18 0.007 0.001 6.5E‐10 0.043 0.010 8.0E‐05 0.005 0.001 9.8E‐04 0.012 0.001 2.9E‐18 ++ 92.9 1.8E‐04 1 ‐ 0 ‐ GPR176 (‐175kb),EIF2AK4 (‐60kb),SRP14 (‐57kb),S16 BMF
rs139974673 15 44,027,885 T C 0.975 0.994 0.066 0.003 5.1E‐147 0.061 0.003 1.5E‐96 0.103 0.030 3.9E‐04 0.078 0.004 4.6E‐110 0.054 0.004 1.4E‐49 ++ 95.2 4.8E‐06 0 ‐ 0 ‐ TP53BP1 (‐225kb),MAP1A (‐204kb),PPIP5K1 (‐14519 CATSPER2P1 (+0kb)
rs549677458 15 45,038,700 A G 0.998 0.611 0.088 0.012 7.5E‐15 0.081 0.013 4.8E‐10 0.121 0.132 4.2E‐01 0.116 0.016 2.6E‐13 0.063 0.018 2.4E‐04 ++ 79.6 2.7E‐02 0 ‐ 0 ‐ CTDSPL2 (‐219kb),EIF3J‐AS1 (‐210kb),EIF3J (‐184k10 TRIM69
15:51052455_CT_C 15 51,052,455 C CT 0.348 0.978 0.006 0.001 1.4E‐11 0.006 0.001 3.5E‐10 0.006 0.010 5.4E‐01 0.004 0.001 1.1E‐04 0.007 0.001 3.4E‐09 ++ 63.2 9.9E‐02 1 ‐ 0 ‐ USP8 (‐259kb),USP50 (‐214kb),TRPM7 (‐73kb),[SP7 SPPL2A
rs1008805 15 51,549,599 A G 0.576 0.990 0.005 0.001 6.1E‐09 0.004 0.001 1.8E‐06 0.018 0.009 6.4E‐02 0.005 0.001 2.1E‐06 0.004 0.001 1.8E‐03 ++ 0 3.7E‐01 0 ‐ 0 ‐ AP4E1 (‐252kb),TNFAIP8L3 (‐152kb),[CYP19A1],M8 CYP19A1
rs191884522 15 52,694,917 C T 0.998 0.862 0.099 0.011 9.6E‐22 0.113 0.012 6.1E‐23 ‐0.308 0.118 6.4E‐03 0.117 0.014 1.6E‐14 0.081 0.016 5.1E‐08 ++ 65.2 9.0E‐02 0 ‐ 0 ‐ BCL2L10 (‐290kb),GNB5 (‐211kb),CERNA1 (‐197kb8 MYO5A



rs149663666 15 53,062,068 T C 0.991 0.908 0.047 0.005 6.3E‐27 0.045 0.005 9.6E‐19 0.046 0.052 4.3E‐01 0.048 0.006 1.1E‐15 0.043 0.007 6.6E‐12 ++ 0 5.6E‐01 0 ‐ 0 ‐ MYO5A (‐241kb),ARPP19 (‐200kb),FAM214A (‐914 ONECUT1
rs181598957 15 53,327,792 A G 0.018 0.852 0.024 0.003 3.5E‐13 0.023 0.004 1.1E‐09 0.012 0.038 8.6E‐01 0.015 0.005 1.2E‐03 0.032 0.005 1.5E‐12 ++ 82.6 1.6E‐02 1 ‐ 0 ‐ ONECUT1 (‐246kb), 1 ONECUT1 (‐246kb)
rs79391862 15 53,739,426 A C 0.986 0.968 0.082 0.004 2.2E‐121 0.083 0.004 4.2E‐99 0.009 0.040 7.9E‐01 0.094 0.005 1.6E‐91 0.073 0.005 1.7E‐46 ++ 88.2 3.5E‐03 0 ‐ 0 ‐ WDR72 (+67kb), 1 WDR72 (+67kb)
rs528350911 15 53,747,228 C G 0.994 0.856 0.053 0.006 1.7E‐22 0.054 0.006 5.6E‐19 0.030 0.063 4.3E‐01 0.043 0.008 4.6E‐10 0.057 0.008 4.1E‐13 ++ 36.7 2.1E‐01 1 ‐ 0 ‐ WDR72 (+59kb), 1 WDR72 (+59kb)
rs5029718 15 53,767,973 C T 0.007 0.941 0.035 0.005 2.4E‐12 0.036 0.006 8.0E‐11 ‐0.043 0.058 5.1E‐01 0.029 0.007 1.6E‐05 0.040 0.008 6.5E‐08 ++ 0 3.3E‐01 1 ‐ 0 ‐ WDR72 (+38kb), 1 WDR72 (+38kb)
rs4775191 15 59,926,946 A C 0.339 0.989 0.007 0.001 9.8E‐16 0.005 0.001 3.2E‐07 0.039 0.010 1.2E‐04 0.008 0.001 1.4E‐12 0.006 0.001 4.9E‐06 ++ 33.9 2.2E‐01 0 ‐ 0 ‐ MYO1E (‐262kb),FAM81A (‐111kb),GCNT3 (‐15kb5 GTF2A2 (+3kb)
rs339998 15 60,947,763 T C 0.394 0.979 0.005 0.001 5.1E‐09 0.005 0.001 7.7E‐07 ‐0.001 0.010 9.9E‐01 0.006 0.001 1.7E‐06 0.004 0.001 3.1E‐03 ++ 53 1.4E‐01 0 ‐ 0 ‐ ANXA2 (‐258kb),ICE2 (‐176kb),RORA‐AS1 (‐25kb),5 RORA
rs3848125 15 61,957,236 A G 0.577 0.994 0.005 0.001 1.5E‐11 0.006 0.001 1.7E‐09 ‐0.007 0.009 5.0E‐01 0.005 0.001 2.6E‐05 0.007 0.001 3.3E‐08 ++ 50.6 1.5E‐01 1 ‐ 0 ‐ VPS13C (+187kb), 1 VPS13C (+187kb)
rs5813220 15 63,792,758 G GT 0.658 0.995 0.015 0.001 2.3E‐70 0.013 0.001 7.0E‐41 0.054 0.010 4.8E‐08 0.014 0.001 2.0E‐33 0.016 0.001 1.1E‐39 ++ 56.6 1.3E‐01 1 ‐ 0 ‐ RAB8B (‐233kb),APH1B (‐191kb),CA12 (‐118kb),LO8 USP3 (+4kb)
rs76428668 15 66,839,282 T G 0.750 0.998 0.009 0.001 9.1E‐24 0.007 0.001 1.8E‐11 0.065 0.011 2.7E‐09 0.008 0.001 5.7E‐11 0.010 0.001 1.4E‐13 ++ 2.2 3.1E‐01 1 DIS3L / ZWILC0 ‐ MEGF11 (‐293kb),DIS3L (‐213kb),TIPIN (‐190kb),S16 ZWILCH
rs8038465 15 73,978,337 T C 0.425 1.000 0.005 0.001 3.0E‐10 0.004 0.001 5.9E‐06 0.012 0.009 1.9E‐01 0.007 0.001 4.6E‐10 0.003 0.001 6.3E‐03 ++ 72.3 5.8E‐02 0 ‐ 0 ‐ REC114 (‐126kb),NPTN (‐53kb),NPTN‐IT1 (‐116kb 10 CD276
rs544750399 15 75,928,479 TC T 0.206 0.929 0.007 0.001 4.3E‐11 0.008 0.001 1.6E‐10 ‐0.028 0.012 1.7E‐02 0.007 0.001 1.4E‐06 0.007 0.002 9.0E‐06 ++ 0 8.3E‐01 1 ‐ 0 ‐ COMMD4 (‐294kb),NEIL1 (‐281kb),MIR631 (‐282k16 IMP3 (+3kb)
rs112500920 15 82,507,605 T C 0.930 0.998 0.012 0.002 4.0E‐11 0.011 0.002 2.5E‐08 0.002 0.018 9.3E‐01 0.012 0.002 4.5E‐08 0.010 0.002 4.9E‐04 ++ 0 5.7E‐01 0 ‐ 0 ‐ MEX3B (‐169kb),LINC01583 (‐118kb),[EFL1],SAXO6 EFL1
rs9672839 15 93,568,884 C A 0.395 0.995 0.005 0.001 6.5E‐09 0.005 0.001 3.9E‐07 ‐0.004 0.010 8.2E‐01 0.004 0.001 2.2E‐03 0.006 0.001 3.4E‐07 ++ 27.6 2.4E‐01 1 ‐ 0 ‐ ASB9P1 (‐229kb),LINC01578 (‐127kb),[CHD2],MIR5 CHD2
rs12898856 15 96,227,920 C T 0.551 0.987 0.010 0.001 5.4E‐36 0.010 0.001 9.1E‐29 0.007 0.009 5.4E‐01 0.011 0.001 1.4E‐24 0.009 0.001 5.3E‐14 ++ 47.8 1.7E‐01 0 ‐ 0 ‐ LINC00924 (‐177kb), 1 LINC00924 (‐177kb)
rs56332871 15 96,714,816 A C 0.272 0.991 0.035 0.001 1.0E‐320 0.034 0.001 2.6E‐242 0.027 0.010 6.2E‐03 0.031 0.001 6.0E‐140 0.039 0.001 9.2E‐188 ++ 94.4 2.6E‐05 1 ‐ 0 ‐ [NR2F2‐AS1],NR2F2 (+154kb),MIR1469 (+162kb),3 NR2F2‐AS1
rs28469124 16 1,842,973 C G 0.087 0.998 0.010 0.001 6.6E‐13 0.010 0.002 1.6E‐09 0.012 0.016 4.7E‐01 0.012 0.002 6.6E‐10 0.009 0.002 2.5E‐06 ++ 0.9 3.2E‐01 0 IGFALS 0 ‐ TELO2 (‐283kb),IFT140 (‐181kb),TMEM204 (‐237k40 IGFALS
rs28372698 16 3,115,111 A T 0.406 0.958 0.005 0.001 6.0E‐09 0.004 0.001 1.9E‐05 0.017 0.010 6.0E‐02 0.005 0.001 1.3E‐05 0.004 0.001 2.0E‐04 ++ 0 6.7E‐01 0 ‐ 0 ‐ SRRM2 (‐294kb),ELOB (‐288kb),PRSS33 (‐278kb),P40 IL32 (+0kb)
rs3747587 16 4,674,954 G C 0.814 0.997 0.010 0.001 3.0E‐21 0.010 0.001 7.0E‐17 0.000 0.012 9.6E‐01 0.010 0.001 6.5E‐11 0.009 0.002 7.4E‐10 ++ 0 7.7E‐01 0 UBALD1 0 ‐ GLIS2 (‐285kb),GLIS2‐AS1 (‐297kb),CORO7‐PAM124 MGRN1
rs10500326 16 4,918,326 T G 0.235 0.995 0.006 0.001 1.0E‐08 0.005 0.001 5.5E‐05 0.021 0.011 4.2E‐02 0.004 0.001 3.4E‐03 0.008 0.001 1.7E‐07 ++ 67.9 7.8E‐02 1 ‐ 0 ‐ C16orf96 (‐268kb),UBALD1 (‐253kb),MGRN1 (‐1720 UBN1
rs720130 16 11,132,633 G T 0.595 0.997 0.005 0.001 5.1E‐12 0.006 0.001 2.9E‐10 ‐0.004 0.009 7.9E‐01 0.006 0.001 3.2E‐09 0.005 0.001 5.8E‐05 ++ 0 3.4E‐01 0 ‐ 0 ‐ NUBP1 (‐269kb),TVP23A (‐220kb),CIITA (‐114kb), 11 CLEC16A
rs3743588 16 11,836,508 G A 0.715 0.980 0.007 0.001 9.0E‐17 0.008 0.001 4.5E‐18 ‐0.028 0.010 7.1E‐03 0.007 0.001 2.9E‐09 0.008 0.001 1.2E‐09 ++ 0 7.6E‐01 1 TXNDC11 0 ‐ LOC101927131 (‐269kb),LITAF (‐155kb),SNN (‐63 10 TXNDC11
rs12928099 16 15,150,505 A C 0.295 0.998 0.010 0.001 4.0E‐29 0.010 0.001 1.4E‐23 ‐0.008 0.010 5.1E‐01 0.009 0.001 7.2E‐13 0.010 0.001 4.9E‐16 ++ 0 3.7E‐01 1 ‐ 0 ‐ NPIPA2 (‐291kb),ABCC6P2 (‐232kb),NOMO1 (‐16018 PDXDC1
rs41278174 16 16,259,596 A G 0.027 1.000 0.013 0.003 3.0E‐08 0.012 0.003 7.4E‐06 0.022 0.028 4.2E‐01 0.009 0.004 6.6E‐03 0.019 0.004 7.2E‐08 ++ 72.2 5.8E‐02 1 ABCC6 0 ‐ FOPNL (‐277kb),ABCC1 (‐23kb),[ABCC6],NOMO3  12 ABCC6
rs116934984 16 34,969,523 C A 0.994 0.728 0.044 0.007 5.1E‐13 0.038 0.007 1.5E‐08 0.203 0.073 6.9E‐03 0.053 0.009 3.0E‐09 0.037 0.010 7.1E‐06 ++ 25.1 2.5E‐01 0 ‐ 0 ‐ FRG2DP (‐255kb),TP53TG3HP (‐228kb),FLJ26245  3 FLJ26245 (+11kb)
rs185073832 16 47,314,028 C A 0.998 0.572 0.086 0.012 8.0E‐14 0.078 0.013 8.5E‐10 0.252 0.130 4.7E‐02 0.111 0.016 4.2E‐12 0.064 0.018 2.1E‐04 ++ 73.5 5.2E‐02 0 ‐ 0 ‐ NETO2 (‐136kb),ITFG1‐AS1 (‐117kb),[ITFG1],PHKB4 ITFG1
rs34050011 16 49,868,513 A C 0.424 0.994 0.006 0.001 1.2E‐09 0.004 0.001 1.4E‐05 0.025 0.009 4.9E‐03 0.004 0.001 7.8E‐04 0.006 0.001 2.8E‐06 ++ 0 4.6E‐01 1 ‐ 0 ‐ [ZNF423],CNEP1R1 (+191kb),HEATR3 (+231kb), 3 ZNF423
rs11643656 16 51,463,539 G A 0.825 0.977 0.007 0.001 5.4E‐09 0.006 0.001 2.2E‐06 0.020 0.012 9.6E‐02 0.005 0.002 1.9E‐04 0.006 0.002 9.1E‐04 ++ 0 7.0E‐01 1 ‐ 0 ‐ SALL1 (‐278kb), 1 SALL1 (‐278kb)
rs246192 16 58,544,295 G C 0.479 0.990 0.007 0.001 1.4E‐16 0.007 0.001 9.4E‐17 ‐0.020 0.009 4.2E‐02 0.008 0.001 9.8E‐14 0.005 0.001 1.9E‐06 ++ 70.9 6.4E‐02 0 ‐ 0 ‐ CCDC113 (‐227kb),PRSS54 (‐215kb),GINS3 (‐104k 10 NDRG4
rs61733486 16 68,390,697 C T 0.942 0.987 0.011 0.002 5.6E‐10 0.012 0.002 2.1E‐09 ‐0.012 0.020 4.9E‐01 0.015 0.002 5.4E‐09 0.008 0.003 1.6E‐03 ++ 69.9 6.8E‐02 0 SMPD3 0 ‐ DUS2 (‐277kb),NFATC3 (‐128kb),ESRP2 (‐121kb),M11 PRMT7
rs77147683 16 71,623,594 A C 0.233 0.994 0.005 0.001 8.7E‐09 0.006 0.001 9.1E‐08 ‐0.012 0.011 3.0E‐01 0.003 0.001 4.3E‐02 0.008 0.001 8.8E‐10 ++ 85.7 8.1E‐03 1 ‐ 0 ‐ CMTR2 (‐300kb),CALB2 (‐199kb),ZNF23 (‐127kb),Z15 TAT (‐13kb)
rs4889016 16 79,726,206 C T 0.433 0.989 0.006 0.001 5.0E‐13 0.006 0.001 6.9E‐10 0.006 0.009 5.3E‐01 0.008 0.001 3.6E‐12 0.003 0.001 1.1E‐02 ++ 89.8 1.7E‐03 0 ‐ 0 ‐ MAF (‐92kb),MAFTRR (+29kb),LINC01229 (+78kb)3 MAFTRR (+29kb)
rs28650012 16 80,497,341 G C 0.271 0.996 0.005 0.001 1.2E‐09 0.005 0.001 4.1E‐07 0.011 0.010 2.2E‐01 0.008 0.001 4.5E‐11 0.003 0.001 3.0E‐02 ++ 86.1 7.2E‐03 0 ‐ 0 ‐ [LOC102724084],DYNLRB2 (+77kb),LINC01227 (+ 4 LOC102724084
rs2925979 16 81,534,790 C T 0.699 1.000 0.007 0.001 2.3E‐16 0.007 0.001 5.8E‐14 0.002 0.010 7.9E‐01 0.000 0.001 7.9E‐01 0.014 0.001 1.0E‐26 ‐+ 98.2 1.6E‐13 1 ‐ 0 ‐ PKD1L2 (‐281kb),BCO1 (‐210kb),GAN (‐121kb),MI9 CMIP
rs4782568 16 83,980,529 G C 0.452 0.987 0.013 0.001 4.3E‐58 0.012 0.001 2.8E‐38 0.033 0.009 2.6E‐04 0.017 0.001 7.0E‐49 0.010 0.001 5.3E‐17 ++ 93.8 5.6E‐05 0 ‐ 1 RP11‐483P21.6 (‐1CDH13 (‐150kb),LOC102724163 (‐143kb),HSBP1 (13 OSGIN1 (+6kb)
rs11641834 16 88,070,573 C T 0.569 0.992 0.010 0.001 1.0E‐36 0.011 0.001 8.4E‐36 ‐0.032 0.009 4.0E‐04 0.010 0.001 9.2E‐22 0.010 0.001 3.1E‐17 ++ 0 9.4E‐01 0 ‐ 0 ‐ KLHDC4 (‐271kb),LOC102724467 (‐258kb),SLC7A58 BANP
rs56292801 16 88,535,341 A G 0.273 0.979 0.009 0.001 1.0E‐25 0.009 0.001 1.5E‐18 0.007 0.010 3.9E‐01 0.011 0.001 2.8E‐19 0.007 0.001 1.9E‐08 ++ 74 5.0E‐02 0 ‐ 0 ‐ ZNF469 (‐28kb),[ZFPM1],[MIR5189],ZC3H18 (+1015 ZFPM1,MIR5189
rs11078597 17 1,618,363 C T 0.186 1.000 0.017 0.001 2.7E‐61 0.018 0.001 8.1E‐55 ‐0.026 0.012 2.5E‐02 0.018 0.001 1.1E‐38 0.016 0.002 1.3E‐25 ++ 43.5 1.8E‐01 0 WDR81 0 ‐ CRK (‐259kb),MYO1C (‐222kb),INPP5K (‐198kb),P 18 MIR22HG
rs550628400 17 1,639,795 G A 0.006 0.894 0.066 0.005 7.0E‐36 0.070 0.006 2.3E‐32 ‐0.050 0.062 5.2E‐01 0.075 0.007 7.5E‐23 0.059 0.008 3.6E‐14 ++ 53.5 1.4E‐01 0 ‐ 0 ‐ CRK (‐280kb),MYO1C (‐244kb),INPP5K (‐220kb),P 20 WDR81
rs9902384 17 5,171,746 A G 0.753 0.993 0.006 0.001 8.2E‐09 0.007 0.001 3.2E‐11 ‐0.033 0.011 2.6E‐03 0.007 0.001 2.6E‐07 0.005 0.001 1.0E‐03 ++ 40.2 2.0E‐01 0 ‐ 0 ‐ CAMTA2 (‐281kb),MIR6864 (‐299kb),MIR6865 (‐224 RABEP1 (+14kb)
rs545206972 17 7,491,331 C T 0.993 0.973 0.622 0.005 5.2E‐3495 0.630 0.006 9.8E‐2806 0.059 0.057 2.6E‐01 0.619 0.007 2.3E‐1859 0.677 0.007 8.1E‐1919 ++ 97 9.2E‐09 1 SHBG 0 ‐ SLC2A4 (‐300kb),YBX2 (‐293kb),EIF5A (‐276kb),GP48 MPDU1
rs858519 17 7,531,965 C T 0.557 0.996 0.097 0.001 2.4E‐3229 0.098 0.001 2.6E‐2579 0.020 0.009 3.9E‐02 0.098 0.001 3.5E‐1731 0.099 0.001 1.7E‐1533 ++ 0 4.9E‐01 1 ‐ 0 ‐ NEURL4 (‐299kb),ACAP1 (‐277kb),KCTD11 (‐274kb47 SHBG
17:8567107_CA_C 17 8,567,107 CA C 0.993 0.903 0.039 0.005 7.7E‐14 0.039 0.006 1.6E‐11 0.055 0.060 3.1E‐01 0.040 0.007 1.9E‐09 0.042 0.008 2.1E‐07 ++ 0 8.7E‐01 1 ‐ 0 ‐ KRBA2 (‐287kb),RPL26 (‐281kb),RNF222 (‐266kb),10 MYH10 (‐33kb)
rs8066941 17 9,588,450 T G 0.762 0.995 0.012 0.001 5.9E‐40 0.012 0.001 2.5E‐31 0.008 0.011 4.4E‐01 0.016 0.001 7.7E‐33 0.009 0.001 1.5E‐10 ++ 92.7 2.1E‐04 0 ‐ 1 USP43 (+2kb), STX8 (‐109kb),CFAP52 (‐42kb),[USP43],DHRS7C (+8 USP43
rs17669311 17 13,837,051 G A 0.611 0.973 0.009 0.001 2.1E‐29 0.009 0.001 1.1E‐22 0.008 0.010 4.5E‐01 0.010 0.001 4.4E‐18 0.009 0.001 2.3E‐14 ++ 0 8.0E‐01 0 ‐ 0 ‐ CDRT15P1 (+91kb),COX10‐AS1 (+96kb),COX10 (+13 CDRT15P1 (+91kb)
rs12937088 17 16,031,029 G A 0.508 0.974 0.006 0.001 8.5E‐17 0.005 0.001 8.8E‐08 0.052 0.009 5.7E‐08 0.007 0.001 3.1E‐11 0.005 0.001 3.9E‐06 ++ 45.3 1.8E‐01 0 ‐ 0 ‐ ADORA2B (‐152kb),ZSWIM7 (‐128kb),TTC19 (‐98k9 NCOR1
rs8079418 17 17,924,060 C T 0.612 0.998 0.014 0.001 3.7E‐65 0.013 0.001 7.6E‐44 0.031 0.010 1.4E‐03 0.012 0.001 5.3E‐28 0.015 0.001 8.5E‐37 ++ 75.7 4.2E‐02 1 ‐ 0 ‐ RAI1 (‐209kb),RAI1‐AS1 (‐254kb),SMCR5 (‐241kb)18 ATPAF2
17:26559625_CAT_C 17 26,559,625 CAT C 0.740 0.988 0.005 0.001 3.0E‐08 0.004 0.001 4.4E‐05 0.017 0.011 9.6E‐02 0.004 0.001 4.1E‐03 0.006 0.001 1.4E‐05 ++ 20.5 2.6E‐01 1 ‐ 0 ‐ NLK (‐36kb),PYY2 (‐5kb),PPY2P (+15kb),KRT18P5516 PYY2 (‐5kb)
rs111919672 17 28,583,498 C G 0.916 0.956 0.011 0.001 5.0E‐13 0.009 0.002 3.1E‐08 0.043 0.017 1.5E‐02 0.015 0.002 1.7E‐13 0.008 0.002 5.4E‐04 ++ 81.8 1.9E‐02 0 ‐ 0 ‐ EFCAB5 (‐148kb),NSRP1 (‐70kb),MIR423 (‐139kb) 9 BLMH
rs12943365 17 29,680,526 G C 0.609 0.998 0.009 0.001 5.5E‐30 0.010 0.001 6.2E‐31 ‐0.033 0.010 1.1E‐03 0.012 0.001 2.0E‐27 0.007 0.001 1.8E‐09 ++ 86.6 6.2E‐03 0 NF1 0 ‐ MIR4733 (‐259kb),[NF1],OMG (‐56kb),EVI2B (‐39 10 NF1
rs17138478 17 36,073,320 A C 0.129 1.000 0.009 0.001 3.3E‐14 0.008 0.001 8.2E‐09 0.022 0.014 1.1E‐01 0.008 0.002 2.5E‐07 0.009 0.002 2.2E‐07 ++ 0 8.7E‐01 1 ‐ 0 ‐ TADA2A (‐236kb),DUSP14 (‐200kb),SYNRG (‐104k10 HNF1B
rs142769246 17 38,163,609 C CA 0.832 0.992 0.008 0.001 1.0E‐13 0.007 0.001 2.2E‐10 0.009 0.012 4.7E‐01 0.008 0.001 2.3E‐07 0.007 0.002 1.1E‐06 ++ 0 9.8E‐01 0 PSMD3 0 ‐ ERBB2 (‐279kb),MIR4728 (‐281kb),MIEN1 (‐277kb24 CSF3 (+8kb)
rs17616365 17 38,256,401 G A 0.968 0.993 0.022 0.002 3.2E‐23 0.020 0.003 1.1E‐15 0.063 0.026 2.1E‐02 0.016 0.003 1.9E‐07 0.028 0.003 7.1E‐19 ++ 85.7 8.2E‐03 1 ‐ 0 ‐ IKZF3 (‐236kb),ZPBP2 (‐222kb),GSDMB (‐181kb),O24 NR1D1
rs650558 17 40,721,042 C T 0.751 0.997 0.007 0.001 2.2E‐14 0.009 0.001 9.3E‐19 ‐0.049 0.011 5.9E‐06 0.007 0.001 1.1E‐08 0.007 0.001 1.5E‐06 ++ 0 7.7E‐01 0 MLX 0 ‐ STAT5B (‐293kb),STAT5A (‐257kb),STAT3 (‐181kb 33 MLX
rs111618475 17 42,106,515 C T 0.988 0.984 0.025 0.004 5.5E‐12 0.026 0.004 1.2E‐10 0.013 0.043 8.8E‐01 0.032 0.005 9.6E‐10 0.024 0.006 1.1E‐05 ++ 6.5 3.0E‐01 0 ‐ 0 ‐ SOST (‐270kb),DUSP3 (‐250kb),C17orf105 (‐244kb27 LSM12 (+5kb)
rs5820605 17 44,102,682 CT C 0.414 0.992 0.006 0.001 3.2E‐13 0.005 0.001 1.3E‐07 0.025 0.009 6.7E‐03 0.003 0.001 1.0E‐03 0.008 0.001 3.5E‐11 ++ 88.3 3.5E‐03 1 ‐ 2 RP11‐259G18.3 (+2CRHR1‐IT1‐CRHR1 (‐189kb),CRHR1 (‐189kb),MAP 11 MAPT
rs10048173 17 45,592,266 G A 0.513 0.995 0.015 0.001 1.5E‐80 0.015 0.001 1.2E‐60 0.020 0.009 2.5E‐02 0.012 0.001 5.5E‐26 0.019 0.001 5.1E‐61 ++ 95.6 2.1E‐06 1 ‐ 0 ‐ MYL4 (‐291kb),ITGB3 (‐202kb),THCAT158 (‐191kb10 NPEPPS (+8kb)
rs12942379 17 47,358,733 T C 0.320 0.997 0.019 0.001 2.5E‐114 0.022 0.001 1.6E‐113 ‐0.046 0.010 2.8E‐06 0.015 0.001 1.4E‐36 0.024 0.001 7.6E‐83 ++ 96.2 3.2E‐07 1 ‐ 0 ‐ IGF2BP1 (‐225kb),B4GALNT2 (‐111kb),GNGT2 (‐7 15 MIR6129 (+7kb)
rs11655704 17 47,448,172 C T 0.314 1.000 0.032 0.001 1.9E‐302 0.033 0.001 2.4E‐265 ‐0.029 0.010 2.0E‐03 0.030 0.001 1.5E‐147 0.034 0.001 7.5E‐158 ++ 83.1 1.5E‐02 1 ‐ 0 ‐ B4GALNT2 (‐201kb),GNGT2 (‐160kb),ABI3 (‐148kb15 LOC102724596
rs8077316 17 48,626,389 T C 0.246 0.999 0.006 0.001 1.6E‐10 0.006 0.001 2.1E‐09 ‐0.015 0.011 2.3E‐01 0.002 0.001 9.4E‐02 0.009 0.001 2.5E‐11 ++ 90.6 1.1E‐03 1 SPATA20 0 ‐ TMEM92 (‐268kb),TMEM92‐AS1 (‐261kb),XYLT2 (21 SPATA20
rs8074363 17 59,241,469 C T 0.775 0.889 0.006 0.001 6.1E‐11 0.007 0.001 4.4E‐10 ‐0.017 0.012 1.5E‐01 0.008 0.001 9.1E‐09 0.005 0.002 2.2E‐04 ++ 60.2 1.1E‐01 0 ‐ 0 ‐ [BCAS3],LOC101927855 (+198kb),TBX2‐AS1 (+2296 BCAS3
rs76708468 17 62,206,299 T C 0.961 1.000 0.013 0.002 4.5E‐09 0.013 0.002 2.2E‐08 0.009 0.024 8.0E‐01 0.007 0.003 9.3E‐03 0.016 0.003 1.2E‐07 ++ 78.1 3.3E‐02 1 ‐ 0 ‐ PSMC5 (‐297kb),SMARCD2 (‐286kb),TCAM1P (‐2625 ERN1
rs17650301 17 62,479,273 C A 0.294 1.000 0.005 0.001 1.2E‐09 0.005 0.001 3.2E‐07 0.015 0.010 1.2E‐01 0.007 0.001 3.3E‐08 0.004 0.001 4.8E‐03 ++ 58.1 1.2E‐01 0 ‐ 0 ‐ ERN1 (‐272kb),SNHG25 (‐256kb),SNORD104 (‐25616 POLG2
rs1801689 17 64,210,580 A C 0.970 1.000 0.038 0.002 3.0E‐60 0.037 0.003 2.6E‐45 0.024 0.027 2.9E‐01 0.034 0.003 6.2E‐25 0.042 0.004 1.2E‐35 ++ 69.8 6.9E‐02 1 APOH 0 ‐ CEP112 (‐22kb),[APOH],PRKCA (+88kb),PRKCA‐AS4 APOH
rs7211695 17 65,235,971 A G 0.521 0.992 0.008 0.001 1.4E‐24 0.007 0.001 5.4E‐17 0.021 0.009 2.0E‐02 0.008 0.001 3.2E‐13 0.008 0.001 3.9E‐12 ++ 0 8.7E‐01 0 ‐ 0 ‐ CACNG4 (‐206kb),CACNG1 (‐183kb),[HELZ],LOC108 HELZ
rs34931250 17 66,879,927 T C 0.061 1.000 0.010 0.002 6.1E‐10 0.010 0.002 1.2E‐07 0.010 0.019 5.7E‐01 0.012 0.002 4.0E‐06 0.010 0.003 1.1E‐05 ++ 0 4.9E‐01 0 ‐ 0 ‐ FAM20A (‐283kb),LINC01482 (‐204kb),[ABCA8],A 9 ABCA8
rs9282552 17 67,109,894 T C 0.650 0.998 0.007 0.001 4.7E‐18 0.006 0.001 1.5E‐10 0.027 0.010 5.8E‐03 0.009 0.001 5.6E‐13 0.006 0.001 2.3E‐07 ++ 55.9 1.3E‐01 0 ABCA10 / ABC0 ‐ ABCA8 (‐158kb),ABCA9 (‐53kb),ABCA9‐AS1 (‐95kb9 ABCA6
rs1605750 17 68,471,073 A G 0.510 1.000 0.005 0.001 4.6E‐10 0.004 0.001 4.7E‐05 0.028 0.009 2.0E‐03 0.004 0.001 1.0E‐03 0.006 0.001 8.1E‐08 ++ 54.7 1.4E‐01 1 ‐ 0 ‐ KCNJ2 (‐295kb), 1 KCNJ2 (‐295kb)
rs72844546 17 73,149,850 C T 0.346 0.997 0.010 0.001 2.8E‐33 0.010 0.001 5.5E‐27 0.006 0.010 5.9E‐01 0.009 0.001 5.3E‐17 0.010 0.001 3.1E‐18 ++ 0 5.9E‐01 1 ‐ 3 MRPS7 (+110kb),NGRIN2C (‐294kb),FDXR (‐281kb),FADS6 (‐260kb),U25 HN1
rs73352129 17 73,778,609 G C 0.293 0.992 0.011 0.001 3.5E‐33 0.009 0.001 1.2E‐19 0.045 0.010 1.2E‐05 0.011 0.001 2.2E‐19 0.011 0.001 5.2E‐18 ++ 0 7.6E‐01 1 UNC13D 1 GALK1 (‐24kb), TMEM94 (‐282kb),MIR6785 (‐284kb),CASKIN2 (‐230 MIR4738 (+2kb)
rs2587505 17 77,784,268 T C 0.580 0.994 0.006 0.001 1.3E‐11 0.004 0.001 3.6E‐05 0.046 0.009 8.4E‐07 0.006 0.001 5.4E‐08 0.005 0.001 5.5E‐05 ++ 0 8.5E‐01 0 ‐ 0 ‐ RBFOX3 (‐272kb),MIR4739 (‐103kb),LINC02078 (‐13 CBX8 (‐13kb)
rs10153315 17 79,481,772 T C 0.582 0.992 0.008 0.001 2.9E‐24 0.008 0.001 5.8E‐20 0.000 0.009 1.0E+00 0.006 0.001 3.0E‐10 0.009 0.001 7.5E‐16 ++ 73.4 5.2E‐02 1 ‐ 1 ACTG1 (+2kb), CEP131 (‐285kb),TEPSIN (‐269kb),LOC10537192526 ACTG1 (‐2kb)
rs111917063 18 2,656,893 C G 0.979 0.966 0.020 0.003 6.6E‐12 0.016 0.003 2.1E‐07 0.067 0.033 2.8E‐02 0.020 0.004 2.3E‐08 0.022 0.004 5.2E‐07 ++ 0 8.2E‐01 1 ‐ 0 ‐ METTL4 (‐85kb),NDC80 (‐40kb),CBX3P2 (‐1kb),[SM7 SMCHD1
rs11664106 18 2,846,812 T A 0.373 0.948 0.007 0.001 7.1E‐17 0.006 0.001 4.6E‐10 0.042 0.010 3.8E‐05 0.006 0.001 6.9E‐07 0.008 0.001 3.6E‐10 ++ 40.3 2.0E‐01 1 ‐ 0 ‐ METTL4 (‐275kb),NDC80 (‐230kb),CBX3P2 (‐191k 8 EMILIN2 (+0kb)
rs9945126 18 46,469,962 C G 0.465 0.981 0.004 0.001 1.3E‐08 0.005 0.001 9.7E‐08 ‐0.008 0.009 3.9E‐01 0.006 0.001 5.1E‐07 0.004 0.001 7.4E‐04 ++ 30.6 2.3E‐01 0 ‐ 0 ‐ CTIF (‐80kb),MIR4743 (‐273kb),[SMAD7],DYM (+15 SMAD7
rs55855238 18 55,089,715 C T 0.650 1.000 0.010 0.001 5.1E‐29 0.009 0.001 5.9E‐22 0.005 0.010 6.4E‐01 0.008 0.001 3.0E‐14 0.012 0.001 6.0E‐20 ++ 72.1 5.8E‐02 1 ‐ 0 ‐ BOD1L2 (‐272kb),ST8SIA3 (‐54kb),ONECUT2 (+13 7 ONECUT2 (+13kb)
rs6567230 18 59,330,824 T A 0.701 0.994 0.006 0.001 1.6E‐11 0.005 0.001 4.4E‐08 0.016 0.010 1.1E‐01 0.007 0.001 1.6E‐08 0.006 0.001 1.5E‐05 ++ 0 4.8E‐01 0 ‐ 0 ‐ CDH20 (‐108kb),LINC01544 (+85kb),RNF152 (+15 3 LINC01544 (+85kb)
rs620068 18 60,140,576 A G 0.459 0.992 0.005 0.001 7.6E‐10 0.004 0.001 1.3E‐05 0.020 0.009 4.8E‐02 0.005 0.001 1.6E‐05 0.004 0.001 1.2E‐04 ++ 0 6.3E‐01 0 ‐ 0 ‐ PIGN (‐286kb),KIAA1468 (‐166kb),TNFRSF11A (‐8 5 ZCCHC2 (+50kb)
rs4987855 18 60,793,549 C T 0.903 0.988 0.009 0.001 1.2E‐11 0.006 0.002 4.4E‐06 0.060 0.016 8.7E‐05 0.006 0.002 2.8E‐04 0.012 0.002 7.0E‐10 ++ 77.4 3.5E‐02 1 ‐ 0 ‐ PHLPP1 (‐146kb),[BCL2],KDSR (+201kb),VPS4B (+24 BCL2
rs12454712 18 60,845,884 C T 0.377 1.000 0.010 0.001 1.0E‐32 0.007 0.001 1.4E‐15 0.068 0.010 2.2E‐12 0.008 0.001 1.2E‐13 0.010 0.001 3.2E‐18 ++ 15.6 2.8E‐01 1 ‐ 0 ‐ PHLPP1 (‐198kb),[BCL2],KDSR (+149kb),VPS4B (+25 BCL2
rs34385891 18 60,912,627 AT A 0.571 0.992 0.007 0.001 3.4E‐17 0.007 0.001 8.8E‐13 0.015 0.009 8.8E‐02 0.005 0.001 1.2E‐06 0.009 0.001 4.8E‐13 ++ 73.5 5.2E‐02 1 ‐ 0 ‐ PHLPP1 (‐265kb),[BCL2],KDSR (+82kb),VPS4B (+145 BCL2
rs3829639 18 71,943,144 A G 0.672 0.990 0.008 0.001 1.3E‐19 0.007 0.001 1.1E‐13 0.018 0.010 4.9E‐02 0.008 0.001 7.7E‐11 0.008 0.001 7.5E‐11 ++ 0 9.5E‐01 1 ‐ 0 ‐ FBXO15 (‐128kb),TIMM21 (‐117kb),[CYB5A],C18o8 CYB5A
rs34668346 19 672,169 A G 0.513 0.941 0.005 0.001 8.9E‐10 0.004 0.001 1.1E‐06 0.011 0.010 2.1E‐01 0.006 0.001 2.8E‐09 0.004 0.001 4.6E‐04 ++ 39.8 2.0E‐01 0 ‐ 0 ‐ THEG (‐296kb),C2CD4C (‐263kb),SHC2 (‐211kb),O30 FSTL3 (+4kb)
rs892225 19 1,152,656 G A 0.381 0.974 0.006 0.001 2.0E‐13 0.005 0.001 1.1E‐08 0.017 0.010 7.1E‐02 0.004 0.001 2.0E‐03 0.008 0.001 2.0E‐12 ++ 86.4 6.7E‐03 1 ‐ 0 ‐ ELANE (‐296kb),CFD (‐289kb),MED16 (‐259kb),RN31 SBNO2
rs150122016 19 1,246,079 G T 0.972 0.860 0.016 0.003 8.1E‐09 0.017 0.003 9.8E‐08 0.005 0.030 8.7E‐01 0.021 0.004 5.4E‐07 0.015 0.004 1.4E‐04 ++ 25.2 2.5E‐01 0 ‐ 0 ‐ ARID3A (‐273kb),WDR18 (‐252kb),GRIN3B (‐236k 30 ATP5D (‐1kb)
rs1640269 19 2,793,194 C A 0.286 0.992 0.019 0.001 9.1E‐101 0.020 0.001 2.1E‐85 ‐0.018 0.010 8.5E‐02 0.017 0.001 2.0E‐45 0.021 0.001 3.4E‐60 ++ 82.8 1.6E‐02 1 ‐ 2 AES (+265kb),ZNF5GNG7 (‐90kb),MIR7850 (‐162kb),DIRAS1 (‐72kb),S14 THOP1
rs11539938 19 3,062,857 C T 0.421 0.921 0.010 0.001 2.4E‐29 0.009 0.001 6.9E‐21 0.015 0.010 1.1E‐01 0.012 0.001 3.4E‐19 0.009 0.001 7.2E‐12 ++ 56.6 1.3E‐01 0 ‐ 2 AES (‐5kb),ZNF554SGTA (‐280kb),THOP1 (‐249kb),ZNF554 (‐226kb),Z17 AES
rs60018147 19 3,375,572 G A 0.120 0.902 0.014 0.001 2.6E‐25 0.013 0.002 1.0E‐19 0.018 0.015 1.9E‐01 0.013 0.002 1.5E‐12 0.016 0.002 6.1E‐15 ++ 5.6 3.0E‐01 1 ‐ 0 ‐ GNA11 (‐252kb),GNA15 (‐212kb),LOC100996351 18 NFIC
rs138699938 19 3,382,176 C T 0.998 1.000 0.067 0.010 1.9E‐11 0.060 0.011 1.1E‐07 0.152 0.113 1.7E‐01 0.071 0.014 5.2E‐08 0.060 0.015 2.5E‐05 ++ 0 6.0E‐01 0 NFIC 0 ‐ GNA11 (‐258kb),GNA15 (‐218kb),LOC100996351 18 NFIC
rs1046268 19 3,750,615 T C 0.455 1.000 0.005 0.001 1.2E‐08 0.005 0.001 1.6E‐06 0.005 0.009 5.0E‐01 0.006 0.001 3.0E‐06 0.005 0.001 2.1E‐04 ++ 0 3.5E‐01 0 TJP3 0 ‐ NFIC (‐281kb),SMIM24 (‐270kb),DOHH (‐250kb),F26 TJP3
rs71340908 19 4,496,866 C CT 0.450 0.855 0.006 0.001 6.6E‐13 0.005 0.001 1.1E‐07 0.020 0.010 5.7E‐02 0.006 0.001 1.6E‐07 0.007 0.001 2.4E‐08 ++ 0 6.3E‐01 1 ‐ 0 ‐ ANKRD24 (‐272kb),EBI3 (‐259kb),CCDC94 (‐228kb24 HDGFRP2
19:7223973_TTTG_T 19 7,223,973 TTTG T 0.579 0.986 0.015 0.001 2.5E‐76 0.015 0.001 1.5E‐59 0.012 0.009 2.3E‐01 0.012 0.001 1.0E‐26 0.019 0.001 4.4E‐54 ++ 94.2 3.5E‐05 1 ‐ 0 ‐ ADGRE1 (‐284kb),ADGRE4P (‐233kb),FLJ25758 (‐210 INSR
rs10221473 19 7,236,626 G A 0.542 0.996 0.007 0.001 6.6E‐13 0.006 0.001 1.2E‐09 0.013 0.009 1.3E‐01 0.006 0.001 4.0E‐06 0.008 0.001 6.6E‐09 ++ 0 3.4E‐01 1 ‐ 0 ‐ ADGRE1 (‐296kb),ADGRE4P (‐246kb),FLJ25758 (‐210 INSR
rs8107967 19 7,972,615 G A 0.567 0.996 0.007 0.001 1.3E‐15 0.008 0.001 8.9E‐17 ‐0.019 0.009 3.8E‐02 0.006 0.001 6.9E‐06 0.009 0.001 5.0E‐14 ++ 65.4 8.9E‐02 1 ‐ 0 ‐ CAMSAP3 (‐289kb),MIR6792 (‐290kb),XAB2 (‐27826 MAP2K7
rs281439 19 10,400,110 C G 0.780 0.993 0.006 0.001 3.0E‐08 0.006 0.001 5.3E‐07 ‐0.012 0.011 3.3E‐01 0.004 0.001 3.0E‐03 0.005 0.001 6.3E‐05 ++ 0 5.9E‐01 1 ‐ 0 ‐ COL5A3 (‐279kb),RDH8 (‐267kb),MIR5589 (‐251k 34 ICAM4 (‐1kb)
rs8101895 19 12,508,061 A T 0.236 1.000 0.007 0.001 3.5E‐13 0.007 0.001 3.1E‐11 0.009 0.011 3.9E‐01 0.005 0.001 2.7E‐05 0.009 0.001 1.8E‐09 ++ 71.8 6.0E‐02 1 ‐ 0 ‐ ZNF788 (‐282kb),ZNF20 (‐257kb),ZNF625‐ZNF20 (21 ZNF799
19:13110301_AACACAC_A 19 13,110,301 A AACACAC 0.655 0.956 0.005 0.001 7.4E‐10 0.005 0.001 4.1E‐07 0.012 0.010 2.0E‐01 0.006 0.001 2.5E‐07 0.004 0.001 2.2E‐03 ++ 48.8 1.6E‐01 0 ‐ 0 ‐ TNPO2 (‐275kb),SNORD135 (‐296kb),SNORD41 (‐ 32 NFIX
rs7252372 19 14,172,896 G C 0.556 0.971 0.009 0.001 8.2E‐27 0.009 0.001 2.3E‐22 0.005 0.009 5.4E‐01 0.010 0.001 3.9E‐22 0.007 0.001 1.7E‐09 ++ 71 6.3E‐02 0 ‐ 0 ‐ CCDC130 (‐299kb),MRI1 (‐288kb),C19orf53 (‐283 29 PALM3 (‐3kb)
rs2343616 19 17,329,349 A C 0.419 0.986 0.005 0.001 1.3E‐11 0.006 0.001 2.2E‐10 ‐0.012 0.009 2.8E‐01 0.005 0.001 2.3E‐07 0.005 0.001 6.5E‐05 ++ 0 7.9E‐01 0 ‐ 0 ‐ CPAMD8 (‐192kb),HAUS8 (‐143kb),MYO9B (‐5kb)22 USE1
rs202200760 19 17,346,854 C G 0.039 0.837 0.073 0.002 3.4E‐233 0.075 0.003 7.9E‐191 ‐0.031 0.026 2.8E‐01 0.071 0.003 5.0E‐112 0.076 0.003 5.2E‐120 ++ 23.6 2.5E‐01 1 AC010646.3 0 ‐ CPAMD8 (‐209kb),HAUS8 (‐161kb),MYO9B (‐23kb23 NR2F6
rs10686842 19 18,394,549 TAAA T 0.633 0.996 0.007 0.001 1.4E‐16 0.008 0.001 2.3E‐18 ‐0.033 0.010 1.0E‐03 0.006 0.001 2.2E‐07 0.007 0.001 6.0E‐10 ++ 0 4.5E‐01 1 ‐ 0 ‐ KCNN1 (‐285kb),ARRDC2 (‐270kb),IL12RB1 (‐185k25 JUND (‐2kb)
rs113070129 19 19,580,964 G T 0.894 0.825 0.009 0.002 1.5E‐10 0.013 0.002 7.9E‐15 ‐0.074 0.017 2.4E‐06 0.008 0.002 3.6E‐06 0.009 0.002 1.8E‐05 ++ 0 8.0E‐01 1 ‐ 0 ‐ BORCS8‐MEF2B (‐278kb),MEF2B (‐300kb),BORCS 23 GATAD2A
rs55737395 19 33,751,349 A G 0.336 0.987 0.005 0.001 6.0E‐10 0.005 0.001 1.1E‐08 ‐0.015 0.010 1.6E‐01 0.005 0.001 1.5E‐05 0.005 0.001 1.2E‐04 ++ 0 9.9E‐01 0 ‐ 0 ‐ CEP89 (‐288kb),FAAP24 (‐283kb),RHPN2 (‐196kb)11 SLC7A10 (‐35kb)
rs4805881 19 33,896,432 C A 0.666 0.998 0.009 0.001 4.3E‐29 0.008 0.001 6.9E‐17 0.036 0.010 7.9E‐04 0.008 0.001 5.2E‐11 0.011 0.001 3.1E‐19 ++ 68.3 7.6E‐02 1 ‐ 0 ‐ GPATCH1 (‐275kb),WDR88 (‐230kb),LRP3 (‐197kb9 PEPD
rs45512696 19 35,550,878 T C 0.175 1.000 0.021 0.001 2.0E‐86 0.020 0.001 1.5E‐64 0.014 0.012 3.5E‐01 0.021 0.002 9.8E‐47 0.021 0.002 1.4E‐39 ++ 0 9.5E‐01 0 ‐ 0 ‐ ZNF599 (‐287kb),LINC01801 (‐227kb),LINC00904 25 HPN,HPN‐AS1
rs11666245 19 38,229,926 G A 0.953 1.000 0.017 0.002 7.0E‐20 0.017 0.002 2.8E‐16 ‐0.010 0.022 7.8E‐01 0.017 0.003 1.0E‐11 0.016 0.003 1.8E‐09 ++ 0 8.6E‐01 0 ZNF573 0 ‐ ZNF569 (‐272kb),ZNF570 (‐250kb),ZNF793‐AS1 (‐ 15 ZNF573
rs11673023 19 38,239,521 C A 0.829 0.996 0.007 0.001 9.6E‐12 0.007 0.001 5.4E‐08 0.011 0.012 3.3E‐01 0.007 0.002 9.1E‐06 0.008 0.002 1.9E‐08 ++ 0 7.3E‐01 1 WDR87 / ZNF0 ‐ ZNF569 (‐281kb),ZNF570 (‐260kb),ZNF793‐AS1 (‐ 15 ZNF573
rs117359636 19 42,768,770 A G 0.004 0.929 0.041 0.007 1.4E‐10 0.034 0.008 1.4E‐05 0.257 0.076 4.9E‐04 0.043 0.009 1.1E‐05 0.030 0.010 5.7E‐04 ++ 0 3.5E‐01 0 ‐ 0 ‐ ATP1A3 (‐270kb),GRIK5 (‐199kb),ZNF574 (‐183kb 22 CIC (+4kb)
rs7254776 19 45,227,742 C T 0.353 0.989 0.005 0.001 6.4E‐11 0.004 0.001 3.2E‐05 0.036 0.010 1.6E‐04 0.006 0.001 3.6E‐08 0.005 0.001 8.8E‐05 ++ 0 5.3E‐01 0 ‐ 0 ‐ ZNF229 (‐275kb),ZNF180 (‐223kb),CEACAM20 (‐123 CEACAM16 (‐14kb)
rs483082 19 45,416,178 T G 0.237 0.993 0.009 0.001 1.9E‐21 0.011 0.001 1.4E‐23 ‐0.040 0.011 3.2E‐04 0.007 0.001 1.7E‐07 0.011 0.001 3.1E‐15 ++ 66.3 8.5E‐02 1 ‐ 0 ‐ IGSF23 (‐276kb),PVR (‐247kb),MIR4531 (‐259kb), 28 APOC1 (+1kb)
rs5112 19 45,430,280 G C 0.533 0.865 0.008 0.001 4.9E‐20 0.007 0.001 1.1E‐14 0.011 0.010 2.6E‐01 0.006 0.001 3.2E‐08 0.009 0.001 2.2E‐13 ++ 73.5 5.2E‐02 1 ‐ 0 ‐ IGSF23 (‐290kb),PVR (‐261kb),MIR4531 (‐273kb), 28 APOC1P1
rs34255979 19 46,384,830 T C 0.120 0.995 0.028 0.001 1.5E‐108 0.027 0.001 9.1E‐82 0.010 0.014 4.8E‐01 0.028 0.002 2.7E‐63 0.028 0.002 7.9E‐52 ++ 0 8.9E‐01 1 ‐ 0 ‐ OPA3 (‐297kb),GPR4 (‐279kb),EML2 (‐236kb),MIR29 IRF2BP1 (+2kb)
rs2921552 19 48,104,647 A T 0.741 0.985 0.008 0.001 4.4E‐17 0.008 0.001 1.3E‐12 0.012 0.011 2.6E‐01 0.005 0.001 2.2E‐05 0.011 0.001 4.6E‐15 ++ 87.8 4.2E‐03 1 ‐ 0 ‐ C5AR1 (‐279kb),C5AR2 (‐259kb),DHX34 (‐219kb), 18 GLTSCR1 (+7kb)
rs111981233 19 50,016,479 G T 0.080 1.000 0.021 0.002 1.6E‐46 0.021 0.002 2.4E‐37 ‐0.001 0.017 9.0E‐01 0.025 0.002 7.7E‐36 0.018 0.002 1.2E‐15 ++ 81.8 1.9E‐02 0 RCN3 0 ‐ SLC6A16 (‐188kb),MIR4324 (‐204kb),CD37 (‐173k38 FCGRT
rs11672485 19 53,833,712 C T 0.490 0.996 0.005 0.001 1.1E‐12 0.005 0.001 6.6E‐09 0.000 0.009 9.7E‐01 0.005 0.001 4.8E‐06 0.006 0.001 5.3E‐07 ++ 0 5.1E‐01 1 ‐ 0 ‐ ERVV‐2 (‐279kb),ZNF160 (‐227kb),ZNF415 (‐198k 19 ZNF845 (+3kb)
rs4077285 19 56,599,405 G C 0.906 0.985 0.012 0.001 1.9E‐15 0.013 0.002 1.5E‐14 ‐0.026 0.016 1.4E‐01 0.012 0.002 1.7E‐08 0.011 0.002 1.8E‐08 ++ 0 9.0E‐01 0 ZNF787 0 ‐ NLRP11 (‐251kb),NLRP4 (‐206kb),NLRP13 (‐156kb13 ZNF787
rs16988208 19 58,332,315 G T 0.164 0.996 0.007 0.001 1.7E‐10 0.006 0.001 4.7E‐07 0.019 0.013 1.1E‐01 0.008 0.002 7.8E‐08 0.005 0.002 2.3E‐04 ++ 35.1 2.1E‐01 0 ZNF587B 0 ‐ ZNF549 (‐280kb),ZNF550 (‐261kb),ZNF416 (‐242k28 FKBP1AP1 (+4kb)
rs11545185 19 59,028,585 A G 0.171 0.977 0.009 0.001 2.2E‐16 0.009 0.001 2.0E‐14 0.006 0.013 7.4E‐01 0.008 0.002 5.7E‐08 0.008 0.002 4.8E‐08 ++ 0 9.3E‐01 0 MZF1 / SLC270 ‐ ZNF544 (‐240kb),ZNF8 (‐221kb),ZNF8‐ERVK3‐1 (‐229 ZBTB45
rs144033177 20 571,467 A C 0.984 0.950 0.018 0.003 1.1E‐08 0.014 0.004 5.3E‐05 0.097 0.038 8.7E‐03 0.016 0.005 2.2E‐04 0.019 0.005 2.8E‐06 ++ 0 6.0E‐01 1 ‐ 0 ‐ ZCCHC3 (‐291kb),NRSN2‐AS1 (‐266kb),SOX12 (‐2614 TCF15 (+13kb)
rs1741288 20 4,102,954 A G 0.635 0.988 0.005 0.001 2.3E‐11 0.005 0.001 5.8E‐08 0.013 0.010 1.7E‐01 0.003 0.001 1.4E‐02 0.007 0.001 4.7E‐09 ++ 84.3 1.2E‐02 1 ‐ 0 ‐ AP5S1 (‐297kb),MAVS (‐246kb),PANK2 (‐192kb),M9 SMOX (+26kb)
rs771193934 20 17,844,518 AGGCATA 0.342 0.990 0.008 0.001 6.6E‐20 0.007 0.001 1.9E‐14 0.014 0.010 2.0E‐01 0.007 0.001 1.8E‐09 0.010 0.001 3.8E‐14 ++ 65.1 9.1E‐02 1 ‐ 0 ‐ BFSP1 (‐295kb),DSTN (‐256kb),RRBP1 (‐182kb),BA10 SNX5 (+78kb)
rs7261425 20 20,068,635 G C 0.278 1.000 0.005 0.001 2.7E‐08 0.006 0.001 3.0E‐08 ‐0.005 0.010 5.6E‐01 0.007 0.001 6.6E‐08 0.005 0.001 7.8E‐04 ++ 0 4.4E‐01 0 ‐ 0 ‐ RIN2 (‐86kb),NAA20 (‐54kb),CRNKL1 (‐32kb),[CFA5 CFAP61
rs186915841 20 22,433,293 C T 0.998 0.850 0.069 0.011 7.6E‐11 0.068 0.012 2.0E‐08 0.026 0.117 7.3E‐01 0.098 0.015 7.4E‐11 0.041 0.016 1.1E‐02 ++ 85.9 7.6E‐03 0 ‐ 0 ‐ LINC01427 (‐170kb),LOC284788 (‐32kb),LINC00265 LOC284788 (‐32kb)
rs6048205 20 22,559,601 A G 0.957 1.000 0.012 0.002 3.6E‐08 0.014 0.002 6.0E‐09 ‐0.061 0.023 9.0E‐03 0.007 0.003 6.5E‐03 0.016 0.003 3.2E‐07 ++ 78.1 3.3E‐02 1 ‐ 0 ‐ LINC01427 (‐296kb),LOC284788 (‐158kb),LINC0025 LINC00261 (0kb)
rs13042148 20 32,298,286 C T 0.845 0.997 0.014 0.001 9.0E‐39 0.013 0.001 1.1E‐25 0.019 0.013 1.5E‐01 0.013 0.002 5.6E‐20 0.016 0.002 1.9E‐21 ++ 0 3.4E‐01 1 ‐ 0 ‐ SNTA1 (‐267kb),CBFA2T2 (‐60kb),NECAB3 (‐36kb)12 PXMP4
rs148075685 20 33,058,226 A AAT 0.529 0.956 0.008 0.001 4.8E‐24 0.009 0.001 2.4E‐20 ‐0.016 0.010 9.3E‐02 0.007 0.001 4.9E‐11 0.009 0.001 3.0E‐14 ++ 37.5 2.1E‐01 1 ‐ 0 ‐ ASIP (‐201kb),AHCY (‐159kb),[ITCH],MIR644A (‐4k9 ITCH
rs139052240 20 37,649,299 CTTTTTTC 0.300 0.991 0.007 0.001 7.3E‐17 0.006 0.001 1.5E‐09 0.037 0.010 2.0E‐04 0.008 0.001 3.6E‐11 0.005 0.001 1.8E‐05 ++ 51.8 1.5E‐01 0 FAM83D 0 ‐ SLC32A1 (‐291kb),ACTR5 (‐248kb),PPP1R16B (‐986 DHX35
rs6029640 20 39,970,385 G A 0.420 0.994 0.010 0.001 9.6E‐33 0.009 0.001 1.0E‐23 0.012 0.009 2.3E‐01 0.010 0.001 4.6E‐22 0.010 0.001 2.9E‐14 ++ 0 8.8E‐01 0 ‐ 0 ‐ TOP1 (‐217kb),PLCG1‐AS1 (‐204kb),PLCG1 (‐166k 8 LPIN3
rs6073431 20 43,040,569 T C 0.531 0.958 0.017 0.001 5.1E‐92 0.017 0.001 1.6E‐73 0.007 0.009 4.8E‐01 0.017 0.001 7.9E‐49 0.017 0.001 6.2E‐43 ++ 0 9.3E‐01 0 ‐ 0 ‐ JPH2 (‐224kb),OSER1 (‐201kb),OSER1‐AS1 (‐186kb17 HNF4A
rs1412957 20 45,557,065 A G 0.574 0.975 0.007 0.001 3.5E‐16 0.006 0.001 4.3E‐10 0.030 0.009 1.7E‐03 0.007 0.001 1.8E‐09 0.007 0.001 4.0E‐08 ++ 0 9.9E‐01 0 ‐ 0 ‐ SLC13A3 (‐244kb),TP53RK (‐239kb),SLC2A10 (‐1926 EYA2
rs6018424 20 45,986,984 T C 0.199 1.000 0.008 0.001 4.4E‐14 0.008 0.001 4.7E‐11 0.007 0.012 5.8E‐01 0.007 0.001 3.5E‐08 0.008 0.002 3.9E‐07 ++ 0 7.6E‐01 1 ‐ 0 ‐ EYA2 (‐169kb),MIR3616 (‐191kb),ZMYND8 (‐1kb),7 ZMYND8 (‐1kb)
rs201764793 20 47,531,640 TTTC T 0.342 0.970 0.005 0.001 2.1E‐10 0.007 0.001 2.1E‐14 ‐0.047 0.010 3.7E‐06 0.007 0.001 4.2E‐09 0.003 0.001 1.6E‐03 ++ 81.6 2.0E‐02 0 ‐ 0 ‐ PREX1 (‐87kb),ARFGEF2 (+7kb),CSE1L‐AS1 (+125k5 ARFGEF2 (+7kb)
20:48979436_TA_T 20 48,979,436 TA T 0.789 0.961 0.007 0.001 1.2E‐11 0.007 0.001 1.1E‐10 ‐0.021 0.012 5.1E‐02 0.006 0.001 2.8E‐05 0.007 0.002 1.9E‐06 ++ 0 4.4E‐01 1 ‐ 0 ‐ TMEM189‐UBE2V1 (‐209kb),UBE2V1 (‐247kb),TM14 LINC01271 (‐42kb)
rs55987409 20 49,569,025 T C 0.072 0.995 0.018 0.002 6.4E‐28 0.017 0.002 7.4E‐19 0.057 0.018 1.8E‐03 0.017 0.002 2.9E‐14 0.018 0.002 4.8E‐15 ++ 0 6.8E‐01 1 ‐ 0 ‐ FAM65C (‐261kb),LOC100506175 (‐292kb),PARD69 DPM1
rs61744628 20 52,186,837 A G 0.027 1.000 0.017 0.003 1.7E‐11 0.016 0.003 6.2E‐08 0.032 0.029 2.0E‐01 0.017 0.004 1.1E‐06 0.018 0.004 9.5E‐07 ++ 0 8.7E‐01 1 ‐ 0 ‐ TSHZ2 (‐75kb),[LOC101927770],[ZNF217],LOC1054 LOC101927770,ZNF217
rs6123685 20 55,836,040 A G 0.254 1.000 0.005 0.001 3.8E‐09 0.005 0.001 2.2E‐06 0.017 0.011 8.8E‐02 0.005 0.001 3.7E‐04 0.006 0.001 7.5E‐06 ++ 0 6.3E‐01 1 ‐ 0 ‐ [BMP7],BMP7‐AS1 (‐45kb),MIR4325 (+61kb),SPO 8 BMP7
rs62217799 20 62,347,191 G T 0.342 0.981 0.007 0.001 2.2E‐15 0.008 0.001 2.3E‐17 ‐0.037 0.010 1.1E‐04 0.006 0.001 6.8E‐08 0.006 0.001 7.9E‐07 ++ 0 9.3E‐01 1 SLC2A4RG 0 ‐ KCNQ2 (‐243kb),EEF1A2 (‐217kb),PPDPF (‐194kb)34 ZGPAT
rs1475883 21 17,591,913 G A 0.567 0.995 0.004 0.001 2.4E‐08 0.004 0.001 3.0E‐07 ‐0.002 0.009 9.3E‐01 0.003 0.001 2.4E‐04 0.004 0.001 5.3E‐05 ++ 0 5.1E‐01 1 ‐ 0 ‐ [MIR99AHG], 1 MIR99AHG
rs112078975 21 33,095,959 G A 0.951 0.968 0.012 0.002 8.4E‐11 0.010 0.002 2.9E‐07 0.038 0.022 8.0E‐02 0.012 0.003 6.0E‐08 0.011 0.003 1.0E‐05 ++ 0 6.7E‐01 0 ‐ 0 ‐ TIAM1 (‐165kb),LOC150051 (‐163kb),SOD1 (‐55kb5 SCAF4
rs4818008 21 40,611,442 T A 0.645 0.999 0.005 0.001 2.7E‐08 0.006 0.001 1.7E‐11 ‐0.054 0.010 1.9E‐08 0.004 0.001 2.0E‐03 0.005 0.001 6.5E‐05 ++ 0 6.1E‐01 1 ‐ 0 ‐ LINC01700 (‐262kb),PSMG1 (‐56kb),[BRWD1],BRW11 BRWD1
rs35598889 22 18,450,794 C T 0.233 0.979 0.007 0.001 8.5E‐15 0.008 0.001 2.6E‐15 ‐0.018 0.011 1.1E‐01 0.007 0.001 1.5E‐07 0.007 0.001 2.6E‐07 ++ 0 9.9E‐01 1 ‐ 0 ‐ BCL2L13 (‐237kb),BID (‐193kb),MIR3198‐1 (‐204k12 MICAL3
rs759404 22 18,916,180 C T 0.932 0.993 0.010 0.002 4.0E‐08 0.011 0.002 3.1E‐08 ‐0.010 0.019 6.5E‐01 0.005 0.002 5.3E‐02 0.015 0.002 6.0E‐08 ++ 88.2 3.6E‐03 1 ‐ 0 ‐ USP18 (‐256kb),LOC100996415 (‐228kb),LINC01619 PRODH
rs9606233 22 20,066,611 C G 0.405 0.995 0.005 0.001 8.9E‐12 0.007 0.001 1.7E‐15 ‐0.051 0.010 1.5E‐07 0.005 0.001 6.9E‐08 0.005 0.001 2.2E‐04 ++ 0 1.0E+00 0 ‐ 0 ‐ TBX1 (‐295kb),GNB1L (‐224kb),C22orf29 (‐224kb)23 DGCR8 (+1kb)
rs4820091 22 21,940,189 G T 0.181 0.986 0.011 0.001 1.6E‐21 0.011 0.001 2.8E‐18 0.008 0.012 5.0E‐01 0.008 0.002 6.6E‐07 0.014 0.002 1.5E‐17 ++ 85 9.9E‐03 1 YDJC 0 ‐ POM121L8P (‐288kb),LOC100996335 (‐259kb),RI 16 UBE2L3
rs41412647 22 24,292,178 C A 0.430 0.968 0.008 0.001 4.6E‐20 0.008 0.001 6.3E‐18 ‐0.017 0.010 9.7E‐02 0.010 0.001 5.1E‐20 0.005 0.001 1.1E‐04 ++ 88.2 3.5E‐03 0 ‐ 9 DDT (+27kb),DDTL GUSBP11 (‐233kb),RGL4 (‐251kb),ZNF70 (‐199kb)23 GSTT2B (+7kb)
rs6005840 22 29,101,357 A G 0.326 0.999 0.012 0.001 3.0E‐42 0.013 0.001 4.2E‐37 ‐0.019 0.010 7.9E‐02 0.016 0.001 1.5E‐40 0.008 0.001 9.0E‐11 ++ 94.7 1.3E‐05 0 ‐ 0 ‐ TTC28 (‐26kb),MIR5739 (‐245kb),[CHEK2],HSCB (+7 CHEK2
rs5749082 22 30,770,603 T A 0.292 1.000 0.011 0.001 3.1E‐36 0.011 0.001 1.2E‐30 ‐0.007 0.010 3.9E‐01 0.009 0.001 8.7E‐15 0.013 0.001 4.6E‐23 ++ 74.1 4.9E‐02 1 ‐ 0 ‐ HORMAD2‐AS1 (‐294kb),HORMAD2 (‐198kb),LIF  21 CCDC157,KIAA1656
rs142773536 22 32,325,112 G GCCTGCCC 0.709 0.935 0.005 0.001 2.6E‐08 0.005 0.001 4.6E‐08 ‐0.017 0.011 1.1E‐01 0.003 0.001 6.7E‐03 0.007 0.001 8.6E‐07 ++ 73.2 5.3E‐02 1 ‐ 0 ‐ PISD (‐267kb),PRR14L (‐179kb),DEPDC5 (‐22kb),C 10 C22orf24 (+4kb)
rs9610329 22 36,042,986 C T 0.572 0.958 0.006 0.001 7.6E‐13 0.006 0.001 7.4E‐09 0.004 0.010 6.0E‐01 0.006 0.001 1.6E‐06 0.007 0.001 1.8E‐06 ++ 0 6.8E‐01 1 ‐ 0 ‐ TOM1 (‐299kb),HMOX1 (‐253kb),MCM5 (‐222kb) 8 APOL6 (+1kb)
rs13057133 22 38,179,473 C T 0.699 0.998 0.007 0.001 3.0E‐15 0.008 0.001 2.6E‐17 ‐0.041 0.010 3.2E‐05 0.007 0.001 1.2E‐08 0.006 0.001 1.4E‐06 ++ 0 8.7E‐01 0 TRIOBP / GCA0 ‐ MFNG (‐297kb),CARD10 (‐264kb),CDC42EP1 (‐21426 TRIOBP (‐7kb)
rs2075915 22 39,254,556 A G 0.747 0.973 0.006 0.001 2.4E‐11 0.007 0.001 8.8E‐12 ‐0.041 0.011 2.1E‐04 0.006 0.001 3.1E‐06 0.006 0.001 5.0E‐06 ++ 0 6.9E‐01 1 ‐ 0 ‐ DMC1 (‐288kb),LOC105373031 (‐287kb),FAM22720 CBX6 (+3kb)
rs738409 22 44,324,727 G C 0.216 1.000 0.023 0.001 3.1E‐114 0.025 0.001 4.3E‐104 ‐0.039 0.011 4.3E‐04 0.029 0.001 3.4E‐98 0.017 0.002 1.1E‐30 ++ 97.2 2.8E‐09 0 PNPLA3 0 ‐ EFCAB6 (‐117kb),SULT4A1 (‐66kb),PNPLA5 (‐37kb7 PNPLA3
rs135563 22 46,536,017 T C 0.510 0.981 0.005 0.001 1.7E‐09 0.004 0.001 7.3E‐06 0.016 0.009 6.7E‐02 0.005 0.001 3.1E‐04 0.005 0.001 5.5E‐06 ++ 0 8.8E‐01 1 ‐ 0 ‐ ATXN10 (‐295kb),WNT7B (‐163kb),LOC730668 (‐119 PPARA (+10kb)
rs111700120 22 50,343,919 C T 0.847 1.000 0.007 0.001 1.2E‐10 0.008 0.001 4.0E‐12 ‐0.038 0.013 3.1E‐03 0.010 0.002 2.5E‐11 0.006 0.002 1.3E‐03 ++ 63.8 9.7E‐02 0 ‐ 0 ‐ C22orf34 (‐293kb),BRD1 (‐123kb),ZBED4 (‐60kb),A13 PIM3 (+10kb)
rs36171610 22 50,422,385 G A 0.509 0.980 0.006 0.001 2.0E‐11 0.005 0.001 3.6E‐08 0.003 0.009 8.9E‐01 0.005 0.001 6.0E‐06 0.007 0.001 6.3E‐08 ++ 1.5 3.1E‐01 1 IL17REL 0 ‐ BRD1 (‐201kb),ZBED4 (‐139kb),ALG12 (‐110kb),CR17 IL17REL (+11kb)
rs35143646 23 2,856,155 T C 0.659 1.000 0.006 0.001 2.6E‐18 0.006 0.001 6.0E‐15 ‐0.003 0.008 7.8E‐01 0.005 0.001 2.1E‐09 0.009 0.001 1.1E‐12 ++ 82.5 1.7E‐02 1 ARSE 0 ‐ CD99P1 (‐281kb),CD99 (‐197kb),XG (‐122kb),GYG9 ARSE
rs4830411 23 9,425,574 G A 0.422 0.912 0.007 0.001 9.0E‐26 0.007 0.001 2.9E‐20 0.003 0.008 5.8E‐01 0.006 0.001 1.1E‐14 0.008 0.001 9.7E‐11 ++ 23.6 2.5E‐01 1 ‐ 0 ‐ TBL1X (+6kb),GPR143 (+268kb), 2 TBL1X (+6kb)
rs12687599 23 15,283,903 A C 0.499 0.994 0.005 0.001 1.8E‐13 0.004 0.001 7.6E‐09 0.007 0.008 2.7E‐01 0.005 0.001 1.3E‐10 0.004 0.001 2.0E‐04 ++ 0 6.4E‐01 0 ‐ 0 ‐ [ASB9],ASB11 (+16kb),PIGA (+54kb),PIR‐FIGF (+808 ASB9
rs5934328 23 16,782,468 T C 0.706 0.985 0.006 0.001 2.0E‐17 0.006 0.001 3.1E‐13 0.000 0.009 9.4E‐01 0.005 0.001 7.7E‐11 0.008 0.001 4.0E‐09 ++ 41.2 1.9E‐01 1 ‐ 0 ‐ CTPS2 (‐51kb),MIR548AM (‐137kb),S100G (‐110k 7 SYAP1 (‐2kb)
rs7892835 23 20,184,037 G A 0.853 0.989 0.007 0.001 8.0E‐17 0.008 0.001 2.5E‐15 ‐0.016 0.011 1.2E‐01 0.008 0.001 6.0E‐17 0.005 0.002 1.2E‐03 ++ 49.3 1.6E‐01 0 ‐ 0 ‐ SH3KBP1 (‐278kb),CXorf23 (‐196kb),LOC729609 (9 RPS6KA3
rs5949232 23 24,163,287 A G 0.373 0.984 0.004 0.001 2.3E‐08 0.004 0.001 1.8E‐07 ‐0.011 0.008 1.6E‐01 0.004 0.001 9.4E‐05 0.004 0.001 1.6E‐04 ++ 0 7.8E‐01 1 ‐ 0 ‐ APOO (‐237kb),CXorf58 (‐206kb),KLHL15 (‐118kb 8 ZFX‐AS1 (+1kb)
rs35318931 23 38,009,121 G A 0.912 1.000 0.008 0.001 1.4E‐11 0.007 0.001 3.5E‐09 0.013 0.014 3.0E‐01 0.006 0.001 3.4E‐06 0.009 0.002 8.4E‐07 ++ 37 2.1E‐01 1 SRPX 0 ‐ HYPM (‐159kb),SYTL5 (‐21kb),MIR548AJ2 (‐126kb6 SRPX
rs5952279 23 44,817,750 A G 0.178 0.994 0.006 0.001 1.1E‐10 0.005 0.001 1.7E‐06 0.029 0.010 4.3E‐03 0.004 0.001 5.6E‐04 0.008 0.002 1.3E‐07 ++ 81.2 2.1E‐02 1 ‐ 0 ‐ DUSP21 (‐114kb),[KDM6A],CXorf36 (+190kb), 3 KDM6A
rs138310191 23 54,000,414 T C 0.029 0.985 0.014 0.002 5.3E‐12 0.013 0.002 2.6E‐09 0.031 0.023 2.6E‐01 0.013 0.002 3.2E‐09 0.013 0.004 8.5E‐04 ++ 0 9.1E‐01 0 ‐ 0 ‐ HUWE1 (‐287kb),[PHF8],FAM120C (+94kb),WNK34 PHF8
rs778239811 23 55,529,635 T TAC 0.730 0.934 0.005 0.001 2.8E‐10 0.005 0.001 2.6E‐10 ‐0.018 0.009 2.6E‐02 0.006 0.001 6.8E‐11 0.002 0.001 1.6E‐01 ++ 83.6 1.4E‐02 0 ‐ 0 ‐ PAGE5 (‐279kb),PAGE3 (‐238kb),LOC100421746 (9 USP51 (‐14kb)
X:66183592_GT_G 23 66,183,592 GT G 0.865 0.738 0.009 0.001 1.9E‐19 0.007 0.001 2.2E‐10 0.051 0.012 5.5E‐05 0.010 0.001 2.1E‐16 0.006 0.002 6.7E‐04 ++ 54.3 1.4E‐01 0 ‐ 0 ‐ ‐ 0 ‐
rs1418334 23 109,833,139 G A 0.389 0.998 0.037 0.001 1.1E‐637 0.034 0.001 1.1E‐439 0.057 0.008 4.4E‐13 0.042 0.001 1.6E‐604 0.027 0.001 3.1E‐113 ++ 98.9 8.7E‐22 0 ‐ 0 ‐ AMMECR1 (‐150kb),RGAG1 (‐134kb),TDGF1P3 (‐64 TDGF1P3 (‐67kb)
rs73266310 23 110,887,831 G A 0.900 0.679 0.010 0.001 4.8E‐17 0.009 0.001 3.4E‐11 0.018 0.014 1.7E‐01 0.011 0.002 5.8E‐13 0.010 0.002 1.9E‐06 ++ 0 8.2E‐01 0 ‐ 0 ‐ DCX (‐232kb),LINC00890 (‐122kb),ALG13 (+37kb) 5 ALG13 (+37kb)
X:114935763_CAA_C 23 114,935,763 C CAA 0.457 0.966 0.004 0.001 1.9E‐08 0.004 0.001 8.8E‐07 0.005 0.008 5.8E‐01 0.005 0.001 9.1E‐10 0.002 0.001 9.5E‐02 ++ 66.7 8.3E‐02 0 ‐ 0 ‐ PLS3‐AS1 (‐139kb),PLS3 (‐51kb),DANT2 (+21kb), 3 DANT2 (+21kb)
rs1294804 23 117,633,834 G C 0.670 0.992 0.004 0.001 2.9E‐08 0.003 0.001 3.4E‐05 0.015 0.008 5.2E‐02 0.004 0.001 1.5E‐06 0.003 0.001 1.5E‐02 ++ 0 6.3E‐01 0 ‐ 0 ‐ WDR44 (‐50kb),MIR1277 (‐113kb),[DOCK11],IL134 DOCK11
X:118690545_CA_C 23 118,690,545 CA C 0.366 0.863 0.004 0.001 1.5E‐09 0.004 0.001 2.8E‐07 0.008 0.008 2.8E‐01 0.004 0.001 2.6E‐07 0.005 0.001 2.9E‐04 ++ 0 8.0E‐01 1 ‐ 0 ‐ LOC101928336 (‐221kb),SLC25A43 (‐102kb),SLC213 CXorf56
rs2473181 23 122,735,221 G C 0.707 0.976 0.006 0.001 3.8E‐16 0.005 0.001 4.6E‐12 0.018 0.009 2.8E‐02 0.005 0.001 2.3E‐10 0.007 0.001 6.9E‐07 ++ 0 4.8E‐01 1 ‐ 0 ‐ GRIA3 (‐110kb),[THOC2],XIAP (+258kb), 3 THOC2
rs180956060 23 129,114,784 G A 0.897 0.726 0.014 0.001 1.1E‐29 0.012 0.001 2.9E‐18 0.054 0.014 1.5E‐04 0.014 0.001 3.0E‐23 0.014 0.002 4.3E‐08 ++ 0 8.3E‐01 0 ‐ 0 ‐ XPNPEP2 (‐211kb),SASH3 (‐186kb),ZDHHC9 (‐137 9 BCORL1 (+24kb)
X:133611871_AT_A 23 133,611,871 A AT 0.099 0.952 0.008 0.001 1.1E‐12 0.009 0.001 8.3E‐12 ‐0.018 0.013 1.2E‐01 0.009 0.001 2.0E‐11 0.006 0.002 1.4E‐03 ++ 0 3.4E‐01 0 ‐ 0 ‐ CCDC160 (‐232kb),PHF6 (‐49kb),[HPRT1],MIR450 13 HPRT1
rs5987245 23 153,551,383 G A 0.189 0.956 0.005 0.001 7.5E‐11 0.005 0.001 5.2E‐08 0.000 0.010 8.7E‐01 0.005 0.001 6.4E‐09 0.005 0.002 3.9E‐04 ++ 0 1.0E+00 0 ‐ 0 ‐ IRAK1 (‐266kb),MIR718 (‐266kb),MECP2 (‐188kb)28 TKTL1



Supplementary Table S3: GWAS significant results for SHBG adjusted for BMI in men.

Effect in other GWAS

SHBG adjusted for BMI in men BMI men SHBG men not adjusted for BMI SHBG adjusted for BMI in women Total testosterone men Bioavailable testosterone men Estradiol men Total testosterone women Bioavailable testosterone women Gene annotation

SNP CHR BP Effect AlOther_AlleEffect_FreqINFO Effect SE P_BOLT_LMMMatched_BETASE P_BMI_BOLT_Matched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BETASE P_BOLT_LMMNS_Gene Liver_eQTL_HLiver_eQTLs Muscle_eQTL_Muscle_eQTL Genes Gene_Count Nearest_Gene

1:1510035_GGC_G 1 1,510,035 G GGC 0.288 0.981 0.009 0.001 3.3E‐12 ‐0.014 0.014 2.9E‐01 0.010 0.001 1.5E‐13 0.005 0.001 2.3E‐04 0.014 0.003 2.2E‐05 ‐0.002 0.003 6.2E‐01 0.002 0.001 1.7E‐02 0.003 0.003 3.0E‐01 ‐0.003 0.003 5.8E‐01 ‐ 0 ‐ 0 ‐ SCNN1D (‐283kb),ACAP3 (‐267kb),MIR6726 (‐234 SSU72

rs4333851 1 10,146,179 A G 0.154 0.996 0.008 0.002 1.3E‐08 ‐0.013 0.017 5.3E‐01 0.008 0.002 3.4E‐07 0.006 0.002 4.8E‐05 ‐0.003 0.004 7.8E‐01 ‐0.017 0.004 6.9E‐05 0.000 0.001 1.0E+00 ‐0.002 0.004 7.3E‐01 ‐0.009 0.003 8.7E‐03 ‐ 0 ‐ 0 ‐ CLSTN1 (‐262kb),CTNNBIP1 (‐176kb),LZIC (‐14 9 UBE4B

rs198384 1 11,934,378 A G 0.551 0.988 0.007 0.001 2.2E‐08 0.015 0.013 1.7E‐01 0.007 0.001 4.5E‐07 0.001 0.001 4.0E‐01 0.008 0.003 1.1E‐02 ‐0.003 0.003 4.1E‐01 0.001 0.001 7.9E‐02 0.004 0.003 2.2E‐01 0.003 0.003 2.9E‐01 ‐ 0 ‐ 0 ‐ LINC01647 (‐261kb),FBXO2 (‐219kb),FBXO44 (23 NPPB (‐15kb)

rs36086195 1 16,510,894 T C 0.579 0.997 0.017 0.001 2.3E‐52 0.004 0.013 7.5E‐01 0.017 0.001 4.5E‐44 0.006 0.001 1.8E‐05 0.019 0.003 1.7E‐09 ‐0.010 0.003 7.5E‐04 0.002 0.001 6.3E‐02 ‐0.010 0.003 1.9E‐04 ‐0.011 0.003 4.0E‐05 ‐ 2 EPHA2 (‐44kb0 ‐ SPEN (‐244kb),ZBTB17 (‐208kb),C1orf64 (‐17815 ARHGEF19 (+13kb)

1:23747996_GA_G 1 23,747,996 G GA 0.727 0.974 0.007 0.001 4.8E‐11 ‐0.020 0.014 2.1E‐01 0.008 0.001 6.7E‐11 0.010 0.001 6.8E‐14 0.013 0.003 2.1E‐05 ‐0.001 0.003 5.6E‐01 ‐0.001 0.001 2.9E‐01 0.000 0.003 8.9E‐01 ‐0.011 0.003 4.1E‐05 ‐ 0 ‐ 0 ‐ LUZP1 (‐253kb),HTR1D (‐227kb),LINC01355 (‐113 TCEA3

1:25827633_CT_C 1 25,827,633 CT C 0.550 0.978 0.010 0.001 1.9E‐20 ‐0.013 0.013 2.8E‐01 0.011 0.001 1.4E‐19 0.007 0.001 1.6E‐09 0.017 0.003 3.5E‐08 0.000 0.003 9.6E‐01 ‐0.001 0.001 1.6E‐01 0.005 0.003 3.5E‐02 ‐0.004 0.003 1.6E‐01 RHCE 0 ‐ 1 RHCE (‐105kb SYF2 (‐269kb),RSRP1 (‐163kb),RHD (‐171kb),T 9 TMEM57 (‐1kb)

rs114165349 1 27,021,913 G C 0.977 0.985 0.090 0.004 1.1E‐135 0.061 0.042 1.4E‐01 0.087 0.004 3.5E‐111 0.074 0.004 2.8E‐82 0.148 0.010 6.7E‐51 ‐0.006 0.010 4.8E‐01 0.005 0.003 9.7E‐02 ‐0.028 0.009 3.5E‐03 ‐0.093 0.008 3.8E‐28 ‐ 1 RPS6KA1 (‐14 0 ‐ LIN28A (‐266kb),DHDDS (‐224kb),LOC101928317 LOC101928728 (‐1kb)

rs565471584 1 28,022,862 T C 0.996 0.698 0.078 0.011 3.6E‐12 0.000 0.120 8.4E‐01 0.078 0.012 2.8E‐11 0.038 0.012 3.2E‐03 0.125 0.029 1.6E‐05 0.000 0.029 9.7E‐01 0.005 0.008 5.3E‐01 ‐0.015 0.027 5.2E‐01 ‐0.055 0.024 6.4E‐02 ATPIF1 0 ‐ 0 ‐ WASF2 (‐206kb),AHDC1 (‐93kb),FGR (‐61kb),IF13 IFI6 (‐24kb)

1:35734986_AAGTGCATCTTT_A 1 35,734,986 A AAGTGCAT 0.908 0.984 0.011 0.002 1.1E‐09 0.019 0.022 4.1E‐01 0.010 0.002 6.4E‐08 0.013 0.002 8.6E‐10 0.022 0.005 1.0E‐05 0.004 0.005 4.2E‐01 0.001 0.001 5.2E‐01 0.002 0.005 7.7E‐01 ‐0.015 0.004 6.0E‐04 ‐ 0 ‐ 0 ‐ LOC653160 (‐291kb),TMEM35B (‐284kb),ZMY 8 ZMYM4

rs771435780 1 39,859,518 G GGA 0.717 0.979 0.011 0.001 3.1E‐20 ‐0.032 0.014 1.2E‐02 0.012 0.001 9.8E‐20 0.009 0.001 1.5E‐12 0.022 0.003 3.6E‐11 0.001 0.003 6.6E‐01 ‐0.001 0.001 4.8E‐01 ‐0.001 0.003 7.2E‐01 ‐0.009 0.003 1.6E‐03 MACF1 0 ‐ 1 PABPC4 (+175[MACF1],KIAA0754 (+16kb),BMP8A (+98kb),O11 MACF1

rs141811210 1 51,080,191 GTAA G 0.430 0.972 0.006 0.001 5.1E‐09 ‐0.015 0.013 3.0E‐01 0.007 0.001 1.3E‐08 0.007 0.001 1.8E‐08 0.012 0.003 6.2E‐05 0.000 0.003 9.7E‐01 ‐0.001 0.001 3.5E‐01 ‐0.017 0.003 3.1E‐10 ‐0.018 0.003 4.5E‐12 ‐ 0 ‐ 0 ‐ DMRTA2 (‐191kb),[FAF1], 2 FAF1

rs1883783 1 54,890,956 T G 0.430 0.994 0.006 0.001 3.2E‐08 0.021 0.013 1.0E‐01 0.006 0.001 3.6E‐06 0.006 0.001 1.0E‐06 0.008 0.003 1.2E‐02 ‐0.002 0.003 5.3E‐01 ‐0.001 0.001 2.7E‐01 0.005 0.003 7.0E‐02 ‐0.004 0.003 8.7E‐02 ‐ 0 ‐ 0 ‐ CDCP2 (‐272kb),CYB5RL (‐225kb),MRPL37 (‐2010 SSBP3 (‐19kb)

rs59708846 1 61,687,651 A G 0.076 0.993 0.019 0.002 1.3E‐20 0.003 0.023 9.3E‐01 0.019 0.002 7.7E‐18 0.018 0.002 1.3E‐17 0.039 0.006 1.7E‐11 0.005 0.006 5.7E‐01 0.001 0.002 5.8E‐01 ‐0.005 0.005 2.6E‐01 ‐0.022 0.005 2.4E‐06 ‐ 0 ‐ 0 ‐ NFIA‐AS2 (‐251kb),[NFIA],NFIA‐AS1 (+27kb), 3 NFIA

rs35067979 1 61,925,076 C T 0.929 0.907 0.016 0.002 1.0E‐11 ‐0.026 0.025 4.4E‐01 0.017 0.002 1.9E‐10 0.014 0.002 2.6E‐08 0.020 0.006 2.1E‐03 ‐0.006 0.006 3.6E‐01 0.000 0.002 9.6E‐01 ‐0.004 0.006 5.5E‐01 ‐0.014 0.005 5.1E‐03 ‐ 0 ‐ 0 ‐ [NFIA],NFIA‐AS1 (‐206kb),MGC34796 (+195kb5 NFIA

1:93033928_CT_C 1 93,033,928 C CT 0.790 0.998 0.011 0.001 7.0E‐14 ‐0.064 0.015 1.8E‐05 0.013 0.001 5.1E‐18 0.008 0.001 7.0E‐09 0.028 0.004 1.4E‐14 0.009 0.004 4.8E‐03 0.000 0.001 8.3E‐01 ‐0.020 0.003 1.5E‐09 ‐0.023 0.003 4.6E‐15 ‐ 0 ‐ 0 ‐ GLMN (‐269kb),RPAP2 (‐180kb),GFI1 (‐81kb),[ 8 EVI5

rs35526088 1 101,656,407 T G 0.386 0.992 0.007 0.001 2.7E‐08 ‐0.021 0.013 8.3E‐02 0.007 0.001 1.9E‐09 0.001 0.001 1.8E‐01 0.011 0.003 5.8E‐04 ‐0.002 0.003 5.6E‐01 0.000 0.001 6.7E‐01 0.013 0.003 2.1E‐05 0.003 0.003 4.1E‐01 ‐ 0 ‐ 0 ‐ EXTL2 (‐296kb),SLC30A7 (‐209kb),DPH5 (‐165k7 LOC101928370 (+44kb)

rs1730865 1 107,605,611 G T 0.345 0.992 0.028 0.001 8.0E‐127 0.049 0.013 1.2E‐04 0.026 0.001 4.6E‐98 0.023 0.001 5.0E‐73 0.033 0.003 8.3E‐28 ‐0.012 0.003 1.4E‐04 0.004 0.001 1.5E‐05 0.017 0.003 6.9E‐09 ‐0.008 0.003 3.1E‐03 ‐ 1 PRMT6 (‐5kb) 0 ‐ PRMT6 (‐4kb),NTNG1 (+77kb), 2 PRMT6 (‐4kb)

rs140584594 1 110,232,983 A G 0.269 1.000 0.012 0.001 2.2E‐21 0.007 0.014 6.7E‐01 0.012 0.001 9.1E‐19 0.015 0.001 1.9E‐30 0.012 0.003 1.1E‐03 ‐0.012 0.003 3.4E‐04 0.002 0.001 5.3E‐02 ‐0.005 0.003 7.2E‐02 ‐0.021 0.003 2.4E‐13 GSTM1 0 ‐ 0 ‐ SORT1 (‐292kb),PSMA5 (‐264kb),SYPL2 (‐208k19 GSTM1

rs71584764 1 113,238,665 TA T 0.204 0.996 0.008 0.001 1.3E‐08 ‐0.054 0.015 4.9E‐04 0.010 0.002 4.7E‐10 0.003 0.002 1.6E‐02 0.008 0.004 3.3E‐02 ‐0.009 0.004 1.7E‐02 0.001 0.001 2.2E‐01 0.010 0.003 5.4E‐03 ‐0.001 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ CTTNBP2NL (‐235kb),MIR4256 (‐234kb),WNT213 MOV10

rs72708162 1 149,882,811 T G 0.079 0.998 0.015 0.002 5.7E‐14 ‐0.017 0.023 3.6E‐01 0.016 0.002 9.6E‐14 0.012 0.002 3.1E‐09 0.027 0.006 3.2E‐07 0.000 0.006 8.4E‐01 0.002 0.002 2.5E‐01 0.018 0.005 1.1E‐04 ‐0.004 0.005 4.6E‐01 BOLA1 / MTM0 ‐ 0 ‐ LINC00869 (‐232kb),FAM231D (‐206kb),HIST2 23 SV2A

rs140386498 1 150,972,959 T A 0.013 1.000 0.034 0.005 4.3E‐12 0.031 0.055 5.4E‐01 0.032 0.005 1.2E‐09 0.036 0.005 6.0E‐12 0.052 0.013 1.0E‐04 ‐0.003 0.014 6.8E‐01 0.005 0.004 2.0E‐01 0.027 0.012 2.8E‐02 ‐0.035 0.011 6.1E‐03 FAM63A 0 ‐ 0 ‐ HORMAD1 (‐280kb),CTSS (‐235kb),CTSK (‐192 26 FAM63A

rs71586027 1 154,582,754 TATCTC T 0.480 0.999 0.011 0.001 1.5E‐22 0.013 0.012 2.9E‐01 0.010 0.001 1.9E‐19 0.014 0.001 4.8E‐30 0.017 0.003 1.4E‐08 0.001 0.003 8.0E‐01 ‐0.002 0.001 3.5E‐02 ‐0.001 0.003 9.4E‐01 ‐0.015 0.003 3.1E‐08 ‐ 1 ADAR (‐5kb), 0 ‐ AQP10 (‐285kb),ATP8B2 (‐259kb),IL6R (‐141kb10 ADAR

rs768651403 1 155,888,762 GT G 0.759 0.932 0.010 0.001 3.0E‐14 0.054 0.015 3.4E‐04 0.008 0.001 8.1E‐09 0.011 0.001 2.5E‐14 0.015 0.004 6.0E‐05 0.001 0.004 6.7E‐01 0.003 0.001 6.1E‐03 0.010 0.003 8.2E‐04 ‐0.001 0.003 7.0E‐01 ‐ 0 ‐ 1 RIT1 (‐14kb), YY1AP1 (‐230kb),SCARNA26A (‐240kb),DAP3 ( 24 KIAA0907

rs2275560 1 164,529,666 G A 0.744 0.784 0.008 0.001 9.8E‐09 0.017 0.016 3.9E‐01 0.007 0.002 3.0E‐07 0.001 0.002 4.4E‐01 0.015 0.004 4.1E‐05 0.003 0.004 4.4E‐01 0.003 0.001 5.5E‐03 0.003 0.004 3.5E‐01 0.000 0.003 9.2E‐01 ‐ 0 ‐ 0 ‐ [PBX1],LOC100505795 (+209kb), 2 PBX1

1:167851935_TGTAGTGAGAGG 1 167,851,935 T TGTAGTGA 0.287 0.976 0.007 0.001 5.9E‐09 ‐0.012 0.014 3.7E‐01 0.007 0.001 1.9E‐09 0.005 0.001 3.5E‐04 0.017 0.003 4.3E‐08 0.006 0.003 3.8E‐02 0.002 0.001 2.5E‐02 ‐0.006 0.003 5.7E‐02 ‐0.009 0.003 2.9E‐03 ‐ 0 ‐ 0 ‐ RCSD1 (‐174kb),MPZL1 (‐91kb),[ADCY10],MPC8 ADCY10

rs12059956 1 171,063,262 G A 0.583 0.998 0.007 0.001 3.4E‐10 ‐0.014 0.013 2.2E‐01 0.008 0.001 4.3E‐10 0.006 0.001 3.7E‐07 0.010 0.003 8.2E‐04 ‐0.003 0.003 4.8E‐01 ‐0.001 0.001 2.5E‐01 ‐0.005 0.003 6.8E‐02 ‐0.016 0.003 2.7E‐11 ‐ 0 ‐ 0 ‐ MROH9 (‐29kb),[FMO3],MIR1295A (+8kb),MIR9 FMO3

rs78444298 1 184,672,098 G A 0.981 1.000 0.024 0.004 3.1E‐11 ‐0.068 0.045 1.7E‐01 0.026 0.004 5.4E‐11 0.021 0.004 1.9E‐07 0.026 0.011 1.1E‐02 ‐0.017 0.011 1.3E‐01 ‐0.006 0.003 5.1E‐02 0.009 0.010 2.3E‐01 ‐0.014 0.009 1.3E‐01 EDEM3 0 ‐ 0 ‐ C1orf21 (‐74kb),[EDEM3],FAM129A (+88kb), 3 EDEM3

1:196914907_AGT_A 1 196,914,907 AGT A 0.763 0.963 0.009 0.001 2.2E‐11 ‐0.018 0.015 1.5E‐01 0.010 0.001 1.9E‐12 0.012 0.001 2.9E‐17 0.010 0.004 3.8E‐03 ‐0.010 0.004 4.7E‐03 ‐0.001 0.001 4.0E‐01 ‐0.002 0.003 4.5E‐01 ‐0.014 0.003 5.0E‐06 ‐ 0 ‐ 0 ‐ CFH (‐198kb),CFHR3 (‐152kb),CFHR1 (‐114kb),10 CFHR2

rs17583875 1 197,924,770 A G 0.021 1.000 0.023 0.004 1.1E‐09 ‐0.010 0.043 7.6E‐01 0.024 0.004 2.2E‐09 0.029 0.004 1.7E‐12 0.036 0.010 2.1E‐04 ‐0.008 0.011 4.8E‐01 0.001 0.003 7.9E‐01 0.017 0.010 2.2E‐01 ‐0.017 0.009 2.3E‐02 ‐ 0 ‐ 0 ‐ DENND1B (‐180kb),C1orf53 (‐48kb),LHX9 (‐25 4 LHX9 (‐25kb)

rs7540115 1 200,265,618 C A 0.819 0.996 0.010 0.001 2.9E‐11 0.011 0.016 7.2E‐01 0.009 0.002 1.1E‐09 0.004 0.002 9.0E‐03 0.016 0.004 9.6E‐06 ‐0.001 0.004 9.2E‐01 0.001 0.001 4.2E‐01 0.002 0.004 4.6E‐01 ‐0.004 0.003 2.3E‐01 ‐ 0 ‐ 0 ‐ NR5A2 (‐119kb),LINC00862 (+46kb),ZNF281 (+4 LINC00862 (+46kb)

rs148911629 1 214,129,675 G C 0.991 0.967 0.043 0.006 6.1E‐14 ‐0.003 0.065 9.3E‐01 0.044 0.006 8.0E‐13 0.037 0.006 9.5E‐09 0.052 0.016 1.7E‐03 ‐0.032 0.016 4.1E‐02 0.005 0.004 2.3E‐01 ‐0.007 0.015 7.6E‐01 ‐0.063 0.013 2.0E‐06 ‐ 0 ‐ 0 ‐ [PROX1‐AS1],LINC00538 (‐30kb),PROX1 (+32k 3 PROX1‐AS1

rs10864086 1 214,318,748 C A 0.256 0.989 0.015 0.001 2.9E‐32 0.015 0.014 3.3E‐01 0.015 0.001 1.7E‐28 0.010 0.001 4.7E‐15 0.022 0.003 5.3E‐11 ‐0.005 0.003 3.2E‐01 0.001 0.001 3.8E‐01 0.005 0.003 1.7E‐01 ‐0.009 0.003 9.2E‐04 ‐ 0 ‐ 0 ‐ PROX1‐AS1 (‐159kb),LINC00538 (‐219kb),PRO 5 PROX1 (‐104kb)

rs2820441 1 219,734,960 C A 0.318 1.000 0.009 0.001 2.7E‐13 0.037 0.013 5.8E‐03 0.007 0.001 2.7E‐09 0.015 0.001 1.1E‐28 0.009 0.003 4.2E‐03 ‐0.004 0.003 3.4E‐01 0.000 0.001 6.8E‐01 0.001 0.003 6.5E‐01 ‐0.014 0.003 1.0E‐06 ‐ 0 ‐ 0 ‐ LOC102723886 (‐4kb), 1 LOC102723886 (‐4kb)

rs2247213 1 221,055,463 G A 0.670 0.999 0.015 0.001 1.3E‐36 0.029 0.013 1.8E‐02 0.014 0.001 5.7E‐28 0.010 0.001 1.7E‐16 0.019 0.003 4.9E‐10 ‐0.003 0.003 3.8E‐01 0.001 0.001 5.2E‐01 ‐0.001 0.003 6.5E‐01 ‐0.010 0.003 2.3E‐04 HLX 0 ‐ 0 ‐ MARK1 (‐218kb),C1orf115 (‐183kb),MARC2 (‐97 HLX

rs1870927 1 226,426,337 A T 0.620 0.989 0.007 0.001 2.3E‐08 0.018 0.013 1.8E‐01 0.006 0.001 6.6E‐07 0.008 0.001 2.0E‐11 0.013 0.003 1.8E‐04 0.002 0.003 5.8E‐01 0.000 0.001 9.1E‐01 ‐0.001 0.003 8.3E‐01 ‐0.009 0.003 6.9E‐04 ‐ 0 ‐ 0 ‐ LEFTY2 (‐297kb),SDE2 (‐239kb),H3F3A (‐167kb7 LIN9

rs144647926 1 235,467,607 A G 0.087 0.991 0.013 0.002 1.3E‐10 0.011 0.022 7.3E‐01 0.012 0.002 1.4E‐09 0.011 0.002 3.6E‐07 0.027 0.005 1.0E‐07 0.001 0.005 8.0E‐01 ‐0.001 0.002 3.9E‐01 ‐0.008 0.005 1.3E‐01 ‐0.019 0.005 2.4E‐05 ‐ 0 ‐ 0 ‐ TOMM20 (‐175kb),SNORA14B (‐176kb),RBM39 ARID4B

rs907866 2 20,371,380 G A 0.555 0.993 0.008 0.001 1.3E‐15 0.006 0.013 5.3E‐01 0.008 0.001 1.2E‐12 0.007 0.001 1.4E‐07 0.015 0.003 2.7E‐07 0.004 0.003 2.0E‐01 ‐0.001 0.001 1.1E‐01 0.000 0.003 8.9E‐01 ‐0.009 0.003 1.8E‐03 ‐ 0 ‐ 0 ‐ LINC00954 (‐287kb),TTC32 (‐270kb),WDR35 (‐9 SDC1 (+29kb)

rs1260326 2 27,730,940 C T 0.606 1.000 0.041 0.001 1.3E‐298 0.093 0.013 7.6E‐14 0.038 0.001 3.3E‐219 0.035 0.001 1.7E‐188 0.062 0.003 2.7E‐91 ‐0.010 0.003 1.2E‐03 0.006 0.001 9.6E‐11 0.037 0.003 4.7E‐39 ‐0.013 0.003 8.2E‐08 ‐ 0 ‐ 1 PPM1G (‐113kSLC5A6 (‐296kb),ATRAID (‐291kb),CAD (‐264kb29 GCKR

rs138529890 2 32,478,354 A G 0.038 0.955 0.024 0.003 1.1E‐14 ‐0.023 0.033 5.1E‐01 0.025 0.003 2.5E‐14 0.004 0.003 3.3E‐01 0.191 0.008 1.5E‐126 0.178 0.008 4.3E‐109 0.024 0.002 1.1E‐25 ‐0.010 0.008 2.1E‐01 ‐0.004 0.007 7.7E‐01 ‐ 0 ‐ 0 ‐ MEMO1 (‐242kb),DPY30 (‐213kb),SPAST (‐96k8 NLRC4

rs6736913 2 42,510,018 A G 0.021 1.000 0.030 0.004 1.5E‐14 ‐0.073 0.043 1.3E‐01 0.033 0.004 3.0E‐15 0.037 0.004 3.6E‐21 0.062 0.010 1.2E‐08 0.000 0.011 8.3E‐01 0.000 0.003 9.1E‐01 0.010 0.010 3.8E‐01 ‐0.030 0.009 4.3E‐04 EML4 0 ‐ 0 ‐ PKDCC (‐224kb),LOC102723824 (‐113kb),[EML6 EML4

rs200883214 2 48,725,415 G GT 0.443 0.964 0.006 0.001 2.1E‐09 0.025 0.013 4.0E‐02 0.006 0.001 1.2E‐06 0.005 0.001 1.2E‐04 0.007 0.003 6.0E‐02 ‐0.004 0.003 1.6E‐01 0.000 0.001 9.8E‐01 0.010 0.003 1.6E‐04 0.003 0.003 3.0E‐01 ‐ 0 ‐ 0 ‐ FOXN2 (‐119kb),[PPP1R21],STON1‐GTF2A1L (+6 PPP1R21

rs10657979 2 64,907,677 C CCTT 0.264 0.980 0.016 0.001 5.9E‐39 0.004 0.014 7.6E‐01 0.016 0.001 3.9E‐33 0.025 0.001 1.2E‐75 0.025 0.003 7.6E‐14 ‐0.001 0.003 8.2E‐01 0.000 0.001 9.4E‐01 ‐0.008 0.003 1.0E‐02 ‐0.032 0.003 5.9E‐29 ‐ 0 ‐ 0 ‐ LGALSL (‐219kb),LOC101927402 (‐156kb),AFTP8 SERTAD2 (‐27kb)

rs6750410 2 70,417,730 A G 0.935 0.991 0.018 0.002 4.8E‐16 ‐0.003 0.025 9.4E‐01 0.018 0.002 9.3E‐14 0.021 0.002 3.6E‐19 0.042 0.006 5.2E‐12 0.009 0.006 1.8E‐01 ‐0.002 0.002 3.5E‐01 0.008 0.006 1.8E‐01 ‐0.013 0.005 2.0E‐02 ‐ 0 ‐ 0 ‐ SNRNP27 (‐285kb),MXD1 (‐248kb),ASPRV1 (‐214 C2orf42

2:111925731_CTTATGTT_C 2 111,925,731 CTTATGTC 0.937 0.989 0.017 0.002 9.0E‐14 0.037 0.025 1.1E‐01 0.016 0.003 1.0E‐10 0.019 0.003 1.3E‐15 0.014 0.006 2.3E‐02 ‐0.014 0.006 4.0E‐02 0.002 0.002 2.6E‐01 ‐0.023 0.006 1.9E‐05 ‐0.031 0.005 7.4E‐11 ‐ 0 ‐ 0 ‐ ACOXL (‐50kb),ACOXL‐AS1 (‐53kb),[BCL2L11],M5 BCL2L11

rs3747647 2 112,245,586 C G 0.218 0.949 0.009 0.001 4.0E‐10 0.013 0.015 4.5E‐01 0.008 0.002 8.2E‐09 0.009 0.002 3.1E‐09 0.018 0.004 1.1E‐06 0.001 0.004 9.9E‐01 0.001 0.001 6.5E‐01 0.002 0.003 4.1E‐01 ‐0.002 0.003 6.3E‐01 ‐ 0 ‐ 0 ‐ [MIR4435‐2HG],MIR4435‐2 (‐167kb),ANAPC1 4 MIR4435‐2HG

rs2197771 2 112,381,695 G T 0.369 0.996 0.007 0.001 2.5E‐09 0.024 0.013 4.5E‐02 0.006 0.001 1.9E‐06 0.006 0.001 7.9E‐07 0.008 0.003 6.1E‐03 ‐0.003 0.003 5.0E‐01 0.000 0.001 9.6E‐01 ‐0.022 0.003 1.1E‐14 ‐0.016 0.003 6.9E‐10 ‐ 0 ‐ 0 ‐ MIR4435‐2HG (‐129kb),ANAPC1 (+144kb),MIR4 MIR4435‐2HG (‐129kb)

rs17050272 2 121,306,440 A G 0.410 1.000 0.007 0.001 1.4E‐10 0.015 0.013 2.7E‐01 0.006 0.001 6.6E‐08 ‐0.001 0.001 4.9E‐01 0.008 0.003 4.2E‐03 ‐0.002 0.003 8.3E‐01 0.001 0.001 5.6E‐01 ‐0.002 0.003 6.5E‐01 0.002 0.003 4.4E‐01 ‐ 0 ‐ 0 ‐ RALB (‐254kb),INHBB (‐197kb),LINC01101 (‐834 LINC01101 (‐83kb)

rs142740991 2 148,586,134 C CA 0.290 0.984 0.008 0.001 1.7E‐10 0.010 0.014 3.8E‐01 0.008 0.001 1.1E‐09 0.004 0.001 5.2E‐03 0.006 0.003 5.5E‐02 ‐0.007 0.003 2.5E‐02 0.001 0.001 1.6E‐01 0.003 0.003 3.7E‐01 ‐0.007 0.003 7.0E‐03 ‐ 0 ‐ 0 ‐ ACVR2A (+16kb),ORC4 (+102kb),MBD5 (+192k3 ACVR2A (+16kb)

rs13389219 2 165,528,876 T C 0.394 1.000 0.012 0.001 2.3E‐26 0.020 0.013 7.8E‐02 0.011 0.001 8.6E‐21 0.022 0.001 1.5E‐73 0.015 0.003 6.1E‐07 ‐0.007 0.003 2.2E‐02 0.002 0.001 3.6E‐02 0.016 0.003 1.3E‐07 ‐0.006 0.003 1.0E‐02 ‐ 0 ‐ 0 ‐ GRB14 (‐51kb),COBLL1 (+8kb),SNORA70F (+155 COBLL1 (+8kb)

rs72948115 2 178,167,086 C T 0.905 1.000 0.012 0.002 2.2E‐10 0.005 0.021 6.3E‐01 0.012 0.002 4.7E‐09 0.007 0.002 2.5E‐04 0.020 0.005 1.5E‐04 0.004 0.005 3.8E‐01 0.002 0.001 2.3E‐01 ‐0.001 0.005 7.9E‐01 ‐0.008 0.004 1.3E‐01 ‐ 0 ‐ 0 ‐ HNRNPA3 (‐78kb),MIR4444‐1 (‐90kb),NFE2L2 8 LOC100130691

rs8176526 2 188,345,322 C T 0.730 0.993 0.008 0.001 1.6E‐10 0.049 0.014 9.3E‐04 0.006 0.001 2.0E‐06 0.000 0.001 9.7E‐01 0.012 0.003 1.1E‐03 ‐0.001 0.003 5.2E‐01 0.001 0.001 5.8E‐01 ‐0.004 0.003 2.0E‐01 ‐0.002 0.003 5.4E‐01 TFPI 0 ‐ 0 ‐ CALCRL (‐32kb),[TFPI], 2 TFPI

2:191559843_GT_G 2 191,559,843 GT G 0.772 0.957 0.010 0.001 1.6E‐13 0.002 0.015 9.6E‐01 0.010 0.001 7.3E‐12 0.013 0.001 4.2E‐17 0.019 0.004 1.9E‐07 0.005 0.004 1.4E‐01 0.001 0.001 5.2E‐01 0.004 0.003 2.9E‐01 ‐0.009 0.003 3.0E‐03 ‐ 0 ‐ 0 ‐ MFSD6 (‐193kb),NEMP2 (‐160kb),NAB1 (‐2kb)5 NAB1 (‐2kb)

rs4675682 2 208,402,750 T C 0.540 0.997 0.009 0.001 9.2E‐16 ‐0.001 0.012 9.4E‐01 0.009 0.001 3.1E‐15 0.007 0.001 1.6E‐10 0.015 0.003 5.2E‐08 ‐0.002 0.003 5.6E‐01 ‐0.001 0.001 1.6E‐01 0.002 0.003 4.0E‐01 ‐0.010 0.003 4.4E‐05 ‐ 0 ‐ 0 ‐ LOC101927865 (‐284kb),MIR1302‐4 (‐269kb), 9 CREB1

rs4673528 2 211,311,314 C T 0.556 0.992 0.005 0.001 4.2E‐08 0.008 0.013 6.1E‐01 0.006 0.001 3.2E‐07 0.005 0.001 5.2E‐04 0.006 0.003 3.0E‐02 ‐0.003 0.003 3.3E‐01 0.001 0.001 4.1E‐01 0.001 0.003 5.5E‐01 0.000 0.003 9.1E‐01 ‐ 0 ‐ 0 ‐ KANSL1L (‐275kb),ACADL (‐221kb),MYL1 (‐1317 LANCL1‐AS1,LANCL1

rs62182125 2 219,274,142 G A 0.449 0.993 0.008 0.001 1.2E‐12 0.041 0.012 2.1E‐03 0.006 0.001 5.5E‐08 0.009 0.001 1.4E‐13 0.012 0.003 7.5E‐06 0.001 0.003 6.0E‐01 0.002 0.001 3.3E‐02 ‐0.002 0.003 5.4E‐01 ‐0.009 0.003 4.5E‐04 STK36 / ZNF140 ‐ 0 ‐ CXCR2 (‐272kb),CXCR1 (‐242kb),ARPC2 (‐155k 23 CTDSP1 (‐3kb)

rs12694450 2 220,019,638 T C 0.325 0.932 0.007 0.001 3.0E‐10 0.007 0.014 6.9E‐01 0.007 0.001 3.8E‐08 0.002 0.001 1.0E‐01 0.013 0.003 4.3E‐05 0.000 0.003 1.0E+00 0.001 0.001 5.5E‐01 0.008 0.003 1.0E‐02 0.002 0.003 3.9E‐01 ‐ 0 ‐ 1 WNT6 (‐288kbWNT6 (‐281kb),WNT10A (‐261kb),LINC01494  31 NHEJ1

rs2222018 2 227,095,220 C A 0.352 1.000 0.014 0.001 5.1E‐31 0.029 0.013 2.8E‐02 0.013 0.001 1.4E‐24 0.015 0.001 5.3E‐36 0.013 0.003 1.7E‐04 ‐0.015 0.003 1.6E‐06 0.002 0.001 7.3E‐02 0.007 0.003 1.6E‐02 ‐0.012 0.003 1.8E‐06 ‐ 0 ‐ 0 ‐ LOC646736 (‐50kb), 1 LOC646736 (‐50kb)

rs62195072 2 234,260,879 C T 0.325 0.994 0.009 0.001 6.3E‐14 0.009 0.013 6.7E‐01 0.008 0.001 1.3E‐11 0.007 0.001 8.8E‐08 0.012 0.003 1.5E‐04 ‐0.005 0.003 2.5E‐01 0.000 0.001 6.8E‐01 ‐0.002 0.003 3.4E‐01 ‐0.008 0.003 2.1E‐03 ‐ 0 ‐ 0 ‐ INPP5D (‐144kb),ATG16L1 (‐57kb),SCARNA5 (‐9 DGKD (+2kb)

rs10153800 2 242,179,134 A G 0.230 0.998 0.007 0.001 2.9E‐08 0.011 0.015 5.6E‐01 0.007 0.001 5.9E‐07 0.001 0.001 3.8E‐01 0.012 0.004 2.6E‐04 ‐0.002 0.004 7.0E‐01 0.001 0.001 1.5E‐01 ‐0.014 0.003 8.2E‐06 ‐0.012 0.003 4.3E‐05 HDLBP / ANO70 ‐ 0 ‐ LOC200772 (‐272kb),SNED1 (‐145kb),MTERF4 11 HDLBP

rs17036326 3 12,389,313 G A 0.122 1.000 0.019 0.002 1.2E‐26 0.067 0.019 2.7E‐04 0.017 0.002 1.2E‐18 0.024 0.002 1.6E‐41 0.016 0.005 6.1E‐04 ‐0.016 0.005 3.2E‐04 0.001 0.001 4.6E‐01 0.010 0.004 4.0E‐02 ‐0.014 0.004 2.0E‐04 ‐ 0 ‐ 1 MKRN2 (+222SYN2 (‐156kb),TIMP4 (‐188kb),[PPARG],TSEN27 PPARG

rs6792725 3 24,520,283 G A 0.694 0.935 0.013 0.001 4.4E‐26 0.023 0.014 1.0E‐01 0.012 0.001 2.1E‐21 0.018 0.001 4.5E‐43 0.019 0.003 3.2E‐09 0.000 0.003 9.7E‐01 0.001 0.001 2.6E‐01 ‐0.001 0.003 7.8E‐01 ‐0.017 0.003 5.0E‐10 ‐ 0 ‐ 0 ‐ [THRB],LOC101927854 (‐289kb),THRB‐AS1 (+14 THRB

rs762450647 3 47,125,916 CT C 0.466 0.845 0.007 0.001 6.5E‐09 ‐0.001 0.013 8.5E‐01 0.007 0.001 5.8E‐08 0.011 0.001 1.1E‐17 0.010 0.003 6.1E‐04 0.000 0.003 8.9E‐01 0.001 0.001 5.0E‐01 ‐0.003 0.003 6.7E‐01 ‐0.011 0.003 4.2E‐05 ‐ 0 ‐ 0 ‐ PRSS42 (‐250kb),MYL3 (‐221kb),PTH1R (‐181k 11 SETD2

3:49562992_CT_C 3 49,562,992 CT C 0.534 0.879 0.008 0.001 2.9E‐12 ‐0.062 0.013 7.5E‐06 0.010 0.001 1.8E‐14 0.008 0.001 4.1E‐10 0.015 0.003 2.0E‐06 ‐0.004 0.003 2.0E‐01 0.000 0.001 6.9E‐01 ‐0.008 0.003 3.1E‐03 ‐0.016 0.003 7.1E‐10 ‐ 0 ‐ 0 ‐ CCDC36 (‐267kb),C3orf62 (‐248kb),MIR4271 (‐22 DAG1

rs2564923 3 53,103,262 A G 0.443 0.996 0.006 0.001 8.1E‐11 ‐0.047 0.012 3.7E‐04 0.008 0.001 7.8E‐12 0.005 0.001 1.1E‐05 0.012 0.003 3.3E‐05 0.000 0.003 6.7E‐01 0.001 0.001 5.1E‐01 ‐0.011 0.003 5.2E‐05 ‐0.012 0.003 1.1E‐06 ‐ 0 ‐ 1 RFT1 (+40kb),NEK4 (‐298kb),ITIH1 (‐277kb),ITIH3 (‐260kb),IT14 RFT1 (+19kb)

rs71115649 3 69,142,923 A AC 0.346 0.950 0.008 0.001 9.2E‐11 0.000 0.013 9.5E‐01 0.008 0.001 2.0E‐09 0.004 0.001 8.2E‐03 0.008 0.003 1.6E‐02 ‐0.004 0.003 2.6E‐01 0.000 0.001 8.3E‐01 0.002 0.003 4.2E‐01 0.001 0.003 5.0E‐01 ‐ 0 ‐ 0 ‐ FAM19A4 (‐161kb),EOGT (‐80kb),TMF1 (‐41kb8 ARL6IP5

rs13315174 3 105,406,468 G A 0.784 0.998 0.008 0.001 1.5E‐10 0.017 0.015 2.9E‐01 0.007 0.001 5.2E‐08 0.009 0.001 2.9E‐09 0.009 0.004 6.1E‐03 ‐0.005 0.004 2.5E‐01 ‐0.002 0.001 8.3E‐02 ‐0.002 0.003 5.4E‐01 ‐0.011 0.003 7.3E‐04 ‐ 0 ‐ 0 ‐ ALCAM (‐111kb),[CBLB], 2 CBLB

rs60005573 3 128,966,351 GGATTAG 0.078 0.941 0.011 0.002 1.4E‐08 0.066 0.024 4.9E‐03 0.008 0.002 1.7E‐05 0.010 0.002 3.1E‐06 0.012 0.006 4.8E‐02 ‐0.001 0.006 4.9E‐01 0.001 0.002 5.0E‐01 ‐0.004 0.005 5.4E‐01 ‐0.007 0.005 1.4E‐01 ‐ 0 ‐ 0 ‐ KIAA1257 (‐253kb),EFCC1 (‐207kb),GP9 (‐185k19 COPG1 (+2kb)

rs687339 3 135,932,359 C T 0.228 0.997 0.025 0.001 5.3E‐84 ‐0.082 0.015 2.1E‐08 0.028 0.001 1.0E‐87 0.031 0.001 5.3E‐104 0.042 0.004 2.5E‐34 ‐0.007 0.004 3.9E‐02 ‐0.002 0.001 5.0E‐02 ‐0.007 0.003 3.8E‐02 ‐0.040 0.003 4.1E‐39 ‐ 0 ‐ 0 ‐ PPP2R3A (‐66kb),MSL2 (‐18kb),PCCB (+37kb),S4 MSL2 (‐18kb)

rs7623513 3 142,100,428 C A 0.129 0.986 0.010 0.002 6.7E‐09 0.010 0.019 5.5E‐01 0.009 0.002 3.7E‐07 0.005 0.002 4.8E‐03 0.007 0.005 1.3E‐01 ‐0.011 0.005 2.0E‐02 0.000 0.001 9.4E‐01 0.006 0.004 2.7E‐01 ‐0.002 0.004 3.8E‐01 ATR / XRN1 0 ‐ 0 ‐ TFDP2 (‐232kb),GK5 (‐156kb),[XRN1],ATR (+685 XRN1

rs12696304 3 169,481,271 G C 0.266 1.000 0.008 0.001 9.9E‐10 ‐0.018 0.014 2.0E‐01 0.008 0.001 1.7E‐09 0.005 0.001 4.9E‐04 0.016 0.003 6.1E‐06 0.002 0.003 6.6E‐01 0.000 0.001 8.3E‐01 ‐0.004 0.003 4.2E‐01 ‐0.007 0.003 4.4E‐02 LRRC34 0 ‐ 0 ‐ MECOM (‐100kb),LOC105374205 (‐286kb),TER12 TERC (+1kb)

rs79287178 3 172,294,500 G A 0.968 0.902 0.041 0.003 9.6E‐38 0.050 0.037 1.8E‐01 0.040 0.004 3.6E‐30 0.032 0.004 4.0E‐19 0.049 0.009 1.9E‐08 ‐0.026 0.009 7.0E‐03 0.002 0.003 4.9E‐01 0.029 0.008 2.0E‐03 ‐0.009 0.008 1.9E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐176kb),GHSR (‐128kb),TNFSF10 (‐535 TNFSF10 (‐53kb)

rs234051 3 172,311,712 A G 0.284 1.000 0.009 0.001 1.8E‐15 0.022 0.014 1.1E‐01 0.008 0.001 2.6E‐11 0.009 0.001 8.8E‐13 0.014 0.003 1.2E‐05 ‐0.002 0.003 3.9E‐01 0.002 0.001 3.2E‐02 0.011 0.003 1.2E‐03 ‐0.004 0.003 1.1E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐193kb),GHSR (‐145kb),TNFSF10 (‐706 NCEH1 (+37kb)

rs7631981 3 185,273,510 G A 0.697 0.976 0.008 0.001 6.5E‐13 0.043 0.014 8.3E‐04 0.007 0.001 4.0E‐08 0.009 0.001 1.9E‐12 0.012 0.003 1.6E‐04 ‐0.002 0.003 6.7E‐01 0.001 0.001 1.9E‐01 ‐0.004 0.003 2.7E‐01 ‐0.009 0.003 1.9E‐03 ‐ 0 ‐ 0 ‐ MAP3K13 (‐67kb),TMEM41A (‐57kb),LIPH (‐3k7 LIPH (‐3kb)

rs35654957 4 1,010,077 T C 0.630 0.984 0.008 0.001 5.1E‐13 ‐0.014 0.013 2.7E‐01 0.008 0.001 2.6E‐12 0.005 0.001 2.4E‐06 0.010 0.003 8.3E‐04 ‐0.007 0.003 7.2E‐02 0.001 0.001 3.0E‐01 0.010 0.003 5.1E‐04 ‐0.001 0.003 9.0E‐01 ‐ 0 ‐ 0 ‐ PCGF3 (‐245kb),LOC100129917 (‐234kb),CPLX18 FGFRL1

rs13108218 4 3,443,931 A G 0.383 0.982 0.023 0.001 3.7E‐96 0.011 0.013 4.9E‐01 0.023 0.001 1.2E‐79 0.024 0.001 1.4E‐83 0.035 0.003 1.9E‐29 ‐0.003 0.003 3.0E‐01 0.001 0.001 2.4E‐01 0.000 0.003 9.7E‐01 ‐0.021 0.003 1.1E‐16 ‐ 0 ‐ 0 ‐ HTT (‐198kb),MSANTD1 (‐186kb),RGS12 (‐2kb 8 HGFAC

rs11734408 4 23,882,519 G A 0.293 0.997 0.008 0.001 2.1E‐13 0.024 0.014 1.4E‐01 0.008 0.001 3.3E‐10 0.007 0.001 9.0E‐07 0.011 0.003 5.5E‐04 ‐0.005 0.003 1.5E‐01 0.000 0.001 7.7E‐01 ‐0.005 0.003 1.1E‐01 ‐0.010 0.003 3.7E‐04 ‐ 0 ‐ 0 ‐ [PPARGC1A], 1 PPARGC1A

rs7438888 4 69,474,676 C T 0.005 0.928 0.069 0.008 3.0E‐18 ‐0.059 0.090 5.5E‐01 0.071 0.009 1.4E‐16 0.035 0.009 7.8E‐05 0.113 0.022 2.3E‐08 ‐0.005 0.022 9.1E‐01 0.008 0.006 2.0E‐01 ‐0.067 0.020 2.4E‐04 ‐0.075 0.018 2.2E‐05 ‐ 1 UGT2B17 (‐560 ‐ YTHDC1 (‐259kb),TMPRSS11E (‐111kb),UGT2B5 UGT2B15 (+38kb)

rs4860987 4 69,491,284 T A 0.260 0.891 0.029 0.001 1.3E‐105 ‐0.012 0.015 5.4E‐01 0.030 0.001 5.3E‐96 0.005 0.001 2.9E‐05 0.057 0.004 8.2E‐57 0.006 0.004 9.1E‐02 0.002 0.001 4.4E‐02 ‐0.019 0.003 4.2E‐09 ‐0.021 0.003 6.6E‐12 ‐ 1 UGT2B17 (‐730 ‐ YTHDC1 (‐275kb),TMPRSS11E (‐128kb),UGT2B5 UGT2B15 (+21kb)

rs1349852 4 69,533,217 C A 0.475 0.983 0.019 0.001 5.3E‐69 ‐0.028 0.013 3.1E‐02 0.020 0.001 5.9E‐67 0.007 0.001 6.7E‐08 0.038 0.003 3.0E‐39 0.007 0.003 1.6E‐02 0.001 0.001 1.0E‐01 0.004 0.003 2.5E‐01 ‐0.004 0.003 5.9E‐02 UGT2B15 1 UGT2B17 (‐110 ‐ TMPRSS11E (‐170kb),UGT2B17 (‐99kb),[UGT2 5 UGT2B15

rs28507491 4 77,197,651 A G 0.376 0.998 0.014 0.001 2.0E‐31 ‐0.008 0.013 7.6E‐01 0.014 0.001 5.7E‐29 0.012 0.001 2.7E‐21 0.016 0.003 2.8E‐07 ‐0.010 0.003 1.2E‐03 ‐0.001 0.001 3.5E‐01 ‐0.001 0.003 7.3E‐01 ‐0.010 0.003 5.4E‐04 ‐ 0 ‐ 0 ‐ SDAD1 (‐286kb),LOC101928809 (‐271kb),CXCL15 FAM47E,FAM47E‐STBD1

rs72663907 4 87,185,271 T G 0.878 0.925 0.012 0.002 9.7E‐12 ‐0.006 0.020 8.4E‐01 0.012 0.002 6.3E‐11 0.007 0.002 2.4E‐04 0.015 0.005 1.0E‐03 ‐0.007 0.005 1.7E‐01 ‐0.001 0.001 6.6E‐01 0.002 0.004 8.6E‐01 ‐0.007 0.004 1.2E‐01 ‐ 0 ‐ 0 ‐ ARHGAP24 (‐261kb),[MAPK10],LOC1019290644 MAPK10

rs7694379 4 88,186,509 G A 0.567 1.000 0.020 0.001 5.5E‐71 ‐0.020 0.013 1.2E‐01 0.021 0.001 4.0E‐66 0.016 0.001 4.4E‐43 0.036 0.003 1.0E‐32 0.002 0.003 4.8E‐01 0.001 0.001 4.0E‐01 0.001 0.003 9.5E‐01 ‐0.019 0.003 4.5E‐14 ‐ 0 ‐ 0 ‐ AFF1 (‐124kb),KLHL8 (‐45kb),MIR5705 (+35kb 7 MIR5705 (+35kb)

rs149675684 4 100,021,129 G A 0.003 0.866 0.085 0.012 2.9E‐12 0.200 0.132 1.2E‐01 0.079 0.013 5.7E‐10 0.028 0.013 1.8E‐02 0.130 0.032 4.3E‐05 ‐0.002 0.032 9.2E‐01 0.001 0.009 9.4E‐01 ‐0.006 0.029 8.7E‐01 ‐0.045 0.026 5.0E‐02 ‐ 0 ‐ 1 ADH5 (‐20kb),EIF4E (‐169kb),METAP1 (‐37kb),MIR3684 (‐10311 LOC100507053

rs6831352 4 100,063,525 T C 0.302 0.997 0.020 0.001 2.9E‐58 0.001 0.014 9.8E‐01 0.020 0.001 1.0E‐50 0.007 0.001 2.8E‐09 0.026 0.003 3.4E‐15 ‐0.011 0.003 5.8E‐04 0.002 0.001 3.5E‐02 0.000 0.003 9.6E‐01 ‐0.007 0.003 1.0E‐02 ADH4 0 ‐ 1 ADH5 (‐62kb),EIF4E (‐212kb),METAP1 (‐80kb),MIR3684 (‐14512 LOC100507053,ADH4

rs187325356 4 110,266,913 A T 0.008 0.930 0.066 0.007 7.5E‐21 ‐0.037 0.074 6.9E‐01 0.065 0.007 4.1E‐18 0.067 0.007 7.3E‐22 0.126 0.018 3.0E‐11 0.017 0.018 5.0E‐01 ‐0.002 0.005 7.6E‐01 0.021 0.017 1.5E‐01 ‐0.054 0.015 3.2E‐04 ‐ 0 ‐ 0 ‐ COL25A1 (‐43kb),ZCCHC23 (‐30kb),SEC24B‐AS6 ZCCHC23 (‐30kb)

rs7655064 4 120,106,348 T C 0.875 0.995 0.008 0.002 4.0E‐08 0.010 0.019 5.7E‐01 0.008 0.002 6.5E‐07 0.012 0.002 1.4E‐10 0.012 0.005 6.8E‐03 0.001 0.005 1.0E+00 0.001 0.001 4.6E‐01 ‐0.007 0.004 1.3E‐01 ‐0.016 0.004 6.0E‐05 ‐ 0 ‐ 0 ‐ SYNPO2 (‐124kb),[MYOZ2],LOC101929762 (+89 MYOZ2

4:128987952_ATT_A 4 128,987,952 A ATT 0.607 0.967 0.007 0.001 8.3E‐10 0.020 0.013 1.6E‐01 0.006 0.001 1.6E‐07 0.006 0.001 1.0E‐06 0.009 0.003 3.3E‐03 ‐0.002 0.003 6.0E‐01 ‐0.001 0.001 2.5E‐01 0.005 0.003 1.7E‐01 ‐0.002 0.003 4.0E‐01 PLK4 / LARP1B0 ‐ 0 ‐ SLC25A31 (‐292kb),HSPA4L (‐233kb),PLK4 (‐167 LARP1B

rs10027275 4 148,981,496 G C 0.259 0.984 0.013 0.001 3.9E‐26 0.008 0.014 5.9E‐01 0.013 0.001 1.7E‐21 0.010 0.001 3.3E‐13 0.020 0.003 2.4E‐09 ‐0.004 0.004 2.4E‐01 0.000 0.001 1.0E+00 0.004 0.003 1.9E‐01 ‐0.003 0.003 2.9E‐01 ‐ 1 ARHGAP10 (‐10 ‐ [ARHGAP10],MIR4799 (‐278kb),NR3C2 (+18kb3 ARHGAP10

rs72729610 4 154,190,965 A G 0.834 1.000 0.009 0.002 9.1E‐11 ‐0.006 0.017 6.2E‐01 0.010 0.002 4.7E‐10 0.010 0.002 1.3E‐10 0.015 0.004 1.8E‐04 ‐0.003 0.004 6.4E‐01 0.000 0.001 9.3E‐01 0.003 0.004 3.2E‐01 ‐0.009 0.003 1.1E‐02 ‐ 0 ‐ 0 ‐ FHDC1 (‐290kb),[TRIM2],ANXA2P1 (+38kb),MN5 TRIM2

rs36103835 4 157,745,501 T C 0.249 0.987 0.008 0.001 1.5E‐10 0.005 0.014 8.2E‐01 0.008 0.001 7.5E‐09 0.010 0.001 1.1E‐12 0.017 0.004 1.1E‐06 0.003 0.004 5.4E‐01 ‐0.001 0.001 1.2E‐01 ‐0.006 0.003 7.8E‐02 ‐0.010 0.003 9.5E‐04 ‐ 0 ‐ 0 ‐ [PDGFC],GLRB (+252kb), 2 PDGFC

rs78890745 4 159,834,474 A G 0.109 0.989 0.014 0.002 6.2E‐14 ‐0.011 0.020 5.7E‐01 0.014 0.002 8.9E‐12 0.020 0.002 2.4E‐25 0.019 0.005 1.6E‐04 ‐0.009 0.005 7.1E‐02 0.002 0.001 9.4E‐02 ‐0.002 0.005 5.7E‐01 ‐0.022 0.004 1.3E‐07 ‐ 0 ‐ 0 ‐ RXFP1 (‐260kb),C4orf46 (‐241kb),ETFDH (‐2058 C4orf45

rs11732763 4 171,010,101 A G 0.106 0.994 0.011 0.002 1.9E‐10 ‐0.035 0.020 8.8E‐02 0.012 0.002 3.0E‐11 0.010 0.002 1.5E‐06 0.019 0.005 6.9E‐05 ‐0.005 0.005 3.1E‐01 0.002 0.001 2.0E‐01 0.007 0.005 1.7E‐01 ‐0.008 0.004 7.4E‐02 ‐ 0 ‐ 0 ‐ LOC100506085 (‐113kb),MFAP3L (‐63kb),[AAD4 AADAT

rs29681 5 190,639 T C 0.877 0.968 0.009 0.002 4.0E‐08 0.023 0.019 2.2E‐01 0.009 0.002 6.3E‐06 0.004 0.002 1.6E‐02 0.005 0.005 4.5E‐01 ‐0.012 0.005 8.8E‐03 0.000 0.001 7.3E‐01 0.002 0.004 5.6E‐01 ‐0.006 0.004 2.0E‐01 ‐ 0 ‐ 0 ‐ PLEKHG4B (‐1kb),LRRC14B (+1kb),CCDC127 (+ 12 PLEKHG4B (‐1kb)

rs10069690 5 1,279,790 C T 0.742 1.000 0.007 0.001 3.6E‐08 0.016 0.014 3.2E‐01 0.007 0.001 8.7E‐07 0.006 0.001 1.9E‐04 0.011 0.003 6.5E‐04 ‐0.002 0.003 8.8E‐01 0.000 0.001 8.7E‐01 0.001 0.003 9.4E‐01 ‐0.010 0.003 1.5E‐03 ‐ 0 ‐ 0 ‐ LOC100506688 (‐282kb),NKD2 (‐241kb),SLC1215 TERT

5:36206855_GAT_G 5 36,206,855 G GAT 0.023 0.999 0.022 0.004 1.1E‐09 0.042 0.041 4.0E‐01 0.020 0.004 1.2E‐07 0.014 0.004 5.6E‐04 0.010 0.010 1.7E‐01 ‐0.026 0.010 1.3E‐02 0.007 0.003 1.4E‐02 0.011 0.009 2.7E‐01 ‐0.004 0.008 7.3E‐01 NADK2 0 ‐ 0 ‐ CAPSL (‐268kb),LOC100506406 (‐267kb),UGT39 NADK2

rs7735249 5 53,310,139 C G 0.887 0.988 0.020 0.002 4.9E‐31 0.056 0.020 2.1E‐03 0.018 0.002 2.4E‐21 0.018 0.002 6.4E‐20 0.028 0.005 1.8E‐09 ‐0.004 0.005 2.9E‐01 0.001 0.001 6.7E‐01 ‐0.005 0.004 3.3E‐01 ‐0.018 0.004 2.8E‐05 ‐ 0 ‐ 0 ‐ [ARL15],MIR581 (‐63kb),MIR4459 (+61kb), 3 ARL15

rs40270 5 55,804,552 A C 0.228 0.998 0.014 0.001 4.0E‐26 0.009 0.015 5.6E‐01 0.014 0.001 1.3E‐22 0.018 0.001 8.7E‐35 0.022 0.004 2.4E‐09 ‐0.007 0.004 2.7E‐02 0.001 0.001 3.4E‐01 0.000 0.003 9.3E‐01 ‐0.019 0.003 4.0E‐10 ‐ 0 ‐ 0 ‐ ANKRD55 (‐275kb),LINC01948 (‐27kb),C5orf673 C5orf67 (+3kb)

rs79354983 5 56,221,537 A G 0.905 0.999 0.016 0.002 2.5E‐21 0.000 0.021 9.2E‐01 0.016 0.002 1.6E‐17 0.007 0.002 6.2E‐04 0.026 0.005 1.6E‐07 ‐0.004 0.005 5.2E‐01 0.000 0.001 8.2E‐01 ‐0.001 0.005 9.9E‐01 ‐0.014 0.004 1.7E‐03 ‐ 0 ‐ 0 ‐ MAP3K1 (‐30kb),[SETD9],[MIER3],GPBP1 (+244 SETD9,MIER3

rs2216707 5 61,951,416 C T 0.829 0.988 0.008 0.002 9.9E‐11 0.000 0.017 9.4E‐01 0.008 0.002 1.4E‐08 0.008 0.002 8.9E‐07 0.016 0.004 7.8E‐05 0.002 0.004 8.8E‐01 0.000 0.001 9.7E‐01 0.003 0.004 2.9E‐01 ‐0.008 0.003 1.0E‐02 ‐ 0 ‐ 0 ‐ KIF2A (‐268kb),DIMT1 (‐252kb),IPO11 (‐27kb),5 IPO11 (‐27kb)

rs34651 5 72,144,005 T C 0.919 0.979 0.012 0.002 6.5E‐09 0.035 0.023 1.1E‐01 0.010 0.002 3.0E‐06 0.011 0.002 3.0E‐08 0.013 0.006 1.3E‐02 ‐0.008 0.006 1.9E‐01 0.000 0.002 8.1E‐01 0.011 0.005 2.0E‐02 ‐0.001 0.005 8.0E‐01 ‐ 0 ‐ 0 ‐ LOC102503427 (‐276kb),LINC02056 (‐188kb),[7 TNPO1

rs11739158 5 72,927,292 T C 0.428 1.000 0.008 0.001 1.7E‐13 ‐0.009 0.013 3.6E‐01 0.008 0.001 2.1E‐12 0.003 0.001 3.7E‐02 0.013 0.003 6.2E‐06 ‐0.003 0.003 4.2E‐01 0.001 0.001 4.1E‐01 ‐0.005 0.003 1.6E‐01 ‐0.005 0.003 7.0E‐02 ‐ 1 ARHGEF28 (+10 ‐ FOXD1 (‐183kb),LINC01386 (‐159kb),BTF3 (‐126 ARHGEF28

rs6595447 5 122,750,847 T C 0.807 0.990 0.010 0.001 1.2E‐12 0.059 0.016 1.1E‐04 0.008 0.002 2.9E‐07 0.004 0.002 1.3E‐02 0.013 0.004 1.6E‐03 ‐0.004 0.004 4.6E‐01 0.001 0.001 4.7E‐01 ‐0.011 0.004 1.3E‐03 ‐0.004 0.003 2.3E‐01 CEP120 0 ‐ 0 ‐ PRDM6 (‐227kb),[CEP120],CSNK1G3 (+97kb), 3 CEP120

rs10649697 5 127,432,908 T TAGA 0.244 0.995 0.011 0.001 1.8E‐18 0.061 0.014 1.9E‐05 0.009 0.001 2.6E‐11 0.010 0.001 9.5E‐12 0.011 0.004 3.4E‐03 ‐0.007 0.004 5.1E‐02 0.000 0.001 8.4E‐01 0.007 0.003 1.1E‐02 ‐0.003 0.003 3.1E‐01 ‐ 1 CTC‐228N24.30 ‐ CCDC192 (‐156kb),LINC01184 (‐14kb),[SLC12A4 SLC12A2

rs2106854 5 131,769,174 T C 0.187 0.996 0.009 0.001 1.4E‐09 0.039 0.016 1.3E‐02 0.008 0.002 1.6E‐06 0.010 0.002 6.8E‐10 0.013 0.004 1.4E‐03 ‐0.002 0.004 6.1E‐01 0.000 0.001 7.7E‐01 0.000 0.004 7.3E‐01 ‐0.008 0.003 7.1E‐03 C5orf56 0 ‐ 0 ‐ P4HA2‐AS1 (‐241kb),P4HA2 (‐206kb),MIR683017 C5orf56

rs329122 5 133,864,599 G A 0.581 0.996 0.008 0.001 1.5E‐14 0.067 0.013 3.0E‐07 0.006 0.001 4.8E‐07 0.010 0.001 1.5E‐14 0.018 0.003 2.9E‐09 0.009 0.003 4.8E‐03 0.002 0.001 7.8E‐02 0.003 0.003 5.5E‐01 ‐0.003 0.003 1.9E‐01 ‐ 0 ‐ 0 ‐ CDKL3 (‐158kb),UBE2B (‐137kb),CDKN2AIPNL 10 JADE2

rs11743810 5 137,802,404 T C 0.560 0.996 0.008 0.001 3.6E‐11 ‐0.023 0.013 4.9E‐02 0.009 0.001 2.0E‐12 0.006 0.001 6.1E‐07 0.023 0.003 1.1E‐12 0.009 0.003 6.5E‐03 0.002 0.001 1.9E‐02 0.003 0.003 2.1E‐01 ‐0.005 0.003 8.7E‐02 ‐ 0 ‐ 0 ‐ BRD8 (‐288kb),KIF20A (‐279kb),CDC23 (‐253kb14 EGR1

rs112965849 5 158,014,484 A AT 0.787 0.969 0.009 0.001 3.2E‐12 0.021 0.015 1.2E‐01 0.009 0.002 2.4E‐09 0.014 0.002 2.4E‐21 0.009 0.004 1.8E‐02 ‐0.008 0.004 3.3E‐02 0.000 0.001 6.3E‐01 0.004 0.003 1.2E‐01 ‐0.011 0.003 2.5E‐04 ‐ 0 ‐ 0 ‐ LOC101927697 (‐178kb),EBF1 (+108kb), 2 EBF1 (+108kb)

rs2431752 5 162,882,702 A G 0.106 0.997 0.011 0.002 7.5E‐10 0.030 0.020 1.4E‐01 0.010 0.002 7.5E‐08 0.010 0.002 4.5E‐06 0.016 0.005 5.3E‐04 ‐0.004 0.005 5.8E‐01 0.001 0.001 4.9E‐01 0.004 0.005 3.7E‐01 ‐0.009 0.004 3.0E‐02 HMMR 0 ‐ 0 ‐ CCNG1 (‐11kb),[NUDCD2],HMMR (+5kb),HMM5 NUDCD2

rs116483731 5 169,015,479 A G 0.008 1.000 0.051 0.006 1.1E‐14 ‐0.035 0.070 6.9E‐01 0.050 0.007 3.1E‐13 0.033 0.007 4.4E‐07 0.077 0.017 3.7E‐06 ‐0.018 0.017 3.1E‐01 0.001 0.005 7.9E‐01 0.005 0.016 9.4E‐01 ‐0.024 0.014 9.0E‐02 SPDL1 0 ‐ 0 ‐ SLIT3 (‐287kb),[SPDL1],DOCK2 (+49kb),FAM194 SPDL1

rs55646464 5 173,324,971 G T 0.700 0.996 0.009 0.001 1.3E‐11 0.052 0.014 1.9E‐04 0.007 0.001 3.9E‐07 0.006 0.001 1.4E‐07 0.013 0.003 1.3E‐04 0.001 0.003 9.0E‐01 0.001 0.001 2.7E‐01 0.003 0.003 4.5E‐01 0.000 0.003 7.9E‐01 ‐ 0 ‐ 0 ‐ BOD1 (‐281kb),LINC01484 (‐152kb),LINC014856 CPEB4

rs9379084 6 7,231,843 G A 0.885 0.939 0.016 0.002 1.8E‐20 0.016 0.020 4.6E‐01 0.015 0.002 1.0E‐15 0.013 0.002 1.5E‐10 0.020 0.005 1.9E‐05 ‐0.010 0.005 6.9E‐02 0.001 0.001 3.1E‐01 ‐0.015 0.005 1.3E‐03 ‐0.022 0.004 2.9E‐08 RREB1 0 ‐ 0 ‐ [RREB1],SSR1 (+50kb),CAGE1 (+95kb),RIOK1 (+4 RREB1

rs62394490 6 25,934,018 T A 0.405 0.988 0.009 0.001 4.8E‐18 ‐0.042 0.013 5.3E‐04 0.011 0.001 1.9E‐20 0.003 0.001 1.5E‐02 0.018 0.003 9.0E‐10 ‐0.001 0.003 7.7E‐01 ‐0.001 0.001 2.7E‐01 0.000 0.003 9.5E‐01 ‐0.009 0.003 6.8E‐04 SLC17A2 0 ‐ 0 ‐ SCGN (‐232kb),HIST1H2AA (‐207kb),HIST1H2B35 SLC17A2 (‐3kb)

6:27223966_CTCTA_C 6 27,223,966 C CTCTA 0.090 0.932 0.013 0.002 5.5E‐10 ‐0.035 0.022 1.1E‐01 0.013 0.002 1.2E‐09 0.000 0.002 8.2E‐01 0.006 0.005 3.7E‐01 ‐0.026 0.005 2.5E‐06 ‐0.002 0.002 1.3E‐01 ‐0.011 0.005 2.6E‐02 ‐0.002 0.005 6.6E‐01 ‐ 0 ‐ 0 ‐ GUSBP2 (‐300kb),LINC00240 (‐232kb),LOC10015 PRSS16

6:28419903_GGT_G 6 28,419,903 G GGT 0.464 0.959 0.007 0.001 6.5E‐10 0.022 0.013 7.1E‐02 0.007 0.001 2.6E‐07 0.000 0.001 7.1E‐01 ‐0.003 0.003 2.3E‐01 ‐0.018 0.003 7.8E‐08 0.001 0.001 1.9E‐01 ‐0.015 0.003 9.1E‐07 ‐0.005 0.003 2.5E‐02 ‐ 0 ‐ 0 ‐ ZKSCAN8 (‐293kb),ZNF192P1 (‐283kb),TOB2P116 ZSCAN23 (‐9kb)

rs9266184 6 31,324,664 T G 0.682 0.951 0.011 0.001 5.6E‐21 0.048 0.014 1.7E‐04 0.010 0.001 2.5E‐14 0.011 0.001 2.4E‐17 0.006 0.003 7.6E‐02 ‐0.013 0.003 1.0E‐05 0.000 0.001 9.9E‐01 0.002 0.003 8.4E‐01 ‐0.007 0.003 2.4E‐03 HLA‐B 0 ‐ 0 ‐ HCG22 (‐297kb),C6orf15 (‐244kb),PSORS1C1 ( 37 HLA‐B

rs199910997 6 32,485,655 A G 0.440 0.768 0.011 0.001 1.7E‐15 0.006 0.014 5.1E‐01 0.010 0.001 2.2E‐12 0.010 0.001 1.5E‐13 0.004 0.003 3.9E‐01 ‐0.018 0.003 1.6E‐06 0.000 0.001 8.7E‐01 ‐0.001 0.003 9.3E‐01 ‐0.008 0.003 1.3E‐02 ‐ 1 HLA‐DRB6 (+32 HLA‐DRB6 (+3NOTCH4 (‐294kb),LOC101929163 (‐110kb),C6o16 HLA‐DRB5

rs111643014 6 34,165,308 A G 0.028 0.991 0.028 0.004 5.2E‐15 0.122 0.038 1.6E‐03 0.024 0.004 3.8E‐10 0.031 0.004 5.3E‐20 0.014 0.009 9.1E‐02 ‐0.032 0.009 1.2E‐03 0.000 0.003 8.2E‐01 ‐0.011 0.009 1.8E‐01 ‐0.033 0.008 6.3E‐06 ‐ 0 ‐ 0 ‐ MIR7159 (‐298kb),MIR1275 (‐197kb),GRM4 (‐ 10 HMGA1 (+39kb)

rs11751920 6 34,655,818 C G 0.022 0.997 0.028 0.004 3.1E‐12 0.189 0.043 1.5E‐05 0.023 0.004 2.1E‐07 0.011 0.004 4.8E‐03 ‐0.014 0.010 1.4E‐01 ‐0.061 0.010 4.6E‐09 0.001 0.003 7.1E‐01 0.013 0.010 6.9E‐02 0.011 0.009 2.1E‐01 ZNF76 1 UHRF1BP1 (+10 ‐ NUDT3 (‐295kb),RPS10‐NUDT3 (‐262kb),RPS1011 C6orf106

rs4714001 6 36,638,175 G A 0.360 0.998 0.006 0.001 2.5E‐08 0.015 0.013 1.5E‐01 0.005 0.001 2.9E‐06 0.006 0.001 2.0E‐06 0.010 0.003 5.5E‐04 0.001 0.003 7.6E‐01 0.001 0.001 3.5E‐01 0.004 0.003 2.8E‐01 ‐0.003 0.003 2.1E‐01 CDKN1A 0 ‐ 0 ‐ ETV7 (‐283kb),PXT1 (‐228kb),KCTD20 (‐179kb)15 PANDAR (+3kb)

rs6939861 6 41,703,041 G A 0.738 0.970 0.011 0.001 2.5E‐16 ‐0.020 0.014 2.0E‐01 0.011 0.001 1.1E‐15 0.017 0.001 1.6E‐35 0.025 0.003 1.7E‐12 0.008 0.004 3.6E‐02 ‐0.001 0.001 6.1E‐01 0.008 0.003 2.1E‐02 ‐0.015 0.003 1.0E‐06 ‐ 0 ‐ 0 ‐ LINC01276 (‐215kb),FOXP4‐AS1 (‐187kb),FOXP14 TFEB

rs4715316 6 52,628,998 T C 0.644 0.996 0.009 0.001 4.4E‐16 0.000 0.013 9.7E‐01 0.009 0.001 2.0E‐13 ‐0.005 0.001 1.4E‐05 0.003 0.003 2.8E‐01 ‐0.014 0.003 9.8E‐06 0.001 0.001 5.0E‐01 0.011 0.003 1.5E‐04 0.013 0.003 4.8E‐07 GSTA2 1 GSTA2 (‐7kb), 0 ‐ EFHC1 (‐268kb),TRAM2 (‐187kb),TRAM2‐AS1 (13 GSTA2 (‐1kb)

rs17185536 6 100,620,931 T C 0.244 0.989 0.007 0.001 3.2E‐09 0.067 0.015 1.3E‐05 0.005 0.001 1.4E‐04 0.006 0.001 9.1E‐07 0.004 0.004 1.2E‐01 ‐0.003 0.004 3.9E‐01 0.002 0.001 1.1E‐01 0.017 0.003 1.4E‐07 0.010 0.003 5.7E‐04 ‐ 0 ‐ 0 ‐ M2‐AS1 (‐97kb),SIM1 (+216kb), 2 M2‐AS1 (‐97kb)

rs1890426 6 116,338,065 C T 0.401 1.000 0.007 0.001 1.8E‐09 ‐0.011 0.013 2.9E‐01 0.007 0.001 2.3E‐09 0.002 0.001 1.7E‐01 0.012 0.003 1.5E‐04 0.001 0.003 7.4E‐01 0.001 0.001 5.1E‐01 0.003 0.003 3.3E‐01 0.001 0.003 7.0E‐01 FRK 0 ‐ 0 ‐ [FRK],TPI1P3 (+22kb),NT5DC1 (+84kb),COL10A7 FRK

rs58321169 6 126,868,567 C T 0.734 0.992 0.009 0.001 1.3E‐10 0.027 0.014 5.1E‐02 0.008 0.001 2.3E‐07 0.010 0.001 5.6E‐14 0.008 0.003 2.3E‐02 ‐0.007 0.003 3.7E‐02 0.000 0.001 7.4E‐01 ‐0.006 0.003 5.7E‐02 ‐0.012 0.003 1.3E‐05 ‐ 0 ‐ 0 ‐ CENPW (‐64kb),MIR588 (‐63kb), 2 MIR588 (‐63kb)

rs6900473 6 130,375,810 A G 0.312 0.998 0.010 0.001 4.8E‐16 0.034 0.013 8.4E‐03 0.009 0.001 7.4E‐12 0.011 0.001 7.1E‐16 0.015 0.003 2.0E‐06 ‐0.003 0.003 4.3E‐01 0.001 0.001 2.2E‐01 ‐0.007 0.003 3.5E‐02 ‐0.016 0.003 3.3E‐08 L3MBTL3 1 L3MBTL3 (+230 ‐ TMEM244 (‐193kb),[L3MBTL3],SAMD3 (+90kb3 L3MBTL3

rs501470 6 160,770,918 G T 0.475 0.997 0.017 0.001 3.4E‐55 0.054 0.012 2.2E‐05 0.015 0.001 6.7E‐40 0.018 0.001 1.6E‐58 0.019 0.003 9.1E‐13 ‐0.009 0.003 1.1E‐02 0.001 0.001 1.4E‐01 0.011 0.003 8.4E‐05 ‐0.012 0.003 4.9E‐07 ‐ 0 ‐ 0 ‐ IGF2R (‐238kb),LOC729603 (‐254kb),SLC22A1 7 SLC22A3

rs62442919 7 1,978,384 A G 0.382 0.973 0.008 0.001 5.4E‐13 0.033 0.013 1.4E‐02 0.007 0.001 1.1E‐09 0.008 0.001 2.8E‐12 0.009 0.003 5.0E‐03 ‐0.008 0.003 6.2E‐03 0.000 0.001 7.6E‐01 ‐0.003 0.003 4.1E‐01 ‐0.005 0.003 5.2E‐02 ‐ 0 ‐ 0 ‐ ELFN1 (‐191kb),ELFN1‐AS1 (‐196kb),[MAD1L1 5 MAD1L1

rs2106727 7 17,287,998 G A 0.637 0.998 0.006 0.001 2.8E‐08 0.032 0.013 1.3E‐02 0.005 0.001 2.3E‐05 0.001 0.001 4.6E‐01 0.013 0.003 1.6E‐05 0.005 0.003 1.2E‐01 ‐0.002 0.001 4.8E‐02 0.007 0.003 1.2E‐02 0.006 0.003 3.0E‐02 ‐ 0 ‐ 0 ‐ AHR (+50kb),KCCAT333 (+127kb),LOC10192763 AHR (+50kb)

rs7780562 7 26,022,414 C A 0.794 0.978 0.008 0.001 3.0E‐09 0.017 0.016 4.2E‐01 0.008 0.002 2.2E‐07 0.001 0.002 3.9E‐01 0.014 0.004 2.1E‐04 ‐0.001 0.004 7.5E‐01 0.000 0.001 7.9E‐01 ‐0.002 0.003 5.6E‐01 ‐0.001 0.003 4.0E‐01 ‐ 0 ‐ 0 ‐ MIR148A (‐33kb),NFE2L3 (+169kb),HNRNPA2B4 MIR148A (‐33kb)

rs860262 7 28,194,397 A C 0.502 0.999 0.011 0.001 3.1E‐23 0.033 0.012 7.0E‐03 0.010 0.001 2.2E‐17 0.012 0.001 1.3E‐23 0.018 0.003 3.0E‐09 0.001 0.003 8.9E‐01 0.001 0.001 1.9E‐01 0.002 0.003 3.9E‐01 ‐0.010 0.003 5.6E‐05 ‐ 0 ‐ 1 JAZF1 (‐149kb[JAZF1],JAZF1‐AS1 (+26kb),CREB5 (+145kb), 3 JAZF1

rs7808613 7 41,746,922 C G 0.755 0.987 0.008 0.001 1.4E‐09 0.008 0.015 5.6E‐01 0.008 0.001 5.5E‐08 0.001 0.001 4.2E‐01 0.008 0.004 4.3E‐02 ‐0.006 0.004 3.2E‐02 0.000 0.001 6.5E‐01 0.005 0.003 1.8E‐01 ‐0.002 0.003 3.8E‐01 ‐ 0 ‐ 0 ‐ INHBA (‐4kb),[INHBA‐AS1],GLI3 (+254kb), 3 INHBA‐AS1

rs1799831 7 44,199,142 C T 0.843 0.992 0.010 0.002 4.5E‐09 0.025 0.017 1.1E‐01 0.009 0.002 2.9E‐07 0.008 0.002 2.4E‐06 0.016 0.004 1.3E‐04 ‐0.002 0.004 6.3E‐01 0.001 0.001 3.9E‐01 0.013 0.004 1.3E‐03 ‐0.001 0.003 8.6E‐01 ‐ 0 ‐ 0 ‐ MRPS24 (‐290kb),URGCP‐MRPS24 (‐253kb),UR21 GCK

rs73109480 7 44,811,221 T C 0.071 0.990 0.015 0.002 1.6E‐12 0.048 0.024 3.3E‐02 0.014 0.002 2.8E‐09 0.007 0.002 1.2E‐03 0.017 0.006 3.2E‐03 ‐0.011 0.006 2.8E‐02 0.000 0.002 9.2E‐01 0.012 0.005 1.6E‐02 0.003 0.005 4.9E‐01 ‐ 0 ‐ 0 ‐ NUDCD3 (‐281kb),NPC1L1 (‐230kb),DDX56 (‐114 ZMIZ2 (‐2kb)

rs6965401 7 46,269,012 G A 0.936 0.986 0.015 0.002 9.0E‐10 0.011 0.026 6.3E‐01 0.014 0.003 3.6E‐07 0.013 0.003 1.4E‐07 0.023 0.006 4.9E‐04 ‐0.003 0.006 5.8E‐01 0.002 0.002 3.1E‐01 0.011 0.006 6.7E‐02 ‐0.011 0.005 3.5E‐02 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs12536766 7 70,158,864 T G 0.570 0.981 0.007 0.001 5.9E‐09 0.046 0.013 1.8E‐04 0.005 0.001 1.4E‐04 0.004 0.001 1.9E‐04 0.012 0.003 2.2E‐04 0.003 0.003 3.6E‐01 0.000 0.001 8.2E‐01 0.002 0.003 2.4E‐01 ‐0.006 0.003 3.5E‐02 ‐ 0 ‐ 0 ‐ [AUTS2], 1 AUTS2

rs17145750 7 73,026,378 T C 0.161 1.000 0.013 0.002 1.4E‐16 0.067 0.017 6.7E‐05 0.011 0.002 9.7E‐11 0.003 0.002 1.1E‐02 0.005 0.004 2.4E‐01 ‐0.019 0.004 5.7E‐06 0.001 0.001 4.8E‐01 0.044 0.004 3.0E‐31 0.022 0.003 3.0E‐10 MLXIPL 0 ‐ 0 ‐ TRIM50 (‐284kb),FKBP6 (‐254kb),FZD9 (‐176kb18 MLXIPL

7:74298343_TGAGA_T 7 74,298,343 T TGAGA 0.243 0.928 0.009 0.001 3.7E‐13 0.047 0.015 7.6E‐04 0.008 0.001 7.4E‐08 0.008 0.001 9.0E‐09 0.014 0.004 5.6E‐05 0.000 0.004 7.8E‐01 0.001 0.001 5.1E‐01 0.000 0.003 7.9E‐01 ‐0.004 0.003 1.8E‐01 ‐ 0 ‐ 1 STAG3L2 (‐89 GTF2IRD1 (‐281kb),GTF2I (‐123kb),LOC10192611 STAG3L2

rs1229492 7 81,564,122 T C 0.268 0.982 0.011 0.001 1.2E‐18 ‐0.018 0.014 7.6E‐02 0.011 0.001 6.3E‐18 0.011 0.001 3.0E‐16 0.019 0.003 1.3E‐08 ‐0.001 0.003 8.5E‐01 ‐0.001 0.001 3.9E‐01 ‐0.001 0.003 8.6E‐01 ‐0.013 0.003 5.8E‐06 ‐ 0 ‐ 0 ‐ LOC100128317 (‐243kb),HGF (‐165kb),CACNA4 CACNA2D1 (+12kb)

rs768159759 7 86,880,738 A AG 0.075 0.987 0.014 0.002 3.6E‐12 0.037 0.024 8.1E‐02 0.013 0.002 1.6E‐09 0.014 0.002 1.5E‐09 0.018 0.006 1.2E‐03 ‐0.004 0.006 4.2E‐01 0.001 0.002 7.2E‐01 0.016 0.005 5.2E‐03 ‐0.005 0.005 1.6E‐01 ‐ 0 ‐ 0 ‐ KIAA1324L (‐192kb),LOC101927420 (‐99kb),D 8 TMEM243 (‐31kb)

rs445 7 92,408,370 C T 0.905 1.000 0.013 0.002 7.9E‐12 ‐0.028 0.021 1.4E‐01 0.014 0.002 6.6E‐11 0.009 0.002 4.0E‐07 0.027 0.005 6.7E‐08 0.007 0.005 1.5E‐01 0.000 0.001 9.5E‐01 0.013 0.005 3.5E‐03 ‐0.004 0.004 3.2E‐01 ‐ 0 ‐ 0 ‐ PEX1 (‐251kb),RBM48 (‐239kb),FAM133B (‐185 CDK6

rs6950023 7 97,915,635 G T 0.814 0.995 0.030 0.001 2.1E‐101 ‐0.024 0.016 1.4E‐01 0.032 0.002 9.9E‐96 0.038 0.002 2.7E‐133 0.056 0.004 8.9E‐49 0.004 0.004 3.3E‐01 0.001 0.001 4.1E‐01 0.002 0.004 7.5E‐01 ‐0.036 0.003 1.3E‐29 ‐ 1 BRI3 (‐6kb), 0 ‐ OCM2 (‐296kb),LMTK2 (‐77kb),BHLHA15 (‐73k6 BRI3

rs1859690 7 99,227,172 G A 0.067 1.000 0.013 0.002 9.5E‐10 ‐0.054 0.025 4.7E‐02 0.015 0.002 6.5E‐11 0.013 0.002 2.8E‐08 0.032 0.006 2.0E‐08 0.004 0.006 5.6E‐01 ‐0.002 0.002 2.5E‐01 ‐0.010 0.006 3.4E‐02 ‐0.022 0.005 1.7E‐06 CYP3A7 / CYP 0 ‐ 0 ‐ ARPC1A (‐263kb),ARPC1B (‐235kb),PDAP1 (‐2223 ZSCAN25

rs12705095 7 100,484,381 G T 0.182 1.000 0.018 0.001 2.8E‐35 0.006 0.016 6.5E‐01 0.017 0.002 7.5E‐30 0.017 0.002 4.8E‐29 0.020 0.004 7.6E‐07 ‐0.012 0.004 1.9E‐03 0.001 0.001 2.3E‐01 0.003 0.004 6.6E‐01 ‐0.012 0.003 1.1E‐04 UFSP1 0 ‐ 1 GIGYF1 (‐202kFBXO24 (‐286kb),PCOLCE‐AS1 (‐283kb),PCOLC25 SRRT

rs35225944 7 101,831,484 T TA 0.670 0.994 0.009 0.001 4.4E‐17 ‐0.006 0.013 8.5E‐01 0.010 0.001 1.7E‐17 0.007 0.001 1.6E‐07 0.013 0.003 2.7E‐05 ‐0.005 0.003 9.6E‐02 ‐0.002 0.001 5.7E‐02 ‐0.004 0.003 1.5E‐01 ‐0.010 0.003 5.1E‐04 ‐ 0 ‐ 0 ‐ [CUX1],SH2B2 (+97kb),SPDYE6 (+155kb),LOC114 CUX1

rs187437 7 116,445,091 G A 0.547 0.993 0.009 0.001 3.2E‐17 0.025 0.013 5.7E‐02 0.008 0.001 9.6E‐14 0.003 0.001 5.9E‐03 0.008 0.003 2.3E‐03 ‐0.004 0.003 1.1E‐01 0.001 0.001 1.2E‐01 0.014 0.003 1.3E‐07 0.004 0.003 1.5E‐01 ‐ 0 ‐ 0 ‐ CAV2 (‐296kb),CAV1 (‐244kb),LINC01510 (‐1909 MET (‐7kb)

rs157935 7 130,585,553 G T 0.304 0.994 0.012 0.001 5.0E‐27 0.006 0.014 6.8E‐01 0.012 0.001 1.5E‐22 0.011 0.001 3.7E‐17 0.017 0.003 9.8E‐08 ‐0.006 0.003 9.2E‐02 0.001 0.001 1.0E‐01 0.011 0.003 6.6E‐04 ‐0.002 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ COPG2 (‐232kb),TSGA13 (‐213kb),KLF14 (‐1678 LINC00513 (+13kb)

rs3812275 7 135,064,882 C A 0.403 0.999 0.007 0.001 9.6E‐09 ‐0.008 0.013 4.2E‐01 0.007 0.001 3.3E‐08 0.007 0.001 4.8E‐09 0.011 0.003 2.6E‐04 ‐0.001 0.003 7.9E‐01 ‐0.001 0.001 5.8E‐01 0.001 0.003 9.4E‐01 ‐0.003 0.003 2.6E‐01 ‐ 0 ‐ 0 ‐ AGBL3 (‐244kb),C7orf49 (‐209kb),TMEM140 (‐9 CNOT4

rs34372369 7 143,092,269 A G 0.052 1.000 0.021 0.003 1.8E‐14 ‐0.020 0.028 6.0E‐01 0.022 0.003 7.6E‐14 0.009 0.003 5.3E‐04 0.030 0.007 7.9E‐06 ‐0.007 0.007 3.7E‐01 0.000 0.002 8.7E‐01 ‐0.009 0.006 1.9E‐01 ‐0.013 0.006 2.2E‐02 EPHA1 0 ‐ 0 ‐ PIP (‐255kb),TAS2R39 (‐211kb),TAS2R40 (‐17218 EPHA1

rs4725944 7 150,476,673 C G 0.390 0.997 0.009 0.001 2.3E‐15 0.004 0.013 7.6E‐01 0.009 0.001 2.3E‐13 0.007 0.001 2.2E‐08 0.015 0.003 1.6E‐06 0.003 0.003 3.5E‐01 0.001 0.001 1.8E‐01 0.009 0.003 2.4E‐03 ‐0.001 0.003 7.9E‐01 ‐ 0 ‐ 0 ‐ GIMAP7 (‐259kb),GIMAP4 (‐206kb),GIMAP6 (‐18 TMEM176B (+12kb)

rs114949263 7 150,498,245 C T 0.111 0.991 0.017 0.002 9.1E‐23 ‐0.061 0.020 2.1E‐03 0.019 0.002 4.2E‐25 0.014 0.002 2.7E‐14 0.033 0.005 1.8E‐13 0.011 0.005 1.1E‐02 0.000 0.001 8.1E‐01 0.006 0.004 1.3E‐01 ‐0.015 0.004 4.3E‐04 ‐ 0 ‐ 0 ‐ GIMAP7 (‐280kb),GIMAP4 (‐227kb),GIMAP6 (‐20 TMEM176B,TMEM176A

rs4841133 8 9,183,664 G A 0.909 0.999 0.023 0.002 5.6E‐36 0.001 0.022 8.1E‐01 0.022 0.002 1.4E‐28 0.021 0.002 4.0E‐26 0.031 0.005 8.9E‐10 ‐0.004 0.005 3.5E‐01 ‐0.003 0.001 2.2E‐02 ‐0.021 0.005 8.0E‐06 ‐0.033 0.004 1.9E‐14 ‐ 0 ‐ 0 ‐ ERI1 (‐293kb),MIR4660 (‐278kb),PPP1R3B (‐176 LOC157273

rs13280055 8 11,522,353 G A 0.866 0.955 0.008 0.002 3.8E‐08 0.028 0.019 1.3E‐01 0.008 0.002 3.1E‐06 0.002 0.002 5.2E‐01 0.001 0.005 5.7E‐01 ‐0.013 0.005 4.3E‐03 0.002 0.001 2.2E‐01 ‐0.004 0.004 3.4E‐01 ‐0.004 0.004 3.0E‐01 ‐ 0 ‐ 0 ‐ TDH (‐296kb),FAM167A‐AS1 (‐226kb),FAM16711 GATA4 (+12kb)

rs876435 8 22,873,533 G A 0.410 0.982 0.007 0.001 8.9E‐12 ‐0.006 0.013 6.3E‐01 0.008 0.001 3.0E‐11 0.004 0.001 2.9E‐03 0.015 0.003 2.7E‐07 0.003 0.003 3.2E‐01 0.001 0.001 2.2E‐01 0.001 0.003 8.2E‐01 ‐0.003 0.003 2.8E‐01 ‐ 0 ‐ 0 ‐ PEBP4 (‐88kb),LOC101929237 (‐128kb),[RHOB13 RHOBTB2

rs12543287 8 42,334,511 C G 0.371 0.983 0.010 0.001 2.9E‐21 ‐0.010 0.013 4.5E‐01 0.011 0.001 1.9E‐18 0.011 0.001 1.8E‐18 0.020 0.003 9.8E‐11 0.001 0.003 6.7E‐01 0.002 0.001 4.0E‐02 ‐0.001 0.003 8.2E‐01 ‐0.011 0.003 2.5E‐05 ‐ 0 ‐ 0 ‐ PLAT (‐269kb),LOC101929897 (‐206kb),IKBKB 10 SLC20A2

rs10107182 8 59,392,737 T C 0.663 0.996 0.013 0.001 1.1E‐27 0.009 0.013 5.2E‐01 0.012 0.001 2.8E‐22 0.009 0.001 3.2E‐12 0.015 0.003 7.7E‐07 ‐0.006 0.003 1.0E‐01 0.002 0.001 5.7E‐02 ‐0.016 0.003 3.1E‐07 ‐0.017 0.003 1.0E‐09 ‐ 0 ‐ 0 ‐ LOC101929528 (‐208kb),UBXN2B (‐29kb),CYP75 CYP7A1 (+10kb)

rs75349541 8 71,152,803 C T 0.867 0.995 0.009 0.002 2.0E‐08 ‐0.003 0.018 8.7E‐01 0.009 0.002 2.6E‐07 0.005 0.002 3.6E‐03 0.014 0.004 9.3E‐04 ‐0.005 0.004 2.9E‐01 0.003 0.001 1.1E‐02 0.000 0.004 8.7E‐01 ‐0.002 0.004 4.2E‐01 ‐ 0 ‐ 0 ‐ PRDM14 (‐169kb),[NCOA2],LOC101926892 (+23 NCOA2

rs11994858 8 81,273,210 G A 0.654 0.997 0.011 0.001 4.4E‐23 ‐0.003 0.013 7.4E‐01 0.011 0.001 1.2E‐19 0.013 0.001 1.4E‐28 0.024 0.003 4.7E‐14 0.005 0.003 2.1E‐01 0.000 0.001 9.4E‐01 0.004 0.003 1.0E‐01 ‐0.015 0.003 1.1E‐08 ‐ 0 ‐ 0 ‐ TPD52 (‐189kb),MIR5708 (‐120kb),ZBTB10 (+14 MIR5708 (‐120kb)

8:81430449_AT_A 8 81,430,449 A AT 0.098 0.991 0.022 0.002 2.3E‐35 ‐0.004 0.021 8.8E‐01 0.022 0.002 1.4E‐29 0.029 0.002 1.5E‐48 0.035 0.005 4.9E‐13 ‐0.005 0.005 4.0E‐01 0.003 0.001 7.1E‐02 0.009 0.005 3.5E‐02 ‐0.028 0.004 2.0E‐10 ‐ 0 ‐ 0 ‐ MIR5708 (‐277kb),[ZBTB10],ZNF704 (+110kb),3 ZBTB10

8:81457499_CA_C 8 81,457,499 C CA 0.204 0.997 0.014 0.001 2.1E‐23 ‐0.027 0.015 6.4E‐02 0.014 0.002 3.4E‐22 0.025 0.002 6.2E‐69 0.025 0.004 7.7E‐12 ‐0.002 0.004 8.5E‐01 0.000 0.001 6.8E‐01 0.004 0.003 1.6E‐01 ‐0.023 0.003 8.4E‐15 ‐ 0 ‐ 0 ‐ ZBTB10 (‐19kb),ZNF704 (+83kb), 2 ZBTB10 (‐19kb)

rs2721195 8 145,677,011 T C 0.475 0.989 0.011 0.001 7.5E‐24 ‐0.003 0.013 7.1E‐01 0.011 0.001 5.3E‐21 0.009 0.001 3.0E‐15 0.020 0.003 7.5E‐11 0.002 0.003 5.9E‐01 0.001 0.001 1.5E‐01 0.003 0.003 5.8E‐01 ‐0.007 0.003 4.6E‐03 GPT 0 ‐ 1 LRRC14 (+70kHSF1 (‐139kb),DGAT1 (‐126kb),MIR6848 (‐13629 CYHR1

rs1567353 9 1,033,773 C G 0.693 0.992 0.007 0.001 4.6E‐09 0.032 0.014 1.7E‐02 0.006 0.001 3.1E‐06 0.009 0.001 1.1E‐11 0.011 0.003 9.4E‐04 0.000 0.003 9.0E‐01 0.000 0.001 7.5E‐01 0.009 0.003 5.1E‐03 ‐0.005 0.003 5.7E‐02 ‐ 0 ‐ 0 ‐ KANK1 (‐288kb),DMRT1 (‐65kb),DMRT3 (‐42kb5 LINC01230 (+14kb)

rs10116426 9 4,145,648 C A 0.432 0.989 0.008 0.001 9.2E‐13 ‐0.026 0.013 2.7E‐02 0.009 0.001 5.6E‐13 0.009 0.001 8.6E‐14 0.016 0.003 4.6E‐07 0.001 0.003 8.6E‐01 0.001 0.001 3.7E‐01 0.004 0.003 2.2E‐01 ‐0.007 0.003 9.8E‐03 ‐ 0 ‐ 0 ‐ [GLIS3],GLIS3‐AS1 (‐244kb), 2 GLIS3

rs820503 9 6,667,928 C A 0.863 0.995 0.011 0.002 2.9E‐11 ‐0.002 0.018 9.0E‐01 0.011 0.002 3.7E‐11 0.013 0.002 1.0E‐15 0.013 0.004 1.3E‐03 ‐0.011 0.004 3.2E‐02 0.001 0.001 2.3E‐01 0.006 0.004 5.0E‐02 ‐0.005 0.004 1.1E‐01 ‐ 0 ‐ 0 ‐ UHRF2 (‐161kb),GLDC (‐22kb),KDM4C (+90kb)3 GLDC (‐22kb)

9:19084633_CT_C 9 19,084,633 C CT 0.240 0.985 0.007 0.001 3.8E‐08 ‐0.033 0.015 1.7E‐02 0.009 0.001 6.7E‐10 0.000 0.001 9.2E‐01 0.023 0.004 1.1E‐09 0.008 0.004 4.9E‐02 0.001 0.001 2.1E‐01 0.010 0.003 3.2E‐03 0.007 0.003 2.8E‐02 ‐ 0 ‐ 0 ‐ ADAMTSL1 (‐174kb),SAXO1 (‐35kb),RRAGA (‐38 HAUS6

rs35234337 9 35,661,243 C T 0.743 0.992 0.007 0.001 4.5E‐08 ‐0.012 0.014 5.3E‐01 0.008 0.001 2.3E‐08 0.004 0.001 9.1E‐03 0.015 0.003 1.7E‐05 0.004 0.003 3.8E‐01 0.000 0.001 6.4E‐01 ‐0.004 0.003 2.9E‐01 ‐0.006 0.003 3.9E‐02 ARHGEF39 0 ‐ 0 ‐ UNC13B (‐256kb),ATP8B5P (‐178kb),RUSC2 (‐931 CCDC107,ARHGEF39

rs10868080 9 86,626,769 T A 0.256 1.000 0.021 0.001 9.5E‐63 ‐0.017 0.014 1.3E‐01 0.021 0.001 1.5E‐57 0.024 0.001 1.6E‐62 0.036 0.003 1.2E‐27 0.001 0.003 8.6E‐01 0.002 0.001 1.5E‐02 ‐0.007 0.003 2.4E‐02 ‐0.028 0.003 2.4E‐23 RMI1 / KIF27 0 ‐ 0 ‐ LOC105376114 (‐298kb),GKAP1 (‐194kb),KIF279 RMI1 (‐8kb)

rs56237852 9 100,343,212 C A 0.826 0.999 0.008 0.002 1.0E‐08 0.027 0.016 1.4E‐01 0.007 0.002 5.7E‐06 0.004 0.002 1.3E‐02 0.009 0.004 2.7E‐02 ‐0.003 0.004 4.3E‐01 0.002 0.001 1.6E‐01 0.005 0.004 2.9E‐01 ‐0.003 0.003 2.0E‐01 ‐ 0 ‐ 0 ‐ LOC100499484 (‐284kb),LOC100499484‐C9OR11 TMOD1

9:112204335_AT_A 9 112,204,335 AT A 0.864 0.959 0.010 0.002 2.6E‐08 ‐0.011 0.018 5.0E‐01 0.010 0.002 1.7E‐08 0.000 0.002 7.0E‐01 0.021 0.005 2.6E‐06 0.007 0.005 1.5E‐01 0.002 0.001 6.1E‐02 ‐0.008 0.004 7.1E‐02 ‐0.002 0.004 5.3E‐01 ‐ 0 ‐ 0 ‐ FRRS1L (‐275kb),EPB41L4B (‐121kb),[PTPN3],M5 PTPN3

rs62580766 9 113,034,490 T C 0.182 0.994 0.010 0.002 1.6E‐11 ‐0.003 0.016 9.8E‐01 0.010 0.002 1.9E‐10 0.011 0.002 7.5E‐16 0.017 0.004 3.2E‐06 0.000 0.004 8.4E‐01 ‐0.001 0.001 1.7E‐01 0.008 0.004 2.2E‐02 ‐0.007 0.003 2.5E‐02 ‐ 0 ‐ 0 ‐ PALM2‐AKAP2 (‐100kb),AKAP2 (‐100kb),C9orf6 TXN (‐16kb)

rs4979372 9 117,140,082 C T 0.487 0.989 0.012 0.001 2.6E‐28 ‐0.006 0.013 6.4E‐01 0.013 0.001 5.9E‐28 0.005 0.001 8.1E‐05 0.017 0.003 4.9E‐08 ‐0.006 0.003 1.5E‐02 0.002 0.001 4.0E‐02 0.005 0.003 5.4E‐02 ‐0.004 0.003 1.4E‐01 AKNA 0 ‐ 0 ‐ AMBP (‐299kb),KIF12 (‐279kb),COL27A1 (‐65k 11 AKNA

rs1570516 9 119,053,275 T C 0.766 1.000 0.007 0.001 2.1E‐08 0.036 0.015 2.0E‐02 0.006 0.001 1.6E‐05 0.007 0.001 1.4E‐07 0.011 0.004 1.4E‐03 ‐0.001 0.004 9.3E‐01 0.000 0.001 7.0E‐01 0.003 0.003 3.7E‐01 ‐0.005 0.003 9.0E‐02 ‐ 0 ‐ 0 ‐ [PAPPA],PAPPA‐AS1 (+107kb),ASTN2 (+134kb)4 PAPPA

9:123780856_AAAGGAAGG_A 9 123,780,856 AAAGGAA 0.260 0.946 0.007 0.001 9.2E‐09 ‐0.030 0.015 5.1E‐02 0.008 0.001 8.3E‐09 0.005 0.001 9.8E‐04 0.013 0.004 9.5E‐05 0.001 0.004 6.4E‐01 0.001 0.001 3.2E‐01 0.009 0.003 2.5E‐02 0.000 0.003 8.3E‐01 ‐ 0 ‐ 0 ‐ FBXW2 (‐225kb),LOC100288842 (‐220kb),PSM11 C5

9:125949547_TA_T 9 125,949,547 TA T 0.052 0.687 0.017 0.003 2.0E‐08 0.005 0.036 9.4E‐01 0.016 0.004 1.9E‐06 0.004 0.004 1.1E‐01 0.031 0.009 3.0E‐04 0.001 0.009 8.7E‐01 0.004 0.002 1.4E‐01 0.013 0.008 1.4E‐01 ‐0.005 0.007 3.5E‐01 ‐ 0 ‐ 0 ‐ RC3H2 (‐282kb),ZBTB6 (‐274kb),ZBTB26 (‐256 12 STRBP

rs9697210 9 131,468,740 G A 0.855 0.996 0.018 0.002 5.0E‐31 ‐0.018 0.018 2.9E‐01 0.019 0.002 1.1E‐29 0.015 0.002 9.0E‐20 0.021 0.004 4.2E‐08 ‐0.009 0.004 4.3E‐02 ‐0.001 0.001 5.6E‐01 0.005 0.004 1.6E‐01 ‐0.014 0.004 5.5E‐05 ‐ 1 PKN3 (+5kb), 0 ‐ CERCAM (‐269kb),ODF2 (‐205kb),GLE1 (‐164kb18 PKN3

rs34771269 9 137,204,968 CT C 0.295 0.953 0.012 0.001 1.6E‐21 ‐0.004 0.014 8.4E‐01 0.012 0.001 6.9E‐19 0.011 0.001 2.8E‐15 0.019 0.003 9.5E‐09 ‐0.004 0.003 3.8E‐01 0.002 0.001 2.3E‐02 0.005 0.003 6.0E‐02 ‐0.012 0.003 6.0E‐05 ‐ 0 ‐ 1 RXRA (+66kb) BRD3 (‐272kb),LOC100130548 (‐281kb),WDR56 RXRA (+13kb)

rs3780190 9 139,099,073 G A 0.545 0.993 0.012 0.001 1.5E‐25 ‐0.020 0.013 1.3E‐01 0.013 0.001 9.8E‐26 0.007 0.001 1.2E‐10 0.016 0.003 8.3E‐07 ‐0.010 0.003 1.4E‐03 0.001 0.001 3.1E‐01 0.008 0.003 6.7E‐03 ‐0.002 0.003 3.6E‐01 ‐ 0 ‐ 0 ‐ UBAC1 (‐246kb),NACC2 (‐112kb),C9orf69 (‐88 16 QSOX2

rs79717793 10 5,262,267 G A 0.845 1.000 0.023 0.002 4.8E‐58 ‐0.031 0.017 4.6E‐02 0.025 0.002 2.6E‐55 0.018 0.002 1.6E‐30 0.049 0.004 9.1E‐36 0.006 0.004 1.1E‐01 0.001 0.001 3.4E‐01 0.006 0.004 1.4E‐01 ‐0.019 0.004 1.7E‐08 AKR1C4 1 AKR1C7P (+620 ‐ AKR1C1 (‐242kb),AKR1C2 (‐202kb),AKR1C3 (‐110 AKR1C4 (‐1kb)

rs3781085 10 13,370,958 T G 0.585 0.998 0.006 0.001 3.6E‐09 ‐0.006 0.013 5.9E‐01 0.006 0.001 1.0E‐07 0.006 0.001 5.3E‐07 0.010 0.003 7.4E‐04 0.001 0.003 8.4E‐01 ‐0.001 0.001 1.5E‐01 0.001 0.003 2.4E‐01 ‐0.006 0.003 2.6E‐02 ‐ 0 ‐ 0 ‐ CCDC3 (‐229kb),OPTN (‐191kb),MCM10 (‐118k8 SEPHS1

rs3006593 10 31,171,626 C G 0.380 0.999 0.007 0.001 2.7E‐09 ‐0.025 0.013 6.7E‐02 0.008 0.001 7.9E‐10 0.002 0.001 1.9E‐01 0.009 0.003 9.0E‐03 ‐0.004 0.003 1.3E‐01 0.001 0.001 1.4E‐01 0.001 0.003 5.0E‐01 ‐0.002 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ LYZL2 (‐253kb),SVILP1 (‐166kb),LOC10537648 4 ZNF438

rs34390319 10 63,960,611 C T 0.100 0.980 0.015 0.002 2.2E‐13 ‐0.014 0.021 5.5E‐01 0.015 0.002 1.4E‐12 0.013 0.002 5.7E‐11 0.025 0.005 2.2E‐06 0.000 0.005 9.4E‐01 0.002 0.001 9.5E‐02 ‐0.003 0.005 2.9E‐01 ‐0.012 0.004 4.7E‐03 ‐ 0 ‐ 0 ‐ ARID5B (‐104kb),[RTKN2],LOC283045 (+139kb4 RTKN2

rs10822153 10 65,056,813 A C 0.472 1.000 0.063 0.001 3.9E‐714 ‐0.045 0.012 2.5E‐04 0.064 0.001 5.8E‐650 0.044 0.001 3.6E‐307 0.109 0.003 7.5E‐303 ‐0.002 0.003 6.1E‐01 0.004 0.001 1.2E‐05 0.027 0.003 4.8E‐23 ‐0.031 0.003 3.0E‐35 JMJD1C 0 ‐ 0 ‐ NRBF2 (‐142kb),[JMJD1C],MIR1296 (+76kb),LO6 JMJD1C

rs6480299 10 69,631,393 C G 0.330 0.998 0.011 0.001 5.0E‐18 ‐0.022 0.013 1.0E‐01 0.011 0.001 3.8E‐17 0.005 0.001 1.8E‐04 0.023 0.003 1.2E‐12 0.006 0.003 1.0E‐01 0.001 0.001 2.2E‐01 0.016 0.003 7.1E‐07 0.005 0.003 8.0E‐02 ‐ 0 ‐ 1 DNAJC12 (‐54CTNNA3 (‐175kb),DNAJC12 (‐33kb),SIRT1 (+136 SIRT1 (+13kb)

rs1782652 10 81,074,125 T A 0.619 0.971 0.012 0.001 2.7E‐28 ‐0.014 0.013 2.4E‐01 0.013 0.001 5.8E‐27 0.014 0.001 1.2E‐26 0.016 0.003 2.9E‐08 ‐0.008 0.003 1.5E‐02 0.001 0.001 1.5E‐01 0.008 0.003 1.3E‐02 ‐0.011 0.003 9.9E‐05 ‐ 1 PPIF (+37kb), 0 ‐ ZMIZ1‐AS1 (‐247kb),[ZMIZ1],PPIF (+33kb),ZCC8 ZMIZ1

rs2259305 10 93,615,903 G A 0.523 1.000 0.012 0.001 8.3E‐28 0.018 0.012 1.5E‐01 0.012 0.001 2.9E‐22 0.012 0.001 1.1E‐24 0.019 0.003 3.6E‐10 ‐0.002 0.003 4.3E‐01 0.000 0.001 6.0E‐01 ‐0.005 0.003 6.0E‐02 ‐0.017 0.003 2.4E‐11 ‐ 0 ‐ 0 ‐ HECTD2‐AS1 (‐245kb),PPP1R3C (‐223kb),TNKS7 TNKS2

rs856534 10 94,810,665 A G 0.387 0.998 0.011 0.001 1.3E‐22 0.006 0.013 6.0E‐01 0.010 0.001 6.7E‐19 0.009 0.001 3.8E‐14 0.012 0.003 1.4E‐05 ‐0.006 0.003 6.8E‐02 ‐0.001 0.001 4.3E‐01 0.004 0.003 7.1E‐02 ‐0.007 0.003 8.6E‐03 ‐ 0 ‐ 0 ‐ [EXOC6],CYP26C1 (+10kb),CYP26A1 (+23kb),M4 EXOC6

rs3927496 10 101,916,873 A T 0.572 1.000 0.010 0.001 1.4E‐19 ‐0.006 0.013 6.4E‐01 0.010 0.001 1.1E‐17 0.007 0.001 1.5E‐07 0.015 0.003 1.1E‐06 ‐0.005 0.003 1.1E‐01 0.001 0.001 1.8E‐01 0.002 0.003 8.1E‐01 ‐0.008 0.003 3.8E‐03 CHUK 1 CWF19L1 (+930 ‐ DNMBP (‐147kb),DNMBP‐AS1 (‐198kb),CPN1 (11 ERLIN1

rs997907 10 105,654,469 C A 0.504 0.996 0.008 0.001 8.0E‐11 0.001 0.012 9.7E‐01 0.008 0.001 9.9E‐10 0.003 0.001 1.1E‐02 0.010 0.003 9.1E‐04 ‐0.005 0.003 2.3E‐01 0.001 0.001 1.7E‐01 0.001 0.003 6.1E‐01 ‐0.005 0.003 1.1E‐01 ‐ 0 ‐ 0 ‐ SH3PXD2A (‐39kb),SH3PXD2A‐AS1 (‐139kb),[S 8 STN1

rs7096937 10 113,950,418 T C 0.269 0.989 0.009 0.001 1.4E‐12 ‐0.028 0.014 3.8E‐02 0.009 0.001 5.3E‐14 0.005 0.001 4.1E‐04 0.017 0.003 2.6E‐08 0.001 0.003 5.9E‐01 0.001 0.001 5.4E‐01 ‐0.002 0.003 4.2E‐01 ‐0.008 0.003 1.1E‐03 GPAM 0 ‐ 0 ‐ GPAM (‐7kb),TECTB (+93kb),MIR6715A (+109k8 GPAM (‐7kb)

rs17747324 10 114,752,503 T C 0.772 0.988 0.008 0.001 5.6E‐10 0.070 0.015 2.0E‐06 0.006 0.001 5.4E‐05 0.011 0.001 2.5E‐15 0.007 0.004 4.5E‐02 ‐0.006 0.004 6.1E‐02 0.001 0.001 4.7E‐01 ‐0.005 0.003 7.0E‐02 ‐0.007 0.003 9.0E‐03 ‐ 0 ‐ 0 ‐ VTI1A (‐174kb),LOC103344931 (‐165kb),[TCF74 TCF7L2

rs775181992 11 2,179,864 A AGCCCT 0.239 0.955 0.010 0.001 3.6E‐16 0.004 0.015 8.1E‐01 0.010 0.001 6.1E‐14 0.012 0.001 1.3E‐16 0.023 0.004 1.4E‐11 0.006 0.004 1.1E‐01 0.001 0.001 4.3E‐01 0.006 0.003 6.7E‐02 ‐0.010 0.003 2.2E‐03 ‐ 0 ‐ 0 ‐ LSP1 (‐266kb),MIR4298 (‐299kb),MIR7847 (‐2727 INS‐IGF2

rs11601507 11 5,701,074 A C 0.069 1.000 0.015 0.002 6.5E‐12 ‐0.012 0.024 7.1E‐01 0.016 0.002 3.6E‐11 0.018 0.002 3.2E‐15 0.020 0.006 1.2E‐03 ‐0.005 0.006 3.5E‐01 ‐0.004 0.002 1.7E‐02 0.012 0.005 1.7E‐02 ‐0.013 0.005 1.0E‐02 TRIM5 0 ‐ 0 ‐ OR51B5 (‐174kb),OR51M1 (‐289kb),OR51Q1 ( 26 TRIM5

rs1037169 11 13,361,005 T C 0.313 0.994 0.010 0.001 4.0E‐16 ‐0.053 0.013 5.9E‐05 0.012 0.001 3.7E‐20 0.013 0.001 1.2E‐24 0.017 0.003 1.4E‐07 ‐0.006 0.003 4.2E‐02 0.000 0.001 9.2E‐01 ‐0.001 0.003 9.4E‐01 ‐0.017 0.003 2.4E‐09 ‐ 0 ‐ 0 ‐ [ARNTL],BTBD10 (+49kb),PTH (+153kb), 3 ARNTL

rs778571122 11 16,247,860 GTGTTTTG 0.613 0.991 0.010 0.001 7.4E‐18 ‐0.027 0.013 5.1E‐02 0.010 0.001 1.0E‐17 0.011 0.001 4.7E‐22 0.025 0.003 1.9E‐16 0.009 0.003 9.2E‐03 ‐0.001 0.001 3.6E‐01 0.007 0.003 1.0E‐02 ‐0.008 0.003 1.5E‐03 ‐ 1 SOX6 (+127kb0 ‐ [SOX6],MIR6073 (‐257kb), 2 SOX6

rs62618693 11 32,956,492 T C 0.046 1.000 0.017 0.003 7.9E‐11 ‐0.079 0.030 7.7E‐03 0.019 0.003 5.2E‐11 0.018 0.003 2.1E‐09 0.024 0.007 4.9E‐04 ‐0.004 0.007 5.1E‐01 0.001 0.002 5.1E‐01 0.008 0.007 1.3E‐01 ‐0.015 0.006 1.6E‐02 QSER1 0 ‐ 0 ‐ CCDC73 (‐140kb),PRRG4 (‐77kb),[QSER1],DEPD8 QSER1

rs12364060 11 45,889,775 T C 0.237 0.993 0.008 0.001 1.8E‐08 ‐0.008 0.015 6.0E‐01 0.008 0.001 1.6E‐07 0.004 0.001 3.0E‐04 0.008 0.004 2.8E‐02 ‐0.008 0.004 4.2E‐02 ‐0.001 0.001 3.2E‐01 0.002 0.003 6.9E‐01 ‐0.003 0.003 2.1E‐01 ‐ 0 ‐ 0 ‐ CHST1 (‐203kb),MIR7154 (‐176kb),LOC10050711 CRY2

rs143709973 11 59,572,669 A C 0.955 0.974 0.013 0.003 3.6E‐08 ‐0.021 0.030 6.5E‐01 0.014 0.003 2.1E‐07 0.010 0.003 2.7E‐04 0.027 0.007 2.9E‐05 0.005 0.007 5.8E‐01 0.000 0.002 7.9E‐01 0.009 0.007 1.5E‐01 ‐0.011 0.006 8.0E‐02 OR10V1 / GIF 0 ‐ 0 ‐ OR4D9 (‐289kb),OSBP (‐189kb),MIR3162 (‐21014 STX3

rs174528 11 61,543,499 T C 0.620 0.995 0.008 0.001 4.0E‐11 ‐0.005 0.013 7.4E‐01 0.008 0.001 1.8E‐10 0.011 0.001 2.8E‐17 0.016 0.003 1.1E‐07 0.002 0.003 5.2E‐01 0.003 0.001 6.2E‐05 0.003 0.003 2.9E‐01 ‐0.008 0.003 3.7E‐03 ‐ 0 ‐ 0 ‐ PPP1R32 (‐285kb),MIR4488 (‐267kb),LRRC10B20 MYRF

rs2277283 11 61,908,440 C T 0.317 0.976 0.008 0.001 1.2E‐09 ‐0.009 0.014 5.3E‐01 0.008 0.001 6.6E‐09 0.003 0.001 1.0E‐02 0.013 0.003 1.0E‐04 ‐0.001 0.003 7.2E‐01 0.000 0.001 7.0E‐01 0.010 0.003 5.6E‐03 0.001 0.003 9.8E‐01 INCENP 0 ‐ 0 ‐ FADS2 (‐274kb),FADS3 (‐249kb),MIR6746 (‐2615 INCENP

11:65227616_CAAA_C 11 65,227,616 CAAA C 0.667 0.977 0.008 0.001 6.5E‐11 0.018 0.013 2.4E‐01 0.007 0.001 8.8E‐09 0.008 0.001 5.6E‐12 0.014 0.003 5.8E‐06 0.001 0.003 7.8E‐01 0.001 0.001 4.4E‐01 ‐0.001 0.003 7.0E‐01 ‐0.012 0.003 4.7E‐06 ‐ 0 ‐ 1 AP000769.1 (+SPDYC (‐287kb),CAPN1 (‐248kb),SLC22A20 (‐2 29 NEAT1 (‐15kb)

rs4645936 11 65,485,478 G A 0.947 0.982 0.018 0.003 4.1E‐12 0.088 0.028 2.6E‐03 0.015 0.003 4.5E‐08 0.010 0.003 5.8E‐04 0.023 0.007 1.4E‐04 ‐0.002 0.007 8.1E‐01 0.002 0.002 3.1E‐01 0.009 0.006 5.6E‐02 ‐0.005 0.006 5.4E‐01 ‐ 0 ‐ 1 AP000769.1 (‐NEAT1 (‐272kb),MIR612 (‐273kb),MALAT1 (‐2 39 KAT5,RNASEH2C

rs12797706 11 65,561,369 A G 0.235 0.981 0.013 0.001 1.4E‐22 0.030 0.015 4.1E‐02 0.012 0.001 6.1E‐17 0.013 0.001 1.6E‐19 0.023 0.004 1.4E‐10 0.002 0.004 5.6E‐01 0.000 0.001 7.0E‐01 ‐0.008 0.003 9.4E‐03 ‐0.020 0.003 6.5E‐11 ‐ 0 ‐ 0 ‐ MALAT1 (‐287kb),TALAM1 (‐286kb),MASCRNA40 OVOL1

rs4988308 11 68,106,842 G A 0.557 0.988 0.006 0.001 4.7E‐08 0.016 0.013 1.9E‐01 0.005 0.001 1.4E‐06 0.005 0.001 7.5E‐05 0.009 0.003 5.6E‐04 0.002 0.003 4.7E‐01 ‐0.001 0.001 4.4E‐01 ‐0.026 0.003 7.2E‐20 ‐0.014 0.003 2.1E‐08 ‐ 0 ‐ 0 ‐ TCIRG1 (‐288kb),MIR6753 (‐294kb),CHKA (‐21 7 LRP5

rs631695 11 69,283,303 T G 0.418 0.996 0.018 0.001 2.0E‐61 0.033 0.013 8.8E‐03 0.017 0.001 8.7E‐47 0.010 0.001 2.7E‐18 0.024 0.003 7.2E‐17 ‐0.005 0.003 7.7E‐02 0.003 0.001 3.8E‐03 ‐0.002 0.003 3.2E‐01 ‐0.009 0.003 3.9E‐04 ‐ 0 ‐ 0 ‐ MYEOV (‐219kb),LOC102724265 (‐39kb),LINC06 LINC01488 (+17kb)

rs11398692 11 72,501,407 C CT 0.520 0.998 0.007 0.001 3.6E‐08 0.022 0.012 5.7E‐02 0.006 0.001 5.7E‐06 0.001 0.001 5.6E‐01 0.009 0.003 8.3E‐03 ‐0.004 0.003 1.8E‐01 ‐0.001 0.001 2.9E‐01 ‐0.010 0.003 4.9E‐04 ‐0.005 0.003 5.2E‐02 ‐ 0 ‐ 0 ‐ LINC01537 (‐217kb),PDE2A (‐116kb),MIR139 (8 STARD10

rs10895277 11 102,084,940 A G 0.659 0.989 0.010 0.001 1.3E‐17 0.018 0.013 2.1E‐01 0.010 0.001 8.9E‐15 0.008 0.001 4.9E‐12 0.015 0.003 4.4E‐06 ‐0.005 0.003 2.2E‐01 0.001 0.001 3.7E‐01 0.009 0.003 3.7E‐03 ‐0.006 0.003 2.5E‐02 ‐ 0 ‐ 0 ‐ ANGPTL5 (‐298kb),CEP126 (‐213kb),C11orf70 9 YAP1

rs665731 11 114,032,484 T C 0.190 0.980 0.008 0.001 2.6E‐09 0.063 0.016 7.7E‐05 0.007 0.002 1.2E‐05 0.006 0.002 6.8E‐04 0.013 0.004 2.9E‐04 0.001 0.004 5.4E‐01 0.000 0.001 6.3E‐01 ‐0.001 0.004 7.4E‐01 ‐0.006 0.003 8.1E‐02 ‐ 0 ‐ 0 ‐ USP28 (‐286kb),HTR3B (‐215kb),HTR3A (‐171k9 ZBTB16

rs757253787 11 119,099,523 T TC 0.271 0.980 0.007 0.001 3.4E‐09 ‐0.018 0.014 2.7E‐01 0.008 0.001 7.6E‐09 0.007 0.001 4.4E‐08 0.012 0.003 1.1E‐03 ‐0.001 0.003 5.5E‐01 0.001 0.001 3.8E‐01 ‐0.003 0.003 5.1E‐01 ‐0.012 0.003 8.4E‐05 ‐ 0 ‐ 0 ‐ UPK2 (‐270kb),FOXR1 (‐248kb),CCDC84 (‐213k28 CBL

rs2156805 11 122,610,568 G A 0.508 0.990 0.006 0.001 4.4E‐08 0.011 0.013 4.7E‐01 0.005 0.001 1.4E‐06 0.005 0.001 3.0E‐04 ‐0.001 0.003 9.8E‐01 ‐0.011 0.003 3.7E‐04 0.000 0.001 7.7E‐01 0.002 0.003 4.9E‐01 ‐0.003 0.003 2.3E‐01 ‐ 0 ‐ 0 ‐ [UBASH3B],CRTAM (+99kb),C11orf63 (+143kb5 UBASH3B

rs56196860 12 2,908,330 A C 0.032 1.000 0.025 0.003 2.3E‐15 0.084 0.036 2.5E‐02 0.022 0.004 6.6E‐11 0.020 0.004 3.0E‐08 0.301 0.009 5.1E‐276 0.321 0.009 5.4E‐310 0.021 0.002 2.6E‐18 ‐0.058 0.008 3.7E‐12 ‐0.048 0.007 1.4E‐10 FKBP4 0 ‐ 0 ‐ CACNA1C (‐101kb),CACNA1C‐AS2 (‐127kb),CA13 FKBP4

rs76895963 12 4,384,844 G T 0.021 0.812 0.066 0.004 1.9E‐55 0.347 0.048 4.9E‐13 0.055 0.005 2.4E‐33 0.075 0.005 1.3E‐64 0.059 0.012 1.0E‐07 ‐0.060 0.012 1.1E‐06 0.003 0.003 4.8E‐01 ‐0.014 0.011 1.3E‐01 ‐0.088 0.010 5.5E‐21 ‐ 0 ‐ 1 CCND2 (+14kb[CCND2‐AS1],[CCND2],TIGAR (+46kb),FGF23 (+7 CCND2‐AS1,CCND2

rs3782735 12 6,885,076 A G 0.600 0.950 0.007 0.001 2.5E‐09 0.018 0.013 1.4E‐01 0.007 0.001 1.3E‐07 0.010 0.001 5.6E‐15 0.008 0.003 8.8E‐03 ‐0.005 0.003 1.5E‐01 0.000 0.001 8.3E‐01 ‐0.002 0.003 6.3E‐01 ‐0.010 0.003 1.7E‐04 ‐ 0 ‐ 0 ‐ MRPL51 (‐283kb),NCAPD2 (‐244kb),SCARNA1042 LAG3

rs4762755 12 20,595,535 T C 0.570 0.969 0.007 0.001 5.1E‐11 0.002 0.013 8.9E‐01 0.007 0.001 1.0E‐09 0.006 0.001 5.9E‐07 0.009 0.003 5.4E‐04 ‐0.006 0.003 8.1E‐02 0.001 0.001 5.6E‐01 ‐0.001 0.003 9.1E‐01 ‐0.004 0.003 1.1E‐01 ‐ 0 ‐ 0 ‐ [PDE3A],SLCO1C1 (+253kb), 2 PDE3A

rs1871395 12 21,352,315 A G 0.848 0.995 0.032 0.002 2.7E‐100 ‐0.018 0.017 3.4E‐01 0.033 0.002 4.6E‐88 0.030 0.002 2.1E‐73 0.054 0.004 9.4E‐40 ‐0.004 0.004 2.8E‐01 0.001 0.001 3.8E‐01 ‐0.028 0.004 9.3E‐14 ‐0.042 0.004 3.9E‐34 ‐ 0 ‐ 0 ‐ SLCO1B3 (‐282kb),SLCO1B7 (‐109kb),[SLCO1B 7 SLCO1B1

rs10083137 12 24,198,178 A G 0.965 0.995 0.020 0.003 9.2E‐14 0.024 0.034 6.2E‐01 0.020 0.003 3.7E‐11 0.025 0.003 2.3E‐14 0.034 0.008 2.1E‐06 ‐0.001 0.008 9.9E‐01 0.000 0.002 9.7E‐01 ‐0.006 0.008 5.3E‐01 ‐0.032 0.007 4.2E‐06 ‐ 0 ‐ 0 ‐ [SOX5],MIR920 (+167kb),LOC101928471 (+17 3 SOX5

rs75130744 12 25,410,741 G C 0.928 0.996 0.029 0.002 3.0E‐44 ‐0.002 0.024 9.4E‐01 0.030 0.002 3.1E‐39 0.026 0.002 3.9E‐31 0.045 0.006 4.8E‐16 ‐0.005 0.006 5.4E‐01 0.003 0.002 1.1E‐01 ‐0.011 0.005 5.0E‐02 ‐0.028 0.005 8.7E‐09 ‐ 0 ‐ 0 ‐ C12orf77 (‐260kb),LOC645177 (‐205kb),LRMP 7 KRAS (‐7kb)

rs864899 12 51,221,127 A G 0.416 0.980 0.009 0.001 1.9E‐17 0.014 0.013 2.5E‐01 0.009 0.001 1.1E‐13 0.014 0.001 2.0E‐30 0.019 0.003 1.5E‐10 0.006 0.003 3.5E‐02 0.001 0.001 4.6E‐01 0.003 0.003 5.9E‐01 ‐0.013 0.003 1.4E‐07 ‐ 0 ‐ 0 ‐ DIP2B (‐79kb),ATF1 (‐6kb),TMPRSS12 (+16kb),9 ATF1 (‐6kb)

rs12818938 12 53,783,182 T G 0.832 0.973 0.008 0.002 1.1E‐08 ‐0.030 0.017 1.2E‐01 0.009 0.002 1.0E‐08 0.008 0.002 5.1E‐06 0.019 0.004 6.7E‐06 0.000 0.004 7.8E‐01 ‐0.001 0.001 3.7E‐01 0.000 0.004 9.0E‐01 ‐0.008 0.003 1.5E‐02 ‐ 0 ‐ 0 ‐ IGFBP6 (‐287kb),SOAT2 (‐265kb),CSAD (‐208kb23 SP1

rs540730 12 57,807,114 T C 0.246 0.999 0.018 0.001 1.9E‐48 0.024 0.014 8.7E‐02 0.018 0.001 4.9E‐39 0.014 0.001 1.5E‐25 0.030 0.004 3.7E‐19 ‐0.002 0.004 6.6E‐01 0.002 0.001 7.2E‐02 ‐0.009 0.003 3.5E‐03 ‐0.019 0.003 2.3E‐11 INHBC 0 ‐ 0 ‐ LRP1 (‐200kb),LRP1‐AS (‐266kb),MIR1228 (‐2126 R3HDM2

rs1351394 12 66,351,826 T C 0.491 1.000 0.008 0.001 4.1E‐11 0.034 0.012 4.4E‐03 0.007 0.001 5.7E‐08 0.008 0.001 1.9E‐11 0.013 0.003 4.8E‐05 0.003 0.003 4.3E‐01 0.001 0.001 2.1E‐01 0.006 0.003 2.1E‐02 ‐0.008 0.003 9.4E‐04 ‐ 0 ‐ 0 ‐ RPSAP52 (‐131kb),[HMGA2],LOC100129940 (‐9 HMGA2

rs61929307 12 69,997,422 G T 0.341 0.996 0.007 0.001 2.0E‐08 0.004 0.013 6.9E‐01 0.007 0.001 1.3E‐07 0.003 0.001 1.3E‐02 0.012 0.003 9.9E‐05 0.000 0.003 9.5E‐01 ‐0.001 0.001 5.3E‐01 ‐0.008 0.003 7.3E‐03 ‐0.005 0.003 1.6E‐01 ‐ 0 ‐ 0 ‐ LYZ (‐249kb),YEATS4 (‐213kb),FRS2 (‐24kb),MI11 CCT2 (‐2kb)

12:93632423_CA_C 12 93,632,423 CA C 0.863 0.979 0.012 0.002 3.3E‐14 0.012 0.018 4.1E‐01 0.012 0.002 2.1E‐12 0.013 0.002 5.7E‐14 0.023 0.004 1.2E‐07 0.002 0.004 7.3E‐01 0.000 0.001 8.7E‐01 0.000 0.004 8.9E‐01 ‐0.012 0.004 3.1E‐03 ‐ 0 ‐ 0 ‐ [LOC643339],LOC102724933 (‐57kb),NUDT4 ( 5 LOC643339

rs191591035 12 99,868,285 G C 0.997 0.613 0.092 0.013 1.0E‐12 ‐0.256 0.144 1.0E‐01 0.102 0.014 7.4E‐14 0.099 0.014 6.9E‐14 0.222 0.035 2.5E‐10 0.052 0.035 1.4E‐01 0.005 0.010 6.2E‐01 0.031 0.033 3.6E‐01 ‐0.067 0.030 1.8E‐02 ‐ 0 ‐ 0 ‐ [ANKS1B],FAM71C (+173kb), 2 ANKS1B

rs61755050 12 100,926,308 T C 0.994 1.000 0.125 0.007 3.8E‐72 ‐0.049 0.080 5.2E‐01 0.129 0.008 3.7E‐67 0.131 0.008 1.1E‐72 0.211 0.020 1.3E‐30 0.000 0.020 8.7E‐01 0.011 0.005 3.5E‐02 0.052 0.018 2.9E‐03 ‐0.091 0.016 7.8E‐09 NR1H4 0 ‐ 0 ‐ DEPDC4 (‐265kb),SCYL2 (‐191kb),SLC17A8 (‐116 NR1H4

rs11111274 12 102,838,128 G A 0.263 1.000 0.008 0.001 1.3E‐10 0.033 0.014 1.4E‐02 0.007 0.001 4.6E‐08 0.012 0.001 1.3E‐18 0.010 0.003 3.5E‐03 ‐0.005 0.003 1.4E‐01 0.003 0.001 3.1E‐04 ‐0.002 0.003 7.1E‐01 ‐0.011 0.003 1.4E‐04 ‐ 0 ‐ 0 ‐ PARPBP (‐247kb),PMCH (‐247kb),[IGF1], 3 IGF1

rs7314285 12 111,522,026 G T 0.069 1.000 0.031 0.002 4.2E‐50 0.027 0.025 2.9E‐01 0.030 0.002 1.5E‐41 0.041 0.002 2.6E‐67 0.039 0.006 8.8E‐12 ‐0.011 0.006 7.5E‐02 0.003 0.002 4.1E‐02 0.014 0.006 2.1E‐02 ‐0.038 0.005 9.8E‐14 ‐ 0 ‐ 0 ‐ CCDC63 (‐177kb),MYL2 (‐164kb),LINC01405 (‐ 7 CUX2

rs565728741 12 120,839,217 C CA 0.899 0.923 0.013 0.002 3.7E‐10 0.009 0.021 6.1E‐01 0.012 0.002 4.7E‐09 0.009 0.002 1.1E‐05 0.009 0.005 1.5E‐01 ‐0.013 0.005 9.7E‐03 0.001 0.001 5.4E‐01 0.001 0.005 8.6E‐01 ‐0.013 0.004 4.5E‐03 ‐ 0 ‐ 0 ‐ RAB35 (‐285kb),GCN1 (‐207kb),MIR4498 (‐24622 MSI1 (‐32kb)

rs9738226 12 121,423,659 G A 0.623 0.999 0.019 0.001 7.8E‐61 ‐0.011 0.013 4.3E‐01 0.019 0.001 5.2E‐54 0.013 0.001 2.1E‐26 0.026 0.003 2.7E‐17 ‐0.010 0.003 1.7E‐03 0.000 0.001 6.8E‐01 ‐0.018 0.003 4.1E‐10 ‐0.021 0.003 8.5E‐16 HNF1A 0 ‐ 0 ‐ MLEC (‐284kb),UNC119B (‐262kb),MIR4700 (‐ 13 HNF1A

rs41284816 13 50,655,989 T G 0.019 0.957 0.022 0.004 5.5E‐09 0.078 0.047 7.1E‐02 0.020 0.005 1.9E‐06 0.037 0.005 2.1E‐18 0.052 0.011 2.2E‐07 0.008 0.011 4.3E‐01 0.001 0.003 7.3E‐01 0.029 0.010 2.8E‐03 ‐0.027 0.009 3.3E‐03 ‐ 0 ‐ 0 ‐ KPNA3 (‐289kb),CTAGE10P (‐188kb),SPRYD7 (‐11 DLEU2

rs769447487 13 95,247,137 T TTA 0.307 0.995 0.011 0.001 1.5E‐19 ‐0.012 0.014 2.6E‐01 0.011 0.001 9.2E‐19 0.007 0.001 4.9E‐09 0.017 0.003 6.2E‐08 ‐0.003 0.003 2.0E‐01 ‐0.001 0.001 4.2E‐01 ‐0.001 0.003 6.1E‐01 ‐0.009 0.003 6.9E‐04 ‐ 1 GPR180 (+23k0 ‐ GPC6 (‐187kb),DCT (‐45kb),[TGDS],GPR180 (+78 TGDS

rs116338429 13 114,767,040 T C 0.171 0.897 0.010 0.002 2.4E‐11 0.003 0.017 9.1E‐01 0.010 0.002 1.3E‐09 0.006 0.002 5.0E‐04 0.019 0.004 4.8E‐06 0.001 0.004 8.1E‐01 0.000 0.001 7.8E‐01 0.001 0.004 6.9E‐01 ‐0.006 0.004 1.4E‐01 ‐ 0 ‐ 1 CDC16 (+252kTMEM255B (‐252kb),GAS6‐AS1 (‐221kb),GAS612 RASA3

13:115013423_TTCTC_T 13 115,013,423 TTCTC T 0.773 0.986 0.010 0.001 2.0E‐12 0.014 0.015 3.0E‐01 0.009 0.001 8.8E‐11 0.009 0.001 5.5E‐09 0.012 0.004 3.9E‐04 ‐0.007 0.004 7.1E‐02 0.001 0.001 3.7E‐01 0.002 0.003 5.7E‐01 ‐0.002 0.003 7.3E‐01 UPF3A 0 ‐ 1 CDC16 (+6kb) RASA3 (‐115kb),[CDC16],MIR548AR (‐3kb),MIR7 CDC16

rs75170914 14 23,698,566 T C 0.255 0.998 0.013 0.001 5.1E‐26 0.002 0.014 8.4E‐01 0.012 0.001 5.9E‐22 0.012 0.001 1.4E‐19 0.024 0.003 2.0E‐13 0.001 0.003 6.4E‐01 0.002 0.001 9.9E‐02 ‐0.001 0.003 8.8E‐01 ‐0.016 0.003 1.6E‐08 ‐ 0 ‐ 0 ‐ PRMT5 (‐300kb),LOC101926933 (‐275kb),HAU31 RNF212B (+9kb)

rs11621792 14 24,871,926 C T 0.546 0.984 0.013 0.001 2.0E‐28 ‐0.008 0.013 5.8E‐01 0.013 0.001 1.4E‐25 0.026 0.001 4.0E‐102 0.018 0.003 6.7E‐09 ‐0.004 0.003 1.5E‐01 0.003 0.001 8.3E‐04 ‐0.002 0.003 3.8E‐01 ‐0.025 0.003 1.4E‐22 ‐ 0 ‐ 0 ‐ PCK2 (‐299kb),DCAF11 (‐277kb),FITM1 (‐270kb38 NYNRIN

14:25948829_AAC_A 14 25,948,829 AAC A 0.235 0.975 0.008 0.001 2.7E‐09 ‐0.107 0.015 1.0E‐12 0.012 0.001 3.2E‐16 0.004 0.001 5.4E‐03 0.016 0.004 1.3E‐05 ‐0.004 0.004 3.2E‐01 0.000 0.001 8.2E‐01 ‐0.001 0.003 7.2E‐01 ‐0.010 0.003 1.2E‐03 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs72683923 14 50,735,947 C T 0.020 1.000 0.029 0.004 6.3E‐15 ‐0.158 0.045 1.1E‐03 0.034 0.004 3.0E‐16 0.027 0.004 1.6E‐11 0.071 0.011 2.2E‐11 0.007 0.011 6.1E‐01 0.006 0.003 5.0E‐02 0.023 0.010 2.8E‐02 ‐0.028 0.009 1.3E‐03 ‐ 0 ‐ 0 ‐ LINC01588 (‐262kb),LINC01599 (‐164kb),VCPK10 L2HGDH

rs2239222 14 73,011,885 G A 0.350 0.982 0.012 0.001 8.8E‐20 0.017 0.013 2.5E‐01 0.011 0.001 5.5E‐17 0.010 0.001 2.1E‐16 0.021 0.003 1.8E‐10 0.005 0.003 1.0E‐01 0.001 0.001 3.4E‐01 ‐0.006 0.003 3.3E‐02 ‐0.009 0.003 1.4E‐03 ‐ 0 ‐ 0 ‐ [RGS6],MIR7843 (‐28kb),DPF3 (+74kb), 3 RGS6

rs13379043 14 74,250,126 C T 0.280 0.959 0.008 0.001 2.9E‐11 ‐0.007 0.014 7.2E‐01 0.008 0.001 2.2E‐10 0.011 0.001 2.2E‐16 0.013 0.003 5.4E‐05 ‐0.002 0.003 5.1E‐01 0.000 0.001 7.0E‐01 ‐0.001 0.003 4.7E‐01 ‐0.011 0.003 4.1E‐05 ‐ 0 ‐ 0 ‐ HEATR4 (‐224kb),RIOX1 (‐290kb),ACOT1 (‐24019 ELMSAN1

rs1005421 14 89,886,940 C T 0.585 0.980 0.006 0.001 7.2E‐09 ‐0.005 0.013 5.8E‐01 0.006 0.001 1.5E‐07 0.008 0.001 1.6E‐12 0.009 0.003 2.9E‐03 ‐0.004 0.003 2.4E‐01 0.000 0.001 6.6E‐01 0.003 0.003 4.0E‐01 ‐0.009 0.003 2.7E‐04 ‐ 0 ‐ 0 ‐ [FOXN3],FOXN3‐AS1 (‐1kb),FOXN3‐AS2 (+156k3 FOXN3

rs28929474 14 94,844,947 T C 0.020 1.000 0.133 0.004 1.2E‐252 ‐0.159 0.045 3.6E‐04 0.138 0.004 1.2E‐232 0.061 0.004 3.1E‐43 0.222 0.011 1.2E‐95 ‐0.020 0.011 4.1E‐02 0.001 0.003 7.5E‐01 ‐0.059 0.010 3.2E‐10 ‐0.104 0.009 1.7E‐31 SERPINA1 0 ‐ 0 ‐ DDX24 (‐297kb),IFI27L1 (‐276kb),IFI27 (‐262kb16 SERPINA1

rs773816354 14 100,831,607 TAACAGT 0.511 0.984 0.011 0.001 8.3E‐25 ‐0.002 0.013 9.0E‐01 0.012 0.001 7.2E‐23 0.009 0.001 3.7E‐15 0.022 0.003 2.4E‐13 0.002 0.003 6.6E‐01 0.001 0.001 4.2E‐01 0.006 0.003 3.4E‐02 ‐0.003 0.003 3.2E‐01 SLC25A47 0 ‐ 0 ‐ EVL (‐221kb),MIR151B (‐256kb),MIR342 (‐256 13 WARS

rs3742366 14 104,198,351 C T 0.346 0.995 0.009 0.001 3.6E‐17 0.013 0.013 2.2E‐01 0.009 0.001 3.7E‐14 0.006 0.001 9.7E‐07 0.015 0.003 7.0E‐07 ‐0.001 0.003 7.5E‐01 0.003 0.001 1.2E‐04 0.010 0.003 3.2E‐04 0.005 0.003 6.6E‐02 ‐ 0 ‐ 0 ‐ MARK3 (‐228kb),CKB (‐209kb),TRMT61A (‐19513 ZFYVE21

rs45490496 14 105,272,678 A T 0.387 0.991 0.009 0.001 2.4E‐14 ‐0.003 0.013 9.0E‐01 0.009 0.001 7.1E‐13 0.011 0.001 2.6E‐18 0.021 0.003 2.6E‐11 0.007 0.003 3.1E‐02 0.001 0.001 9.7E‐02 0.001 0.003 5.3E‐01 ‐0.011 0.003 3.0E‐05 ‐ 0 ‐ 0 ‐ C14orf180 (‐216kb),TMEM179 (‐202kb),LOC1017 ZBTB42 (‐2kb)

rs28562483 15 31,660,799 G T 0.872 0.970 0.010 0.002 3.4E‐08 ‐0.007 0.019 9.1E‐01 0.011 0.002 4.9E‐08 0.009 0.002 8.6E‐07 0.012 0.005 2.3E‐02 ‐0.008 0.005 1.2E‐01 0.002 0.001 1.7E‐01 0.001 0.004 7.5E‐01 ‐0.014 0.004 2.6E‐04 ‐ 0 ‐ 0 ‐ TRPM1 (‐207kb),LOC102725022 (‐144kb),LOC 5 KLF13

rs8038032 15 35,302,869 G A 0.322 1.000 0.010 0.001 6.6E‐16 ‐0.034 0.013 1.4E‐02 0.011 0.001 1.3E‐16 0.006 0.001 9.5E‐07 0.011 0.003 7.3E‐04 ‐0.005 0.003 1.4E‐01 ‐0.001 0.001 3.2E‐01 ‐0.003 0.003 3.8E‐01 ‐0.006 0.003 4.1E‐02 ‐ 0 ‐ 0 ‐ GJD2 (‐256kb),LOC101928174 (‐198kb),ACTC16 ZNF770 (‐22kb)

rs7175361 15 41,048,058 A G 0.158 1.000 0.009 0.002 3.4E‐09 0.009 0.017 6.0E‐01 0.009 0.002 4.3E‐07 0.008 0.002 2.0E‐07 0.018 0.004 3.8E‐05 0.000 0.004 5.6E‐01 0.001 0.001 2.9E‐01 ‐0.006 0.004 1.9E‐01 ‐0.017 0.003 5.3E‐07 CASC5 0 ‐ 1 RMDN3 (‐10k BAHD1 (‐288kb),CHST14 (‐283kb),C15orf57 (‐121 RMDN3 (‐1kb)

rs139974673 15 44,027,885 T C 0.975 0.994 0.078 0.004 4.6E‐110 0.146 0.040 1.1E‐04 0.074 0.004 3.0E‐84 0.054 0.004 1.4E‐49 0.110 0.010 2.1E‐33 ‐0.030 0.010 4.9E‐03 0.011 0.003 4.7E‐05 0.002 0.009 7.8E‐01 ‐0.035 0.008 1.0E‐05 ‐ 0 ‐ 1 STRC (‐77kb), TP53BP1 (‐225kb),MAP1A (‐204kb),PPIP5K1 (‐19 CATSPER2P1 (+0kb)

rs549677458 15 45,038,700 A G 0.998 0.611 0.116 0.016 2.6E‐13 0.512 0.177 3.5E‐03 0.100 0.018 7.0E‐09 0.063 0.018 2.4E‐04 0.151 0.043 2.9E‐04 ‐0.052 0.043 3.2E‐01 0.024 0.012 4.7E‐02 ‐0.057 0.040 1.0E‐01 ‐0.085 0.036 1.4E‐02 ‐ 0 ‐ 0 ‐ CTDSPL2 (‐219kb),EIF3J‐AS1 (‐210kb),EIF3J (‐110 TRIM69

rs191884522 15 52,694,917 C T 0.998 0.862 0.117 0.014 1.6E‐14 ‐0.457 0.156 2.6E‐03 0.130 0.015 5.3E‐17 0.081 0.016 5.1E‐08 0.241 0.038 7.5E‐10 0.043 0.038 3.5E‐01 0.029 0.011 5.9E‐03 ‐0.076 0.036 3.4E‐02 ‐0.150 0.033 1.6E‐06 ‐ 0 ‐ 0 ‐ BCL2L10 (‐290kb),GNB5 (‐211kb),CERNA1 (‐198 MYO5A

rs149663666 15 53,062,068 T C 0.991 0.908 0.048 0.006 1.1E‐15 0.078 0.070 4.1E‐01 0.047 0.007 1.1E‐12 0.043 0.007 6.6E‐12 0.080 0.017 5.4E‐07 ‐0.010 0.017 5.9E‐01 0.004 0.005 3.9E‐01 ‐0.028 0.016 1.2E‐01 ‐0.069 0.014 1.7E‐06 ‐ 0 ‐ 0 ‐ MYO5A (‐241kb),ARPP19 (‐200kb),FAM214A ( 4 ONECUT1

rs149624078 15 53,728,710 C T 0.986 0.948 0.096 0.005 1.0E‐91 ‐0.017 0.055 8.0E‐01 0.098 0.005 5.4E‐81 0.074 0.005 4.9E‐46 0.159 0.013 9.3E‐38 0.010 0.013 2.7E‐01 0.004 0.004 3.4E‐01 0.003 0.012 6.1E‐01 ‐0.079 0.011 3.1E‐12 ‐ 0 ‐ 0 ‐ WDR72 (+77kb), 1 WDR72 (+77kb)

rs8030357 15 53,746,169 G T 0.285 0.993 0.010 0.001 9.3E‐17 0.001 0.014 8.1E‐01 0.010 0.001 2.0E‐15 0.009 0.001 3.0E‐12 0.018 0.003 2.5E‐09 0.001 0.003 4.1E‐01 0.001 0.001 3.5E‐01 0.003 0.003 2.0E‐01 ‐0.007 0.003 3.7E‐02 ‐ 0 ‐ 0 ‐ WDR72 (+60kb), 1 WDR72 (+60kb)

rs528350911 15 53,747,228 C G 0.994 0.856 0.043 0.008 4.6E‐10 0.053 0.085 4.3E‐01 0.042 0.008 1.1E‐08 0.057 0.008 4.1E‐13 0.067 0.021 4.2E‐04 ‐0.003 0.021 1.0E+00 0.003 0.006 5.6E‐01 ‐0.013 0.019 3.5E‐01 ‐0.058 0.017 2.8E‐04 ‐ 0 ‐ 0 ‐ WDR72 (+59kb), 1 WDR72 (+59kb)

rs62012358 15 59,923,927 G A 0.335 0.982 0.008 0.001 1.7E‐13 0.016 0.013 2.5E‐01 0.007 0.001 2.3E‐09 0.005 0.001 6.0E‐05 0.012 0.003 3.9E‐04 ‐0.002 0.003 2.6E‐01 0.001 0.001 4.4E‐01 ‐0.001 0.003 8.9E‐01 0.000 0.003 7.2E‐01 ‐ 0 ‐ 1 GTF2A2 (+16kMYO1E (‐259kb),FAM81A (‐108kb),GCNT3 (‐125 GTF2A2 (+6kb)

rs56187480 15 63,789,479 G A 0.655 0.993 0.014 0.001 1.2E‐33 0.034 0.013 9.1E‐03 0.013 0.001 1.3E‐25 0.016 0.001 1.1E‐37 0.027 0.003 8.7E‐18 0.010 0.003 2.8E‐03 0.000 0.001 8.1E‐01 ‐0.004 0.003 9.8E‐02 ‐0.012 0.003 2.1E‐06 ‐ 0 ‐ 0 ‐ RAB8B (‐230kb),APH1B (‐188kb),CA12 (‐115kb8 USP3 (+7kb)

rs370654105 15 66,821,676 C CT 0.754 0.957 0.009 0.001 1.1E‐11 0.059 0.015 5.9E‐05 0.007 0.001 2.7E‐07 0.010 0.001 1.0E‐11 0.017 0.004 9.3E‐07 0.006 0.004 7.1E‐02 0.001 0.001 4.2E‐01 ‐0.002 0.003 6.0E‐01 ‐0.006 0.003 3.7E‐02 ZWILCH / DIS30 ‐ 0 ‐ MEGF11 (‐276kb),DIS3L (‐195kb),TIPIN (‐173k 16 ZWILCH

rs8038465 15 73,978,337 T C 0.425 1.000 0.007 0.001 4.6E‐10 0.012 0.013 2.8E‐01 0.006 0.001 5.2E‐08 0.003 0.001 6.3E‐03 0.015 0.003 6.7E‐07 0.007 0.003 1.4E‐02 0.002 0.001 5.5E‐02 0.000 0.003 8.6E‐01 ‐0.001 0.003 5.8E‐01 ‐ 0 ‐ 0 ‐ REC114 (‐126kb),NPTN (‐53kb),NPTN‐IT1 (‐11610 CD276

rs72753908 15 83,334,856 C T 0.925 0.987 0.013 0.002 1.9E‐09 0.057 0.024 1.6E‐02 0.011 0.002 1.8E‐06 0.009 0.002 1.1E‐03 0.014 0.006 1.5E‐02 ‐0.006 0.006 2.0E‐01 0.004 0.002 1.0E‐02 ‐0.009 0.005 1.1E‐01 ‐0.021 0.005 8.9E‐05 ‐ 0 ‐ 0 ‐ UBE2Q2P2 (‐251kb),LOC102724034 (‐221kb),G13 CPEB1‐AS1,AP3B2

rs11856926 15 96,223,649 G A 0.551 0.985 0.011 0.001 1.1E‐24 ‐0.007 0.013 7.1E‐01 0.012 0.001 1.9E‐22 0.009 0.001 4.8E‐14 0.020 0.003 9.0E‐11 0.001 0.003 7.1E‐01 0.001 0.001 1.7E‐01 0.004 0.003 1.4E‐01 ‐0.006 0.003 2.6E‐02 ‐ 0 ‐ 0 ‐ LINC00924 (‐173kb), 1 LINC00924 (‐173kb)

rs56332871 15 96,714,816 A C 0.272 0.991 0.031 0.001 6.0E‐140 0.041 0.014 2.6E‐03 0.030 0.001 4.2E‐111 0.039 0.001 9.2E‐188 0.047 0.003 1.7E‐47 ‐0.003 0.003 3.2E‐01 0.003 0.001 5.7E‐03 0.015 0.003 2.1E‐06 ‐0.030 0.003 9.7E‐27 ‐ 0 ‐ 0 ‐ [NR2F2‐AS1],NR2F2 (+154kb),MIR1469 (+162k3 NR2F2‐AS1

16:1786202_TGTGTGACCATCC_ 16 1,786,202 T TGTGTGAC 0.116 0.981 0.011 0.002 1.5E‐10 0.057 0.020 2.0E‐03 0.009 0.002 9.3E‐07 0.008 0.002 1.5E‐05 0.022 0.005 1.4E‐06 0.007 0.005 9.3E‐02 0.001 0.001 4.8E‐01 0.001 0.004 8.0E‐01 ‐0.004 0.004 3.0E‐01 ‐ 0 ‐ 0 ‐ CCDC154 (‐292kb),CLCN7 (‐261kb),PTX4 (‐24738 MAPK8IP3

rs36108764 16 4,624,130 G A 0.805 0.994 0.009 0.001 1.7E‐11 ‐0.002 0.016 9.9E‐01 0.010 0.002 1.8E‐10 0.007 0.002 9.8E‐07 0.022 0.004 6.3E‐09 0.006 0.004 1.3E‐01 0.003 0.001 6.9E‐03 ‐0.003 0.004 4.4E‐01 ‐0.010 0.003 3.1E‐03 UBALD1 / C160 ‐ 1 NMRAL1 (‐95kGLIS2 (‐235kb),GLIS2‐AS1 (‐246kb),CORO7‐PA 23 C16orf96

rs55962409 16 11,799,367 C A 0.707 0.986 0.007 0.001 1.8E‐09 ‐0.019 0.014 1.5E‐01 0.008 0.001 2.4E‐09 0.007 0.001 3.2E‐09 0.012 0.003 4.7E‐04 ‐0.002 0.003 6.1E‐01 0.001 0.001 4.0E‐01 0.007 0.003 2.8E‐02 ‐0.005 0.003 7.6E‐02 ‐ 0 ‐ 0 ‐ LOC101927131 (‐232kb),LITAF (‐118kb),SNN (‐10 TXNDC11

rs12928099 16 15,150,505 A C 0.295 0.998 0.009 0.001 7.2E‐13 ‐0.009 0.014 6.2E‐01 0.009 0.001 1.2E‐11 0.010 0.001 4.9E‐16 0.016 0.003 2.6E‐06 ‐0.001 0.003 9.9E‐01 0.003 0.001 5.1E‐03 0.002 0.003 4.0E‐01 ‐0.009 0.003 2.5E‐03 ‐ 0 ‐ 0 ‐ NPIPA2 (‐291kb),ABCC6P2 (‐232kb),NOMO1 (‐18 PDXDC1

rs11419346 16 24,837,838 C CT 0.797 0.932 0.008 0.001 3.5E‐08 0.075 0.016 2.0E‐06 0.006 0.002 3.7E‐05 0.004 0.002 3.8E‐03 0.004 0.004 2.4E‐01 ‐0.010 0.004 1.3E‐02 0.000 0.001 7.6E‐01 0.000 0.004 8.5E‐01 0.005 0.003 1.5E‐01 TNRC6A 0 ‐ 0 ‐ RBBP6 (‐254kb),LINC01567 (‐155kb),TNRC6A (9 TNRC6A (0kb)

rs2288004 16 31,054,040 G C 0.619 1.000 0.009 0.001 3.4E‐16 0.063 0.013 1.1E‐06 0.007 0.001 1.1E‐08 0.008 0.001 2.7E‐11 0.009 0.003 1.8E‐03 ‐0.002 0.003 5.9E‐01 0.001 0.001 1.4E‐01 0.008 0.003 4.7E‐03 0.009 0.003 5.5E‐04 ZNF646 2 VKORC1 (+51k1 KAT8 (+81kb),TMEM265 (‐298kb),PHKG2 (‐282kb),CCDC189 31 STX4 (‐3kb)

rs148082013 16 34,599,725 G C 0.995 0.796 0.056 0.010 1.3E‐09 0.127 0.103 3.6E‐01 0.054 0.010 1.2E‐07 0.039 0.010 1.0E‐05 0.048 0.025 6.9E‐02 ‐0.044 0.025 9.3E‐02 0.001 0.007 8.6E‐01 ‐0.006 0.023 6.3E‐01 ‐0.041 0.021 2.8E‐02 ‐ 0 ‐ 0 ‐ UBE2MP1 (‐195kb),[LINC01566],FRG2DP (+11 4 LINC01566

rs185073832 16 47,314,028 C A 0.998 0.572 0.111 0.016 4.2E‐12 0.203 0.172 3.3E‐01 0.106 0.017 5.9E‐10 0.064 0.018 2.1E‐04 0.098 0.042 3.4E‐02 ‐0.084 0.042 5.3E‐02 0.008 0.012 5.1E‐01 ‐0.048 0.040 1.1E‐01 ‐0.095 0.037 5.2E‐03 ‐ 0 ‐ 0 ‐ NETO2 (‐136kb),ITFG1‐AS1 (‐117kb),[ITFG1],P 4 ITFG1

rs246192 16 58,544,295 G C 0.480 0.990 0.008 0.001 9.8E‐14 ‐0.025 0.013 3.5E‐02 0.009 0.001 7.5E‐13 0.005 0.001 1.9E‐06 0.016 0.003 5.4E‐08 0.002 0.003 4.5E‐01 0.000 0.001 8.7E‐01 ‐0.003 0.003 3.5E‐01 ‐0.008 0.003 2.7E‐03 ‐ 0 ‐ 0 ‐ CCDC113 (‐227kb),PRSS54 (‐215kb),GINS3 (‐1010 NDRG4

rs34006916 16 68,428,844 G A 0.945 0.985 0.018 0.003 7.2E‐12 0.013 0.028 6.0E‐01 0.017 0.003 8.1E‐10 0.006 0.003 9.1E‐03 0.012 0.007 1.6E‐01 ‐0.022 0.007 1.5E‐03 0.000 0.002 9.6E‐01 0.009 0.006 5.2E‐02 0.006 0.006 2.5E‐01 SMPD3 0 ‐ 0 ‐ NFATC3 (‐166kb),ESRP2 (‐159kb),MIR6773 (‐1 10 SMPD3

rs562609617 16 79,745,672 GT G 0.314 0.975 0.011 0.001 4.5E‐17 0.002 0.014 8.6E‐01 0.011 0.001 3.4E‐15 0.002 0.001 2.3E‐01 0.020 0.003 5.5E‐10 0.004 0.003 3.1E‐01 ‐0.001 0.001 4.0E‐01 ‐0.006 0.003 4.4E‐02 ‐0.004 0.003 1.9E‐01 ‐ 1 RP11‐345M220 ‐ MAF (‐111kb),MAFTRR (+10kb),LINC01229 (+53 MAFTRR (+10kb)

rs28650012 16 80,497,341 G C 0.271 0.996 0.008 0.001 4.5E‐11 0.021 0.014 1.4E‐01 0.007 0.001 2.5E‐09 0.003 0.001 3.0E‐02 0.012 0.003 5.5E‐04 ‐0.002 0.003 4.0E‐01 0.001 0.001 2.6E‐01 0.005 0.003 1.5E‐01 0.003 0.003 4.1E‐01 ‐ 0 ‐ 0 ‐ [LOC102724084],DYNLRB2 (+77kb),LINC012274 LOC102724084

rs4782568 16 83,980,529 G C 0.452 0.987 0.017 0.001 7.0E‐49 0.045 0.013 3.1E‐04 0.015 0.001 5.0E‐36 0.010 0.001 5.3E‐17 0.025 0.003 7.9E‐17 ‐0.003 0.003 4.3E‐01 0.001 0.001 4.0E‐01 0.007 0.003 3.4E‐03 ‐0.005 0.003 4.2E‐02 ‐ 1 RP11‐483P21 0 ‐ CDH13 (‐150kb),LOC102724163 (‐143kb),HSBP13 OSGIN1 (+6kb)

rs11641834 16 88,070,573 C T 0.568 0.992 0.010 0.001 9.2E‐22 ‐0.036 0.013 5.9E‐03 0.012 0.001 6.9E‐23 0.010 0.001 3.1E‐17 0.024 0.003 3.3E‐15 0.004 0.003 3.0E‐01 0.000 0.001 9.2E‐01 0.000 0.003 8.4E‐01 ‐0.013 0.003 2.4E‐07 ‐ 0 ‐ 0 ‐ KLHDC4 (‐271kb),LOC102724467 (‐258kb),SLC8 BANP

rs904801 16 88,517,105 A G 0.270 0.988 0.011 0.001 1.5E‐18 0.012 0.014 3.9E‐01 0.010 0.001 1.6E‐15 0.007 0.001 3.7E‐07 0.012 0.003 4.1E‐04 ‐0.005 0.003 8.4E‐02 0.000 0.001 9.4E‐01 0.005 0.003 7.6E‐02 ‐0.004 0.003 1.3E‐01 ‐ 0 ‐ 0 ‐ LOC101928880 (‐288kb),ZNF469 (‐10kb),ZFPM16 ZFPM1 (+3kb)

rs2287322 17 1,641,035 G A 0.223 0.999 0.018 0.001 3.0E‐42 ‐0.027 0.015 6.9E‐02 0.019 0.001 7.1E‐41 0.013 0.001 1.1E‐20 0.033 0.004 4.2E‐20 0.007 0.004 6.4E‐02 0.000 0.001 6.5E‐01 0.000 0.003 7.8E‐01 ‐0.016 0.003 4.4E‐07 WDR81 / SERP0 ‐ 0 ‐ CRK (‐281kb),MYO1C (‐245kb),INPP5K (‐221kb20 WDR81

rs184640919 17 6,274,048 G A 0.999 0.806 0.106 0.018 8.8E‐09 0.164 0.200 5.2E‐01 0.096 0.019 8.3E‐07 0.022 0.020 1.3E‐01 0.094 0.048 5.6E‐02 ‐0.106 0.049 2.7E‐02 0.009 0.014 4.5E‐01 0.099 0.045 3.2E‐02 0.033 0.042 6.5E‐01 ‐ 0 ‐ 0 ‐ WSCD1 (‐246kb),AIPL1 (+53kb),FAM64A (+74k11 AIPL1 (+53kb)

rs1799941 17 7,533,423 A G 0.261 0.993 0.120 0.001 9.2E‐2048 0.021 0.014 1.7E‐01 0.121 0.001 4.1E‐1795 0.099 0.001 1.5E‐1208 0.197 0.003 9.1E‐742 ‐0.034 0.003 7.7E‐23 0.006 0.001 2.7E‐10 0.032 0.003 1.2E‐23 ‐0.090 0.003 1.8E‐219 ‐ 0 ‐ 0 ‐ ACAP1 (‐279kb),KCTD11 (‐275kb),TMEM95 (‐246 SHBG

rs6258 17 7,534,678 C T 0.993 0.966 0.608 0.007 1.2E‐1823 0.091 0.076 2.8E‐01 0.610 0.007 4.6E‐1586 0.661 0.007 7.0E‐1863 0.718 0.018 6.4E‐347 ‐0.249 0.019 5.0E‐43 0.025 0.005 1.2E‐06 0.145 0.017 1.1E‐18 ‐0.555 0.015 7.0E‐286 ‐ 0 ‐ 0 ‐ ACAP1 (‐280kb),KCTD11 (‐276kb),TMEM95 (‐247 SHBG

17:8567107_CA_C 17 8,567,107 CA C 0.994 0.903 0.040 0.007 1.9E‐09 ‐0.042 0.081 6.8E‐01 0.043 0.008 9.8E‐09 0.042 0.008 2.1E‐07 0.053 0.020 1.4E‐02 ‐0.018 0.020 2.3E‐01 0.000 0.005 9.5E‐01 0.025 0.018 3.4E‐01 ‐0.017 0.016 2.3E‐01 ‐ 0 ‐ 0 ‐ KRBA2 (‐287kb),RPL26 (‐281kb),RNF222 (‐266 10 MYH10 (‐33kb)

rs8066941 17 9,588,450 T G 0.761 0.995 0.016 0.001 7.7E‐33 0.022 0.015 1.4E‐01 0.015 0.001 2.2E‐27 0.009 0.001 1.5E‐10 0.021 0.004 5.8E‐08 ‐0.011 0.004 2.6E‐03 0.002 0.001 5.6E‐02 0.006 0.003 5.0E‐02 ‐0.007 0.003 2.3E‐02 ‐ 1 USP43 (+2kb),0 ‐ STX8 (‐109kb),CFAP52 (‐42kb),[USP43],DHRS78 USP43

rs17669311 17 13,837,051 G A 0.611 0.973 0.010 0.001 4.4E‐18 0.003 0.013 9.1E‐01 0.010 0.001 9.8E‐16 0.009 0.001 2.3E‐14 0.016 0.003 4.4E‐07 ‐0.001 0.003 7.1E‐01 ‐0.001 0.001 2.5E‐01 ‐0.001 0.003 6.1E‐01 ‐0.009 0.003 3.5E‐04 ‐ 0 ‐ 0 ‐ CDRT15P1 (+91kb),COX10‐AS1 (+96kb),COX103 CDRT15P1 (+91kb)

17:16062400_TA_T 17 16,062,400 T TA 0.556 0.970 0.007 0.001 5.1E‐12 0.048 0.013 1.9E‐04 0.006 0.001 8.3E‐08 0.005 0.001 3.3E‐06 0.008 0.003 1.1E‐02 ‐0.003 0.003 3.2E‐01 ‐0.001 0.001 4.2E‐01 0.004 0.003 1.1E‐01 ‐0.001 0.003 8.0E‐01 ‐ 0 ‐ 1 ZSWIM7 (‐174ADORA2B (‐183kb),ZSWIM7 (‐159kb),TTC19 (‐14 NCOR1

rs12950562 17 17,995,166 T C 0.614 0.994 0.012 0.001 1.6E‐28 0.045 0.013 5.8E‐04 0.011 0.001 7.4E‐21 0.015 0.001 1.1E‐34 0.017 0.003 1.0E‐08 ‐0.003 0.003 3.1E‐01 0.001 0.001 3.3E‐01 0.006 0.003 3.1E‐02 ‐0.013 0.003 1.0E‐06 ‐ 1 RP1‐178F10.30 ‐ RAI1 (‐280kb),SREBF1 (‐255kb),MIR6777 (‐27819 DRG2

rs2002094 17 28,044,991 C A 0.908 1.000 0.014 0.002 4.0E‐13 0.054 0.022 1.4E‐02 0.012 0.002 9.1E‐09 0.006 0.002 1.9E‐03 0.030 0.005 2.8E‐09 0.009 0.005 8.3E‐02 0.004 0.001 2.0E‐02 0.018 0.005 1.6E‐03 0.003 0.004 5.6E‐01 ‐ 0 ‐ 0 ‐ TAOK1 (‐166kb),ABHD15 (‐151kb),TP53I13 (‐1 8 SSH2

rs2905801 17 29,524,974 T C 0.705 0.999 0.013 0.001 1.2E‐28 ‐0.029 0.014 2.2E‐02 0.014 0.001 3.8E‐28 0.006 0.001 3.3E‐06 0.029 0.003 3.6E‐19 0.007 0.003 6.5E‐02 0.000 0.001 9.8E‐01 0.010 0.003 2.3E‐03 ‐0.007 0.003 7.0E‐03 ‐ 0 ‐ 0 ‐ TEFM (‐292kb),ADAP2 (‐239kb),RNF135 (‐198k10 NF1

rs11867902 17 38,592,070 G A 0.974 0.989 0.022 0.003 2.3E‐10 0.033 0.039 4.0E‐01 0.021 0.004 1.5E‐08 0.025 0.004 2.6E‐13 0.037 0.009 6.0E‐04 ‐0.013 0.010 6.8E‐02 0.001 0.003 8.1E‐01 0.002 0.009 5.4E‐01 ‐0.029 0.008 5.0E‐04 GJD3 / CTD‐220 ‐ 0 ‐ MSL1 (‐299kb),CASC3 (‐264kb),MIR6866 (‐27417 IGFBP4 (+8kb)

rs591939 17 40,698,075 A G 0.751 0.996 0.007 0.001 8.7E‐09 ‐0.062 0.014 1.1E‐05 0.009 0.001 2.7E‐11 0.007 0.001 1.8E‐06 0.022 0.003 1.8E‐10 0.005 0.004 1.3E‐01 0.002 0.001 1.1E‐02 ‐0.002 0.003 6.8E‐01 ‐0.012 0.003 6.5E‐05 MLX 0 ‐ 0 ‐ STAT5B (‐270kb),STAT5A (‐234kb),STAT3 (‐15831 NAGLU (‐2kb)

rs111767734 17 42,111,443 T G 0.988 0.977 0.032 0.005 9.1E‐10 0.036 0.059 6.0E‐01 0.032 0.006 7.6E‐09 0.024 0.006 1.3E‐05 0.028 0.014 4.9E‐02 ‐0.030 0.014 3.0E‐02 0.000 0.004 9.9E‐01 0.001 0.013 9.7E‐01 ‐0.040 0.012 8.9E‐04 ‐ 0 ‐ 0 ‐ SOST (‐275kb),DUSP3 (‐255kb),C17orf105 (‐2427 LSM12 (+1kb)

rs142627977 17 45,562,744 C CAAGT 0.509 0.990 0.012 0.001 1.1E‐26 0.000 0.013 9.9E‐01 0.012 0.001 5.1E‐24 0.019 0.001 7.7E‐59 0.010 0.003 6.2E‐04 ‐0.012 0.003 9.8E‐05 ‐0.001 0.001 5.1E‐01 ‐0.001 0.003 5.0E‐01 ‐0.023 0.003 1.1E‐20 ‐ 0 ‐ 1 MRPL45P2 (‐1CDC27 (‐296kb),MYL4 (‐262kb),ITGB3 (‐173kb 10 MRPL45P2

rs11655704 17 47,448,172 C T 0.315 1.000 0.030 0.001 1.5E‐147 ‐0.033 0.013 1.5E‐02 0.031 0.001 4.9E‐136 0.034 0.001 7.5E‐158 0.055 0.003 4.6E‐70 ‐0.003 0.003 5.5E‐01 0.001 0.001 3.2E‐01 0.008 0.003 2.8E‐03 ‐0.031 0.003 3.1E‐29 ‐ 0 ‐ 1 ZNF652 (‐45kbB4GALNT2 (‐201kb),GNGT2 (‐160kb),ABI3 (‐1415 LOC102724596

rs753645751 17 59,240,686 G GA 0.797 0.967 0.008 0.001 2.9E‐09 ‐0.032 0.016 5.0E‐02 0.009 0.002 4.0E‐10 0.004 0.002 2.9E‐03 0.009 0.004 2.2E‐02 ‐0.009 0.004 1.7E‐02 0.002 0.001 4.7E‐02 0.008 0.004 1.8E‐02 0.000 0.003 7.8E‐01 ‐ 0 ‐ 0 ‐ [BCAS3],LOC101927855 (+198kb),TBX2‐AS1 (+6 BCAS3

rs1991401 17 62,502,435 G A 0.313 0.985 0.007 0.001 9.9E‐09 0.007 0.014 5.2E‐01 0.007 0.001 1.6E‐07 0.004 0.001 4.6E‐03 0.005 0.003 1.6E‐01 ‐0.011 0.003 6.5E‐04 ‐0.001 0.001 2.9E‐01 ‐0.010 0.003 7.0E‐04 ‐0.008 0.003 4.1E‐03 ‐ 0 ‐ 0 ‐ ERN1 (‐295kb),SNHG25 (‐279kb),SNORD104 (‐17 DDX5

rs1801689 17 64,210,580 A C 0.970 1.000 0.034 0.003 6.2E‐25 0.012 0.036 7.5E‐01 0.033 0.004 1.8E‐21 0.042 0.004 1.2E‐35 0.040 0.009 2.2E‐06 ‐0.028 0.009 2.0E‐03 ‐0.005 0.002 5.9E‐02 ‐0.031 0.008 2.2E‐04 ‐0.057 0.007 6.6E‐15 APOH 0 ‐ 0 ‐ CEP112 (‐22kb),[APOH],PRKCA (+88kb),PRKCA4 APOH



rs9914426 17 65,126,641 G C 0.539 0.998 0.009 0.001 1.2E‐14 0.026 0.013 3.8E‐02 0.008 0.001 1.7E‐11 0.008 0.001 2.1E‐11 0.015 0.003 2.0E‐06 0.002 0.003 6.3E‐01 0.002 0.001 3.4E‐02 0.001 0.003 8.9E‐01 ‐0.008 0.003 8.2E‐04 ‐ 0 ‐ 0 ‐ CACNG5 (‐245kb),CACNG4 (‐97kb),CACNG1 (‐77 HELZ

17:67080811_CT_C 17 67,080,811 C CT 0.646 0.851 0.010 0.001 2.4E‐13 0.046 0.014 1.0E‐03 0.008 0.001 1.7E‐09 0.006 0.001 6.1E‐06 0.015 0.003 1.5E‐05 ‐0.002 0.003 5.3E‐01 0.000 0.001 7.3E‐01 ‐0.008 0.003 2.5E‐02 ‐0.007 0.003 1.7E‐02 ‐ 0 ‐ 0 ‐ ABCA8 (‐129kb),ABCA9 (‐24kb),ABCA9‐AS1 (‐69 ABCA6

rs202128511 17 73,226,458 T TTG 0.214 0.952 0.012 0.001 1.1E‐17 ‐0.037 0.016 8.8E‐03 0.013 0.001 1.0E‐17 0.008 0.001 1.2E‐08 0.023 0.004 3.1E‐10 0.001 0.004 5.8E‐01 0.002 0.001 4.3E‐02 0.002 0.003 7.6E‐01 ‐0.004 0.003 1.3E‐01 ‐ 2 MRPS7 (+34kb2 NUP85 (‐10kbOTOP2 (‐296kb),OTOP3 (‐280kb),HID1 (‐258kb26 NUP85

rs7210574 17 73,824,121 C T 0.329 0.993 0.010 0.001 2.3E‐20 0.033 0.013 8.4E‐03 0.010 0.001 8.1E‐16 0.010 0.001 1.5E‐14 0.017 0.003 4.7E‐09 ‐0.002 0.003 5.7E‐01 0.001 0.001 4.1E‐01 ‐0.007 0.003 3.2E‐02 ‐0.012 0.003 8.5E‐06 UNC13D 1 GALK1 (‐69kb 0 ‐ LLGL2 (‐253kb),MYO15B (‐201kb),RECQL5 (‐1627 UNC13D

rs754959778 17 77,784,494 CGT C 0.661 0.962 0.006 0.001 2.3E‐08 0.054 0.013 1.0E‐04 0.005 0.001 8.7E‐05 0.005 0.001 1.3E‐04 ‐0.001 0.003 8.3E‐01 ‐0.011 0.003 1.2E‐03 ‐0.001 0.001 4.2E‐01 ‐0.010 0.003 5.4E‐04 ‐0.013 0.003 1.5E‐06 ‐ 0 ‐ 0 ‐ RBFOX3 (‐272kb),MIR4739 (‐103kb),LINC020713 CBX8 (‐14kb)

rs36013981 17 79,493,307 A G 0.604 0.994 0.006 0.001 8.2E‐11 0.005 0.013 6.3E‐01 0.007 0.001 3.8E‐10 0.008 0.001 9.7E‐14 0.015 0.003 8.9E‐08 0.006 0.003 6.2E‐02 ‐0.001 0.001 4.6E‐01 0.002 0.003 4.0E‐01 ‐0.009 0.003 3.9E‐04 ‐ 0 ‐ 0 ‐ CEP131 (‐297kb),TEPSIN (‐280kb),LOC105371927 FSCN2 (+2kb)

rs111917063 18 2,656,893 C G 0.979 0.966 0.020 0.004 2.3E‐08 0.069 0.044 1.0E‐01 0.019 0.004 1.4E‐06 0.022 0.004 5.2E‐07 0.037 0.011 3.2E‐04 0.012 0.011 2.7E‐01 0.007 0.003 2.6E‐02 ‐0.008 0.010 2.5E‐01 ‐0.020 0.009 1.7E‐02 ‐ 0 ‐ 0 ‐ METTL4 (‐85kb),NDC80 (‐40kb),CBX3P2 (‐1kb)7 SMCHD1

rs55855238 18 55,089,715 C T 0.649 1.000 0.008 0.001 3.0E‐14 ‐0.014 0.013 2.6E‐01 0.009 0.001 3.8E‐13 0.012 0.001 6.0E‐20 0.016 0.003 8.3E‐08 0.001 0.003 8.4E‐01 0.000 0.001 6.5E‐01 ‐0.002 0.003 5.1E‐01 ‐0.008 0.003 1.3E‐03 ‐ 0 ‐ 0 ‐ BOD1L2 (‐272kb),ST8SIA3 (‐54kb),ONECUT2 (+7 ONECUT2 (+13kb)

rs10871794 18 59,342,210 A G 0.697 0.990 0.007 0.001 6.0E‐09 0.020 0.014 1.1E‐01 0.006 0.001 1.8E‐06 0.005 0.001 3.0E‐05 0.014 0.003 2.0E‐05 0.003 0.003 3.7E‐01 0.001 0.001 5.5E‐01 0.002 0.003 5.1E‐01 ‐0.005 0.003 7.4E‐02 ‐ 0 ‐ 0 ‐ CDH20 (‐119kb),LINC01544 (+73kb),RNF152 (+3 LINC01544 (+73kb)

rs12454712 18 60,845,884 C T 0.377 1.000 0.008 0.001 1.2E‐13 0.068 0.013 1.3E‐07 0.006 0.001 7.5E‐08 0.010 0.001 3.2E‐18 0.009 0.003 5.5E‐04 ‐0.005 0.003 1.2E‐01 0.000 0.001 8.1E‐01 0.000 0.003 6.6E‐01 ‐0.008 0.003 1.3E‐03 ‐ 0 ‐ 0 ‐ PHLPP1 (‐198kb),[BCL2],KDSR (+149kb),VPS4B5 BCL2

rs1788641 18 71,949,629 A G 0.688 0.995 0.008 0.001 8.0E‐12 0.043 0.013 7.5E‐04 0.007 0.001 2.0E‐07 0.007 0.001 4.8E‐09 0.011 0.003 3.9E‐03 ‐0.002 0.003 4.0E‐01 0.000 0.001 8.5E‐01 0.022 0.003 3.0E‐13 0.004 0.003 1.6E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐135kb),TIMM21 (‐123kb),[CYB5A],C 8 CYB5A

rs62134282 19 677,646 T C 0.500 0.994 0.007 0.001 5.8E‐10 ‐0.002 0.013 9.1E‐01 0.007 0.001 7.4E‐09 0.003 0.001 3.9E‐03 0.010 0.003 2.9E‐04 ‐0.001 0.003 8.2E‐01 0.001 0.001 2.0E‐01 ‐0.005 0.003 8.6E‐02 ‐0.004 0.003 1.1E‐01 ‐ 0 ‐ 0 ‐ C2CD4C (‐268kb),SHC2 (‐217kb),ODF3L2 (‐20329 FSTL3

rs1640267 19 2,789,337 C T 0.286 0.993 0.017 0.001 1.9E‐45 ‐0.019 0.014 1.9E‐01 0.017 0.001 5.9E‐41 0.021 0.001 5.9E‐60 0.032 0.003 1.1E‐22 0.000 0.003 9.0E‐01 0.001 0.001 2.7E‐01 0.006 0.003 8.0E‐02 ‐0.021 0.003 1.3E‐13 ‐ 2 AES (+269kb),1 AES (+269kb),GNG7 (‐87kb),MIR7850 (‐159kb),DIRAS1 (‐68k14 THOP1

rs11539938 19 3,062,857 C T 0.421 0.921 0.012 0.001 3.4E‐19 0.033 0.013 7.4E‐03 0.010 0.001 2.3E‐14 0.009 0.001 7.2E‐12 0.013 0.003 8.9E‐05 ‐0.006 0.003 1.1E‐01 ‐0.001 0.001 1.5E‐01 0.005 0.003 8.9E‐02 ‐0.009 0.003 5.5E‐04 ‐ 2 AES (‐5kb),ZN 1 AES (‐5kb), SGTA (‐280kb),THOP1 (‐249kb),ZNF554 (‐226k17 AES

rs60018147 19 3,375,572 G A 0.121 0.902 0.013 0.002 1.5E‐12 ‐0.015 0.020 5.6E‐01 0.013 0.002 1.0E‐12 0.016 0.002 6.1E‐15 0.021 0.005 7.9E‐06 ‐0.002 0.005 8.7E‐01 ‐0.001 0.001 4.2E‐01 0.003 0.005 7.4E‐01 ‐0.016 0.004 7.4E‐05 ‐ 0 ‐ 0 ‐ GNA11 (‐252kb),GNA15 (‐212kb),LOC100996318 NFIC

19:7223973_TTTG_T 19 7,223,973 TTTG T 0.578 0.986 0.012 0.001 1.0E‐26 0.014 0.013 2.6E‐01 0.011 0.001 1.9E‐21 0.019 0.001 4.4E‐54 0.015 0.003 3.5E‐07 ‐0.009 0.003 2.1E‐03 0.000 0.001 9.4E‐01 0.010 0.003 2.6E‐04 ‐0.014 0.003 1.9E‐08 ‐ 0 ‐ 0 ‐ ADGRE1 (‐284kb),ADGRE4P (‐233kb),FLJ2575810 INSR

rs10411958 19 13,113,641 C T 0.533 0.993 0.007 0.001 2.2E‐09 0.010 0.013 4.4E‐01 0.007 0.001 1.6E‐07 0.003 0.001 3.2E‐03 0.010 0.003 2.1E‐03 ‐0.001 0.003 8.9E‐01 0.001 0.001 8.5E‐02 ‐0.001 0.003 7.2E‐01 ‐0.005 0.003 5.4E‐02 ‐ 0 ‐ 0 ‐ TNPO2 (‐279kb),SNORD135 (‐299kb),SNORD4 32 NFIX

rs10421262 19 14,172,951 T G 0.576 0.969 0.011 0.001 9.3E‐24 ‐0.012 0.013 4.2E‐01 0.011 0.001 3.6E‐22 0.006 0.001 2.9E‐08 0.021 0.003 1.7E‐12 0.004 0.003 1.5E‐01 0.002 0.001 3.9E‐02 0.004 0.003 3.5E‐01 ‐0.005 0.003 3.0E‐02 ‐ 0 ‐ 0 ‐ CCDC130 (‐299kb),MRI1 (‐288kb),C19orf53 (‐229 PALM3 (‐3kb)

rs202200760 19 17,346,854 C G 0.039 0.837 0.071 0.003 5.0E‐112 ‐0.020 0.035 6.7E‐01 0.071 0.003 3.7E‐98 0.076 0.003 5.2E‐120 0.120 0.009 8.6E‐48 ‐0.011 0.009 2.3E‐01 0.004 0.002 1.2E‐01 0.024 0.008 3.2E‐03 ‐0.063 0.007 2.3E‐19 AC010646.3 0 ‐ 0 ‐ CPAMD8 (‐209kb),HAUS8 (‐161kb),MYO9B (‐223 NR2F6

rs35824797 19 19,456,264 C T 0.922 0.994 0.012 0.002 1.0E‐11 ‐0.099 0.023 1.4E‐05 0.016 0.002 1.1E‐14 0.003 0.002 3.6E‐01 0.044 0.006 1.7E‐15 0.017 0.006 1.2E‐02 0.002 0.002 2.2E‐01 0.009 0.005 1.7E‐01 ‐0.010 0.005 2.8E‐02 ‐ 0 ‐ 0 ‐ ARMC6 (‐287kb),SLC25A42 (‐232kb),TMEM16 23 MAU2

rs67527887 19 33,913,745 T C 0.513 0.851 0.009 0.001 2.0E‐14 0.044 0.014 1.4E‐03 0.007 0.001 4.7E‐09 0.008 0.001 1.7E‐10 0.011 0.003 4.7E‐04 ‐0.003 0.003 2.6E‐01 ‐0.001 0.001 4.9E‐01 0.002 0.003 6.8E‐01 ‐0.006 0.003 6.3E‐02 ‐ 0 ‐ 0 ‐ GPATCH1 (‐292kb),WDR88 (‐247kb),LRP3 (‐219 PEPD

rs45512696 19 35,550,878 T C 0.174 1.000 0.021 0.002 9.8E‐47 0.007 0.016 8.3E‐01 0.021 0.002 1.1E‐41 0.021 0.002 1.4E‐39 0.033 0.004 2.4E‐17 0.009 0.004 4.2E‐02 ‐0.001 0.001 2.3E‐01 0.001 0.004 7.1E‐01 ‐0.019 0.003 5.2E‐09 ‐ 0 ‐ 0 ‐ ZNF599 (‐287kb),LINC01801 (‐227kb),LINC00925 HPN,HPN‐AS1

rs11666245 19 38,229,926 G A 0.953 1.000 0.017 0.003 1.0E‐11 0.035 0.029 2.6E‐01 0.016 0.003 2.2E‐09 0.016 0.003 1.8E‐09 0.028 0.007 8.1E‐05 0.002 0.007 8.9E‐01 0.005 0.002 2.5E‐02 ‐0.016 0.007 1.8E‐02 ‐0.022 0.006 1.3E‐04 ZNF573 0 ‐ 0 ‐ ZNF569 (‐272kb),ZNF570 (‐250kb),ZNF793‐AS115 ZNF573

rs7254776 19 45,227,742 C T 0.352 0.989 0.006 0.001 3.6E‐08 0.034 0.013 7.0E‐03 0.005 0.001 3.2E‐05 0.005 0.001 8.8E‐05 0.009 0.003 9.0E‐04 0.001 0.003 6.6E‐01 0.000 0.001 9.4E‐01 0.001 0.003 6.0E‐01 0.002 0.003 5.5E‐01 ‐ 0 ‐ 0 ‐ ZNF229 (‐275kb),ZNF180 (‐223kb),CEACAM2023 CEACAM16 (‐14kb)

rs190712692 19 45,425,178 A G 0.054 0.937 0.017 0.003 8.6E‐12 0.091 0.029 1.9E‐03 0.014 0.003 1.3E‐07 0.015 0.003 3.6E‐07 0.019 0.007 4.1E‐03 ‐0.009 0.007 3.3E‐01 0.001 0.002 4.3E‐01 ‐0.008 0.006 2.0E‐01 ‐0.011 0.006 5.3E‐02 ‐ 0 ‐ 0 ‐ IGSF23 (‐285kb),PVR (‐256kb),MIR4531 (‐268k28 APOC1 (‐3kb)

rs34255979 19 46,384,830 T C 0.119 0.995 0.028 0.002 2.7E‐63 0.019 0.019 3.2E‐01 0.027 0.002 4.0E‐51 0.028 0.002 7.9E‐52 0.047 0.005 2.2E‐23 ‐0.001 0.005 5.7E‐01 0.004 0.001 5.6E‐03 0.013 0.004 2.7E‐03 ‐0.023 0.004 1.5E‐09 ‐ 0 ‐ 0 ‐ OPA3 (‐297kb),GPR4 (‐279kb),EML2 (‐236kb),M29 IRF2BP1 (+2kb)

rs111981233 19 50,016,479 G T 0.079 1.000 0.025 0.002 7.7E‐36 ‐0.034 0.023 1.5E‐01 0.026 0.002 8.2E‐33 0.018 0.002 1.2E‐15 0.051 0.006 3.0E‐20 0.000 0.006 7.8E‐01 0.000 0.002 9.6E‐01 ‐0.004 0.005 3.9E‐01 ‐0.013 0.005 6.0E‐03 RCN3 0 ‐ 0 ‐ SLC6A16 (‐188kb),MIR4324 (‐204kb),CD37 (‐1 38 FCGRT

rs4077285 19 56,599,405 G C 0.906 0.985 0.012 0.002 1.7E‐08 ‐0.002 0.022 1.0E+00 0.012 0.002 8.8E‐08 0.011 0.002 1.8E‐08 0.020 0.005 4.5E‐04 0.001 0.005 9.5E‐01 0.000 0.001 7.5E‐01 0.009 0.005 9.4E‐02 ‐0.005 0.004 1.8E‐01 ZNF787 0 ‐ 0 ‐ NLRP11 (‐251kb),NLRP4 (‐206kb),NLRP13 (‐1513 ZNF787

rs144794875 19 58,391,476 G A 0.145 0.958 0.009 0.002 2.8E‐09 0.013 0.018 4.5E‐01 0.010 0.002 7.3E‐09 0.004 0.002 7.6E‐03 0.006 0.004 1.5E‐01 ‐0.007 0.004 6.5E‐02 0.000 0.001 9.4E‐01 0.002 0.004 4.9E‐01 ‐0.001 0.004 7.4E‐01 ZNF587B 0 ‐ 0 ‐ ZIK1 (‐286kb),ZNF530 (‐267kb),ZNF134 (‐255k 26 ZNF814

rs771193934 20 17,844,518 AGGCATA 0.342 0.990 0.007 0.001 1.8E‐09 0.021 0.013 1.7E‐01 0.006 0.001 6.6E‐07 0.010 0.001 3.8E‐14 0.010 0.003 1.8E‐04 0.001 0.003 5.6E‐01 0.000 0.001 5.9E‐01 0.000 0.003 9.3E‐01 ‐0.010 0.003 6.7E‐05 ‐ 0 ‐ 0 ‐ BFSP1 (‐295kb),DSTN (‐256kb),RRBP1 (‐182kb 10 SNX5 (+78kb)

rs186915841 20 22,433,293 C T 0.998 0.850 0.098 0.015 7.4E‐11 0.049 0.156 7.5E‐01 0.094 0.015 6.3E‐09 0.041 0.016 1.1E‐02 0.142 0.038 4.8E‐04 0.001 0.038 9.5E‐01 0.004 0.011 7.5E‐01 0.031 0.036 3.1E‐01 ‐0.052 0.032 1.6E‐01 ‐ 0 ‐ 0 ‐ LINC01427 (‐170kb),LOC284788 (‐32kb),LINC05 LOC284788 (‐32kb)

rs13042148 20 32,298,286 C T 0.844 0.997 0.013 0.002 5.6E‐20 0.016 0.017 2.4E‐01 0.012 0.002 1.4E‐14 0.016 0.002 1.9E‐21 0.009 0.004 5.9E‐03 ‐0.014 0.004 1.8E‐03 0.000 0.001 6.5E‐01 ‐0.010 0.004 7.8E‐03 ‐0.016 0.004 3.2E‐06 ‐ 0 ‐ 0 ‐ SNTA1 (‐267kb),CBFA2T2 (‐60kb),NECAB3 (‐3612 PXMP4

rs749761903 20 32,971,168 A AT 0.447 0.904 0.007 0.001 4.6E‐11 ‐0.005 0.013 8.1E‐01 0.008 0.001 4.0E‐10 0.009 0.001 3.2E‐13 0.002 0.003 4.4E‐01 ‐0.015 0.003 2.2E‐06 0.000 0.001 6.7E‐01 0.002 0.003 6.3E‐01 ‐0.006 0.003 1.3E‐02 ‐ 0 ‐ 0 ‐ EIF2S2 (‐271kb),ASIP (‐114kb),AHCY (‐72kb),[IT8 ITCH

rs4812336 20 37,547,374 A G 0.303 0.997 0.008 0.001 5.7E‐12 0.031 0.014 2.6E‐02 0.008 0.001 9.2E‐09 0.005 0.001 4.6E‐05 0.014 0.003 2.5E‐05 0.002 0.003 5.7E‐01 0.001 0.001 2.1E‐01 ‐0.001 0.003 9.5E‐01 ‐0.004 0.003 1.2E‐01 FAM83D 0 ‐ 0 ‐ ARHGAP40 (‐268kb),SLC32A1 (‐189kb),ACTR5 7 PPP1R16B

rs3795128 20 39,774,163 C T 0.484 0.998 0.010 0.001 1.7E‐23 0.011 0.013 3.7E‐01 0.010 0.001 1.5E‐17 0.009 0.001 1.1E‐11 0.020 0.003 3.1E‐13 0.006 0.003 3.1E‐02 0.000 0.001 5.9E‐01 0.003 0.003 1.9E‐01 ‐0.009 0.003 3.1E‐04 PLCG1 0 ‐ 0 ‐ LOC100128988 (‐120kb),TOP1 (‐21kb),PLCG1‐ 9 PLCG1

rs3746575 20 43,058,096 G C 0.597 0.954 0.017 0.001 4.7E‐49 ‐0.003 0.013 8.2E‐01 0.017 0.001 2.2E‐43 0.016 0.001 3.0E‐36 0.029 0.003 3.4E‐20 0.001 0.003 8.9E‐01 0.002 0.001 4.4E‐02 0.010 0.003 2.4E‐03 ‐0.012 0.003 7.4E‐07 ‐ 0 ‐ 0 ‐ JPH2 (‐242kb),OSER1 (‐219kb),OSER1‐AS1 (‐2018 HNF4A

rs4809604 20 45,550,489 T G 0.574 0.977 0.007 0.001 1.7E‐09 0.011 0.013 3.6E‐01 0.006 0.001 1.1E‐07 0.007 0.001 4.2E‐08 0.010 0.003 9.7E‐04 ‐0.002 0.003 6.2E‐01 0.000 0.001 9.8E‐01 0.004 0.003 1.2E‐01 ‐0.001 0.003 4.4E‐01 ‐ 0 ‐ 0 ‐ SLC13A3 (‐237kb),TP53RK (‐232kb),SLC2A10 (‐6 EYA2

rs201764793 20 47,531,640 TTTC T 0.342 0.970 0.007 0.001 4.2E‐09 ‐0.056 0.013 2.9E‐05 0.009 0.001 6.7E‐13 0.003 0.001 1.6E‐03 0.011 0.003 7.5E‐04 ‐0.007 0.003 3.0E‐02 0.001 0.001 3.9E‐01 0.004 0.003 2.2E‐01 ‐0.005 0.003 4.4E‐02 ‐ 0 ‐ 0 ‐ PREX1 (‐87kb),ARFGEF2 (+7kb),CSE1L‐AS1 (+1 5 ARFGEF2 (+7kb)

rs78319058 20 49,020,571 T C 0.022 1.000 0.025 0.004 2.3E‐11 0.022 0.042 6.2E‐01 0.025 0.004 4.2E‐10 0.016 0.004 3.5E‐04 0.032 0.010 1.8E‐03 ‐0.015 0.010 9.0E‐02 0.002 0.003 5.4E‐01 ‐0.014 0.010 1.1E‐01 ‐0.016 0.009 7.0E‐02 ‐ 0 ‐ 0 ‐ TMEM189‐UBE2V1 (‐250kb),UBE2V1 (‐288kb) 14 LINC01271 (‐83kb)

rs73909848 20 49,570,403 G A 0.073 0.995 0.016 0.002 2.5E‐14 0.082 0.024 4.0E‐04 0.014 0.002 1.3E‐09 0.018 0.002 9.5E‐15 0.015 0.006 7.1E‐03 ‐0.012 0.006 4.3E‐02 0.000 0.002 8.1E‐01 0.007 0.005 2.4E‐01 ‐0.018 0.005 2.8E‐04 ‐ 0 ‐ 0 ‐ FAM65C (‐262kb),LOC100506175 (‐294kb),PA 9 DPM1

rs1058319 20 62,374,389 T C 0.135 0.948 0.010 0.002 9.0E‐10 0.009 0.019 6.2E‐01 0.009 0.002 1.6E‐07 0.006 0.002 3.6E‐04 0.024 0.005 1.5E‐08 0.007 0.005 8.8E‐02 0.003 0.001 2.3E‐02 0.005 0.004 1.2E‐01 ‐0.005 0.004 1.4E‐01 ‐ 0 ‐ 0 ‐ KCNQ2 (‐270kb),EEF1A2 (‐244kb),PPDPF (‐22135 SLC2A4RG

rs2234694 21 33,038,865 A C 0.956 1.000 0.014 0.003 8.9E‐09 0.042 0.030 1.6E‐01 0.013 0.003 6.7E‐07 0.009 0.003 1.5E‐04 0.015 0.007 2.6E‐02 ‐0.011 0.007 1.8E‐01 ‐0.003 0.002 1.4E‐01 0.006 0.007 2.4E‐01 0.003 0.006 7.9E‐01 ‐ 0 ‐ 0 ‐ TIAM1 (‐108kb),LOC150051 (‐106kb),[SOD1],S5 SOD1

rs2238799 22 20,109,325 G A 0.390 0.989 0.005 0.001 9.9E‐09 ‐0.058 0.013 5.4E‐06 0.007 0.001 5.8E‐11 0.005 0.001 4.9E‐04 0.013 0.003 3.6E‐06 0.002 0.003 6.4E‐01 ‐0.001 0.001 4.6E‐01 ‐0.003 0.003 3.8E‐01 ‐0.005 0.003 7.9E‐02 ‐ 0 ‐ 0 ‐ GNB1L (‐267kb),C22orf29 (‐267kb),TXNRD2 (‐ 24 RANBP1

rs41412647 22 24,292,178 C A 0.431 0.968 0.010 0.001 5.1E‐20 ‐0.006 0.013 6.5E‐01 0.010 0.001 1.4E‐16 0.005 0.001 1.1E‐04 0.016 0.003 9.5E‐08 ‐0.001 0.003 8.7E‐01 0.002 0.001 6.4E‐02 ‐0.009 0.003 1.9E‐03 ‐0.010 0.003 1.8E‐04 ‐ 10 DDT (+27kb),D5 AP000350.5 (‐GUSBP11 (‐233kb),RGL4 (‐251kb),ZNF70 (‐19923 GSTT2B (+7kb)

rs6005840 22 29,101,357 A G 0.327 0.999 0.016 0.001 1.5E‐40 ‐0.023 0.013 9.8E‐02 0.017 0.001 4.0E‐39 0.008 0.001 9.0E‐11 0.023 0.003 1.3E‐12 ‐0.006 0.003 2.7E‐02 0.001 0.001 1.8E‐01 0.013 0.003 1.5E‐05 ‐0.001 0.003 7.3E‐01 ‐ 0 ‐ 0 ‐ TTC28 (‐26kb),MIR5739 (‐245kb),[CHEK2],HSC7 CHEK2

rs5749082 22 30,770,603 T A 0.293 1.000 0.009 0.001 8.7E‐15 ‐0.001 0.014 9.5E‐01 0.009 0.001 5.3E‐12 0.013 0.001 4.6E‐23 0.018 0.003 6.1E‐08 0.001 0.003 5.7E‐01 0.001 0.001 1.8E‐01 0.007 0.003 4.4E‐02 ‐0.010 0.003 2.6E‐04 ‐ 0 ‐ 0 ‐ HORMAD2‐AS1 (‐294kb),HORMAD2 (‐198kb),L21 CCDC157,KIAA1656

rs7286550 22 38,196,760 G A 0.701 0.999 0.007 0.001 2.5E‐09 ‐0.046 0.014 4.0E‐04 0.008 0.001 2.8E‐10 0.005 0.001 1.3E‐04 0.010 0.003 1.4E‐03 ‐0.005 0.003 2.6E‐01 0.000 0.001 7.2E‐01 ‐0.004 0.003 1.6E‐01 ‐0.009 0.003 1.7E‐03 GCAT / TRIOB0 ‐ 0 ‐ CARD10 (‐282kb),CDC42EP1 (‐231kb),LGALS2  26 H1F0 (+4kb)

rs738409 22 44,324,727 G C 0.216 1.000 0.029 0.001 3.4E‐98 ‐0.038 0.015 8.6E‐03 0.031 0.001 1.8E‐96 0.017 0.002 1.1E‐30 0.051 0.004 4.3E‐43 0.003 0.004 6.7E‐01 0.000 0.001 9.7E‐01 0.005 0.003 2.1E‐01 ‐0.017 0.003 1.7E‐08 PNPLA3 0 ‐ 0 ‐ EFCAB6 (‐117kb),SULT4A1 (‐66kb),PNPLA5 (‐3 7 PNPLA3

rs112352679 22 50,318,514 T C 0.810 0.991 0.009 0.001 2.1E‐11 ‐0.013 0.016 4.5E‐01 0.010 0.002 2.6E‐10 0.004 0.002 1.5E‐02 0.008 0.004 2.8E‐02 ‐0.005 0.004 3.0E‐01 0.001 0.001 5.7E‐01 0.004 0.004 2.9E‐01 ‐0.003 0.003 3.5E‐01 ALG12 / ZBED0 ‐ 0 ‐ C22orf34 (‐267kb),BRD1 (‐97kb),ZBED4 (‐35kb11 CRELD2

rs211644 23 2,862,721 C T 0.691 0.859 0.006 0.001 6.9E‐11 ‐0.013 0.010 1.9E‐01 0.006 0.001 2.1E‐10 0.007 0.001 8.4E‐08 0.011 0.002 4.8E‐07 0.001 0.002 4.4E‐01 ‐0.001 0.001 4.3E‐01 ‐0.003 0.003 4.1E‐01 ‐0.007 0.003 2.0E‐02 ‐ 0 ‐ 0 ‐ CD99P1 (‐287kb),CD99 (‐203kb),XG (‐128kb),G9 ARSE

rs73631501 23 9,572,187 T C 0.097 0.988 0.011 0.001 6.5E‐17 0.005 0.015 7.1E‐01 0.011 0.001 1.6E‐15 0.012 0.002 3.7E‐09 ‐0.010 0.004 3.4E‐03 ‐0.035 0.004 4.5E‐23 ‐0.004 0.001 6.0E‐04 ‐0.007 0.005 1.2E‐01 ‐0.016 0.004 8.2E‐05 ‐ 0 ‐ 0 ‐ [TBL1X],GPR143 (+121kb),SHROOM2 (+182kb 3 TBL1X

rs780309846 23 15,286,456 AAAAAAA 0.472 0.978 0.005 0.001 8.1E‐11 0.010 0.009 2.4E‐01 0.005 0.001 1.3E‐08 0.004 0.001 1.5E‐04 0.006 0.002 4.1E‐03 ‐0.003 0.002 9.5E‐02 0.000 0.001 5.5E‐01 ‐0.002 0.003 4.9E‐01 ‐0.004 0.003 1.5E‐01 ‐ 0 ‐ 0 ‐ [ASB9],ASB11 (+13kb),PIGA (+51kb),PIR‐FIGF (8 ASB9

rs6632893 23 16,789,928 A C 0.706 0.984 0.006 0.001 6.8E‐11 ‐0.008 0.010 3.8E‐01 0.006 0.001 1.3E‐10 0.008 0.001 6.0E‐09 0.011 0.002 6.5E‐07 0.002 0.002 4.2E‐01 0.001 0.001 7.1E‐02 0.000 0.003 9.0E‐01 ‐0.005 0.003 7.1E‐02 ‐ 0 ‐ 0 ‐ CTPS2 (‐59kb),MIR548AM (‐145kb),S100G (‐117 SYAP1 (‐9kb)

rs7892835 23 20,184,037 G A 0.854 0.989 0.008 0.001 6.0E‐17 ‐0.008 0.013 5.4E‐01 0.008 0.001 3.9E‐15 0.005 0.002 1.2E‐03 0.011 0.003 4.9E‐05 ‐0.003 0.003 4.0E‐01 ‐0.001 0.001 1.7E‐01 0.013 0.004 8.6E‐04 0.002 0.004 4.2E‐01 ‐ 0 ‐ 0 ‐ SH3KBP1 (‐278kb),CXorf23 (‐196kb),LOC729609 RPS6KA3

rs148427769 23 54,004,538 G C 0.029 0.992 0.014 0.002 2.0E‐09 0.010 0.026 7.9E‐01 0.014 0.003 2.8E‐08 0.012 0.004 1.1E‐03 0.016 0.006 9.2E‐03 ‐0.008 0.006 2.0E‐01 0.001 0.002 7.6E‐01 0.007 0.008 4.8E‐01 ‐0.007 0.008 3.6E‐01 ‐ 0 ‐ 0 ‐ HUWE1 (‐291kb),[PHF8],FAM120C (+90kb),W 4 PHF8

rs778239811 23 55,529,635 T TAC 0.732 0.934 0.006 0.001 6.8E‐11 0.000 0.010 9.6E‐01 0.006 0.001 4.3E‐09 0.002 0.001 1.6E‐01 ‐0.018 0.002 3.2E‐14 ‐0.036 0.002 4.4E‐48 ‐0.001 0.001 6.8E‐02 0.000 0.003 8.3E‐01 ‐0.006 0.003 1.9E‐02 ‐ 0 ‐ 0 ‐ PAGE5 (‐279kb),PAGE3 (‐238kb),LOC100421749 USP51 (‐14kb)

rs200138078 23 66,173,624 C T 0.852 0.969 0.009 0.001 5.3E‐17 0.069 0.013 4.3E‐08 0.007 0.001 1.3E‐08 0.005 0.002 2.1E‐03 0.042 0.003 6.9E‐47 0.036 0.003 3.3E‐34 0.005 0.001 2.4E‐10 ‐0.001 0.004 9.3E‐01 ‐0.008 0.004 2.3E‐02 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1418334 23 109,833,139 G A 0.390 0.998 0.042 0.001 1.6E‐604 0.062 0.009 1.2E‐11 0.040 0.001 3.3E‐474 0.027 0.001 3.1E‐113 0.063 0.002 1.9E‐187 ‐0.007 0.002 1.0E‐03 0.003 0.001 2.4E‐06 0.023 0.003 1.3E‐15 ‐0.015 0.003 2.2E‐09 ‐ 0 ‐ 0 ‐ AMMECR1 (‐150kb),RGAG1 (‐134kb),TDGF1P34 TDGF1P3 (‐67kb)

rs73266316 23 111,072,833 T C 0.072 0.643 0.013 0.002 1.9E‐14 0.008 0.020 5.5E‐01 0.013 0.002 7.5E‐12 0.004 0.003 8.5E‐02 0.022 0.005 1.7E‐06 0.004 0.005 4.6E‐01 0.001 0.001 2.8E‐01 0.007 0.006 2.0E‐01 ‐0.002 0.006 8.6E‐01 ‐ 0 ‐ 0 ‐ ALG13 (‐69kb),[TRPC5],TRPC5OS (+46kb),ZCCH4 TRPC5

rs12690320 23 115,014,699 G A 0.557 0.966 0.005 0.001 3.4E‐10 0.016 0.009 5.9E‐02 0.005 0.001 5.6E‐08 0.001 0.001 8.4E‐01 0.008 0.002 3.9E‐04 0.000 0.002 9.9E‐01 0.000 0.001 6.5E‐01 0.005 0.003 7.5E‐02 0.002 0.003 4.0E‐01 ‐ 0 ‐ 0 ‐ PLS3‐AS1 (‐218kb),PLS3 (‐130kb),[DANT2],AGT4 DANT2

rs73547906 23 122,850,303 C T 0.712 0.989 0.006 0.001 8.4E‐11 0.007 0.010 4.5E‐01 0.006 0.001 1.0E‐09 0.006 0.001 1.9E‐06 0.005 0.002 7.8E‐03 ‐0.002 0.002 3.7E‐01 0.000 0.001 9.1E‐01 0.000 0.003 8.6E‐01 ‐0.010 0.003 4.4E‐04 ‐ 0 ‐ 0 ‐ GRIA3 (‐226kb),[THOC2],XIAP (+143kb),LOC105 THOC2

rs180956060 23 129,114,784 G A 0.897 0.726 0.014 0.001 3.0E‐23 0.040 0.016 1.0E‐02 0.013 0.002 3.9E‐18 0.014 0.002 4.3E‐08 0.019 0.004 5.3E‐07 ‐0.002 0.004 4.1E‐01 ‐0.002 0.001 1.2E‐01 0.003 0.005 8.0E‐01 ‐0.009 0.005 3.7E‐02 ‐ 0 ‐ 0 ‐ XPNPEP2 (‐211kb),SASH3 (‐186kb),ZDHHC9 (‐19 BCORL1 (+24kb)

X:133611871_AT_A 23 133,611,871 A AT 0.098 0.952 0.009 0.001 2.0E‐11 ‐0.013 0.015 3.8E‐01 0.009 0.001 2.5E‐10 0.006 0.002 1.4E‐03 0.007 0.004 5.1E‐02 ‐0.010 0.004 8.7E‐03 ‐0.002 0.001 6.7E‐02 0.006 0.005 1.1E‐01 ‐0.004 0.004 4.3E‐01 ‐ 0 ‐ 0 ‐ CCDC160 (‐232kb),PHF6 (‐49kb),[HPRT1],MIR413 HPRT1

rs2283760 23 153,547,818 C T 0.189 0.957 0.005 0.001 5.0E‐09 ‐0.001 0.011 8.1E‐01 0.005 0.001 1.2E‐07 0.005 0.002 6.0E‐04 0.007 0.003 4.1E‐03 ‐0.001 0.003 7.1E‐01 0.001 0.001 3.7E‐01 0.002 0.004 5.5E‐01 ‐0.006 0.003 6.6E‐02 ‐ 0 ‐ 0 ‐ TMEM187 (‐299kb),IRAK1 (‐262kb),MIR718 (‐229 TKTL1



Supplementary Table S4: GWAS significant results for SHBG adjusted for BMI in women.

Effect in other GWAS

SHBG adjusted for BMI in women BMI women SHBG women not adjusted for BMI SHBG adjusted for BMI in men Total testosterone women Bioavailable testosterone women Total testosterone men Bioavailable testosterone men Estradiol men Gene annotation

SNP CHR BP Effect_AlleOther_AlleEffect FreqINFO Effect SE P_BOLT_LMMMatched_BETASE P_BOLT_LMMMatched_BSE P_BOLT_LMM Matched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMM Matched_BSE P_BOLT_LMM Matched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMM Matched_BSE P_BOLT_LMNS_Gene Liver_eQTL_HitsLiver_eQTLs Adrenal_eQTL_HitsAdrenal_eQTLs Genes Gene_CountNearest_Gene

rs75077113 1 11,214,582 C A 0.277 0.972 0.012 0.001 2.9E‐16 0.047 0.016 2.4E‐03 0.010 0.002 5.2E‐10 0.006 0.001 5.6E‐06 0.007 0.003 6.9E‐02 ‐0.005 0.003 8.7E‐02 0.005 0.003 2.0E‐01 ‐0.004 0.003 2.2E‐01 0.002 0.001 7.6E‐03 ‐ 0 ‐ 0 ‐ C1orf127 (‐10 MTOR

rs198358 1 11,904,076 C T 0.248 0.996 0.008 0.001 9.0E‐11 0.061 0.016 2.1E‐04 0.006 0.002 4.2E‐05 0.005 0.001 3.2E‐04 0.005 0.003 1.4E‐01 ‐0.005 0.003 3.5E‐02 0.012 0.004 5.4E‐04 0.004 0.004 2.6E‐01 0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ LINC0164721 NPPA‐AS1

1:23747996_GA_G 1 23,747,996 G GA 0.726 0.974 0.010 0.001 6.8E‐14 ‐0.028 0.016 7.5E‐02 0.011 0.002 3.8E‐14 0.007 0.001 4.8E‐11 0.000 0.003 8.9E‐01 ‐0.011 0.003 4.1E‐05 0.013 0.003 2.1E‐05 ‐0.001 0.003 5.6E‐01 ‐0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ LUZP1 (‐2513 TCEA3

rs35568851 1 25,766,501 CT C 0.554 0.985 0.008 0.001 1.7E‐10 ‐0.012 0.014 3.4E‐01 0.008 0.001 4.5E‐08 0.010 0.001 1.4E‐18 0.005 0.003 5.0E‐02 ‐0.004 0.003 9.4E‐02 0.015 0.003 7.3E‐07 ‐0.001 0.003 8.2E‐01 ‐0.001 0.001 1.9E‐01 RHCE 0 ‐ 0 ‐ SYF2 (‐207 8 TMEM57

rs114165349 1 27,021,913 G C 0.976 0.985 0.074 0.004 2.8E‐82 0.087 0.046 5.8E‐02 0.070 0.005 1.4E‐52 0.090 0.004 1.1E‐135 ‐0.028 0.009 3.5E‐03 ‐0.093 0.008 3.8E‐28 0.148 0.010 6.7E‐51 ‐0.006 0.010 4.8E‐01 0.005 0.003 9.7E‐02 ‐ 0 ‐ 0 ‐ LIN28A (‐2617 LOC101928728 (‐1kb)

rs113408476 1 35,868,433 A ACTTTTTC 0.909 0.994 0.013 0.002 2.5E‐10 0.033 0.024 1.7E‐01 0.012 0.002 2.3E‐06 0.010 0.002 4.4E‐09 0.002 0.005 8.1E‐01 ‐0.015 0.004 8.0E‐04 0.021 0.005 1.1E‐05 0.005 0.005 3.2E‐01 0.001 0.001 4.3E‐01 ‐ 0 ‐ 0 ‐ ZMYM1 (‐27 ZMYM4

rs201468966 1 39,976,059 C CA 0.767 0.985 0.013 0.001 1.7E‐21 ‐0.074 0.016 3.2E‐06 0.016 0.002 1.1E‐23 0.012 0.001 8.2E‐19 0.002 0.003 5.9E‐01 ‐0.015 0.003 4.7E‐07 0.026 0.004 2.0E‐12 0.003 0.004 4.0E‐01 ‐0.002 0.001 5.4E‐02 MACF1 0 ‐ 0 ‐ MACF1 (‐2 15 BMP8A

rs150584036 1 51,067,405 TAC T 0.151 0.963 0.013 0.002 1.1E‐12 0.061 0.020 1.6E‐03 0.009 0.002 9.1E‐06 0.007 0.002 4.1E‐07 ‐0.009 0.004 1.7E‐02 ‐0.013 0.004 2.3E‐04 0.009 0.004 3.7E‐02 ‐0.003 0.004 4.7E‐01 0.000 0.001 9.7E‐01 ‐ 0 ‐ 0 ‐ DMRTA2 (‐2 FAF1

1:57170378_AATC_A 1 57,170,378 A AATC 0.117 0.978 0.010 0.002 8.1E‐09 ‐0.017 0.022 5.2E‐01 0.011 0.002 6.4E‐08 0.004 0.002 4.2E‐03 ‐0.002 0.004 5.7E‐01 ‐0.013 0.004 6.1E‐04 0.001 0.005 8.3E‐01 ‐0.011 0.005 2.8E‐02 0.000 0.001 7.5E‐01 ‐ 0 ‐ 0 ‐ PLPP3 (‐12 7 PRKAA2

rs74090351 1 61,705,898 A G 0.069 0.993 0.019 0.002 5.9E‐18 0.073 0.027 6.8E‐03 0.016 0.003 6.4E‐10 0.019 0.002 9.3E‐19 ‐0.006 0.006 2.1E‐01 ‐0.024 0.005 1.2E‐06 0.038 0.006 4.1E‐10 0.004 0.006 6.4E‐01 0.002 0.002 2.7E‐01 ‐ 0 ‐ 0 ‐ NFIA‐AS2 ( 3 NFIA

rs469721 1 91,530,001 C T 0.803 0.992 0.011 0.002 5.4E‐12 ‐0.038 0.017 4.2E‐02 0.013 0.002 4.9E‐13 0.005 0.001 5.5E‐05 0.003 0.004 6.2E‐01 ‐0.012 0.003 1.1E‐04 0.010 0.004 3.4E‐03 0.003 0.004 4.1E‐01 0.000 0.001 6.4E‐01 ‐ 0 ‐ 0 ‐ LOC1053783 ZNF644 (‐42kb)

1:93787087_TA_T 1 93,787,087 T TA 0.165 0.968 0.010 0.002 4.4E‐10 0.024 0.019 2.1E‐01 0.009 0.002 1.3E‐06 0.007 0.002 1.2E‐07 ‐0.011 0.004 5.3E‐03 ‐0.016 0.003 2.9E‐06 0.016 0.004 1.6E‐04 0.007 0.004 1.6E‐01 0.001 0.001 7.1E‐01 CCDC18 0 ‐ 0 ‐ MTF2 (‐1828 CCDC18‐AS1

rs1730862 1 107,614,003 G A 0.342 0.990 0.023 0.001 1.7E‐73 0.055 0.015 3.0E‐04 0.021 0.001 9.9E‐46 0.027 0.001 4.3E‐126 0.017 0.003 1.6E‐08 ‐0.008 0.003 1.9E‐03 0.033 0.003 1.4E‐27 ‐0.012 0.003 1.7E‐04 0.004 0.001 1.3E‐05 ‐ 1 PRMT6 (‐13kb), 1 PRMT6 (‐13kb), PRMT6 (‐122 PRMT6 (‐12kb)

rs140584594 1 110,232,983 A G 0.270 1.000 0.015 0.001 1.9E‐30 0.009 0.015 5.8E‐01 0.015 0.002 9.0E‐21 0.012 0.001 2.2E‐21 ‐0.005 0.003 7.2E‐02 ‐0.021 0.003 2.4E‐13 0.012 0.003 1.1E‐03 ‐0.012 0.003 3.4E‐04 0.002 0.001 5.3E‐02 GSTM1 0 ‐ 0 ‐ SORT1 (‐2919 GSTM1

rs68002561 1 149,880,863 G A 0.092 0.967 0.012 0.002 3.3E‐10 ‐0.009 0.024 6.9E‐01 0.013 0.002 8.3E‐08 0.011 0.002 4.2E‐09 0.019 0.005 4.5E‐05 ‐0.001 0.004 7.6E‐01 0.022 0.005 1.3E‐05 0.002 0.005 8.3E‐01 0.002 0.001 1.5E‐01 MTMR11 / BOL0 ‐ 0 ‐ LINC0086923 SV2A

rs116279971 1 150,684,486 C T 0.012 0.894 0.040 0.006 5.4E‐12 ‐0.012 0.067 8.6E‐01 0.041 0.007 5.0E‐10 0.036 0.006 2.9E‐11 0.029 0.014 3.5E‐02 ‐0.040 0.012 3.6E‐03 0.055 0.015 3.2E‐04 ‐0.003 0.015 6.3E‐01 0.004 0.004 3.0E‐01 ‐ 0 ‐ 0 ‐ RPRD2 (‐2320 HORMAD1

rs267733 1 150,958,836 A G 0.839 1.000 0.014 0.002 3.7E‐21 0.005 0.019 8.1E‐01 0.014 0.002 1.1E‐15 0.010 0.002 4.5E‐11 0.015 0.004 8.1E‐06 ‐0.007 0.003 3.5E‐02 0.023 0.004 1.8E‐08 0.007 0.004 1.3E‐01 0.001 0.001 3.9E‐01 ANXA9 0 ‐ 0 ‐ GOLPH3L ( 26 ANXA9

rs9426829 1 154,592,201 C T 0.481 0.999 0.014 0.001 1.5E‐30 ‐0.002 0.014 9.1E‐01 0.014 0.001 1.2E‐22 0.010 0.001 7.3E‐22 ‐0.001 0.003 9.4E‐01 ‐0.015 0.003 3.2E‐08 0.017 0.003 7.3E‐09 0.001 0.003 7.7E‐01 ‐0.002 0.001 5.2E‐02 ‐ 1 ADAR (‐15kb), 1 ADAR (‐15kb), AQP10 (‐2910 ADAR

1:155867257_CAA_C 1 155,867,257 C CAA 0.663 0.983 0.011 0.001 1.5E‐18 0.032 0.015 1.7E‐02 0.009 0.002 1.2E‐09 0.008 0.001 4.6E‐13 0.015 0.003 6.7E‐08 0.000 0.003 8.2E‐01 0.015 0.003 7.3E‐06 0.005 0.003 1.8E‐01 0.002 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ MSTO1 (‐2 23 RIT1 (+0kb)

rs10489206 1 168,041,232 C T 0.779 1.000 0.008 0.001 3.6E‐08 ‐0.005 0.017 8.7E‐01 0.009 0.002 4.4E‐07 0.003 0.001 7.7E‐03 ‐0.005 0.003 9.1E‐02 ‐0.015 0.003 1.9E‐07 0.010 0.004 2.0E‐03 0.003 0.004 2.6E‐01 0.002 0.001 7.2E‐02 DCAF6 0 ‐ 0 ‐ MPZL1 (‐2810 DCAF6

rs2064074 1 171,061,990 A G 0.528 0.998 0.006 0.001 3.6E‐08 ‐0.024 0.014 4.5E‐02 0.008 0.001 6.1E‐09 0.007 0.001 5.9E‐10 ‐0.003 0.003 2.4E‐01 ‐0.014 0.003 8.2E‐09 0.009 0.003 1.2E‐03 ‐0.003 0.003 4.8E‐01 ‐0.001 0.001 3.5E‐01 FMO6P 0 ‐ 0 ‐ MROH9 (‐29 FMO3

rs12138803 1 172,348,823 C T 0.731 0.999 0.009 0.001 9.8E‐10 0.022 0.016 1.5E‐01 0.008 0.002 3.9E‐07 0.003 0.001 7.6E‐03 0.002 0.003 4.8E‐01 ‐0.006 0.003 9.7E‐02 0.002 0.003 6.1E‐01 ‐0.005 0.003 1.6E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ [DNM3],DN9 DNM3

rs34331968 1 196,659,753 T C 0.534 1.000 0.011 0.001 7.8E‐20 ‐0.019 0.014 1.5E‐01 0.012 0.001 1.8E‐18 0.006 0.001 3.6E‐06 0.002 0.003 3.9E‐01 ‐0.011 0.003 1.3E‐05 0.009 0.003 1.0E‐03 ‐0.001 0.003 7.2E‐01 0.000 0.001 7.7E‐01 ‐ 0 ‐ 0 ‐ KCNT2 (‐828 CFH

rs17583875 1 197,924,770 A G 0.021 1.000 0.029 0.004 1.7E‐12 ‐0.007 0.048 9.5E‐01 0.027 0.005 8.4E‐09 0.023 0.004 1.1E‐09 0.017 0.010 2.2E‐01 ‐0.017 0.009 2.3E‐02 0.036 0.010 2.1E‐04 ‐0.008 0.011 4.8E‐01 0.001 0.003 7.9E‐01 ‐ 0 ‐ 0 ‐ DENND1B  4 LHX9 (‐25kb)

rs13303359 1 203,518,873 C A 0.528 0.979 0.008 0.001 5.9E‐12 0.025 0.014 6.6E‐02 0.007 0.001 2.5E‐07 0.005 0.001 4.6E‐05 0.007 0.003 1.2E‐02 ‐0.005 0.003 6.9E‐02 0.009 0.003 1.8E‐03 0.005 0.003 1.0E‐01 0.002 0.001 1.1E‐02 ‐ 0 ‐ 0 ‐ LINC0135312 OPTC (‐41kb)

rs202021413 1 205,078,702 TA T 0.517 0.904 0.010 0.001 5.1E‐15 0.002 0.014 9.5E‐01 0.010 0.001 1.2E‐11 0.003 0.001 1.8E‐02 ‐0.001 0.003 5.8E‐01 ‐0.008 0.003 1.6E‐03 0.014 0.003 1.9E‐05 0.010 0.003 2.1E‐03 0.001 0.001 1.1E‐01 ‐ 0 ‐ 0 ‐ NFASC (‐8710 RBBP5

rs1418652 1 205,646,458 C T 0.386 0.998 0.007 0.001 3.3E‐08 0.011 0.014 5.9E‐01 0.007 0.001 2.7E‐05 0.005 0.001 2.3E‐05 0.000 0.003 8.9E‐01 ‐0.005 0.003 4.3E‐02 0.005 0.003 1.1E‐01 ‐0.005 0.003 9.3E‐02 0.002 0.001 2.8E‐02 ‐ 0 ‐ 0 ‐ LEMD1‐AS 15 SLC45A3

rs148911629 1 214,129,675 G C 0.991 0.967 0.037 0.006 9.5E‐09 ‐0.019 0.073 6.9E‐01 0.041 0.007 1.4E‐08 0.043 0.006 6.1E‐14 ‐0.007 0.015 7.6E‐01 ‐0.063 0.013 2.0E‐06 0.052 0.016 1.7E‐03 ‐0.032 0.016 4.1E‐02 0.005 0.004 2.3E‐01 ‐ 0 ‐ 0 ‐ [PROX1‐AS3 PROX1‐AS1

rs1223796 1 214,323,347 G C 0.164 0.996 0.014 0.002 8.4E‐19 0.017 0.019 4.3E‐01 0.013 0.002 1.4E‐12 0.017 0.002 1.6E‐26 0.005 0.004 1.5E‐01 ‐0.010 0.003 1.1E‐03 0.025 0.004 3.3E‐10 ‐0.006 0.004 3.7E‐01 0.001 0.001 4.9E‐01 ‐ 0 ‐ 0 ‐ PROX1‐AS15 PROX1 (‐108kb)

rs3001032 1 219,727,779 C T 0.320 0.998 0.015 0.001 3.6E‐29 0.062 0.015 2.6E‐05 0.012 0.002 1.3E‐15 0.009 0.001 3.9E‐13 0.001 0.003 7.4E‐01 ‐0.014 0.003 4.6E‐07 0.009 0.003 3.7E‐03 ‐0.003 0.003 3.8E‐01 0.001 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ [LOC102721 LOC102723886

rs61830291 1 221,001,142 C A 0.097 1.000 0.012 0.002 1.7E‐08 ‐0.034 0.023 1.7E‐01 0.014 0.002 5.3E‐09 0.008 0.002 1.2E‐05 0.014 0.005 5.7E‐03 ‐0.006 0.004 1.4E‐01 0.019 0.005 1.6E‐04 0.006 0.005 3.4E‐01 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ MARK1 (‐1 7 LINC01352 (+1kb)

1:221048577_TGA_T 1 221,048,577 T TGA 0.484 0.860 0.010 0.001 1.5E‐16 0.016 0.015 2.5E‐01 0.009 0.002 3.7E‐10 0.011 0.001 2.2E‐21 0.000 0.003 8.1E‐01 ‐0.009 0.003 3.5E‐04 0.016 0.003 1.1E‐06 0.000 0.003 9.2E‐01 0.000 0.001 8.8E‐01 ‐ 0 ‐ 0 ‐ MARK1 (‐2 7 HLX‐AS1

rs1870927 1 226,426,337 A T 0.622 0.989 0.008 0.001 2.0E‐11 ‐0.008 0.014 6.1E‐01 0.008 0.001 1.9E‐09 0.007 0.001 2.3E‐08 ‐0.001 0.003 8.3E‐01 ‐0.009 0.003 6.9E‐04 0.013 0.003 1.8E‐04 0.002 0.003 5.8E‐01 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ LEFTY2 (‐297 LIN9

rs3768420 1 227,173,537 C T 0.786 0.994 0.009 0.002 1.1E‐09 0.007 0.017 6.4E‐01 0.008 0.002 1.6E‐06 0.002 0.001 4.3E‐02 0.000 0.003 8.6E‐01 ‐0.008 0.003 1.3E‐02 0.000 0.004 9.5E‐01 0.000 0.004 6.9E‐01 0.000 0.001 6.3E‐01 ‐ 0 ‐ 0 ‐ ITPKB (‐2474 COQ8A

rs146104952 1 235,454,987 CCAAAAAAC 0.114 0.973 0.011 0.002 2.4E‐09 0.004 0.022 9.3E‐01 0.011 0.002 4.5E‐07 0.009 0.002 3.9E‐08 ‐0.011 0.004 4.2E‐02 ‐0.018 0.004 1.1E‐05 0.023 0.005 2.9E‐07 0.004 0.005 3.7E‐01 ‐0.002 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ TOMM20 (9 ARID4B

rs7567544 2 20,392,802 C G 0.455 0.980 0.008 0.001 5.6E‐10 ‐0.008 0.014 6.4E‐01 0.008 0.001 3.8E‐08 0.004 0.001 4.9E‐05 ‐0.008 0.003 6.5E‐03 ‐0.014 0.003 1.9E‐07 0.008 0.003 1.0E‐02 0.003 0.003 3.4E‐01 ‐0.001 0.001 5.3E‐01 ‐ 0 ‐ 0 ‐ TTC32 (‐298 SDC1 (+8kb)

rs1260326 2 27,730,940 C T 0.607 1.000 0.035 0.001 1.7E‐188 0.021 0.014 1.1E‐01 0.034 0.001 3.0E‐134 0.041 0.001 1.3E‐298 0.037 0.003 4.7E‐39 ‐0.013 0.003 8.2E‐08 0.062 0.003 2.7E‐91 ‐0.010 0.003 1.2E‐03 0.006 0.001 9.6E‐11 ‐ 0 ‐ 1 ATRAID (‐293kb), SLC5A6 (‐2 29 GCKR

rs6736913 2 42,510,018 A G 0.021 1.000 0.037 0.004 3.6E‐21 0.032 0.048 4.9E‐01 0.034 0.005 3.0E‐13 0.030 0.004 1.5E‐14 0.010 0.010 3.8E‐01 ‐0.030 0.009 4.3E‐04 0.062 0.010 1.2E‐08 0.000 0.011 8.3E‐01 0.000 0.003 9.1E‐01 EML4 0 ‐ 0 ‐ PKDCC (‐226 EML4

rs11690748 2 48,584,575 C G 0.623 0.997 0.008 0.001 9.7E‐11 ‐0.001 0.014 9.8E‐01 0.007 0.001 1.1E‐06 0.005 0.001 5.9E‐07 0.010 0.003 3.8E‐04 0.000 0.003 7.7E‐01 0.005 0.003 1.2E‐01 ‐0.005 0.003 6.3E‐02 0.001 0.001 5.6E‐01 ‐ 0 ‐ 0 ‐ [FOXN2],PP5 FOXN2

rs921153 2 61,563,408 A G 0.159 0.995 0.009 0.002 2.8E‐10 0.025 0.019 1.8E‐01 0.009 0.002 3.7E‐07 0.008 0.002 2.3E‐06 0.005 0.004 1.9E‐01 ‐0.007 0.003 1.5E‐02 0.014 0.004 3.9E‐03 ‐0.002 0.004 6.2E‐01 ‐0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ PEX13 (‐288 USP34

rs6546096 2 64,906,295 A G 0.263 0.988 0.025 0.001 3.5E‐76 ‐0.049 0.016 1.5E‐03 0.028 0.002 4.1E‐67 0.016 0.001 6.7E‐39 ‐0.007 0.003 2.0E‐02 ‐0.032 0.003 2.2E‐28 0.025 0.003 3.5E‐14 0.000 0.003 9.1E‐01 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ LGALSL (‐2 8 SERTAD2 (‐25kb)

rs12624244 2 70,417,138 A G 0.936 0.995 0.022 0.003 9.5E‐20 0.017 0.028 5.1E‐01 0.021 0.003 1.6E‐13 0.018 0.002 7.9E‐16 0.008 0.006 1.9E‐01 ‐0.013 0.005 1.4E‐02 0.041 0.006 1.1E‐11 0.009 0.006 2.0E‐01 ‐0.002 0.002 3.7E‐01 ‐ 0 ‐ 0 ‐ SNRNP27 ( 14 C2orf42

rs13394092 2 85,815,954 C T 0.170 0.992 0.008 0.002 1.4E‐08 0.017 0.018 3.5E‐01 0.008 0.002 7.5E‐06 0.002 0.002 3.9E‐01 0.002 0.004 5.2E‐01 ‐0.012 0.003 4.1E‐04 0.001 0.004 7.7E‐01 0.000 0.004 8.2E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ TCF7L1 (‐2721 VAMP5

rs72836346 2 111,876,613 C G 0.079 0.943 0.015 0.002 6.1E‐11 0.106 0.026 4.9E‐05 0.013 0.003 1.4E‐06 0.007 0.002 1.7E‐04 0.044 0.005 8.9E‐18 0.011 0.005 2.9E‐02 0.007 0.006 1.1E‐01 ‐0.002 0.006 7.1E‐01 0.001 0.002 4.7E‐01 ‐ 0 ‐ 0 ‐ ACOXL (‐1k5 ACOXL (‐1kb)

rs12613243 2 111,897,506 T C 0.937 0.997 0.019 0.003 7.6E‐16 0.082 0.028 3.1E‐03 0.015 0.003 9.3E‐09 0.017 0.002 1.8E‐13 ‐0.023 0.006 1.3E‐05 ‐0.032 0.005 3.4E‐11 0.013 0.006 2.5E‐02 ‐0.014 0.006 3.7E‐02 0.002 0.002 2.7E‐01 ‐ 0 ‐ 0 ‐ ACOXL (‐225 BCL2L11

rs13018007 2 114,971,913 G A 0.082 0.947 0.013 0.002 1.2E‐08 0.023 0.026 3.6E‐01 0.012 0.003 6.9E‐06 0.006 0.002 4.1E‐02 ‐0.003 0.005 9.3E‐01 ‐0.014 0.005 7.1E‐03 0.008 0.006 2.2E‐01 ‐0.002 0.006 7.5E‐01 0.001 0.002 6.1E‐01 ‐ 0 ‐ 0 ‐ ACTR3 (‐254 LINC01191 (‐207kb)

rs11688682 2 121,347,612 C G 0.270 0.928 0.010 0.001 1.3E‐12 0.018 0.016 2.4E‐01 0.009 0.002 4.1E‐09 0.005 0.001 4.5E‐06 ‐0.001 0.003 8.1E‐01 ‐0.012 0.003 2.2E‐05 0.013 0.004 4.6E‐05 0.007 0.004 5.1E‐02 0.000 0.001 8.0E‐01 ‐ 0 ‐ 0 ‐ RALB (‐2954 LINC01101 (‐124kb)

rs1128249 2 165,528,624 T G 0.392 1.000 0.022 0.001 1.3E‐73 0.088 0.014 3.9E‐10 0.017 0.001 5.8E‐35 0.011 0.001 4.5E‐26 0.015 0.003 1.5E‐07 ‐0.006 0.003 9.1E‐03 0.015 0.003 7.0E‐07 ‐0.006 0.003 2.6E‐02 0.002 0.001 4.4E‐02 ‐ 0 ‐ 0 ‐ GRB14 (‐505 COBLL1 (+8kb)

rs111270317 2 171,681,439 CGTGT C 0.340 0.923 0.007 0.001 3.5E‐08 ‐0.052 0.015 5.9E‐04 0.009 0.002 2.2E‐10 0.002 0.001 1.8E‐01 ‐0.005 0.003 6.6E‐02 ‐0.013 0.003 1.2E‐06 0.009 0.003 3.7E‐03 0.004 0.003 1.3E‐01 0.000 0.001 7.3E‐01 ‐ 0 ‐ 0 ‐ MYO3B (‐18 GAD1

rs2364717 2 178,101,235 T C 0.538 0.980 0.008 0.001 2.3E‐12 0.007 0.014 5.8E‐01 0.007 0.001 2.3E‐07 0.004 0.001 6.3E‐06 ‐0.005 0.003 9.3E‐02 ‐0.008 0.003 9.3E‐04 0.007 0.003 1.2E‐02 0.002 0.003 5.4E‐01 0.001 0.001 9.7E‐02 ‐ 0 ‐ 0 ‐ HNRNPA3  7 NFE2L2

2:191559843_GT_G 2 191,559,843 GT G 0.772 0.957 0.013 0.001 4.2E‐17 0.044 0.017 1.6E‐02 0.011 0.002 1.8E‐10 0.010 0.001 1.6E‐13 0.004 0.003 2.9E‐01 ‐0.009 0.003 3.0E‐03 0.019 0.004 1.9E‐07 0.005 0.004 1.4E‐01 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ MFSD6 (‐195 NAB1 (‐2kb)

2:208469213_ATCTT_A 2 208,469,213 ATCTT A 0.185 0.995 0.010 0.002 4.1E‐11 ‐0.058 0.018 7.4E‐04 0.012 0.002 3.7E‐13 0.010 0.001 1.3E‐13 0.004 0.004 2.8E‐01 ‐0.014 0.003 5.2E‐06 0.022 0.004 1.0E‐08 0.002 0.004 6.0E‐01 0.000 0.001 9.8E‐01 METTL21A 0 ‐ 0 ‐ [CREB1],[M7 CREB1,METTL21A

rs1047891 2 211,540,507 A C 0.315 1.000 0.018 0.001 1.5E‐44 0.077 0.015 2.0E‐07 0.014 0.002 9.6E‐22 0.002 0.001 1.8E‐01 0.011 0.003 1.7E‐04 ‐0.011 0.003 1.7E‐04 0.001 0.003 7.7E‐01 0.004 0.003 1.9E‐01 0.000 0.001 7.8E‐01 CPS1 0 ‐ 0 ‐ LANCL1‐AS4 CPS1

rs10189479 2 219,287,276 A C 0.434 0.992 0.009 0.001 4.8E‐14 0.060 0.014 2.2E‐05 0.007 0.001 2.0E‐06 0.007 0.001 1.1E‐11 ‐0.002 0.003 5.7E‐01 ‐0.009 0.003 3.5E‐04 0.010 0.003 1.4E‐04 0.000 0.003 8.0E‐01 0.002 0.001 4.7E‐02 STK36 / ZNF14 0 ‐ 0 ‐ CXCR2 (‐2824 VIL1

rs78058190 2 219,699,999 G A 0.949 0.779 0.026 0.003 7.1E‐18 0.063 0.035 6.8E‐02 0.023 0.004 2.8E‐11 0.016 0.003 2.1E‐07 ‐0.035 0.007 9.7E‐07 ‐0.041 0.006 2.0E‐10 0.020 0.008 6.5E‐03 ‐0.009 0.008 2.3E‐01 0.006 0.002 4.5E‐03 ‐ 0 ‐ 0 ‐ USP37 (‐2624 PRKAG3 (‐3kb)

rs2176040 2 227,092,802 A G 0.354 1.000 0.015 0.001 2.7E‐36 0.015 0.014 2.5E‐01 0.015 0.001 1.8E‐25 0.014 0.001 9.0E‐31 0.007 0.003 1.5E‐02 ‐0.012 0.003 1.7E‐06 0.013 0.003 1.7E‐04 ‐0.014 0.003 2.1E‐06 0.002 0.001 7.4E‐02 ‐ 0 ‐ 0 ‐ LOC6467361 LOC646736 (‐48kb)

rs2924808 2 234,329,816 C G 0.345 0.998 0.007 0.001 2.0E‐08 ‐0.005 0.014 7.9E‐01 0.007 0.001 2.8E‐06 0.007 0.001 2.4E‐09 ‐0.002 0.003 4.7E‐01 ‐0.008 0.003 6.4E‐04 0.011 0.003 2.5E‐04 0.000 0.003 9.4E‐01 ‐0.001 0.001 5.5E‐01 ‐ 0 ‐ 0 ‐ INPP5D (‐214 DGKD

rs62186584 2 241,853,621 C T 0.744 0.990 0.008 0.001 5.9E‐09 0.020 0.016 2.1E‐01 0.007 0.002 2.2E‐06 0.002 0.001 2.8E‐01 ‐0.002 0.003 6.2E‐01 ‐0.006 0.003 2.8E‐02 0.000 0.003 7.7E‐01 ‐0.006 0.003 1.3E‐01 ‐0.001 0.001 4.5E‐01 ‐ 0 ‐ 0 ‐ GPR35 (‐2812 C2orf54 (‐18kb)

rs1801282 3 12,393,125 G C 0.120 1.000 0.024 0.002 8.9E‐43 0.105 0.021 8.2E‐07 0.020 0.002 8.1E‐23 0.019 0.002 1.2E‐25 0.010 0.004 3.7E‐02 ‐0.015 0.004 1.3E‐04 0.016 0.005 7.2E‐04 ‐0.016 0.005 4.5E‐04 0.001 0.001 5.2E‐01 PPARG 0 ‐ 0 ‐ SYN2 (‐1607 PPARG

rs6792725 3 24,520,283 G A 0.692 0.935 0.018 0.001 4.5E‐43 0.016 0.015 3.5E‐01 0.017 0.002 4.3E‐29 0.013 0.001 4.4E‐26 ‐0.001 0.003 7.8E‐01 ‐0.017 0.003 5.0E‐10 0.019 0.003 3.2E‐09 0.000 0.003 9.7E‐01 0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ [THRB],LOC4 THRB

rs784504 3 39,195,260 C G 0.812 0.997 0.010 0.002 1.7E‐12 0.036 0.018 3.1E‐02 0.010 0.002 2.2E‐08 0.003 0.001 5.6E‐03 0.000 0.004 7.5E‐01 ‐0.010 0.003 1.9E‐03 0.002 0.004 6.6E‐01 ‐0.004 0.004 1.0E‐01 0.002 0.001 6.2E‐02 ‐ 0 ‐ 0 ‐ SCN11A (‐213 CSRNP1

rs10461018 3 46,995,242 T C 0.420 0.996 0.011 0.001 2.5E‐19 0.018 0.014 2.5E‐01 0.010 0.001 1.3E‐12 0.006 0.001 2.5E‐07 ‐0.005 0.003 2.2E‐01 ‐0.012 0.003 4.3E‐06 0.006 0.003 1.8E‐02 ‐0.002 0.003 7.8E‐01 0.000 0.001 5.1E‐01 KIF9 / SETD2 / 0 ‐ 0 ‐ ALS2CL (‐2 14 CCDC12

rs549664712 3 49,749,648 C CA 0.671 0.869 0.011 0.001 2.7E‐15 ‐0.068 0.016 1.2E‐05 0.013 0.002 1.2E‐16 0.006 0.001 3.5E‐07 ‐0.008 0.003 4.7E‐03 ‐0.018 0.003 2.5E‐10 0.011 0.003 8.6E‐04 ‐0.008 0.003 3.7E‐02 ‐0.001 0.001 2.1E‐01 ‐ 0 ‐ 0 ‐ TCTA (‐29621 RNF123

rs6772177 3 52,497,778 C T 0.828 0.981 0.011 0.002 1.6E‐12 ‐0.018 0.018 3.3E‐01 0.012 0.002 9.2E‐11 0.003 0.002 5.2E‐02 ‐0.019 0.004 1.2E‐07 ‐0.020 0.003 2.4E‐10 0.004 0.004 3.9E‐01 0.000 0.004 9.8E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ ALAS1 (‐2428 NISCH

rs11130982 3 64,728,312 T G 0.293 0.986 0.009 0.001 3.8E‐11 0.045 0.015 2.4E‐03 0.007 0.002 4.5E‐06 0.003 0.001 1.1E‐01 0.003 0.003 2.3E‐01 ‐0.005 0.003 7.8E‐02 0.003 0.003 4.9E‐01 0.000 0.003 8.7E‐01 ‐0.002 0.001 8.2E‐02 ‐ 0 ‐ 0 ‐ ADAMTS9  3 ADAMTS9‐AS2

rs10511002 3 70,631,018 A C 0.290 0.987 0.008 0.001 2.5E‐09 ‐0.004 0.015 6.9E‐01 0.008 0.002 3.6E‐08 0.001 0.001 3.7E‐01 ‐0.002 0.003 6.5E‐01 ‐0.010 0.003 3.8E‐04 0.002 0.003 6.8E‐01 ‐0.001 0.003 6.6E‐01 0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs4530527 3 86,800,085 C A 0.361 0.995 0.008 0.001 1.8E‐09 0.000 0.014 8.8E‐01 0.008 0.001 3.9E‐07 0.004 0.001 3.7E‐03 ‐0.011 0.003 1.4E‐04 ‐0.012 0.003 3.2E‐06 ‐0.004 0.003 6.8E‐02 ‐0.013 0.003 2.0E‐05 ‐0.001 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ LINC020702 VGLL3 (+187kb)

rs17202341 3 105,452,593 G A 0.348 1.000 0.007 0.001 1.3E‐09 ‐0.010 0.014 4.6E‐01 0.008 0.001 6.5E‐08 0.006 0.001 3.8E‐07 ‐0.001 0.003 5.7E‐01 ‐0.008 0.003 1.7E‐03 0.007 0.003 2.1E‐02 ‐0.003 0.003 2.5E‐01 ‐0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ ALCAM (‐1 2 CBLB

rs201874554 3 115,020,056 A ACC 0.942 0.961 0.016 0.003 9.1E‐09 0.012 0.030 7.4E‐01 0.015 0.003 6.5E‐07 0.001 0.003 3.2E‐01 0.007 0.006 2.5E‐01 ‐0.008 0.006 2.3E‐01 0.016 0.007 9.0E‐03 0.014 0.007 4.4E‐02 0.001 0.002 7.4E‐01 ‐ 0 ‐ 0 ‐ ZBTB20 (‐12 ZBTB20 (‐154kb)

3:122361173_TTTTTC_T 3 122,361,173 TTTTTC T 0.757 0.969 0.009 0.001 9.1E‐10 ‐0.016 0.016 3.6E‐01 0.010 0.002 4.4E‐09 0.002 0.001 8.8E‐02 0.001 0.003 8.7E‐01 ‐0.009 0.003 2.7E‐03 0.005 0.004 8.7E‐02 0.002 0.004 5.1E‐01 ‐0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ CCDC58 (‐213 PARP15 (‐3kb)

rs11720108 3 123,069,058 T C 0.249 0.998 0.008 0.001 5.4E‐11 0.025 0.016 1.1E‐01 0.007 0.002 7.3E‐07 0.006 0.001 3.5E‐06 ‐0.011 0.003 2.0E‐03 ‐0.011 0.003 1.6E‐04 0.005 0.004 1.9E‐01 ‐0.003 0.004 6.0E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ PDIA5 (‐18 7 ADCY5

rs6803518 3 129,735,650 T C 0.754 0.972 0.007 0.001 4.6E‐08 0.015 0.016 3.5E‐01 0.007 0.002 1.1E‐05 0.004 0.001 8.6E‐04 0.003 0.003 2.6E‐01 ‐0.007 0.003 1.1E‐02 0.005 0.004 9.9E‐02 ‐0.001 0.004 6.7E‐01 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ TMCC1 (‐1 6 TRH (‐39kb)

rs687339 3 135,932,359 C T 0.227 0.997 0.031 0.001 5.3E‐104 ‐0.102 0.016 4.2E‐10 0.036 0.002 5.0E‐102 0.025 0.001 5.3E‐84 ‐0.007 0.003 3.8E‐02 ‐0.040 0.003 4.1E‐39 0.042 0.004 2.5E‐34 ‐0.007 0.004 3.9E‐02 ‐0.002 0.001 5.0E‐02 ‐ 0 ‐ 0 ‐ PPP2R3A (‐4 MSL2 (‐18kb)

rs9872754 3 138,117,985 C T 0.840 0.999 0.010 0.002 9.0E‐11 0.034 0.019 7.3E‐02 0.009 0.002 5.5E‐07 0.006 0.002 1.5E‐03 0.005 0.004 2.4E‐01 ‐0.006 0.003 6.6E‐02 0.028 0.004 1.4E‐10 0.026 0.004 4.7E‐09 0.002 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ DZIP1L (‐2810 MRAS

rs9834503 3 149,994,882 A C 0.540 0.906 0.008 0.001 1.9E‐09 0.008 0.014 6.2E‐01 0.008 0.001 2.3E‐07 0.004 0.001 3.3E‐04 0.003 0.003 4.0E‐01 ‐0.005 0.003 7.8E‐02 0.003 0.003 3.6E‐01 ‐0.002 0.003 3.2E‐01 0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ TMEM183B7 LINC01214

rs62271373 3 150,066,540 T A 0.940 0.958 0.026 0.003 2.6E‐25 0.060 0.030 3.2E‐02 0.022 0.003 1.2E‐14 0.010 0.002 3.5E‐05 0.019 0.006 5.1E‐04 ‐0.011 0.005 3.9E‐02 0.003 0.007 7.1E‐01 ‐0.014 0.007 5.4E‐02 0.000 0.002 8.6E‐01 ‐ 0 ‐ 0 ‐ LOC1053747 LINC01214 (‐25kb)

rs1126161 3 172,228,827 G A 0.673 0.997 0.008 0.001 5.6E‐09 0.018 0.015 2.2E‐01 0.007 0.002 6.8E‐06 0.005 0.001 1.1E‐04 0.002 0.003 4.3E‐01 ‐0.009 0.003 1.4E‐03 0.014 0.003 2.8E‐05 0.008 0.003 2.3E‐02 0.000 0.001 7.7E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐15 TNFSF10

rs79287178 3 172,294,500 G A 0.969 0.902 0.032 0.004 4.0E‐19 0.066 0.042 9.1E‐02 0.028 0.004 4.3E‐12 0.041 0.003 9.6E‐38 0.029 0.008 2.0E‐03 ‐0.009 0.008 1.9E‐01 0.049 0.009 1.9E‐08 ‐0.026 0.009 7.0E‐03 0.002 0.003 4.9E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐15 TNFSF10 (‐53kb)

rs59837038 3 172,317,573 T C 0.269 0.964 0.009 0.001 1.5E‐12 0.021 0.016 2.0E‐01 0.008 0.002 4.3E‐07 0.006 0.001 8.2E‐07 0.010 0.003 1.9E‐03 ‐0.005 0.003 4.9E‐02 0.007 0.003 3.7E‐02 ‐0.002 0.003 5.1E‐01 0.003 0.001 2.9E‐03 ‐ 0 ‐ 0 ‐ FNDC3B (‐16 NCEH1 (+31kb)

rs3749228 3 184,099,342 C G 0.062 0.983 0.016 0.003 3.2E‐10 0.064 0.029 2.4E‐02 0.013 0.003 7.7E‐06 0.006 0.002 1.2E‐02 0.002 0.006 6.5E‐01 ‐0.011 0.005 4.6E‐02 0.015 0.006 1.3E‐02 0.007 0.006 1.8E‐01 0.003 0.002 6.2E‐02 ‐ 0 ‐ 0 ‐ HTR3E‐AS122 D

rs57158761 3 185,371,172 A G 0.564 0.991 0.010 0.001 9.3E‐18 0.040 0.014 5.9E‐03 0.007 0.001 1.1E‐08 0.008 0.001 2.4E‐12 0.000 0.003 7.2E‐01 ‐0.007 0.003 9.3E‐03 0.011 0.003 1.9E‐04 ‐0.002 0.003 4.5E‐01 0.001 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ MAP3K13 (8 IGF2BP2

rs34311866 4 951,947 T C 0.824 0.987 0.011 0.002 6.1E‐14 0.022 0.018 2.5E‐01 0.010 0.002 3.3E‐09 0.007 0.002 6.9E‐07 0.009 0.004 1.3E‐02 ‐0.006 0.003 8.4E‐02 0.011 0.004 2.8E‐03 ‐0.003 0.004 6.7E‐01 ‐0.001 0.001 4.7E‐01 TMEM175 0 ‐ 0 ‐ PDE6B (‐2821 TMEM175

rs13108218 4 3,443,931 A G 0.383 0.982 0.024 0.001 1.4E‐83 0.032 0.014 2.1E‐02 0.022 0.001 1.5E‐55 0.023 0.001 3.7E‐96 0.000 0.003 9.7E‐01 ‐0.021 0.003 1.1E‐16 0.035 0.003 1.9E‐29 ‐0.003 0.003 3.0E‐01 0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ HTT (‐198k8 HGFAC

rs4450871 4 4,990,298 G A 0.442 1.000 0.009 0.001 2.1E‐14 0.028 0.014 3.3E‐02 0.008 0.001 6.3E‐08 0.002 0.001 1.1E‐02 0.002 0.003 3.0E‐01 ‐0.005 0.003 7.6E‐02 0.001 0.003 9.2E‐01 ‐0.003 0.003 1.4E‐01 ‐0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ STX18‐AS1 7 LOC101928306

rs925098 4 17,919,811 G A 0.265 0.995 0.009 0.001 2.8E‐09 ‐0.029 0.016 6.4E‐02 0.010 0.002 7.6E‐09 0.006 0.001 1.0E‐06 ‐0.007 0.003 9.5E‐03 ‐0.017 0.003 4.4E‐09 0.010 0.003 4.7E‐03 ‐0.004 0.003 2.4E‐01 0.001 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ MED28 (‐2 5 LCORL

rs2970871 4 23,890,582 T C 0.441 0.994 0.007 0.001 3.2E‐08 0.012 0.014 3.2E‐01 0.008 0.001 2.8E‐07 0.006 0.001 7.1E‐08 ‐0.002 0.003 3.6E‐01 ‐0.011 0.003 8.8E‐05 0.006 0.003 5.2E‐02 ‐0.005 0.003 1.5E‐01 0.000 0.001 8.5E‐01 ‐ 0 ‐ 0 ‐ [PPARGC1A1 PPARGC1A

rs6531735 4 39,686,332 G A 0.492 0.999 0.006 0.001 1.3E‐08 0.003 0.014 8.6E‐01 0.006 0.001 1.4E‐06 0.003 0.001 1.0E‐02 ‐0.007 0.003 1.1E‐02 ‐0.010 0.003 4.4E‐05 0.012 0.003 5.6E‐05 0.012 0.003 3.1E‐04 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ KLB (‐233k 10 UBE2K (+13kb)

rs62303689 4 56,295,873 C A 0.875 0.993 0.012 0.002 3.2E‐10 0.056 0.021 4.7E‐03 0.009 0.002 3.4E‐05 0.002 0.002 8.9E‐02 0.008 0.004 1.2E‐01 ‐0.004 0.004 3.8E‐01 ‐0.006 0.005 3.6E‐01 ‐0.009 0.005 8.4E‐02 ‐0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ SRD5A3 (‐56 CLOCK

rs7696472 4 69,538,180 A G 0.475 0.998 0.007 0.001 4.5E‐08 0.025 0.014 6.2E‐02 0.006 0.001 2.6E‐05 0.019 0.001 6.7E‐69 0.004 0.003 2.4E‐01 ‐0.004 0.003 5.8E‐02 0.038 0.003 1.5E‐39 0.007 0.003 1.3E‐02 0.001 0.001 7.1E‐02 UGT2B15 0 ‐ 0 ‐ TMPRSS11 5 UGT2B15 (‐2kb)

rs28636815 4 77,197,397 G A 0.377 0.998 0.012 0.001 1.5E‐21 0.032 0.014 2.1E‐02 0.011 0.001 3.0E‐14 0.013 0.001 4.8E‐31 ‐0.001 0.003 7.3E‐01 ‐0.010 0.003 4.8E‐04 0.016 0.003 3.8E‐07 ‐0.010 0.003 1.2E‐03 ‐0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ SDAD1 (‐2815 FAM47E,FAM47E‐STBD1

rs13150068 4 88,203,828 A G 0.564 0.998 0.017 0.001 6.2E‐47 ‐0.005 0.014 7.1E‐01 0.017 0.001 6.3E‐36 0.020 0.001 6.3E‐71 0.001 0.003 8.4E‐01 ‐0.020 0.003 2.7E‐15 0.037 0.003 1.8E‐34 0.003 0.003 2.7E‐01 0.001 0.001 4.5E‐01 ‐ 0 ‐ 0 ‐ AFF1 (‐1427 MIR5705 (+18kb)

rs34154818 4 89,726,823 A AT 0.551 0.980 0.011 0.001 9.5E‐18 0.030 0.014 4.0E‐02 0.009 0.001 1.2E‐10 0.002 0.001 3.2E‐01 0.003 0.003 2.0E‐01 ‐0.006 0.003 1.2E‐02 ‐0.012 0.003 2.4E‐05 ‐0.015 0.003 1.1E‐06 0.003 0.001 2.2E‐04 ‐ 0 ‐ 0 ‐ HERC5 (‐308 FAM13A

rs6831257 4 100,018,260 G A 0.340 0.998 0.008 0.001 3.3E‐11 0.000 0.015 9.8E‐01 0.008 0.001 8.4E‐08 0.019 0.001 7.3E‐55 ‐0.001 0.003 8.1E‐01 ‐0.009 0.003 7.0E‐04 0.028 0.003 3.8E‐18 ‐0.006 0.003 4.1E‐02 0.002 0.001 8.1E‐02 ADH4 0 ‐ 0 ‐ EIF4E (‐16611 LOC100507053

4:103877471_TA_T 4 103,877,471 T TA 0.486 0.976 0.008 0.001 4.5E‐10 ‐0.033 0.014 2.1E‐02 0.009 0.001 1.9E‐11 0.005 0.001 1.2E‐06 0.007 0.003 8.3E‐03 ‐0.006 0.003 2.5E‐02 0.014 0.003 1.5E‐07 0.003 0.003 2.9E‐01 0.003 0.001 2.0E‐03 ‐ 0 ‐ 0 ‐ MANBA (‐19 SLC9B1

rs114816312 4 110,638,824 T C 0.008 1.000 0.083 0.007 1.1E‐34 0.080 0.080 3.7E‐01 0.082 0.008 5.5E‐26 0.061 0.007 1.6E‐18 0.028 0.016 5.2E‐02 ‐0.062 0.014 1.8E‐05 0.119 0.018 2.0E‐11 0.012 0.018 5.9E‐01 0.000 0.005 9.5E‐01 PLA2G12A 0 ‐ 0 ‐ SEC24B‐AS11 PLA2G12A

rs138204164 4 120,123,417 C G 0.874 0.998 0.012 0.002 1.2E‐10 ‐0.003 0.021 8.5E‐01 0.011 0.002 3.1E‐08 0.008 0.002 5.4E‐08 ‐0.007 0.004 1.4E‐01 ‐0.016 0.004 7.2E‐05 0.012 0.005 7.2E‐03 0.001 0.005 9.3E‐01 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ SYNPO2 (‐110 LOC101929762

rs1433210 4 124,766,956 C A 0.245 0.995 0.010 0.001 2.9E‐12 0.031 0.016 4.9E‐02 0.008 0.002 1.5E‐06 0.006 0.001 1.6E‐06 ‐0.005 0.003 8.2E‐02 ‐0.010 0.003 4.4E‐04 0.011 0.004 2.4E‐03 0.003 0.004 4.0E‐01 0.001 0.001 4.7E‐01 ‐ 0 ‐ 0 ‐ [LINC010911 LINC01091

rs3733321 4 129,043,614 T G 0.646 0.989 0.007 0.001 2.3E‐08 0.009 0.015 4.5E‐01 0.007 0.001 1.9E‐06 0.006 0.001 6.0E‐08 0.004 0.003 3.7E‐01 ‐0.005 0.003 6.0E‐02 0.007 0.003 2.2E‐02 ‐0.003 0.003 5.6E‐01 0.000 0.001 7.6E‐01 HSPA4L / LARP0 ‐ 0 ‐ HSPA4L (‐26 LARP1B

rs28925904 4 144,359,490 C T 0.975 1.000 0.023 0.004 4.9E‐09 ‐0.118 0.044 8.7E‐03 0.028 0.005 7.9E‐11 0.020 0.004 3.0E‐07 0.009 0.009 3.7E‐01 ‐0.029 0.008 3.1E‐04 0.045 0.010 2.8E‐06 0.012 0.010 2.0E‐01 ‐0.001 0.003 6.8E‐01 GAB1 0 ‐ 0 ‐ LOC1053778 GAB1

rs10857228 4 148,979,700 T C 0.257 0.997 0.010 0.001 2.6E‐13 0.031 0.016 4.2E‐02 0.009 0.002 2.4E‐08 0.012 0.001 4.2E‐25 0.003 0.003 3.1E‐01 ‐0.004 0.003 2.3E‐01 0.020 0.003 3.2E‐09 ‐0.004 0.003 2.6E‐01 0.000 0.001 8.9E‐01 ‐ 1 ARHGAP10 (‐156kb), 0 ‐ [ARHGAP1 3 ARHGAP10

rs41280463 4 154,191,226 G A 0.833 0.999 0.010 0.002 1.3E‐10 0.024 0.019 1.4E‐01 0.010 0.002 4.0E‐07 0.009 0.002 1.5E‐10 0.003 0.004 3.2E‐01 ‐0.009 0.003 9.1E‐03 0.015 0.004 2.3E‐04 ‐0.003 0.004 5.9E‐01 0.000 0.001 1.0E+00 ‐ 0 ‐ 0 ‐ FHDC1 (‐295 TRIM2

rs28712547 4 157,646,955 G A 0.321 0.997 0.010 0.001 2.9E‐14 ‐0.007 0.015 6.3E‐01 0.010 0.002 2.0E‐10 0.007 0.001 4.3E‐09 ‐0.004 0.003 2.0E‐01 ‐0.009 0.003 1.6E‐03 0.014 0.003 3.1E‐06 0.001 0.003 8.6E‐01 0.000 0.001 8.8E‐01 ‐ 0 ‐ 0 ‐ PDGFC (+3 1 PDGFC (+36kb)

rs78890745 4 159,834,474 A G 0.109 0.989 0.020 0.002 2.4E‐25 ‐0.048 0.022 3.8E‐02 0.022 0.002 5.9E‐22 0.014 0.002 6.2E‐14 ‐0.002 0.005 5.7E‐01 ‐0.022 0.004 1.3E‐07 0.019 0.005 1.6E‐04 ‐0.009 0.005 7.1E‐02 0.002 0.001 9.4E‐02 ‐ 0 ‐ 0 ‐ RXFP1 (‐268 C4orf45

rs11738093 5 53,301,425 A G 0.748 0.993 0.014 0.001 6.0E‐24 0.044 0.016 4.3E‐03 0.012 0.002 8.0E‐14 0.011 0.001 9.7E‐22 ‐0.001 0.003 8.5E‐01 ‐0.011 0.003 2.0E‐04 0.016 0.004 1.8E‐06 ‐0.001 0.004 8.6E‐01 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ [ARL15],M 3 ARL15

rs40270 5 55,804,552 A C 0.227 0.998 0.018 0.001 8.7E‐35 ‐0.016 0.016 3.4E‐01 0.019 0.002 1.6E‐29 0.014 0.001 4.0E‐26 0.000 0.003 9.3E‐01 ‐0.019 0.003 4.0E‐10 0.022 0.004 2.4E‐09 ‐0.007 0.004 2.7E‐02 0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ ANKRD55 (3 C5orf67 (+3kb)

rs10939934 5 61,531,501 A G 0.422 0.995 0.008 0.001 1.9E‐10 ‐0.006 0.014 6.7E‐01 0.007 0.001 2.1E‐07 0.004 0.001 1.0E‐04 0.000 0.003 7.2E‐01 ‐0.008 0.003 7.6E‐04 0.008 0.003 1.1E‐02 0.004 0.003 3.9E‐01 0.001 0.001 4.0E‐01 ‐ 0 ‐ 0 ‐ KIF2A (+703 KIF2A (+70kb)

rs4976033 5 67,714,246 A G 0.599 0.970 0.011 0.001 3.3E‐17 0.037 0.014 1.0E‐02 0.009 0.001 2.0E‐09 0.004 0.001 8.2E‐06 0.015 0.003 5.1E‐08 ‐0.003 0.003 3.3E‐01 0.001 0.003 4.4E‐01 ‐0.005 0.003 1.2E‐01 0.002 0.001 7.4E‐02 ‐ 0 ‐ 0 ‐ LOC1024672 PIK3R1 (‐117kb)

rs34651 5 72,144,005 T C 0.918 0.979 0.011 0.002 3.0E‐08 0.050 0.025 3.9E‐02 0.009 0.003 9.1E‐05 0.012 0.002 6.5E‐09 0.011 0.005 2.0E‐02 ‐0.001 0.005 8.0E‐01 0.013 0.006 1.3E‐02 ‐0.008 0.006 1.9E‐01 0.000 0.002 8.1E‐01 ‐ 0 ‐ 0 ‐ LOC1025037 TNPO1

rs35475471 5 90,158,645 CAT C 0.325 0.986 0.008 0.001 1.2E‐10 0.010 0.015 5.0E‐01 0.008 0.002 1.7E‐07 0.005 0.001 1.6E‐04 0.001 0.003 7.2E‐01 ‐0.008 0.003 2.2E‐03 0.008 0.003 1.0E‐02 ‐0.001 0.003 7.8E‐01 0.002 0.001 1.0E‐02 ‐ 0 ‐ 0 ‐ [ADGRV1], 1 ADGRV1

rs6860245 5 127,367,998 C G 0.247 0.993 0.011 0.001 9.6E‐14 0.005 0.016 7.8E‐01 0.011 0.002 1.8E‐10 0.011 0.001 4.4E‐17 0.007 0.003 1.1E‐02 ‐0.004 0.003 2.4E‐01 0.012 0.004 2.3E‐03 ‐0.007 0.004 7.0E‐02 0.000 0.001 6.6E‐01 ‐ 1 CTC‐228N24.3 (‐21kb), 0 ‐ CCDC192 (‐4 LINC01184

rs115209326 5 131,008,584 T C 0.003 1.000 0.060 0.011 3.6E‐09 ‐0.239 0.119 3.6E‐02 0.076 0.012 4.6E‐10 0.031 0.010 1.7E‐03 0.005 0.024 8.3E‐01 ‐0.082 0.022 2.6E‐04 0.076 0.026 2.9E‐03 ‐0.006 0.026 7.8E‐01 0.001 0.007 8.6E‐01 FNIP1 0 ‐ 0 ‐ CDC42SE2 5 FNIP1

rs2057655 5 131,807,624 A G 0.187 0.995 0.011 0.002 2.4E‐11 0.031 0.018 6.3E‐02 0.009 0.002 8.7E‐07 0.009 0.001 2.3E‐09 0.000 0.004 7.0E‐01 ‐0.010 0.003 1.3E‐03 0.014 0.004 6.1E‐04 ‐0.001 0.004 7.9E‐01 0.001 0.001 6.4E‐01 C5orf56 0 ‐ 0 ‐ P4HA2‐AS119 C5orf56

rs1650527 5 158,022,724 C T 0.768 0.979 0.014 0.001 4.1E‐22 0.063 0.016 1.6E‐04 0.011 0.002 6.1E‐11 0.008 0.001 2.8E‐10 0.003 0.003 1.4E‐01 ‐0.011 0.003 3.7E‐04 0.006 0.004 1.3E‐01 ‐0.010 0.004 9.0E‐03 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ LOC1019272 EBF1 (+100kb)

rs6879874 5 176,730,775 T A 0.724 0.994 0.008 0.001 1.8E‐09 ‐0.020 0.015 1.7E‐01 0.008 0.002 2.8E‐08 0.002 0.001 5.3E‐02 0.008 0.003 6.0E‐03 ‐0.002 0.003 4.8E‐01 0.001 0.003 9.7E‐01 ‐0.005 0.003 1.7E‐01 ‐0.002 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ UIMC1 (‐2922 RAB24 (0kb),PRELID1

rs72648854 5 180,222,312 C T 0.051 0.762 0.019 0.003 2.9E‐09 ‐0.005 0.036 8.4E‐01 0.018 0.004 2.0E‐06 0.004 0.003 1.4E‐01 0.001 0.007 8.6E‐01 ‐0.014 0.007 2.6E‐02 0.001 0.008 8.8E‐01 ‐0.003 0.008 5.4E‐01 0.001 0.002 5.3E‐01 ‐ 0 ‐ 0 ‐ CNOT6 (‐2112 MGAT1

rs9379084 6 7,231,843 G A 0.884 0.939 0.013 0.002 1.5E‐10 ‐0.064 0.022 4.3E‐03 0.015 0.002 3.0E‐10 0.016 0.002 1.8E‐20 ‐0.015 0.005 1.3E‐03 ‐0.022 0.004 2.9E‐08 0.020 0.005 1.9E‐05 ‐0.010 0.005 6.9E‐02 0.001 0.001 3.1E‐01 RREB1 0 ‐ 0 ‐ [RREB1],SS4 RREB1

rs2299055 6 15,398,331 A G 0.117 0.989 0.011 0.002 2.2E‐08 0.029 0.022 1.8E‐01 0.009 0.002 2.2E‐05 0.003 0.002 6.2E‐02 0.000 0.004 6.3E‐01 ‐0.005 0.004 1.7E‐01 0.005 0.005 2.3E‐01 ‐0.002 0.005 8.0E‐01 ‐0.001 0.001 6.2E‐01 ‐ 0 ‐ 0 ‐ [JARID2],JA3 JARID2

rs9366291 6 19,381,870 C G 0.577 0.989 0.006 0.001 4.2E‐08 ‐0.030 0.014 2.5E‐02 0.008 0.001 1.8E‐08 0.004 0.001 6.0E‐04 0.005 0.003 1.3E‐01 ‐0.008 0.003 5.2E‐04 0.009 0.003 2.5E‐03 0.001 0.003 8.8E‐01 0.001 0.001 1.9E‐01 ‐ 0 ‐ 0 ‐ LOC1019282 LOC105374960 (+68kb)

rs34499031 6 20,676,414 T TAA 0.736 0.995 0.011 0.001 1.1E‐14 0.037 0.016 1.7E‐02 0.009 0.002 6.5E‐09 0.006 0.001 1.4E‐05 0.006 0.003 3.5E‐02 ‐0.003 0.003 3.9E‐01 0.007 0.003 6.5E‐02 0.000 0.003 7.6E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ E2F3 (‐182 2 CDKAL1

rs1634791 6 31,276,777 A G 0.456 0.950 0.012 0.001 8.1E‐23 0.040 0.014 7.8E‐03 0.010 0.001 1.0E‐12 0.009 0.001 3.5E‐13 ‐0.003 0.003 6.6E‐01 ‐0.012 0.003 2.6E‐04 0.004 0.003 8.2E‐01 ‐0.013 0.003 7.8E‐03 ‐0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ MUC22 (‐232 HLA‐C (‐37kb)

rs9461793 6 32,636,518 A C 0.722 0.974 0.011 0.001 2.0E‐16 0.036 0.016 1.6E‐02 0.009 0.002 2.5E‐09 0.009 0.001 7.1E‐13 0.012 0.003 2.6E‐04 ‐0.003 0.003 5.2E‐01 0.010 0.003 1.2E‐03 ‐0.005 0.003 2.6E‐01 ‐0.001 0.001 3.6E‐01 ‐ 1 HLA‐DRB6 (‐112kb), 0 ‐ LOC10192924 HLA‐DQB1 (‐2kb)

rs28360642 6 41,667,506 A C 0.839 0.981 0.020 0.002 5.8E‐36 ‐0.005 0.019 8.5E‐01 0.020 0.002 2.8E‐24 0.013 0.002 1.5E‐15 ‐0.004 0.004 3.6E‐01 ‐0.019 0.003 1.5E‐07 0.024 0.004 7.6E‐09 0.001 0.004 6.4E‐01 ‐0.001 0.001 4.7E‐01 ‐ 0 ‐ 0 ‐ LINC0127614 TFEB

rs11967262 6 43,760,327 C G 0.512 0.996 0.011 0.001 1.3E‐20 0.049 0.014 6.0E‐04 0.009 0.001 3.9E‐12 0.006 0.001 3.1E‐09 0.011 0.003 4.3E‐05 ‐0.005 0.003 7.0E‐02 0.007 0.003 2.9E‐02 ‐0.002 0.003 4.0E‐01 0.002 0.001 2.1E‐02 ‐ 0 ‐ 0 ‐ TJAP1 (‐28614 VEGFA (‐6kb)

rs13200245 6 95,949,746 A G 0.841 0.992 0.009 0.002 2.2E‐08 0.020 0.019 2.8E‐01 0.008 0.002 2.0E‐05 0.004 0.002 6.0E‐02 ‐0.005 0.004 1.7E‐01 ‐0.005 0.003 1.0E‐01 0.004 0.004 3.2E‐01 ‐0.001 0.004 9.3E‐01 ‐0.001 0.001 4.9E‐01 ‐ 0 ‐ 0 ‐ MANEA‐AS2 MANEA‐AS1 (+58kb)

rs150115323 6 117,506,408 G C 0.372 0.998 0.006 0.001 4.1E‐09 0.024 0.014 6.6E‐02 0.005 0.001 9.4E‐05 0.005 0.001 2.1E‐05 ‐0.001 0.003 9.5E‐01 ‐0.006 0.003 1.0E‐02 0.005 0.003 1.3E‐01 0.000 0.003 9.3E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ RFX6 (‐2534 VGLL2 (+80kb)

rs58321169 6 126,868,567 C T 0.732 0.992 0.010 0.001 5.6E‐14 0.037 0.016 2.1E‐02 0.008 0.002 1.6E‐07 0.009 0.001 1.3E‐10 ‐0.006 0.003 5.7E‐02 ‐0.012 0.003 1.3E‐05 0.008 0.003 2.3E‐02 ‐0.007 0.003 3.7E‐02 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ CENPW (‐62 MIR588 (‐63kb)

6:130386212_GGAGA_G 6 130,386,212 GGAGA G 0.326 0.987 0.011 0.001 3.0E‐17 0.063 0.015 2.1E‐05 0.009 0.002 8.2E‐10 0.009 0.001 7.1E‐15 ‐0.006 0.003 4.1E‐02 ‐0.017 0.003 3.6E‐09 0.014 0.003 5.6E‐06 ‐0.004 0.003 4.2E‐01 0.001 0.001 3.4E‐01 L3MBTL3 1 L3MBTL3 (+13kb), 0 ‐ TMEM244 3 L3MBTL3

rs199607859 6 139,835,418 T G 0.594 0.993 0.010 0.001 3.7E‐17 0.020 0.014 1.4E‐01 0.010 0.001 6.5E‐12 0.001 0.001 1.3E‐01 0.003 0.003 2.2E‐01 ‐0.009 0.003 1.3E‐03 ‐0.004 0.003 3.0E‐01 ‐0.006 0.003 1.1E‐01 0.002 0.001 8.2E‐03 ‐ 0 ‐ 0 ‐ TXLNB (‐224 LINC01625 (‐40kb)

rs1738386 6 151,990,235 C T 0.380 0.988 0.008 0.001 1.9E‐11 ‐0.015 0.014 3.3E‐01 0.009 0.001 3.4E‐10 0.003 0.001 2.1E‐02 ‐0.005 0.003 4.6E‐02 ‐0.011 0.003 7.6E‐06 0.006 0.003 1.0E‐01 0.003 0.003 5.2E‐01 0.000 0.001 9.3E‐01 ‐ 0 ‐ 0 ‐ ZBTB2 (‐275 ESR1 (+21kb)

rs555754 6 160,769,423 A G 0.468 1.000 0.018 0.001 1.7E‐59 0.035 0.014 1.6E‐02 0.016 0.001 2.0E‐36 0.016 0.001 1.6E‐52 0.011 0.003 9.6E‐05 ‐0.013 0.003 2.2E‐07 0.020 0.003 2.4E‐13 ‐0.008 0.003 2.7E‐02 0.001 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ IGF2R (‐2377 SLC22A3

rs4709746 6 164,133,001 T C 0.134 0.986 0.012 0.002 4.5E‐11 0.041 0.020 4.6E‐02 0.009 0.002 1.2E‐05 0.008 0.002 4.6E‐07 ‐0.006 0.004 1.0E‐01 ‐0.014 0.004 1.1E‐04 0.007 0.004 1.4E‐01 ‐0.004 0.004 2.8E‐01 0.000 0.001 1.0E+00 ‐ 0 ‐ 0 ‐ CAHM (‐293 LOC102724152 (‐40kb)

rs73670309 7 1,065,947 C A 0.894 0.991 0.012 0.002 1.1E‐10 0.011 0.023 6.5E‐01 0.011 0.002 3.1E‐07 0.005 0.002 1.5E‐03 0.003 0.005 5.9E‐01 ‐0.003 0.004 3.7E‐01 0.007 0.005 1.4E‐01 ‐0.007 0.005 2.5E‐01 0.001 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ PRKAR1B ( 14 C7orf50

rs2246223 7 6,701,189 T C 0.555 0.990 0.008 0.001 3.6E‐10 0.022 0.014 1.2E‐01 0.007 0.001 3.2E‐06 0.005 0.001 8.7E‐06 0.008 0.003 3.5E‐03 ‐0.001 0.003 5.7E‐01 0.013 0.003 1.5E‐05 0.006 0.003 5.8E‐02 0.001 0.001 5.2E‐01 AC073343.1 0 ‐ 0 ‐ RAC1 (‐25812 ZNF316 (‐3kb)

rs10486782 7 15,884,421 A G 0.761 0.979 0.008 0.001 2.5E‐08 0.021 0.016 2.0E‐01 0.007 0.002 1.0E‐05 0.005 0.001 6.2E‐05 0.001 0.003 4.4E‐01 ‐0.003 0.003 3.5E‐01 0.013 0.004 1.4E‐03 0.000 0.004 7.9E‐01 0.002 0.001 4.2E‐02 ‐ 0 ‐ 0 ‐ AGMO (‐285 MEOX2‐AS1 (‐148kb)

rs2723555 7 17,863,633 T A 0.488 0.998 0.006 0.001 3.5E‐08 0.012 0.014 4.4E‐01 0.006 0.001 3.4E‐06 0.004 0.001 2.6E‐04 0.005 0.003 3.7E‐02 ‐0.002 0.003 4.1E‐01 0.001 0.003 6.1E‐01 ‐0.007 0.003 2.1E‐02 0.001 0.001 4.0E‐01 ‐ 0 ‐ 0 ‐ LOC1019274 SNX13

rs28459049 7 21,567,331 C T 0.787 0.984 0.009 0.002 1.3E‐10 0.024 0.017 1.9E‐01 0.007 0.002 5.1E‐06 0.000 0.001 8.7E‐01 0.000 0.003 8.2E‐01 ‐0.007 0.003 1.3E‐02 0.009 0.004 2.7E‐02 0.010 0.004 1.0E‐02 ‐0.001 0.001 5.7E‐01 ‐ 0 ‐ 0 ‐ SP4 (‐13kb 3 SP4 (‐13kb)

rs4563785 7 26,349,213 G T 0.913 0.978 0.014 0.002 6.6E‐12 0.011 0.025 7.0E‐01 0.014 0.003 5.6E‐09 0.004 0.002 2.8E‐02 0.005 0.005 4.2E‐01 ‐0.007 0.005 8.5E‐02 0.002 0.005 6.7E‐01 ‐0.006 0.005 3.8E‐01 0.000 0.002 7.3E‐01 ‐ 0 ‐ 0 ‐ NFE2L3 (‐17 SNX10

rs10622246 7 28,187,111 ATTTT A 0.500 0.994 0.012 0.001 8.0E‐25 0.071 0.014 3.1E‐07 0.010 0.001 2.4E‐12 0.010 0.001 6.3E‐22 0.002 0.003 4.6E‐01 ‐0.010 0.003 2.3E‐05 0.018 0.003 5.0E‐09 0.000 0.003 8.4E‐01 0.001 0.001 1.6E‐01 ‐ 0 ‐ 0 ‐ [JAZF1],JAZ3 JAZF1

rs13237750 7 46,456,878 C T 0.952 0.974 0.016 0.003 1.6E‐09 ‐0.028 0.033 3.8E‐01 0.017 0.003 9.1E‐08 0.015 0.003 3.7E‐08 0.022 0.007 9.2E‐04 ‐0.011 0.006 5.0E‐02 0.017 0.007 2.4E‐02 ‐0.011 0.007 1.4E‐01 0.003 0.002 1.9E‐01 ‐ 0 ‐ 0 ‐ LOC7303381 LOC730338 (+271kb)

rs17492269 7 70,047,405 G A 0.824 0.976 0.010 0.002 2.8E‐09 0.039 0.018 3.8E‐02 0.009 0.002 2.1E‐06 0.006 0.002 6.1E‐05 ‐0.002 0.004 6.5E‐01 ‐0.009 0.003 2.3E‐02 0.004 0.004 2.5E‐01 ‐0.002 0.004 8.6E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ [AUTS2], 1 AUTS2

rs799157 7 73,020,301 T C 0.043 1.000 0.017 0.003 9.0E‐09 ‐0.099 0.034 4.3E‐03 0.021 0.003 4.0E‐10 0.006 0.003 6.1E‐02 ‐0.032 0.007 6.7E‐07 ‐0.038 0.006 2.8E‐10 0.002 0.007 6.8E‐01 ‐0.013 0.007 1.6E‐01 ‐0.003 0.002 2.0E‐01 ‐ 0 ‐ 0 ‐ NSUN5 (‐2919 MLXIPL

rs848476 7 77,541,673 G A 0.292 0.998 0.010 0.001 1.1E‐16 0.055 0.015 2.6E‐04 0.007 0.002 2.3E‐07 0.004 0.001 7.5E‐05 ‐0.003 0.003 2.4E‐01 ‐0.008 0.003 3.9E‐03 0.005 0.003 8.3E‐02 ‐0.001 0.003 7.1E‐01 ‐0.003 0.001 2.8E‐03 ‐ 0 ‐ 0 ‐ PTPN12 (‐26 PHTF2

rs1229498 7 81,568,750 T G 0.275 0.960 0.011 0.001 2.4E‐16 0.012 0.016 4.7E‐01 0.011 0.002 1.6E‐12 0.010 0.001 2.7E‐17 0.000 0.003 9.7E‐01 ‐0.013 0.003 2.9E‐06 0.019 0.003 6.5E‐09 ‐0.001 0.003 8.9E‐01 ‐0.001 0.001 4.7E‐01 ‐ 0 ‐ 0 ‐ LOC1001284 CACNA2D1 (+7kb)

rs768159759 7 86,880,738 A AG 0.075 0.987 0.014 0.002 1.5E‐09 0.018 0.026 6.0E‐01 0.014 0.003 9.0E‐08 0.014 0.002 3.6E‐12 0.016 0.005 5.2E‐03 ‐0.005 0.005 1.6E‐01 0.018 0.006 1.2E‐03 ‐0.004 0.006 4.2E‐01 0.001 0.002 7.2E‐01 ‐ 0 ‐ 0 ‐ KIAA1324L8 TMEM243 (‐31kb)

rs764029425 7 97,984,321 TG T 0.816 0.999 0.038 0.002 4.5E‐135 ‐0.014 0.018 4.5E‐01 0.038 0.002 2.9E‐103 0.030 0.001 2.2E‐99 0.002 0.004 7.8E‐01 ‐0.036 0.003 9.6E‐30 0.055 0.004 3.6E‐48 0.005 0.004 3.0E‐01 0.001 0.001 4.4E‐01 ‐ 1 BRI3 (‐75kb), 1 RP4‐607J23.2 (‐46kb), LMTK2 (‐146 BAIAP2L1

rs10238028 7 99,208,899 G A 0.067 0.993 0.014 0.002 6.5E‐09 ‐0.088 0.028 2.3E‐03 0.019 0.003 1.0E‐11 0.012 0.002 3.7E‐08 ‐0.012 0.006 1.2E‐02 ‐0.025 0.005 6.7E‐08 0.030 0.006 1.6E‐07 0.002 0.006 7.7E‐01 ‐0.001 0.002 4.2E‐01 CYP3A5 0 ‐ 0 ‐ ARPC1A (‐222 GS1‐259H13.2 (0kb)

rs6706 7 100,471,044 T C 0.184 0.999 0.017 0.002 2.5E‐29 ‐0.020 0.018 3.5E‐01 0.018 0.002 3.2E‐24 0.017 0.001 5.3E‐35 0.003 0.004 6.6E‐01 ‐0.012 0.003 9.2E‐05 0.019 0.004 8.8E‐07 ‐0.012 0.004 1.7E‐03 0.001 0.001 2.3E‐01 UFSP1 0 ‐ 1 ACHE (+20kb), SAP25 (‐3028 TRIP6

rs781996653 7 101,824,189 TTATTTTATT 0.640 0.994 0.008 0.001 1.5E‐08 ‐0.031 0.014 1.9E‐02 0.009 0.001 4.9E‐09 0.008 0.001 1.4E‐13 ‐0.004 0.003 9.9E‐02 ‐0.011 0.003 9.1E‐05 0.009 0.003 3.5E‐03 ‐0.007 0.003 1.8E‐02 ‐0.002 0.001 4.6E‐02 ‐ 0 ‐ 0 ‐ [CUX1],SH214 CUX1

rs11556924 7 129,663,496 T C 0.389 1.000 0.011 0.001 3.2E‐18 ‐0.029 0.014 3.6E‐02 0.012 0.001 6.4E‐16 0.004 0.001 8.4E‐05 0.014 0.003 5.3E‐07 ‐0.005 0.003 7.2E‐02 0.014 0.003 1.2E‐06 0.006 0.003 5.0E‐02 0.001 0.001 4.7E‐01 ZC3HC1 0 ‐ 0 ‐ NRF1 (‐26711 ZC3HC1

7:130438531_CTTTTTT_C 7 130,438,531 C CTTTTTT 0.515 0.994 0.012 0.001 3.2E‐22 0.045 0.014 8.3E‐04 0.010 0.001 4.0E‐11 0.005 0.001 4.5E‐05 0.003 0.003 4.0E‐01 ‐0.006 0.003 2.0E‐02 0.003 0.003 5.6E‐01 ‐0.005 0.003 8.5E‐02 0.000 0.001 1.0E+00 ‐ 0 ‐ 0 ‐ MEST (‐2928 KLF14 (‐20kb)

rs71531849 7 135,086,864 CT C 0.356 0.911 0.008 0.001 1.3E‐09 ‐0.036 0.015 2.1E‐02 0.011 0.002 4.6E‐12 0.006 0.001 6.7E‐06 ‐0.001 0.003 6.2E‐01 ‐0.006 0.003 3.4E‐02 0.007 0.003 2.2E‐02 ‐0.003 0.003 3.6E‐01 ‐0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ AGBL3 (‐2610 CNOT4

rs114949263 7 150,498,245 C T 0.111 0.991 0.014 0.002 2.7E‐14 ‐0.027 0.022 2.4E‐01 0.015 0.002 7.9E‐12 0.017 0.002 9.1E‐23 0.006 0.004 1.3E‐01 ‐0.015 0.004 4.3E‐04 0.033 0.005 1.8E‐13 0.011 0.005 1.1E‐02 0.000 0.001 8.1E‐01 ‐ 1 TMEM176B (‐5kb), 0 ‐ GIMAP7 (‐220 TMEM176B,TMEM176A

rs9987289 8 9,183,358 G A 0.908 1.000 0.022 0.002 1.4E‐26 ‐0.009 0.024 6.1E‐01 0.022 0.002 1.5E‐19 0.022 0.002 3.5E‐35 ‐0.022 0.005 5.5E‐06 ‐0.034 0.004 5.5E‐15 0.031 0.005 1.7E‐09 ‐0.004 0.005 3.4E‐01 ‐0.004 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ ERI1 (‐293k6 LOC157273

rs62486442 8 12,623,463 G A 0.665 0.964 0.008 0.001 2.6E‐09 0.031 0.015 4.3E‐02 0.007 0.002 6.6E‐06 0.006 0.001 2.7E‐06 0.006 0.003 3.7E‐02 ‐0.006 0.003 3.1E‐02 0.014 0.003 7.2E‐06 0.002 0.003 5.4E‐01 0.002 0.001 8.7E‐02 ‐ 0 ‐ 0 ‐ LOC1005069 LOC340357 (+0kb)

rs9644032 8 23,414,822 T G 0.368 1.000 0.008 0.001 1.2E‐11 0.043 0.014 3.6E‐03 0.006 0.001 6.6E‐06 0.006 0.001 5.4E‐08 ‐0.015 0.003 2.8E‐07 ‐0.011 0.003 4.6E‐06 0.007 0.003 2.2E‐02 ‐0.003 0.003 2.8E‐01 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ CHMP7 (‐29 SLC25A37

rs10095380 8 36,853,217 G C 0.834 0.994 0.012 0.002 7.5E‐13 0.039 0.019 4.2E‐02 0.010 0.002 4.0E‐07 0.003 0.002 4.9E‐02 0.011 0.004 2.2E‐03 ‐0.005 0.003 1.1E‐01 ‐0.004 0.004 2.8E‐01 ‐0.013 0.004 1.8E‐03 0.002 0.001 6.7E‐02 KCNU1 0 ‐ 0 ‐ KCNU1 (‐601 KCNU1 (‐60kb)

rs12543287 8 42,334,511 C G 0.372 0.983 0.011 0.001 1.8E‐18 0.001 0.014 8.7E‐01 0.011 0.001 3.5E‐14 0.010 0.001 2.9E‐21 ‐0.001 0.003 8.2E‐01 ‐0.011 0.003 2.5E‐05 0.020 0.003 9.8E‐11 0.001 0.003 6.7E‐01 0.002 0.001 4.0E‐02 ‐ 0 ‐ 0 ‐ PLAT (‐26910 SLC20A2

8:59415339_TTG_T 8 59,415,339 T TTG 0.642 0.988 0.009 0.001 4.2E‐13 ‐0.039 0.015 5.6E‐03 0.011 0.001 1.7E‐13 0.012 0.001 2.8E‐23 ‐0.015 0.003 4.4E‐06 ‐0.017 0.003 1.1E‐09 0.013 0.003 9.8E‐06 ‐0.006 0.003 7.8E‐02 0.002 0.001 6.2E‐02 ‐ 0 ‐ 0 ‐ LOC1019295 CYP7A1 (‐3kb)

rs555234816 8 72,397,810 T TA 0.923 0.980 0.018 0.002 1.1E‐15 0.040 0.026 1.1E‐01 0.017 0.003 1.5E‐10 0.007 0.002 1.3E‐03 0.028 0.005 2.4E‐07 ‐0.003 0.005 4.8E‐01 0.001 0.006 9.2E‐01 ‐0.014 0.006 1.2E‐02 0.004 0.002 1.8E‐02 ‐ 0 ‐ 0 ‐ EYA1 (‐1231 EYA1 (‐123kb)

rs76767219 8 81,426,196 A C 0.034 1.000 0.048 0.003 2.4E‐50 0.042 0.038 2.0E‐01 0.047 0.004 5.1E‐34 0.036 0.003 3.3E‐35 0.011 0.008 7.6E‐02 ‐0.045 0.007 3.4E‐10 0.055 0.008 2.1E‐12 ‐0.014 0.008 1.3E‐01 0.003 0.002 2.4E‐01 ZBTB10 1 ZNF704 (+238kb), 0 ‐ MIR5708 (‐3 ZBTB10

rs62515079 8 81,442,754 G A 0.020 0.958 0.032 0.005 9.2E‐15 0.006 0.051 9.8E‐01 0.031 0.005 3.3E‐11 0.021 0.004 7.1E‐07 ‐0.006 0.010 4.9E‐01 ‐0.035 0.009 3.7E‐05 0.034 0.011 1.7E‐03 ‐0.007 0.011 5.2E‐01 ‐0.003 0.003 3.8E‐01 ‐ 1 ZNF704 (+221kb), 0 ‐ MIR5708 (‐3 ZBTB10 (‐4kb)

8:81457499_CA_C 8 81,457,499 C CA 0.204 0.997 0.025 0.002 6.2E‐69 ‐0.035 0.017 5.3E‐02 0.026 0.002 5.8E‐58 0.014 0.001 2.1E‐23 0.004 0.003 1.6E‐01 ‐0.023 0.003 8.4E‐15 0.025 0.004 7.7E‐12 ‐0.002 0.004 8.5E‐01 0.000 0.001 6.8E‐01 ‐ 1 ZNF704 (+206kb), 0 ‐ ZBTB10 (‐12 ZBTB10 (‐19kb)

rs10095930 8 116,974,302 C T 0.417 0.985 0.010 0.001 1.1E‐15 ‐0.037 0.014 1.5E‐02 0.011 0.001 1.8E‐15 0.005 0.001 6.5E‐06 ‐0.001 0.003 8.2E‐01 ‐0.012 0.003 6.4E‐07 0.016 0.003 1.2E‐07 0.007 0.003 3.7E‐02 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ TRPS1 (‐292 LINC00536

rs11774700 8 118,220,270 C T 0.309 0.983 0.008 0.001 1.5E‐09 0.031 0.015 3.0E‐02 0.006 0.002 8.7E‐05 0.005 0.001 5.5E‐06 ‐0.004 0.003 1.2E‐01 ‐0.008 0.003 2.7E‐03 0.003 0.003 4.2E‐01 ‐0.004 0.003 1.7E‐01 0.002 0.001 2.2E‐02 SLC30A8 0 ‐ 0 ‐ AARD (‐2642 SLC30A8 (‐31kb)

rs2980858 8 126,501,177 C T 0.696 0.997 0.010 0.001 4.7E‐14 0.060 0.015 4.0E‐05 0.008 0.002 1.0E‐06 ‐0.001 0.001 3.8E‐01 0.013 0.003 2.0E‐05 0.000 0.003 9.8E‐01 ‐0.004 0.003 2.4E‐01 ‐0.002 0.003 4.4E‐01 0.003 0.001 1.6E‐03 ‐ 0 ‐ 0 ‐ NSMCE2 (‐ 2 TRIB1 (‐51kb)

rs4871015 8 128,314,516 A G 0.581 0.978 0.008 0.001 5.1E‐10 0.014 0.014 3.1E‐01 0.007 0.001 3.5E‐06 0.001 0.001 2.3E‐01 0.000 0.003 9.5E‐01 ‐0.006 0.003 1.9E‐02 0.000 0.003 9.1E‐01 ‐0.004 0.003 1.7E‐01 ‐0.001 0.001 7.0E‐02 ‐ 0 ‐ 0 ‐ PCAT1 (‐289 CASC21,CASC8

rs11780978 8 145,034,852 A G 0.403 0.992 0.009 0.001 2.8E‐13 0.003 0.014 8.5E‐01 0.008 0.001 8.8E‐08 0.003 0.001 1.8E‐02 0.003 0.003 6.0E‐01 ‐0.007 0.003 3.7E‐03 0.000 0.003 9.2E‐01 ‐0.005 0.003 1.8E‐01 0.001 0.001 2.8E‐01 PARP10 / PLEC0 ‐ 1 PLEC (‐15kb), ZNF623 (‐235 PLEC

rs10108150 8 145,687,475 A G 0.470 0.998 0.009 0.001 1.9E‐15 0.002 0.014 8.9E‐01 0.008 0.001 3.8E‐11 0.011 0.001 8.6E‐23 0.003 0.003 6.1E‐01 ‐0.007 0.003 3.5E‐03 0.020 0.003 1.7E‐10 0.002 0.003 5.5E‐01 0.001 0.001 1.6E‐01 RECQL4 / GPT 0 ‐ 0 ‐ HSF1 (‐14929 CYHR1

rs868655 9 1,037,118 C A 0.692 0.994 0.009 0.001 8.6E‐12 0.003 0.015 8.4E‐01 0.008 0.002 1.8E‐07 0.007 0.001 8.1E‐09 0.010 0.003 3.9E‐03 ‐0.005 0.003 6.4E‐02 0.011 0.003 8.4E‐04 0.000 0.003 9.6E‐01 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ KANK1 (‐295 LINC01230 (+11kb)

rs568656 9 4,133,874 C A 0.351 0.923 0.012 0.001 4.4E‐18 0.003 0.015 8.6E‐01 0.011 0.002 3.0E‐12 0.007 0.001 9.0E‐10 0.007 0.003 2.9E‐02 ‐0.009 0.003 1.9E‐03 0.014 0.003 1.0E‐05 0.001 0.003 8.0E‐01 0.001 0.001 3.8E‐01 ‐ 0 ‐ 0 ‐ [GLIS3],GLI2 GLIS3

rs1330307 9 4,305,064 A C 0.515 0.988 0.008 0.001 1.1E‐12 ‐0.019 0.014 1.4E‐01 0.009 0.001 1.5E‐11 0.006 0.001 3.9E‐08 ‐0.003 0.003 3.3E‐01 ‐0.013 0.003 1.4E‐07 0.007 0.003 2.8E‐02 ‐0.006 0.003 3.9E‐02 0.001 0.001 5.5E‐01 ‐ 0 ‐ 0 ‐ GLIS3 (‐5kb3 GLIS3 (‐5kb)

rs10815276 9 5,737,692 G A 0.457 0.988 0.008 0.001 1.7E‐10 ‐0.026 0.014 7.5E‐02 0.009 0.001 1.8E‐10 0.003 0.001 1.7E‐03 0.004 0.003 1.8E‐01 ‐0.006 0.003 2.7E‐02 0.012 0.003 7.0E‐05 0.007 0.003 3.2E‐02 0.000 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ PLGRKT (‐39 RIC1

rs820504 9 6,668,278 G A 0.864 0.994 0.014 0.002 2.2E‐16 0.036 0.020 6.0E‐02 0.013 0.002 3.7E‐10 0.010 0.002 4.6E‐10 0.006 0.004 4.3E‐02 ‐0.007 0.004 6.5E‐02 0.013 0.004 2.1E‐03 ‐0.009 0.004 7.4E‐02 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ UHRF2 (‐163 GLDC (‐23kb)

rs10961205 9 13,722,479 A G 0.583 0.990 0.007 0.001 4.6E‐08 ‐0.008 0.014 5.4E‐01 0.007 0.001 1.8E‐06 0.001 0.001 2.5E‐01 ‐0.005 0.003 8.4E‐02 ‐0.010 0.003 9.9E‐05 0.007 0.003 1.8E‐02 0.003 0.003 2.9E‐01 0.002 0.001 2.7E‐02 ‐ 0 ‐ 0 ‐ FLJ41200 (‐2 LINC00583 (+205kb)

rs696825 9 86,583,076 T C 0.252 0.999 0.024 0.001 4.5E‐63 ‐0.032 0.016 6.5E‐02 0.025 0.002 6.4E‐55 0.021 0.001 5.3E‐62 ‐0.006 0.003 5.6E‐02 ‐0.028 0.003 9.5E‐23 0.035 0.003 6.9E‐26 0.001 0.003 9.9E‐01 0.003 0.001 8.4E‐03 KIF27 / RMI1 0 ‐ 0 ‐ UBQLN1 (‐ 9 HNRNPK

rs117522510 9 88,886,513 A G 0.006 0.990 0.041 0.008 3.3E‐08 ‐0.050 0.093 5.0E‐01 0.050 0.010 2.9E‐09 0.037 0.008 1.4E‐05 0.015 0.019 4.2E‐01 ‐0.039 0.017 1.5E‐02 0.112 0.020 4.0E‐08 0.062 0.020 1.1E‐03 0.009 0.006 1.4E‐01 ‐ 0 ‐ 0 ‐ NAA35 (‐246 ISCA1

rs4876993 9 92,281,403 T C 0.488 1.000 0.007 0.001 2.5E‐09 ‐0.021 0.014 1.2E‐01 0.008 0.001 7.7E‐09 0.001 0.001 4.5E‐01 ‐0.006 0.003 2.4E‐02 ‐0.010 0.003 2.6E‐05 0.007 0.003 7.1E‐03 0.004 0.003 2.2E‐01 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ SEMA4D (‐ 3 UNQ6494

rs1962883 9 107,722,705 C T 0.530 0.953 0.008 0.001 6.7E‐10 0.032 0.014 2.3E‐02 0.006 0.001 1.6E‐05 0.003 0.001 2.8E‐02 0.000 0.003 9.1E‐01 ‐0.007 0.003 1.1E‐02 0.005 0.003 1.9E‐01 0.002 0.003 5.6E‐01 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ OR13D1 (‐25 ABCA1 (‐32kb)

rs62580766 9 113,034,490 T C 0.181 0.994 0.011 0.002 7.5E‐16 ‐0.010 0.018 5.2E‐01 0.011 0.002 3.8E‐12 0.010 0.002 1.6E‐11 0.008 0.004 2.2E‐02 ‐0.007 0.003 2.5E‐02 0.017 0.004 3.2E‐06 0.000 0.004 8.4E‐01 ‐0.001 0.001 1.7E‐01 ‐ 0 ‐ 0 ‐ PALM2‐AKA6 TXN (‐16kb)

rs2986669 9 113,187,721 A G 0.681 0.999 0.009 0.001 4.9E‐11 ‐0.007 0.015 6.3E‐01 0.009 0.002 3.7E‐09 0.003 0.001 5.2E‐02 0.006 0.003 6.2E‐02 ‐0.006 0.003 3.3E‐02 0.004 0.003 1.4E‐01 0.003 0.003 2.3E‐01 0.000 0.001 5.7E‐01 SVEP1 0 ‐ 0 ‐ PALM2‐AKA7 SVEP1

rs112332688 9 119,083,371 A G 0.768 0.993 0.008 0.001 1.3E‐08 ‐0.007 0.016 7.0E‐01 0.008 0.002 5.7E‐07 0.006 0.001 1.6E‐07 0.004 0.003 2.6E‐01 ‐0.006 0.003 4.3E‐02 0.009 0.004 6.6E‐03 ‐0.001 0.004 9.5E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ [PAPPA],PA4 PAPPA

rs4837794 9 123,507,855 T C 0.332 0.989 0.010 0.001 1.4E‐16 ‐0.031 0.015 5.2E‐02 0.012 0.002 5.0E‐16 0.006 0.001 2.1E‐08 0.008 0.003 7.1E‐03 ‐0.005 0.003 4.2E‐02 0.011 0.003 1.1E‐04 0.003 0.003 4.6E‐01 0.000 0.001 7.4E‐01 MEGF9 1 PSMD5 (+84kb), 2 PSMD5‐AS1 (+94kb),PSMD5 (+84kbCDK5RAP2 9 FBXW2 (+11kb)

9:127474886_CA_C 9 127,474,886 CA C 0.500 0.955 0.007 0.001 7.2E‐09 0.014 0.014 3.3E‐01 0.007 0.001 2.0E‐06 0.000 0.001 7.7E‐01 ‐0.004 0.003 4.1E‐01 ‐0.007 0.003 8.8E‐03 0.005 0.003 7.0E‐02 0.006 0.003 5.7E‐02 ‐0.002 0.001 1.9E‐02 ‐ 0 ‐ 0 ‐ PSMB7 (‐2912 NR6A1

rs9697210 9 131,468,740 G A 0.854 0.996 0.015 0.002 9.0E‐20 0.011 0.020 6.4E‐01 0.016 0.002 1.7E‐16 0.018 0.002 5.0E‐31 0.005 0.004 1.6E‐01 ‐0.014 0.004 5.5E‐05 0.021 0.004 4.2E‐08 ‐0.009 0.004 4.3E‐02 ‐0.001 0.001 5.6E‐01 ‐ 1 PKN3 (+5kb), 0 ‐ CERCAM (‐18 PKN3

rs143378550 9 133,069,741 A C 0.025 0.823 0.019 0.004 3.7E‐08 ‐0.052 0.048 3.0E‐01 0.020 0.005 6.4E‐07 0.010 0.004 1.3E‐02 ‐0.003 0.010 9.2E‐01 ‐0.014 0.009 9.1E‐02 0.015 0.011 2.3E‐01 ‐0.014 0.011 1.0E‐01 0.000 0.003 9.5E‐01 HMCN2 0 ‐ 0 ‐ FNBP1 (‐266 HMCN2

rs8176741 9 136,131,461 G A 0.938 1.000 0.016 0.003 1.7E‐10 ‐0.006 0.029 9.4E‐01 0.016 0.003 2.6E‐07 0.008 0.002 1.7E‐03 0.022 0.006 1.4E‐04 ‐0.009 0.005 2.0E‐01 0.016 0.006 1.8E‐02 0.004 0.006 8.0E‐01 0.004 0.002 3.7E‐02 ‐ 0 ‐ 0 ‐ GFI1B (‐26428 ABO

rs72766607 9 136,895,818 T G 0.980 1.000 0.032 0.004 3.1E‐15 0.050 0.049 2.2E‐01 0.027 0.005 1.7E‐08 0.035 0.004 1.6E‐18 ‐0.014 0.010 3.3E‐01 ‐0.042 0.009 3.6E‐06 0.048 0.011 2.7E‐05 ‐0.022 0.011 3.0E‐02 0.005 0.003 9.7E‐02 ‐ 0 ‐ 0 ‐ SARDH (‐297 LINC00094,BRD3

rs11791747 9 137,106,879 G A 0.307 0.982 0.010 0.001 2.2E‐13 ‐0.015 0.015 3.1E‐01 0.011 0.002 8.0E‐12 0.004 0.001 4.2E‐04 ‐0.005 0.003 7.4E‐02 ‐0.013 0.003 2.4E‐06 0.008 0.003 2.1E‐02 ‐0.001 0.003 8.5E‐01 0.000 0.001 1.0E+00 ‐ 0 ‐ 0 ‐ VAV2 (‐2498 RNU6ATAC (‐77kb)

rs80126506 9 137,159,427 A G 0.592 0.995 0.007 0.001 2.1E‐10 ‐0.001 0.014 8.3E‐01 0.008 0.001 2.3E‐09 0.003 0.001 6.7E‐03 0.000 0.003 8.1E‐01 ‐0.007 0.003 2.6E‐03 0.006 0.003 2.4E‐02 0.002 0.003 4.5E‐01 ‐0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ LINC000947 RXRA (+59kb)

rs35233014 9 137,268,177 C A 0.255 0.981 0.015 0.001 3.8E‐27 0.017 0.016 2.8E‐01 0.014 0.002 3.5E‐18 0.013 0.001 2.4E‐21 0.005 0.003 5.9E‐02 ‐0.014 0.003 1.1E‐05 0.023 0.004 2.2E‐10 0.001 0.004 6.4E‐01 0.002 0.001 2.9E‐02 ‐ 0 ‐ 0 ‐ WDR5 (‐246 RXRA

rs11103377 9 139,097,135 G A 0.538 0.986 0.007 0.001 6.0E‐11 ‐0.003 0.014 8.8E‐01 0.008 0.001 4.5E‐09 0.012 0.001 5.8E‐24 0.007 0.003 2.0E‐02 ‐0.002 0.003 3.3E‐01 0.016 0.003 6.5E‐07 ‐0.008 0.003 3.4E‐03 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ CAMSAP1  17 LHX3 (0kb)

rs7475279 10 5,252,866 A C 0.846 0.999 0.018 0.002 1.3E‐30 ‐0.042 0.019 2.9E‐02 0.021 0.002 6.8E‐30 0.023 0.002 3.7E‐57 0.006 0.004 1.4E‐01 ‐0.019 0.004 1.9E‐08 0.049 0.004 1.2E‐35 0.006 0.004 9.7E‐02 0.001 0.001 3.3E‐01 AKR1C4 1 AKR1C7P (+71kb), 0 ‐ AKR1C6P (‐10 AKR1C4

rs899865 10 36,473,044 T C 0.600 0.916 0.007 0.001 1.0E‐08 0.025 0.015 6.2E‐02 0.006 0.002 1.9E‐05 0.002 0.001 7.0E‐02 0.006 0.003 3.1E‐02 ‐0.001 0.003 9.2E‐01 0.004 0.003 3.0E‐01 0.001 0.003 8.2E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1530439 10 63,645,959 T G 0.309 0.982 0.011 0.001 9.7E‐19 0.004 0.015 7.8E‐01 0.012 0.002 7.9E‐16 0.007 0.001 4.8E‐08 0.008 0.003 1.2E‐02 ‐0.008 0.003 3.3E‐03 0.013 0.003 2.6E‐05 0.000 0.003 8.6E‐01 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ C10orf107 2 ARID5B (+15kb)

10:65158772_AAAG_A 10 65,158,772 A AAAG 0.472 0.998 0.044 0.001 5.7E‐310 ‐0.062 0.014 4.4E‐06 0.047 0.001 3.0E‐257 0.063 0.001 1.1E‐712 0.026 0.003 8.6E‐23 ‐0.031 0.003 5.0E‐36 0.110 0.003 1.1E‐304 ‐0.001 0.003 7.2E‐01 0.004 0.001 1.7E‐05 JMJD1C 0 ‐ 0 ‐ NRBF2 (‐246 JMJD1C

rs35696875 10 70,982,136 TCA T 0.694 0.995 0.011 0.001 8.5E‐22 0.021 0.015 1.3E‐01 0.011 0.002 1.6E‐13 ‐0.003 0.001 2.3E‐02 0.017 0.003 1.4E‐08 ‐0.004 0.003 2.3E‐01 ‐0.005 0.003 1.4E‐01 ‐0.003 0.003 3.1E‐01 0.000 0.001 6.8E‐01 ‐ 1 HKDC1 (+22kb), 0 ‐ DDX50 (‐2711 LOC101928994,HKDC1

rs2915023 10 77,282,899 G A 0.903 0.993 0.011 0.002 3.9E‐08 0.018 0.023 4.8E‐01 0.010 0.002 8.2E‐06 0.005 0.002 2.6E‐03 ‐0.003 0.005 4.2E‐01 ‐0.012 0.004 2.9E‐03 0.003 0.005 5.2E‐01 ‐0.011 0.005 3.4E‐02 0.001 0.001 6.7E‐01 ‐ 0 ‐ 0 ‐ VDAC2 (‐299 C10orf11

rs1782652 10 81,074,125 T A 0.619 0.971 0.014 0.001 1.2E‐26 0.028 0.014 4.0E‐02 0.012 0.001 5.2E‐16 0.012 0.001 2.7E‐28 0.008 0.003 1.3E‐02 ‐0.011 0.003 9.9E‐05 0.016 0.003 2.9E‐08 ‐0.008 0.003 1.5E‐02 0.001 0.001 1.5E‐01 ‐ 1 PPIF (+37kb), 0 ‐ ZMIZ1‐AS18 ZMIZ1

rs11186719 10 93,631,956 A C 0.522 0.999 0.012 0.001 9.3E‐25 0.008 0.014 5.8E‐01 0.012 0.001 5.2E‐18 0.012 0.001 1.2E‐27 ‐0.005 0.003 6.1E‐02 ‐0.017 0.003 1.8E‐11 0.019 0.003 4.4E‐10 ‐0.002 0.003 4.4E‐01 0.000 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ HECTD2‐AS7 TNKS2 (‐7kb)

rs2068888 10 94,839,642 A G 0.451 1.000 0.013 0.001 2.0E‐26 0.050 0.014 2.7E‐04 0.011 0.001 7.7E‐15 0.009 0.001 3.3E‐16 0.011 0.003 2.8E‐05 ‐0.007 0.003 9.7E‐03 0.004 0.003 8.9E‐02 ‐0.010 0.003 8.2E‐04 0.000 0.001 9.0E‐01 ‐ 0 ‐ 0 ‐ EXOC6 (‐204 CYP26A1 (‐2kb)

rs11188601 10 97,856,899 C T 0.364 0.997 0.010 0.001 6.1E‐17 0.016 0.014 2.1E‐01 0.010 0.001 2.7E‐12 0.006 0.001 2.3E‐06 ‐0.004 0.003 1.4E‐01 ‐0.012 0.003 1.5E‐06 0.006 0.003 5.3E‐02 ‐0.005 0.003 1.2E‐01 0.000 0.001 7.7E‐01 ‐ 0 ‐ 0 ‐ ENTPD1 (‐211 ENTPD1‐AS1 (‐7kb)

rs10883451 10 101,924,418 C T 0.499 0.999 0.009 0.001 8.2E‐11 0.003 0.014 8.7E‐01 0.009 0.001 1.1E‐08 0.010 0.001 1.1E‐18 0.001 0.003 9.9E‐01 ‐0.011 0.003 1.2E‐04 0.018 0.003 7.9E‐09 ‐0.003 0.003 2.5E‐01 0.000 0.001 6.8E‐01 ‐ 0 ‐ 1 CWF19L1 (+85kb), DNMBP (‐112 ERLIN1

rs140312320 10 103,992,418 G A 0.933 0.998 0.017 0.002 1.1E‐11 ‐0.006 0.028 7.3E‐01 0.016 0.003 1.2E‐08 0.014 0.002 3.8E‐10 ‐0.005 0.006 3.9E‐01 ‐0.016 0.005 1.1E‐03 0.025 0.006 6.5E‐05 0.001 0.006 8.4E‐01 0.001 0.002 7.0E‐01 ‐ 0 ‐ 0 ‐ C10orf76 (‐18 PITX3

rs548235873 10 104,633,053 ATTT A 0.222 0.992 0.010 0.001 6.6E‐11 0.073 0.017 3.0E‐05 0.007 0.002 4.4E‐05 0.009 0.001 1.5E‐11 ‐0.010 0.003 4.4E‐03 ‐0.014 0.003 2.4E‐06 0.003 0.004 5.8E‐01 ‐0.007 0.004 5.2E‐02 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ SUFU (‐24011 BORCS7‐ASMT,AS3MT

rs35198068 10 114,754,784 T C 0.710 0.996 0.011 0.001 2.0E‐19 0.085 0.015 3.9E‐08 0.008 0.002 2.3E‐08 0.007 0.001 8.6E‐10 ‐0.003 0.003 2.8E‐01 ‐0.004 0.003 1.0E‐01 0.006 0.003 6.2E‐02 ‐0.005 0.003 1.0E‐01 0.001 0.001 3.3E‐01 ‐ 0 ‐ 0 ‐ VTI1A (‐1764 TCF7L2

rs80235628 10 122,859,270 G A 0.950 0.991 0.025 0.003 2.0E‐17 0.055 0.032 1.1E‐01 0.021 0.003 1.3E‐09 0.014 0.003 5.4E‐07 ‐0.001 0.006 8.3E‐01 ‐0.031 0.006 1.8E‐07 0.017 0.007 8.4E‐03 ‐0.006 0.007 5.7E‐01 0.002 0.002 4.2E‐01 ‐ 0 ‐ 0 ‐ WDR11‐AS2 WDR11 (‐190kb)

rs7481219 11 307,808 A G 0.413 0.908 0.008 0.001 3.5E‐10 ‐0.017 0.015 2.8E‐01 0.009 0.002 4.1E‐09 0.003 0.001 4.3E‐03 ‐0.001 0.003 9.2E‐01 ‐0.009 0.003 8.0E‐04 0.009 0.003 2.1E‐03 0.005 0.003 6.2E‐02 0.002 0.001 3.2E‐02 IFITM2 0 ‐ 0 ‐ LINC0100128 IFITM2 (+0kb)

rs775181992 11 2,179,864 A AGCCCT 0.240 0.955 0.012 0.001 1.3E‐16 ‐0.052 0.017 1.8E‐03 0.014 0.002 1.1E‐16 0.010 0.001 3.6E‐16 0.006 0.003 6.7E‐02 ‐0.010 0.003 2.2E‐03 0.023 0.004 1.4E‐11 0.006 0.004 1.1E‐01 0.001 0.001 4.3E‐01 ‐ 0 ‐ 0 ‐ LSP1 (‐266 27 INS‐IGF2

rs11601507 11 5,701,074 A C 0.069 1.000 0.018 0.002 3.2E‐15 0.028 0.027 2.5E‐01 0.016 0.003 4.4E‐09 0.015 0.002 6.5E‐12 0.012 0.005 1.7E‐02 ‐0.013 0.005 1.0E‐02 0.020 0.006 1.2E‐03 ‐0.005 0.006 3.5E‐01 ‐0.004 0.002 1.7E‐02 TRIM5 0 ‐ 0 ‐ OR51B5 (‐126 TRIM5

rs1037169 11 13,361,005 T C 0.313 0.994 0.013 0.001 1.2E‐24 ‐0.054 0.015 1.8E‐04 0.015 0.002 5.4E‐24 0.010 0.001 4.0E‐16 ‐0.001 0.003 9.4E‐01 ‐0.017 0.003 2.4E‐09 0.017 0.003 1.4E‐07 ‐0.006 0.003 4.2E‐02 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ [ARNTL],BT3 ARNTL

rs778571122 11 16,247,860 GTGTTTTTTG 0.613 0.991 0.011 0.001 4.7E‐22 0.013 0.014 3.5E‐01 0.011 0.001 6.7E‐15 0.010 0.001 7.4E‐18 0.007 0.003 1.0E‐02 ‐0.008 0.003 1.5E‐03 0.025 0.003 1.9E‐16 0.009 0.003 9.2E‐03 ‐0.001 0.001 3.6E‐01 ‐ 1 SOX6 (+127kb), 0 ‐ [SOX6],MIR2 SOX6

rs76491020 11 32,673,898 C G 0.094 0.921 0.012 0.002 1.3E‐09 ‐0.006 0.025 7.9E‐01 0.011 0.003 2.2E‐06 0.008 0.002 8.7E‐07 0.011 0.005 3.1E‐02 ‐0.004 0.005 2.8E‐01 0.012 0.005 8.8E‐03 0.001 0.005 7.2E‐01 0.000 0.002 7.1E‐01 ‐ 0 ‐ 0 ‐ WT1 (‐217 6 CCDC73

rs5791099 11 36,328,427 TA T 0.370 0.955 0.007 0.001 1.9E‐08 0.016 0.015 3.0E‐01 0.006 0.002 1.2E‐05 0.002 0.001 8.3E‐02 0.003 0.003 3.4E‐01 ‐0.004 0.003 1.4E‐01 0.006 0.003 5.5E‐02 0.002 0.003 5.6E‐01 0.002 0.001 5.0E‐02 ‐ 0 ‐ 0 ‐ LDLRAD3 (‐9 PRR5L

rs185044544 11 58,867,435 T G 0.975 0.981 0.022 0.004 5.3E‐09 0.019 0.045 7.3E‐01 0.021 0.005 1.3E‐06 0.004 0.004 4.7E‐01 ‐0.009 0.009 2.9E‐01 ‐0.019 0.008 5.4E‐03 ‐0.006 0.010 3.1E‐01 ‐0.015 0.010 1.0E‐01 ‐0.001 0.003 7.7E‐01 FAM111B 0 ‐ 0 ‐ GLYATL2 (‐9 FAM111B (+7kb)

rs174537 11 61,552,680 G T 0.654 0.999 0.012 0.001 5.5E‐21 ‐0.035 0.015 1.9E‐02 0.014 0.001 2.2E‐21 0.008 0.001 4.6E‐10 0.002 0.003 3.1E‐01 ‐0.010 0.003 2.4E‐04 0.016 0.003 3.0E‐07 0.003 0.003 5.5E‐01 0.004 0.001 4.6E‐05 ‐ 0 ‐ 0 ‐ PPP1R32 (‐20 MYRF

rs71468663 11 64,018,104 A AC 0.953 0.992 0.017 0.003 2.1E‐11 0.012 0.033 6.6E‐01 0.017 0.003 5.5E‐08 0.000 0.003 4.9E‐01 0.000 0.007 9.8E‐01 ‐0.016 0.006 2.6E‐03 ‐0.007 0.007 5.3E‐01 ‐0.006 0.007 6.2E‐01 0.003 0.002 1.0E‐01 FERMT3 / PLCB0 ‐ 0 ‐ NAA40 (‐2928 PLCB3 (+1kb)

rs12797706 11 65,561,369 A G 0.235 0.981 0.013 0.001 1.6E‐19 ‐0.028 0.016 9.0E‐02 0.014 0.002 1.4E‐16 0.013 0.001 1.4E‐22 ‐0.008 0.003 9.4E‐03 ‐0.020 0.003 6.5E‐11 0.023 0.004 1.4E‐10 0.002 0.004 5.6E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ MALAT1 (‐ 40 OVOL1

rs3018695 11 68,911,500 A C 0.493 0.988 0.009 0.001 9.3E‐14 0.022 0.014 9.7E‐02 0.008 0.001 2.2E‐09 0.008 0.001 1.0E‐16 0.003 0.003 2.3E‐01 ‐0.007 0.003 7.5E‐03 0.011 0.003 6.9E‐05 ‐0.005 0.003 6.6E‐02 0.001 0.001 2.8E‐01 ‐ 0 ‐ 0 ‐ MRPL21 (‐29 LOC338694 (+3kb)

rs12280075 11 69,170,389 G T 0.320 0.990 0.008 0.001 3.7E‐10 0.015 0.015 3.0E‐01 0.008 0.002 8.3E‐08 0.014 0.001 1.0E‐33 ‐0.006 0.003 5.3E‐02 ‐0.012 0.003 8.5E‐06 0.023 0.003 5.0E‐13 ‐0.004 0.003 1.9E‐01 0.002 0.001 1.6E‐02 ‐ 0 ‐ 0 ‐ LOC3386945 LOC102724265 (+70kb)

rs12804411 11 69,284,200 T C 0.231 0.996 0.014 0.001 2.6E‐24 ‐0.032 0.016 3.9E‐02 0.015 0.002 1.7E‐21 0.016 0.001 7.5E‐38 0.003 0.003 3.7E‐01 ‐0.010 0.003 1.8E‐03 0.021 0.004 2.1E‐10 ‐0.006 0.004 6.1E‐02 0.003 0.001 1.7E‐03 ‐ 0 ‐ 0 ‐ MYEOV (‐26 LINC01488 (+16kb)

rs11021232 11 95,320,808 T C 0.820 0.986 0.013 0.002 4.0E‐17 ‐0.004 0.018 8.9E‐01 0.013 0.002 1.5E‐13 0.006 0.002 1.5E‐04 0.000 0.004 6.8E‐01 ‐0.010 0.003 3.0E‐03 0.003 0.004 4.4E‐01 ‐0.012 0.004 5.2E‐03 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ FAM76B (+3 FAM76B (+181kb)

rs73519353 11 95,380,754 A T 0.003 0.857 0.070 0.011 2.0E‐10 ‐0.118 0.128 3.7E‐01 0.075 0.013 2.7E‐09 0.051 0.011 5.9E‐07 ‐0.034 0.026 1.5E‐01 ‐0.100 0.023 3.8E‐05 0.066 0.029 1.1E‐02 ‐0.039 0.029 2.3E‐01 0.012 0.008 1.6E‐01 ‐ 0 ‐ 0 ‐ FAM76B (+3 FAM76B (+121kb)

rs12787996 11 102,057,068 C A 0.661 0.995 0.009 0.001 2.1E‐12 0.026 0.015 8.6E‐02 0.007 0.002 5.0E‐07 0.009 0.001 8.1E‐16 0.008 0.003 7.1E‐03 ‐0.006 0.003 3.2E‐02 0.015 0.003 3.9E‐06 ‐0.004 0.003 3.2E‐01 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ ANGPTL5 ( 9 YAP1

rs770971500 11 119,120,376 C CTTTT 0.238 0.898 0.008 0.002 4.6E‐09 ‐0.055 0.017 1.4E‐03 0.010 0.002 2.6E‐09 0.007 0.001 2.2E‐08 ‐0.001 0.003 9.1E‐01 ‐0.013 0.003 6.3E‐05 0.010 0.004 8.8E‐03 ‐0.003 0.004 2.8E‐01 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ UPK2 (‐29128 CBL

rs10893876 11 128,353,007 C T 0.766 0.975 0.008 0.001 3.5E‐08 ‐0.023 0.016 2.3E‐01 0.009 0.002 4.3E‐07 ‐0.002 0.001 4.2E‐01 0.006 0.003 4.9E‐02 ‐0.009 0.003 3.8E‐03 ‐0.001 0.004 8.9E‐01 0.003 0.004 5.2E‐01 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ [ETS1],MIR6 ETS1

rs740893 12 676,209 G C 0.214 0.977 0.009 0.002 5.0E‐11 0.021 0.017 2.3E‐01 0.009 0.002 5.3E‐08 0.003 0.001 8.3E‐02 ‐0.002 0.003 5.7E‐01 ‐0.009 0.003 3.3E‐03 0.003 0.004 4.2E‐01 0.000 0.004 8.6E‐01 ‐0.002 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ KDM5A (‐17 NINJ2

rs10774095 12 3,125,648 A G 0.807 0.967 0.009 0.002 7.4E‐09 0.031 0.018 1.0E‐01 0.007 0.002 1.0E‐04 0.001 0.001 4.4E‐01 ‐0.007 0.004 1.0E‐01 ‐0.013 0.003 1.4E‐04 0.008 0.004 1.0E‐02 0.009 0.004 8.8E‐03 0.000 0.001 7.6E‐01 ‐ 0 ‐ 0 ‐ LOC28344010 TEAD4

rs76895963 12 4,384,844 G T 0.021 0.812 0.075 0.005 1.3E‐64 0.075 0.053 1.4E‐01 0.073 0.005 1.0E‐44 0.066 0.004 1.9E‐55 ‐0.014 0.011 1.3E‐01 ‐0.088 0.010 5.5E‐21 0.059 0.012 1.0E‐07 ‐0.060 0.012 1.1E‐06 0.003 0.003 4.8E‐01 ‐ 0 ‐ 0 ‐ [CCND2‐AS7 CCND2‐AS1,CCND2

rs17887160 12 6,877,721 C T 0.720 0.972 0.009 0.001 7.4E‐12 ‐0.011 0.016 4.6E‐01 0.009 0.002 3.3E‐08 0.004 0.001 5.8E‐03 0.004 0.003 3.6E‐01 ‐0.005 0.003 3.0E‐02 0.008 0.003 3.7E‐02 0.004 0.003 4.0E‐01 0.002 0.001 6.6E‐02 ‐ 0 ‐ 0 ‐ VAMP1 (‐243 PTMS

rs3782735 12 6,885,076 A G 0.601 0.950 0.010 0.001 5.6E‐15 ‐0.013 0.014 3.8E‐01 0.011 0.001 6.9E‐14 0.007 0.001 2.5E‐09 ‐0.002 0.003 6.3E‐01 ‐0.010 0.003 1.7E‐04 0.008 0.003 8.8E‐03 ‐0.005 0.003 1.5E‐01 0.000 0.001 8.3E‐01 ‐ 0 ‐ 0 ‐ MRPL51 (‐242 LAG3

rs11054861 12 7,769,947 A G 0.973 1.000 0.023 0.004 3.0E‐10 0.013 0.043 8.0E‐01 0.022 0.004 1.5E‐07 0.005 0.004 1.3E‐01 0.017 0.009 9.8E‐02 ‐0.006 0.008 2.9E‐01 0.003 0.010 7.5E‐01 ‐0.003 0.010 7.6E‐01 ‐0.002 0.003 4.4E‐01 ‐ 0 ‐ 0 ‐ ACSM4 (‐2 10 APOBEC1 (+32kb)

12:12562340_GT_G 12 12,562,340 G GT 0.145 0.990 0.009 0.002 5.0E‐09 ‐0.017 0.020 3.8E‐01 0.010 0.002 2.4E‐07 0.001 0.002 3.1E‐01 ‐0.001 0.004 7.2E‐01 ‐0.010 0.004 3.1E‐03 0.003 0.004 3.2E‐01 0.001 0.004 6.0E‐01 0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ MIR1244‐48 BORCS5

rs7298820 12 20,581,339 T A 0.205 0.986 0.015 0.002 1.0E‐23 0.026 0.017 1.0E‐01 0.014 0.002 1.4E‐14 0.010 0.001 1.3E‐12 0.003 0.003 3.8E‐01 ‐0.014 0.003 8.9E‐06 0.008 0.004 2.1E‐02 ‐0.009 0.004 5.1E‐02 0.003 0.001 1.2E‐02 ‐ 0 ‐ 0 ‐ [PDE3A],SL2 PDE3A

rs4149056 12 21,331,549 T C 0.849 1.000 0.030 0.002 1.5E‐74 0.033 0.019 1.0E‐01 0.027 0.002 4.1E‐45 0.032 0.002 6.2E‐99 ‐0.029 0.004 1.1E‐14 ‐0.043 0.004 3.0E‐35 0.054 0.004 1.3E‐39 ‐0.005 0.004 2.3E‐01 0.001 0.001 4.6E‐01 SLCO1B1 0 ‐ 0 ‐ SLCO1B3 (‐7 SLCO1B1

rs11047237 12 24,206,326 A T 0.965 0.999 0.028 0.003 8.2E‐17 ‐0.048 0.038 2.2E‐01 0.030 0.004 2.6E‐14 0.019 0.003 2.4E‐12 ‐0.009 0.008 2.2E‐01 ‐0.035 0.007 3.0E‐07 0.033 0.008 5.1E‐06 0.001 0.008 8.6E‐01 0.001 0.002 6.7E‐01 ‐ 0 ‐ 0 ‐ [SOX5],MIR3 SOX5

rs75130744 12 25,410,741 G C 0.929 0.996 0.026 0.002 3.9E‐31 ‐0.018 0.027 4.9E‐01 0.026 0.003 1.2E‐23 0.029 0.002 3.0E‐44 ‐0.011 0.005 5.0E‐02 ‐0.028 0.005 8.7E‐09 0.045 0.006 4.8E‐16 ‐0.005 0.006 5.4E‐01 0.003 0.002 1.1E‐01 ‐ 0 ‐ 0 ‐ C12orf77 (‐7 KRAS (‐7kb)

rs1872992 12 26,457,190 A G 0.756 1.000 0.009 0.001 3.6E‐11 0.040 0.016 1.2E‐02 0.006 0.002 1.0E‐05 0.003 0.001 1.2E‐02 ‐0.008 0.003 2.6E‐02 ‐0.012 0.003 5.2E‐05 0.009 0.004 7.0E‐03 0.004 0.004 2.9E‐01 0.001 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ RASSF8 (‐24 ITPR2 (+31kb)

12:26614614_CAT_C 12 26,614,614 C CAT 0.263 0.889 0.009 0.001 1.2E‐10 ‐0.026 0.017 1.4E‐01 0.010 0.002 2.9E‐09 0.001 0.001 3.5E‐01 ‐0.003 0.003 3.8E‐01 ‐0.011 0.003 3.7E‐04 0.000 0.004 8.5E‐01 ‐0.002 0.004 7.4E‐01 0.000 0.001 9.7E‐01 ‐ 0 ‐ 0 ‐ SSPN (‐2272 ITPR2

rs10880868 12 46,322,449 C T 0.789 1.000 0.008 0.002 4.4E‐08 ‐0.020 0.017 2.1E‐01 0.008 0.002 9.8E‐07 0.005 0.001 3.0E‐05 ‐0.003 0.003 2.0E‐01 ‐0.007 0.003 8.3E‐03 0.015 0.004 2.5E‐05 0.004 0.004 3.3E‐01 0.001 0.001 1.5E‐01 ‐ 0 ‐ 0 ‐ LINC009384 SCAF11

rs4307773 12 51,144,432 T C 0.419 0.996 0.014 0.001 5.9E‐31 0.014 0.014 3.3E‐01 0.013 0.001 1.4E‐21 0.009 0.001 2.0E‐17 0.003 0.003 4.5E‐01 ‐0.013 0.003 3.7E‐07 0.019 0.003 4.3E‐11 0.007 0.003 2.2E‐02 0.001 0.001 4.3E‐01 ‐ 0 ‐ 0 ‐ LARP4 (‐279 DIP2B (‐2kb)

rs10747689 12 54,425,471 T C 0.368 0.993 0.007 0.001 4.7E‐09 0.025 0.014 7.5E‐02 0.006 0.001 2.5E‐05 0.003 0.001 2.9E‐02 ‐0.008 0.003 3.8E‐03 ‐0.007 0.003 5.9E‐03 0.009 0.003 1.9E‐03 0.004 0.003 2.0E‐01 ‐0.001 0.001 4.1E‐01 ‐ 0 ‐ 0 ‐ CISTR (‐27527 HOXC4,HOXC5

rs7484541 12 57,714,803 T A 0.228 0.998 0.016 0.001 3.0E‐29 0.029 0.016 8.3E‐02 0.014 0.002 1.0E‐17 0.018 0.001 2.1E‐43 ‐0.010 0.003 2.0E‐03 ‐0.021 0.003 1.4E‐12 0.030 0.004 1.3E‐17 0.000 0.004 9.8E‐01 0.002 0.001 1.1E‐01 INHBC 0 ‐ 0 ‐ MYO1A (‐228 R3HDM2

rs8756 12 66,359,752 C A 0.485 1.000 0.008 0.001 1.7E‐13 ‐0.014 0.014 3.5E‐01 0.009 0.001 8.8E‐11 0.008 0.001 5.0E‐11 0.004 0.003 8.7E‐02 ‐0.010 0.003 9.3E‐05 0.014 0.003 2.1E‐05 0.003 0.003 3.7E‐01 0.001 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ RPSAP52 (‐9 HMGA2

rs2438109 12 67,653,617 C T 0.657 0.978 0.007 0.001 1.6E‐08 ‐0.018 0.015 2.6E‐01 0.008 0.002 8.2E‐08 0.002 0.001 1.1E‐01 0.001 0.003 7.8E‐01 ‐0.007 0.003 8.5E‐03 0.001 0.003 7.2E‐01 ‐0.003 0.003 2.8E‐01 ‐0.001 0.001 3.9E‐01 ‐ 0 ‐ 0 ‐ LOC1027243 CAND1 (+9kb)

rs147153202 12 93,631,004 G GA 0.865 0.984 0.013 0.002 4.9E‐14 0.018 0.020 4.2E‐01 0.013 0.002 5.4E‐10 0.012 0.002 4.5E‐14 0.000 0.004 8.8E‐01 ‐0.012 0.004 4.5E‐03 0.023 0.004 1.5E‐07 0.002 0.004 7.5E‐01 0.000 0.001 8.4E‐01 ‐ 0 ‐ 0 ‐ [LOC643335 LOC643339

rs528806375 12 95,881,367 A AT 0.564 0.932 0.007 0.001 2.1E‐09 ‐0.036 0.014 1.0E‐02 0.009 0.001 7.5E‐10 0.002 0.001 3.4E‐01 0.001 0.003 5.4E‐01 ‐0.005 0.003 6.1E‐02 0.006 0.003 4.2E‐02 0.005 0.003 7.3E‐02 0.000 0.001 7.3E‐01 ‐ 0 ‐ 0 ‐ FGD6 (‐2708 METAP2

rs191591035 12 99,868,285 G C 0.997 0.613 0.099 0.014 6.9E‐14 ‐0.231 0.162 1.1E‐01 0.113 0.017 1.4E‐13 0.092 0.013 1.0E‐12 0.031 0.033 3.6E‐01 ‐0.067 0.030 1.8E‐02 0.222 0.035 2.5E‐10 0.052 0.035 1.4E‐01 0.005 0.010 6.2E‐01 ‐ 0 ‐ 0 ‐ [ANKS1B],F2 ANKS1B

rs61755050 12 100,926,308 T C 0.994 1.000 0.131 0.008 1.1E‐72 0.069 0.087 5.1E‐01 0.130 0.009 4.5E‐52 0.125 0.007 3.8E‐72 0.052 0.018 2.9E‐03 ‐0.091 0.016 7.8E‐09 0.211 0.020 1.3E‐30 0.000 0.020 8.7E‐01 0.011 0.005 3.5E‐02 NR1H4 0 ‐ 0 ‐ DEPDC4 (‐26 NR1H4

rs3751129 12 102,455,729 A G 0.216 0.998 0.011 0.001 1.7E‐13 0.000 0.017 9.1E‐01 0.010 0.002 5.3E‐09 0.006 0.001 3.7E‐06 ‐0.006 0.003 5.4E‐02 ‐0.013 0.003 3.7E‐05 0.004 0.004 2.4E‐01 ‐0.008 0.004 3.8E‐02 0.003 0.001 8.7E‐04 ‐ 0 ‐ 1 CCDC53 (‐24kb), GNPTAB (‐26 WASHC3

12:103483327_AT_A 12 103,483,327 AT A 0.521 0.998 0.024 0.001 2.4E‐91 ‐0.050 0.014 1.9E‐04 0.026 0.001 3.3E‐82 0.001 0.001 4.1E‐01 0.004 0.003 1.2E‐01 ‐0.024 0.003 4.3E‐21 0.004 0.003 1.2E‐01 0.001 0.003 7.7E‐01 ‐0.001 0.001 5.7E‐01 ‐ 0 ‐ 0 ‐ LINC004855 LOC101929058 (+62kb)

rs11830764 12 111,515,020 C G 0.068 0.993 0.042 0.002 9.0E‐68 0.057 0.028 3.2E‐02 0.040 0.003 4.2E‐46 0.031 0.002 5.3E‐50 0.016 0.006 1.0E‐02 ‐0.036 0.005 7.3E‐13 0.039 0.006 1.8E‐11 ‐0.012 0.006 5.7E‐02 0.004 0.002 3.8E‐02 ‐ 0 ‐ 0 ‐ CCDC63 (‐17 CUX2

rs183015141 12 112,069,836 G A 0.973 0.927 0.024 0.004 9.6E‐11 ‐0.091 0.044 3.2E‐02 0.029 0.005 9.8E‐12 0.011 0.004 3.2E‐04 ‐0.008 0.009 4.2E‐01 ‐0.040 0.008 1.1E‐06 0.017 0.010 3.6E‐02 ‐0.014 0.010 1.4E‐01 0.007 0.003 8.7E‐03 ‐ 0 ‐ 0 ‐ CUX2 (‐28112 BRAP (+10kb)

rs7139079 12 121,415,293 A G 0.593 0.994 0.013 0.001 5.4E‐28 0.009 0.014 5.5E‐01 0.013 0.001 7.5E‐20 0.018 0.001 5.0E‐56 ‐0.018 0.003 2.5E‐10 ‐0.022 0.003 1.1E‐16 0.026 0.003 3.1E‐17 ‐0.008 0.003 9.7E‐03 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ MLEC (‐27613 HNF1A (+1kb)

rs12311848 12 124,486,851 G A 0.333 0.996 0.014 0.001 1.6E‐29 0.082 0.015 5.9E‐09 0.011 0.002 2.0E‐14 0.006 0.001 3.9E‐07 ‐0.001 0.003 9.6E‐01 ‐0.010 0.003 5.1E‐04 0.012 0.003 3.2E‐04 0.004 0.003 3.9E‐01 0.002 0.001 6.7E‐02 CCDC92 / DNA 0 ‐ 1 CCDC92 (‐57kb), TCTN2 (‐297 ZNF664‐RFLNA,ZNF664

13:50565104_ACT_A 13 50,565,104 A ACT 0.020 0.958 0.037 0.004 4.0E‐19 ‐0.005 0.051 8.2E‐01 0.038 0.005 4.5E‐15 0.021 0.004 3.2E‐08 0.030 0.010 2.1E‐03 ‐0.025 0.009 5.3E‐03 0.048 0.011 9.3E‐07 0.007 0.011 5.1E‐01 0.000 0.003 8.8E‐01 ‐ 0 ‐ 0 ‐ EBPL (‐299 12 DLEU2

rs12864658 13 50,666,074 T C 0.051 1.000 0.019 0.003 1.9E‐12 0.068 0.031 3.1E‐02 0.015 0.003 2.5E‐06 0.009 0.003 3.0E‐03 0.006 0.006 2.2E‐01 ‐0.009 0.006 1.1E‐01 0.018 0.007 1.1E‐02 0.005 0.007 2.8E‐01 0.002 0.002 2.2E‐01 ‐ 0 ‐ 0 ‐ KPNA3 (‐2911 DLEU2,DLEU1

rs9556403 13 95,236,825 G A 0.350 1.000 0.007 0.001 6.8E‐10 0.003 0.014 8.5E‐01 0.007 0.001 6.7E‐07 0.010 0.001 7.9E‐18 ‐0.001 0.003 4.4E‐01 ‐0.009 0.003 4.4E‐04 0.017 0.003 3.0E‐08 ‐0.001 0.003 5.4E‐01 ‐0.001 0.001 5.3E‐01 ‐ 0 ‐ 0 ‐ GPC6 (‐1778 TGDS

rs7321688 13 115,000,365 C A 0.767 0.999 0.009 0.001 1.7E‐09 0.020 0.016 1.8E‐01 0.007 0.002 2.5E‐05 0.009 0.001 2.2E‐11 0.004 0.003 2.6E‐01 ‐0.001 0.003 8.5E‐01 0.012 0.004 3.5E‐04 ‐0.005 0.004 1.5E‐01 0.001 0.001 4.4E‐01 UPF3A 0 ‐ 0 ‐ RASA3 (‐107 CDC16

rs17128091 14 23,714,682 C G 0.256 0.996 0.013 0.001 3.2E‐20 0.018 0.016 2.1E‐01 0.012 0.002 6.3E‐15 0.012 0.001 1.0E‐25 ‐0.001 0.003 7.1E‐01 ‐0.016 0.003 6.7E‐09 0.024 0.003 1.5E‐13 0.001 0.003 7.1E‐01 0.002 0.001 9.0E‐02 ‐ 0 ‐ 0 ‐ LOC10192630 RNF212B

rs11621792 14 24,871,926 C T 0.548 0.984 0.026 0.001 4.0E‐102 0.016 0.014 2.8E‐01 0.025 0.001 5.4E‐71 0.013 0.001 2.0E‐28 ‐0.002 0.003 3.8E‐01 ‐0.025 0.003 1.4E‐22 0.018 0.003 6.7E‐09 ‐0.004 0.003 1.5E‐01 0.003 0.001 8.3E‐04 ‐ 0 ‐ 0 ‐ PCK2 (‐29938 NYNRIN

rs72681869 14 50,655,357 C G 0.011 1.000 0.047 0.006 3.9E‐16 ‐0.297 0.066 4.1E‐06 0.059 0.007 1.2E‐18 0.038 0.006 3.2E‐14 0.045 0.013 9.4E‐04 ‐0.043 0.012 3.8E‐04 0.103 0.015 3.7E‐14 0.028 0.015 4.6E‐02 0.011 0.004 7.4E‐03 SOS2 0 ‐ 0 ‐ ARF6 (‐29211 SOS2

rs11376788 14 69,314,054 AC A 0.243 0.949 0.008 0.001 1.4E‐08 ‐0.010 0.017 5.4E‐01 0.008 0.002 3.4E‐07 0.000 0.001 9.7E‐01 ‐0.009 0.003 6.4E‐03 ‐0.013 0.003 6.1E‐06 0.003 0.004 2.8E‐01 0.001 0.004 8.3E‐01 0.001 0.001 5.3E‐01 ‐ 0 ‐ 0 ‐ RAD51B (‐16 ACTN1 (+27kb)

rs2239222 14 73,011,885 G A 0.349 0.982 0.010 0.001 2.1E‐16 0.019 0.015 1.5E‐01 0.009 0.002 5.8E‐10 0.012 0.001 8.8E‐20 ‐0.006 0.003 3.3E‐02 ‐0.009 0.003 1.4E‐03 0.021 0.003 1.8E‐10 0.005 0.003 1.0E‐01 0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ [RGS6],MIR3 RGS6

rs13379043 14 74,250,126 C T 0.278 0.959 0.011 0.001 2.2E‐16 0.034 0.016 3.6E‐02 0.010 0.002 9.3E‐11 0.008 0.001 2.9E‐11 ‐0.001 0.003 4.7E‐01 ‐0.011 0.003 4.1E‐05 0.013 0.003 5.4E‐05 ‐0.002 0.003 5.1E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ HEATR4 (‐219 ELMSAN1

rs1005421 14 89,886,940 C T 0.583 0.980 0.008 0.001 1.6E‐12 ‐0.007 0.014 6.4E‐01 0.009 0.001 6.7E‐11 0.006 0.001 7.2E‐09 0.003 0.003 4.0E‐01 ‐0.009 0.003 2.7E‐04 0.009 0.003 2.9E‐03 ‐0.004 0.003 2.4E‐01 0.000 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ [FOXN3],FO3 FOXN3

rs28929474 14 94,844,947 T C 0.020 1.000 0.061 0.004 3.1E‐43 ‐0.044 0.049 2.8E‐01 0.063 0.005 9.8E‐34 0.133 0.004 1.2E‐252 ‐0.059 0.010 3.2E‐10 ‐0.104 0.009 1.7E‐31 0.222 0.011 1.2E‐95 ‐0.020 0.011 4.1E‐02 0.001 0.003 7.5E‐01 SERPINA1 0 ‐ 0 ‐ DDX24 (‐2916 SERPINA1

rs17580 14 94,847,262 A T 0.048 1.000 0.024 0.003 8.9E‐18 0.023 0.032 4.9E‐01 0.023 0.003 3.8E‐12 0.029 0.003 2.5E‐30 ‐0.028 0.007 9.4E‐05 ‐0.040 0.006 6.9E‐12 0.049 0.007 1.6E‐12 0.004 0.007 4.2E‐01 ‐0.002 0.002 2.6E‐01 SERPINA1 0 ‐ 0 ‐ DDX24 (‐3016 SERPINA1

rs28929470 14 94,847,386 A G 0.004 1.000 0.052 0.010 4.4E‐09 ‐0.108 0.106 3.4E‐01 0.054 0.011 2.7E‐07 0.087 0.009 2.4E‐25 0.000 0.022 7.9E‐01 ‐0.086 0.020 1.2E‐05 0.139 0.023 4.7E‐10 ‐0.010 0.023 7.9E‐01 0.004 0.006 6.2E‐01 SERPINA1 0 ‐ 0 ‐ DDX24 (‐3016 SERPINA1

rs34184867 14 100,794,159 C G 0.505 0.983 0.010 0.001 4.6E‐16 0.024 0.014 1.3E‐01 0.008 0.001 1.6E‐09 0.010 0.001 7.9E‐21 0.006 0.003 5.2E‐02 ‐0.003 0.003 3.0E‐01 0.021 0.003 1.8E‐12 0.002 0.003 4.8E‐01 0.000 0.001 7.6E‐01 SLC25A47 0 ‐ 0 ‐ EVL (‐184k 12 SLC25A47

rs2498786 14 105,262,368 C G 0.385 0.994 0.011 0.001 5.5E‐19 ‐0.035 0.014 1.3E‐02 0.013 0.001 8.6E‐20 0.009 0.001 2.8E‐14 0.000 0.003 7.5E‐01 ‐0.013 0.003 3.2E‐06 0.021 0.003 3.3E‐11 0.007 0.003 2.9E‐02 0.001 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ C14orf180 17 AKT1 (0kb)

rs12593818 15 35,153,930 T C 0.263 0.996 0.009 0.001 2.4E‐11 ‐0.003 0.016 8.4E‐01 0.010 0.002 1.6E‐10 0.008 0.001 1.2E‐10 0.002 0.003 4.9E‐01 ‐0.007 0.003 9.7E‐03 0.007 0.003 7.1E‐02 ‐0.006 0.003 8.1E‐02 ‐0.001 0.001 3.3E‐01 ‐ 0 ‐ 0 ‐ GOLGA8B (6 AQR

rs275177 15 39,449,003 C T 0.150 0.953 0.010 0.002 5.5E‐09 0.016 0.020 4.0E‐01 0.009 0.002 1.7E‐05 0.005 0.002 1.8E‐03 ‐0.001 0.004 4.9E‐01 ‐0.006 0.004 6.4E‐02 0.002 0.004 9.2E‐01 ‐0.008 0.004 7.2E‐02 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ C15orf54 (+1 C15orf54 (+94kb)

rs11637595 15 40,387,728 C T 0.724 0.975 0.012 0.001 2.4E‐18 0.057 0.016 3.4E‐04 0.009 0.002 9.9E‐09 0.005 0.001 1.2E‐03 0.018 0.003 6.1E‐08 0.001 0.003 7.3E‐01 0.010 0.003 8.8E‐03 0.001 0.003 9.9E‐01 0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ GPR176 (‐116 BMF

rs2009310 15 41,965,591 T G 0.496 0.998 0.008 0.001 1.1E‐12 0.046 0.014 9.0E‐04 0.006 0.001 9.7E‐06 0.005 0.001 5.7E‐07 ‐0.005 0.003 9.6E‐02 ‐0.008 0.003 1.0E‐03 0.007 0.003 1.2E‐02 ‐0.001 0.003 7.9E‐01 0.002 0.001 6.5E‐02 ‐ 0 ‐ 0 ‐ NUSAP1 (‐219 MGA

15:43025006_CT_C 15 43,025,006 CT C 0.997 0.597 0.125 0.016 4.9E‐17 0.198 0.175 2.9E‐01 0.117 0.018 5.2E‐11 0.138 0.014 4.1E‐23 ‐0.037 0.035 3.4E‐01 ‐0.104 0.032 2.2E‐03 0.173 0.038 1.6E‐06 ‐0.061 0.038 1.1E‐01 0.029 0.011 6.6E‐03 ‐ 0 ‐ 0 ‐ ZNF106 (‐28 CDAN1

rs139974673 15 44,027,885 T C 0.974 0.994 0.054 0.004 1.4E‐49 0.078 0.044 8.1E‐02 0.048 0.004 7.9E‐30 0.078 0.004 4.6E‐110 0.002 0.009 7.8E‐01 ‐0.035 0.008 1.0E‐05 0.110 0.010 2.1E‐33 ‐0.030 0.010 4.9E‐03 0.011 0.003 4.7E‐05 ‐ 0 ‐ 0 ‐ TP53BP1 (‐19 CATSPER2P1 (+0kb)

15:51052455_CT_C 15 51,052,455 C CT 0.348 0.978 0.007 0.001 3.4E‐09 0.001 0.015 9.5E‐01 0.008 0.002 5.9E‐09 0.004 0.001 1.1E‐04 0.010 0.003 1.4E‐03 ‐0.004 0.003 9.4E‐02 0.016 0.003 1.5E‐06 0.010 0.003 2.6E‐03 ‐0.004 0.001 7.2E‐05 ‐ 0 ‐ 0 ‐ USP8 (‐2597 SPPL2A

15:53094375_TTTTG_T 15 53,094,375 TTTTG T 0.886 0.986 0.027 0.002 6.3E‐47 ‐0.012 0.022 5.1E‐01 0.028 0.002 1.9E‐36 0.024 0.002 4.5E‐40 ‐0.007 0.004 8.2E‐02 ‐0.030 0.004 4.4E‐14 0.050 0.005 1.0E‐25 0.005 0.005 4.8E‐01 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ MYO5A (‐24 ONECUT1 (‐12kb)

rs79391862 15 53,739,426 A C 0.986 0.968 0.073 0.005 1.7E‐46 0.035 0.060 5.5E‐01 0.074 0.006 9.0E‐35 0.094 0.005 1.6E‐91 0.005 0.012 5.1E‐01 ‐0.076 0.011 1.1E‐11 0.157 0.013 5.6E‐38 0.011 0.013 2.5E‐01 0.004 0.004 3.5E‐01 ‐ 0 ‐ 0 ‐ WDR72 (+61 WDR72 (+67kb)

rs79237700 15 53,741,612 T C 0.962 1.000 0.020 0.003 7.7E‐11 0.026 0.036 4.9E‐01 0.019 0.004 5.5E‐08 0.006 0.003 4.7E‐02 ‐0.002 0.007 8.6E‐01 ‐0.020 0.007 2.7E‐03 0.010 0.008 1.6E‐01 ‐0.001 0.008 9.9E‐01 0.003 0.002 2.5E‐01 ‐ 0 ‐ 0 ‐ WDR72 (+61 WDR72 (+64kb)

rs8027064 15 53,741,826 A G 0.035 0.971 0.027 0.003 1.5E‐15 0.011 0.038 7.6E‐01 0.026 0.004 2.0E‐11 0.013 0.003 1.5E‐05 ‐0.004 0.008 7.3E‐01 ‐0.024 0.007 2.0E‐03 0.032 0.008 1.2E‐04 0.008 0.008 2.4E‐01 ‐0.001 0.002 5.4E‐01 ‐ 0 ‐ 0 ‐ WDR72 (+61 WDR72 (+64kb)

rs528350911 15 53,747,228 C G 0.994 0.856 0.057 0.008 4.1E‐13 0.025 0.093 6.7E‐01 0.058 0.010 8.2E‐11 0.043 0.008 4.6E‐10 ‐0.013 0.019 3.5E‐01 ‐0.058 0.017 2.8E‐04 0.067 0.021 4.2E‐04 ‐0.003 0.021 1.0E+00 0.003 0.006 5.6E‐01 ‐ 0 ‐ 0 ‐ WDR72 (+51 WDR72 (+59kb)

rs12438742 15 61,947,280 G C 0.570 0.993 0.007 0.001 2.9E‐08 ‐0.011 0.014 4.3E‐01 0.008 0.001 2.0E‐07 0.004 0.001 1.1E‐04 0.012 0.003 4.4E‐06 0.000 0.003 9.8E‐01 0.008 0.003 9.8E‐03 0.000 0.003 7.2E‐01 0.000 0.001 9.7E‐01 ‐ 0 ‐ 0 ‐ VPS13C (+11 VPS13C (+197kb)

rs5813220 15 63,792,758 G GT 0.659 0.995 0.016 0.001 1.1E‐39 0.068 0.015 3.0E‐06 0.013 0.002 4.1E‐19 0.014 0.001 2.0E‐33 ‐0.005 0.003 9.6E‐02 ‐0.012 0.003 4.9E‐07 0.027 0.003 1.0E‐17 0.010 0.003 3.2E‐03 0.000 0.001 9.7E‐01 ‐ 0 ‐ 0 ‐ RAB8B (‐238 USP3 (+4kb)

rs12906447 15 96,224,270 C T 0.552 0.985 0.009 0.001 4.3E‐14 0.019 0.014 1.8E‐01 0.009 0.001 1.2E‐09 0.011 0.001 1.5E‐24 0.004 0.003 1.4E‐01 ‐0.006 0.003 2.9E‐02 0.020 0.003 9.0E‐11 0.001 0.003 7.1E‐01 0.001 0.001 1.7E‐01 ‐ 0 ‐ 0 ‐ LINC009241 LINC00924 (‐173kb)

rs56332871 15 96,714,816 A C 0.272 0.991 0.039 0.001 9.2E‐188 0.025 0.016 1.3E‐01 0.038 0.002 7.3E‐134 0.031 0.001 6.0E‐140 0.015 0.003 2.1E‐06 ‐0.030 0.003 9.7E‐27 0.047 0.003 1.7E‐47 ‐0.003 0.003 3.2E‐01 0.003 0.001 5.7E‐03 ‐ 0 ‐ 0 ‐ [NR2F2‐AS 3 NR2F2‐AS1

rs1684608 16 4,676,852 C A 0.807 0.996 0.009 0.002 1.5E‐10 ‐0.001 0.018 9.2E‐01 0.009 0.002 7.5E‐09 0.009 0.001 7.4E‐10 ‐0.004 0.004 2.6E‐01 ‐0.011 0.003 4.2E‐04 0.022 0.004 1.8E‐08 0.007 0.004 1.9E‐01 0.002 0.001 6.4E‐02 UBALD1 0 ‐ 0 ‐ GLIS2 (‐28724 MGRN1

rs72782727 16 11,878,033 G T 0.754 0.996 0.009 0.001 2.3E‐11 ‐0.009 0.016 6.3E‐01 0.009 0.002 3.5E‐09 0.005 0.001 6.3E‐06 0.004 0.003 2.4E‐01 ‐0.008 0.003 6.3E‐03 0.009 0.004 7.2E‐03 0.002 0.004 6.1E‐01 0.000 0.001 9.3E‐01 ‐ 0 ‐ 0 ‐ LITAF (‐1979 ZC3H7A

rs4122352 16 15,174,571 A G 0.296 0.992 0.011 0.001 1.8E‐16 ‐0.015 0.015 3.4E‐01 0.011 0.002 1.4E‐13 0.009 0.001 3.8E‐12 0.002 0.003 5.4E‐01 ‐0.009 0.003 1.7E‐03 0.016 0.003 3.4E‐06 0.000 0.003 9.7E‐01 0.003 0.001 5.7E‐03 ‐ 0 ‐ 1 NPIPA5 (+292kb), ABCC6P2 (‐18 PDXDC1,RRN3

rs144293483 16 71,643,415 AC A 0.110 0.742 0.013 0.002 5.7E‐10 ‐0.003 0.026 9.5E‐01 0.014 0.003 1.3E‐08 0.004 0.002 1.8E‐01 ‐0.013 0.005 1.5E‐02 ‐0.018 0.005 4.7E‐05 0.004 0.006 4.9E‐01 ‐0.006 0.006 4.5E‐01 0.001 0.002 5.3E‐01 ‐ 0 ‐ 0 ‐ CALB2 (‐2115 MARVELD3 (+17kb)

rs2925979 16 81,534,790 C T 0.700 1.000 0.014 0.001 1.0E‐26 0.009 0.015 5.0E‐01 0.013 0.002 2.5E‐20 0.000 0.001 7.9E‐01 0.019 0.003 3.7E‐11 ‐0.005 0.003 5.2E‐02 0.002 0.003 5.5E‐01 0.002 0.003 6.8E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ PKD1L2 (‐29 CMIP

rs67890964 16 83,979,317 C T 0.374 0.999 0.011 0.001 7.0E‐19 0.041 0.014 4.3E‐03 0.009 0.001 1.4E‐10 0.014 0.001 1.3E‐36 0.009 0.003 5.4E‐04 ‐0.004 0.003 1.1E‐01 0.020 0.003 8.3E‐11 ‐0.005 0.003 8.5E‐02 0.000 0.001 6.1E‐01 ‐ 0 ‐ 0 ‐ CDH13 (‐1413 OSGIN1 (+8kb)

rs11641834 16 88,070,573 C T 0.571 0.992 0.010 0.001 3.1E‐17 ‐0.026 0.014 5.0E‐02 0.011 0.001 1.3E‐16 0.010 0.001 9.2E‐22 0.000 0.003 8.4E‐01 ‐0.013 0.003 2.4E‐07 0.024 0.003 3.3E‐15 0.004 0.003 3.0E‐01 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ KLHDC4 (‐28 BANP



rs67651018 16 88,527,222 A G 0.307 0.987 0.007 0.001 9.9E‐09 ‐0.006 0.015 8.2E‐01 0.008 0.002 1.9E‐07 0.009 0.001 8.5E‐14 0.010 0.003 8.1E‐04 ‐0.003 0.003 1.7E‐01 0.010 0.003 1.7E‐03 ‐0.003 0.003 2.6E‐01 ‐0.001 0.001 4.0E‐01 ‐ 0 ‐ 0 ‐ LOC10192816 ZFPM1

rs11078597 17 1,618,363 C T 0.186 1.000 0.016 0.002 1.3E‐25 ‐0.022 0.018 1.9E‐01 0.017 0.002 2.3E‐22 0.018 0.001 1.1E‐38 ‐0.003 0.004 4.1E‐01 ‐0.019 0.003 5.0E‐09 0.032 0.004 1.3E‐17 0.005 0.004 1.8E‐01 0.000 0.001 7.0E‐01 WDR81 0 ‐ 0 ‐ CRK (‐259k18 MIR22HG

rs545206972 17 7,491,331 C T 0.993 0.973 0.677 0.007 8.1E‐1919 0.029 0.085 6.6E‐01 0.690 0.009 1.2E‐1464 0.619 0.007 2.3E‐1859 0.150 0.017 1.4E‐19 ‐0.565 0.016 1.7E‐291 0.730 0.019 2.5E‐353 ‐0.252 0.019 4.0E‐43 0.023 0.005 6.8E‐06 ‐ 0 ‐ 0 ‐ SLC2A4 (‐3 48 MPDU1

rs858519 17 7,531,965 C T 0.557 0.996 0.099 0.001 1.7E‐1533 0.021 0.014 1.4E‐01 0.100 0.001 3.9E‐1146 0.098 0.001 3.5E‐1731 0.019 0.003 8.8E‐12 ‐0.095 0.003 0.0E+00 0.154 0.003 3.8E‐585 ‐0.030 0.003 2.0E‐23 0.006 0.001 6.2E‐11 ‐ 0 ‐ 0 ‐ NEURL4 (‐247 SHBG

rs560436873 17 8,621,357 A T 0.998 0.728 0.135 0.016 5.7E‐17 0.311 0.182 8.4E‐02 0.119 0.018 8.7E‐10 0.093 0.014 1.8E‐12 ‐0.007 0.037 8.9E‐01 ‐0.085 0.033 1.5E‐02 0.062 0.038 5.7E‐02 ‐0.070 0.039 6.0E‐02 0.007 0.011 5.6E‐01 ‐ 0 ‐ 0 ‐ NDEL1 (‐257 CCDC42 (+12kb)

rs17669311 17 13,837,051 G A 0.610 0.973 0.009 0.001 2.3E‐14 0.011 0.014 4.1E‐01 0.009 0.001 1.3E‐09 0.010 0.001 4.4E‐18 ‐0.001 0.003 6.1E‐01 ‐0.009 0.003 3.5E‐04 0.016 0.003 4.4E‐07 ‐0.001 0.003 7.1E‐01 ‐0.001 0.001 2.5E‐01 ‐ 0 ‐ 0 ‐ CDRT15P1 3 CDRT15P1 (+91kb)

rs112966033 17 17,724,466 TACACAC T 0.606 0.951 0.016 0.001 1.0E‐37 0.026 0.015 7.4E‐02 0.016 0.001 6.0E‐27 0.010 0.001 9.6E‐21 0.008 0.003 5.7E‐03 ‐0.012 0.003 6.0E‐06 0.016 0.003 2.1E‐07 ‐0.003 0.003 3.8E‐01 0.000 0.001 6.1E‐01 ‐ 0 ‐ 1 TOM1L2 (+87kb), PEMT (‐22914 SREBF1

rs2525570 17 29,681,245 G A 0.601 0.999 0.007 0.001 1.0E‐09 ‐0.042 0.014 5.2E‐03 0.009 0.001 4.2E‐10 0.011 0.001 2.4E‐25 0.011 0.003 3.2E‐04 ‐0.005 0.003 3.3E‐02 0.024 0.003 1.1E‐15 0.004 0.003 1.9E‐01 0.000 0.001 8.8E‐01 NF1 0 ‐ 0 ‐ MIR4733 (‐10 NF1

rs17616365 17 38,256,401 G A 0.968 0.993 0.028 0.003 7.1E‐19 0.074 0.039 6.2E‐02 0.026 0.004 1.4E‐12 0.016 0.003 1.9E‐07 0.002 0.008 5.2E‐01 ‐0.027 0.007 1.9E‐04 0.019 0.008 9.6E‐02 ‐0.015 0.009 2.2E‐02 0.000 0.002 9.3E‐01 ‐ 0 ‐ 0 ‐ IKZF3 (‐23624 NR1D1

rs5820605 17 44,102,682 CT C 0.414 0.992 0.008 0.001 3.5E‐11 0.038 0.014 1.1E‐02 0.007 0.001 2.6E‐05 0.003 0.001 1.0E‐03 ‐0.008 0.003 3.7E‐03 ‐0.013 0.003 1.7E‐06 0.019 0.003 4.8E‐10 0.015 0.003 9.8E‐07 0.000 0.001 6.5E‐01 ‐ 0 ‐ 0 ‐ CRHR1‐IT1 11 MAPT

rs4264433 17 45,737,275 T A 0.514 0.994 0.020 0.001 7.3E‐62 0.034 0.014 1.2E‐02 0.019 0.001 3.3E‐40 0.011 0.001 3.1E‐25 ‐0.001 0.003 6.1E‐01 ‐0.024 0.003 1.7E‐22 0.009 0.003 1.3E‐03 ‐0.013 0.003 6.6E‐05 0.000 0.001 5.7E‐01 ‐ 0 ‐ 2 MRPL45P2 (‐188kb),TBKBP1 (+43kbEFCAB13 (‐16 KPNB1

rs140302625 17 47,379,867 T G 0.087 0.997 0.062 0.002 4.2E‐193 ‐0.062 0.025 8.1E‐03 0.067 0.002 8.7E‐166 0.041 0.002 4.6E‐97 0.009 0.005 4.6E‐02 ‐0.065 0.004 1.5E‐46 0.074 0.005 1.1E‐46 ‐0.006 0.005 3.9E‐01 0.001 0.002 5.7E‐01 ‐ 0 ‐ 0 ‐ IGF2BP1 (‐216 ZNF652

17:48627860_CCT_C 17 48,627,860 C CCT 0.246 0.997 0.009 0.001 2.0E‐11 ‐0.009 0.016 6.0E‐01 0.009 0.002 1.8E‐09 0.002 0.001 1.2E‐01 0.007 0.003 2.5E‐02 ‐0.008 0.003 7.7E‐03 0.005 0.003 1.9E‐01 ‐0.001 0.004 7.7E‐01 0.001 0.001 3.5E‐01 SPATA20 0 ‐ 0 ‐ TMEM92 (‐21 SPATA20

rs8178824 17 64,224,775 C T 0.970 0.994 0.043 0.004 9.4E‐36 0.036 0.041 4.2E‐01 0.042 0.004 1.5E‐26 0.034 0.003 1.1E‐24 ‐0.031 0.008 2.3E‐04 ‐0.058 0.007 5.1E‐15 0.041 0.009 2.0E‐06 ‐0.028 0.009 2.4E‐03 ‐0.005 0.002 6.1E‐02 ‐ 0 ‐ 0 ‐ CEP112 (‐34 APOH

rs11079685 17 65,257,494 A G 0.522 0.991 0.008 0.001 1.7E‐12 0.011 0.014 3.8E‐01 0.008 0.001 1.3E‐09 0.008 0.001 2.4E‐12 0.000 0.003 9.3E‐01 ‐0.008 0.003 5.6E‐04 0.013 0.003 1.4E‐05 0.002 0.003 6.3E‐01 0.002 0.001 1.8E‐02 ‐ 0 ‐ 0 ‐ CACNG4 (‐ 8 LOC101928021

rs740516 17 67,082,962 C G 0.849 0.990 0.009 0.002 2.4E‐08 0.010 0.019 5.6E‐01 0.009 0.002 2.0E‐06 0.012 0.002 1.5E‐12 ‐0.009 0.004 8.3E‐02 ‐0.010 0.004 6.0E‐03 0.013 0.004 2.6E‐03 ‐0.013 0.004 7.6E‐04 0.002 0.001 3.0E‐02 ‐ 0 ‐ 0 ‐ ABCA8 (‐139 ABCA6

rs72844546 17 73,149,850 C T 0.346 0.997 0.010 0.001 3.1E‐18 0.025 0.015 9.4E‐02 0.010 0.001 7.8E‐12 0.009 0.001 5.3E‐17 0.002 0.003 6.2E‐01 ‐0.007 0.003 3.3E‐03 0.015 0.003 8.2E‐07 ‐0.004 0.003 2.6E‐01 0.003 0.001 3.7E‐04 ‐ 1 MRPS7 (+110kb), 1 MRPS7 (+110kb), GRIN2C (‐225 HN1

rs78057960 17 73,779,075 T C 0.294 0.993 0.011 0.001 4.0E‐18 0.046 0.015 3.5E‐03 0.009 0.002 1.2E‐08 0.011 0.001 8.2E‐20 ‐0.008 0.003 1.4E‐02 ‐0.012 0.003 2.2E‐05 0.017 0.003 3.5E‐08 ‐0.002 0.003 4.6E‐01 0.001 0.001 3.0E‐01 UNC13D 1 GALK1 (‐24kb), 0 ‐ TMEM94 (‐30 MIR4738 (+2kb)

rs10153315 17 79,481,772 T C 0.581 0.992 0.009 0.001 7.5E‐16 0.000 0.014 9.7E‐01 0.009 0.001 9.2E‐11 0.006 0.001 3.0E‐10 0.002 0.003 3.0E‐01 ‐0.010 0.003 6.8E‐05 0.015 0.003 1.1E‐07 0.005 0.003 9.3E‐02 ‐0.001 0.001 3.8E‐01 ‐ 0 ‐ 0 ‐ CEP131 (‐226 ACTG1 (‐2kb)

rs11664106 18 2,846,812 T A 0.373 0.948 0.008 0.001 3.6E‐10 0.060 0.015 5.7E‐05 0.006 0.002 3.6E‐05 0.006 0.001 6.9E‐07 0.005 0.003 1.9E‐01 ‐0.007 0.003 3.3E‐03 0.007 0.003 3.8E‐02 ‐0.002 0.003 5.3E‐01 0.000 0.001 6.5E‐01 ‐ 0 ‐ 0 ‐ METTL4 (‐28 EMILIN2 (+0kb)

rs4092465 18 55,080,437 G A 0.649 0.987 0.012 0.001 3.6E‐20 0.014 0.015 3.0E‐01 0.011 0.001 6.0E‐13 0.008 0.001 3.6E‐14 ‐0.002 0.003 4.6E‐01 ‐0.009 0.003 1.0E‐03 0.016 0.003 5.8E‐08 0.001 0.003 8.8E‐01 0.000 0.001 6.3E‐01 ‐ 0 ‐ 0 ‐ BOD1L2 (‐27 ONECUT2 (+22kb)

rs12454712 18 60,845,884 C T 0.376 1.000 0.010 0.001 3.2E‐18 0.067 0.014 2.7E‐06 0.008 0.001 7.8E‐09 0.008 0.001 1.2E‐13 0.000 0.003 6.6E‐01 ‐0.008 0.003 1.3E‐03 0.009 0.003 5.5E‐04 ‐0.005 0.003 1.2E‐01 0.000 0.001 8.1E‐01 ‐ 0 ‐ 0 ‐ PHLPP1 (‐15 BCL2

rs34385891 18 60,912,627 AT A 0.571 0.992 0.009 0.001 4.8E‐13 0.027 0.014 6.0E‐02 0.008 0.001 1.0E‐08 0.005 0.001 1.2E‐06 0.005 0.003 5.8E‐02 ‐0.004 0.003 6.9E‐02 0.004 0.003 1.5E‐01 ‐0.009 0.003 3.0E‐03 0.000 0.001 7.9E‐01 ‐ 0 ‐ 0 ‐ PHLPP1 (‐25 BCL2

rs4327143 18 71,925,113 A G 0.714 0.993 0.009 0.001 1.7E‐11 0.029 0.015 5.6E‐02 0.008 0.002 5.9E‐07 0.008 0.001 9.3E‐10 0.018 0.003 1.4E‐08 0.001 0.003 7.2E‐01 0.009 0.003 1.5E‐02 ‐0.003 0.003 3.3E‐01 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐18 CYB5A

rs892225 19 1,152,656 G A 0.380 0.974 0.008 0.001 2.0E‐12 0.028 0.014 5.2E‐02 0.007 0.001 3.5E‐07 0.004 0.001 2.0E‐03 0.000 0.003 8.8E‐01 ‐0.007 0.003 4.3E‐03 0.002 0.003 4.1E‐01 ‐0.005 0.003 1.1E‐01 0.001 0.001 5.5E‐01 ‐ 0 ‐ 0 ‐ ELANE (‐2931 SBNO2

rs550767741 19 2,786,763 ATTTTTTTTA 0.295 0.986 0.021 0.001 1.1E‐60 ‐0.015 0.015 3.2E‐01 0.022 0.002 8.7E‐48 0.017 0.001 8.2E‐44 0.006 0.003 9.0E‐02 ‐0.021 0.003 1.1E‐13 0.033 0.003 2.9E‐23 0.001 0.003 8.7E‐01 0.001 0.001 3.1E‐01 ‐ 2 ZNF554 (+41kb),AES (+271kb)0 ‐ GNG7 (‐84 14 THOP1

rs11539938 19 3,062,857 C T 0.421 0.921 0.009 0.001 7.2E‐12 0.001 0.015 9.2E‐01 0.009 0.001 6.7E‐10 0.012 0.001 3.4E‐19 0.005 0.003 8.9E‐02 ‐0.009 0.003 5.5E‐04 0.013 0.003 8.9E‐05 ‐0.006 0.003 1.1E‐01 ‐0.001 0.001 1.5E‐01 ‐ 2 ZNF554 (‐235kb),AES (‐5kb), 0 ‐ SGTA (‐28017 AES

rs60018147 19 3,375,572 G A 0.120 0.902 0.016 0.002 6.1E‐15 0.046 0.022 4.2E‐02 0.014 0.002 2.5E‐09 0.013 0.002 1.5E‐12 0.003 0.005 7.4E‐01 ‐0.016 0.004 7.4E‐05 0.021 0.005 7.9E‐06 ‐0.002 0.005 8.7E‐01 ‐0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ GNA11 (‐2518 NFIC

rs2288926 19 4,498,245 A G 0.311 0.989 0.007 0.001 9.0E‐09 0.036 0.015 2.1E‐02 0.005 0.002 1.0E‐04 0.004 0.001 2.7E‐05 0.002 0.003 5.1E‐01 ‐0.005 0.003 3.9E‐02 0.005 0.003 8.5E‐02 ‐0.005 0.003 2.0E‐01 0.000 0.001 7.9E‐01 ‐ 0 ‐ 0 ‐ ANKRD24 (24 HDGFRP2

19:7223973_TTTG_T 19 7,223,973 TTTG T 0.579 0.986 0.019 0.001 4.4E‐54 0.014 0.014 3.5E‐01 0.018 0.001 3.3E‐39 0.012 0.001 1.0E‐26 0.010 0.003 2.6E‐04 ‐0.014 0.003 1.9E‐08 0.015 0.003 3.5E‐07 ‐0.009 0.003 2.1E‐03 0.000 0.001 9.4E‐01 ‐ 0 ‐ 0 ‐ ADGRE1 (‐210 INSR

rs8107967 19 7,972,615 G A 0.567 0.996 0.009 0.001 5.0E‐14 ‐0.018 0.014 2.0E‐01 0.010 0.001 2.6E‐13 0.006 0.001 6.9E‐06 0.003 0.003 3.2E‐01 ‐0.010 0.003 3.3E‐05 0.019 0.003 1.7E‐10 0.009 0.003 3.0E‐03 0.000 0.001 6.7E‐01 ‐ 0 ‐ 0 ‐ CAMSAP3  26 MAP2K7

rs4804669 19 12,502,457 A G 0.217 0.977 0.009 0.002 5.7E‐10 0.027 0.017 1.0E‐01 0.009 0.002 3.1E‐07 0.005 0.001 6.3E‐05 0.037 0.003 1.5E‐26 0.011 0.003 2.7E‐04 0.007 0.004 4.5E‐02 0.002 0.004 7.8E‐01 0.000 0.001 8.1E‐01 ZNF799 0 ‐ 0 ‐ ZNF788 (‐221 ZNF799

rs7252372 19 14,172,896 G C 0.557 0.971 0.007 0.001 1.7E‐09 0.019 0.014 1.8E‐01 0.007 0.001 1.0E‐06 0.010 0.001 3.9E‐22 0.003 0.003 5.1E‐01 ‐0.007 0.003 1.5E‐03 0.020 0.003 6.5E‐12 0.004 0.003 2.2E‐01 0.002 0.001 2.6E‐02 ‐ 0 ‐ 0 ‐ CCDC130 (‐29 PALM3 (‐3kb)

rs202200760 19 17,346,854 C G 0.039 0.837 0.076 0.003 5.2E‐120 ‐0.026 0.039 5.1E‐01 0.079 0.004 6.6E‐94 0.071 0.003 5.0E‐112 0.024 0.008 3.2E‐03 ‐0.063 0.007 2.3E‐19 0.120 0.009 8.6E‐48 ‐0.011 0.009 2.3E‐01 0.004 0.002 1.2E‐01 AC010646.3 0 ‐ 0 ‐ CPAMD8 (‐23 NR2F6

rs111288118 19 18,225,002 C CTT 0.755 0.972 0.011 0.001 1.4E‐14 ‐0.059 0.016 1.8E‐04 0.013 0.002 6.5E‐16 0.007 0.001 3.5E‐07 0.005 0.003 1.9E‐01 ‐0.016 0.003 4.3E‐07 0.018 0.004 3.2E‐07 ‐0.003 0.004 6.3E‐01 0.001 0.001 3.0E‐01 ‐ 0 ‐ 0 ‐ INSL3 (‐29325 MAST3

rs58489806 19 19,456,917 C T 0.913 0.994 0.012 0.002 4.9E‐09 0.019 0.025 5.1E‐01 0.011 0.003 1.5E‐05 ‐0.005 0.002 2.5E‐03 ‐0.005 0.005 3.6E‐01 ‐0.016 0.005 6.1E‐04 ‐0.006 0.005 2.2E‐01 0.004 0.005 4.9E‐01 ‐0.002 0.002 1.3E‐01 TM6SF2 0 ‐ 0 ‐ ARMC6 (‐223 MAU2

rs7250869 19 33,887,405 C T 0.690 0.998 0.011 0.001 2.7E‐20 0.043 0.015 7.9E‐03 0.010 0.002 5.6E‐12 0.007 0.001 6.3E‐09 0.008 0.003 1.6E‐02 ‐0.007 0.003 4.3E‐03 0.010 0.003 5.0E‐04 ‐0.003 0.003 5.4E‐01 0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ GPATCH1 (9 PEPD

rs2018519 19 35,559,787 C T 0.181 0.998 0.020 0.002 3.4E‐40 0.017 0.018 4.0E‐01 0.019 0.002 2.4E‐28 0.020 0.002 4.0E‐44 0.000 0.004 8.3E‐01 ‐0.019 0.003 1.9E‐09 0.031 0.004 1.7E‐15 0.008 0.004 7.2E‐02 ‐0.002 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ ZNF599 (‐225 HPN‐AS1

rs11666245 19 38,229,926 G A 0.954 1.000 0.016 0.003 1.8E‐09 ‐0.040 0.033 2.1E‐01 0.017 0.003 1.2E‐07 0.017 0.003 1.0E‐11 ‐0.016 0.007 1.8E‐02 ‐0.022 0.006 1.3E‐04 0.028 0.007 8.1E‐05 0.002 0.007 8.9E‐01 0.005 0.002 2.5E‐02 ZNF573 0 ‐ 0 ‐ ZNF569 (‐215 ZNF573

rs5117 19 45,418,790 C T 0.235 0.991 0.011 0.001 3.2E‐15 ‐0.041 0.016 1.2E‐02 0.012 0.002 9.9E‐15 0.007 0.001 2.6E‐07 ‐0.006 0.003 5.2E‐02 ‐0.017 0.003 7.7E‐09 0.009 0.004 1.7E‐02 ‐0.009 0.004 1.5E‐02 ‐0.002 0.001 3.4E‐02 ‐ 0 ‐ 0 ‐ IGSF23 (‐2728 APOC1

rs5112 19 45,430,280 G C 0.533 0.865 0.009 0.001 2.2E‐13 0.006 0.015 6.1E‐01 0.009 0.002 8.6E‐10 0.006 0.001 3.2E‐08 ‐0.003 0.003 4.6E‐01 ‐0.011 0.003 6.0E‐05 0.015 0.003 5.8E‐06 0.004 0.003 2.5E‐01 ‐0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ IGSF23 (‐2928 APOC1P1

rs73036519 19 45,748,362 G C 0.700 0.987 0.009 0.001 7.3E‐10 ‐0.079 0.015 9.8E‐08 0.012 0.002 5.9E‐14 0.002 0.001 2.6E‐01 ‐0.006 0.003 6.3E‐02 ‐0.015 0.003 2.5E‐07 0.008 0.003 2.7E‐02 0.003 0.003 4.0E‐01 0.000 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ APOC4 (‐3027 MARK4 (+6kb)

rs34255979 19 46,384,830 T C 0.121 0.995 0.028 0.002 7.9E‐52 0.004 0.021 8.8E‐01 0.027 0.002 3.9E‐36 0.028 0.002 2.7E‐63 0.013 0.004 2.7E‐03 ‐0.023 0.004 1.5E‐09 0.047 0.005 2.2E‐23 ‐0.001 0.005 5.7E‐01 0.004 0.001 5.6E‐03 ‐ 0 ‐ 0 ‐ OPA3 (‐29729 IRF2BP1 (+2kb)

rs62128735 19 48,113,604 A G 0.697 0.986 0.010 0.001 1.8E‐15 0.026 0.015 7.8E‐02 0.009 0.002 1.3E‐09 0.004 0.001 1.1E‐03 0.004 0.003 2.9E‐01 ‐0.006 0.003 2.4E‐02 0.006 0.003 4.2E‐02 0.003 0.003 3.8E‐01 0.001 0.001 2.3E‐01 ‐ 0 ‐ 0 ‐ C5AR1 (‐2819 GLTSCR1

rs59774409 19 50,016,748 T C 0.082 0.996 0.018 0.002 5.2E‐16 0.032 0.025 1.9E‐01 0.016 0.003 1.8E‐10 0.024 0.002 3.4E‐34 ‐0.003 0.005 4.8E‐01 ‐0.013 0.005 5.6E‐03 0.050 0.006 3.0E‐20 0.000 0.006 8.6E‐01 ‐0.001 0.002 6.9E‐01 RCN3 0 ‐ 0 ‐ SLC6A16 (‐ 38 FCGRT

rs4077285 19 56,599,405 G C 0.906 0.985 0.011 0.002 1.8E‐08 ‐0.053 0.024 3.1E‐02 0.014 0.002 2.2E‐09 0.012 0.002 1.7E‐08 0.009 0.005 9.4E‐02 ‐0.005 0.004 1.8E‐01 0.020 0.005 4.5E‐04 0.001 0.005 9.5E‐01 0.000 0.001 7.5E‐01 ZNF787 0 ‐ 0 ‐ NLRP11 (‐213 ZNF787

rs11668201 19 59,003,632 T A 0.190 0.989 0.009 0.002 1.0E‐08 0.011 0.018 5.5E‐01 0.009 0.002 2.4E‐07 0.007 0.001 1.3E‐06 ‐0.003 0.004 4.5E‐01 ‐0.010 0.003 1.8E‐03 0.001 0.004 7.3E‐01 ‐0.015 0.004 6.1E‐05 0.000 0.001 8.7E‐01 ‐ 0 ‐ 0 ‐ ZNF274 (‐230 ZNF446 (‐3kb)

rs1741344 20 4,101,800 T C 0.634 1.000 0.007 0.001 3.4E‐09 0.008 0.014 5.6E‐01 0.007 0.001 4.2E‐07 0.002 0.001 2.0E‐02 ‐0.005 0.003 5.2E‐02 ‐0.010 0.003 1.5E‐04 0.001 0.003 4.5E‐01 ‐0.002 0.003 8.3E‐01 0.000 0.001 9.8E‐01 ‐ 0 ‐ 0 ‐ AP5S1 (‐299 SMOX (+28kb)

rs771193934 20 17,844,518 AGGCATGCA 0.343 0.990 0.010 0.001 3.8E‐14 0.007 0.015 5.9E‐01 0.010 0.002 1.1E‐10 0.007 0.001 1.8E‐09 0.000 0.003 9.3E‐01 ‐0.010 0.003 6.7E‐05 0.010 0.003 1.8E‐04 0.001 0.003 5.6E‐01 0.000 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ BFSP1 (‐29 10 SNX5 (+78kb)

rs13042148 20 32,298,286 C T 0.845 0.997 0.016 0.002 1.9E‐21 0.022 0.019 3.0E‐01 0.014 0.002 2.8E‐14 0.013 0.002 5.6E‐20 ‐0.010 0.004 7.8E‐03 ‐0.016 0.004 3.2E‐06 0.009 0.004 5.9E‐03 ‐0.014 0.004 1.8E‐03 0.000 0.001 6.5E‐01 ‐ 0 ‐ 0 ‐ SNTA1 (‐2612 PXMP4

rs6058067 20 33,095,095 G T 0.305 0.988 0.009 0.001 3.8E‐15 0.000 0.015 9.0E‐01 0.009 0.002 1.4E‐10 0.006 0.001 7.5E‐09 0.004 0.003 2.4E‐01 ‐0.007 0.003 1.1E‐02 0.009 0.003 3.0E‐03 ‐0.002 0.003 6.4E‐01 0.001 0.001 2.5E‐01 DYNLRB1 0 ‐ 0 ‐ ASIP (‐238k9 ITCH

rs6088776 20 33,835,773 T C 0.861 0.995 0.010 0.002 1.7E‐10 ‐0.035 0.020 8.5E‐02 0.012 0.002 3.9E‐10 0.004 0.002 1.3E‐03 ‐0.001 0.004 8.2E‐01 ‐0.009 0.004 2.0E‐02 0.002 0.004 4.6E‐01 ‐0.009 0.004 6.1E‐02 ‐0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ GSS (‐292k18 MMP24

rs2207132 20 39,142,516 G A 0.966 1.000 0.028 0.003 9.3E‐18 0.119 0.039 2.3E‐03 0.023 0.004 1.6E‐09 ‐0.004 0.003 8.7E‐02 0.044 0.008 3.0E‐08 ‐0.004 0.007 4.4E‐01 ‐0.019 0.009 2.5E‐02 ‐0.010 0.009 2.9E‐01 0.004 0.002 7.2E‐02 ‐ 0 ‐ 0 ‐ MAFB (+171 MAFB (+172kb)

rs6129778 20 39,870,578 A C 0.190 0.992 0.012 0.002 1.6E‐15 0.007 0.018 6.7E‐01 0.013 0.002 3.6E‐12 0.011 0.001 1.7E‐15 ‐0.001 0.004 7.1E‐01 ‐0.020 0.003 2.9E‐09 0.028 0.004 9.7E‐14 0.009 0.004 2.2E‐02 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ LOC1001289 ZHX3

rs6073431 20 43,040,569 T C 0.532 0.958 0.017 0.001 6.2E‐43 0.008 0.014 5.5E‐01 0.017 0.001 1.5E‐32 0.017 0.001 7.9E‐49 0.007 0.003 2.7E‐02 ‐0.015 0.003 3.5E‐09 0.031 0.003 5.0E‐24 0.004 0.003 1.7E‐01 0.002 0.001 1.3E‐02 ‐ 0 ‐ 0 ‐ JPH2 (‐224 17 HNF4A

rs4810580 20 45,594,295 T G 0.782 0.985 0.010 0.002 6.2E‐10 0.012 0.017 4.5E‐01 0.010 0.002 1.4E‐08 0.005 0.001 5.7E‐04 0.001 0.003 6.4E‐01 ‐0.005 0.003 1.1E‐01 0.004 0.004 3.3E‐01 ‐0.005 0.004 1.8E‐01 ‐0.002 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ SLC13A3 (‐ 6 EYA2

rs16995626 20 49,540,925 C T 0.072 0.995 0.018 0.002 3.7E‐15 0.047 0.027 8.7E‐02 0.017 0.003 2.9E‐10 0.016 0.002 5.7E‐14 0.007 0.005 2.8E‐01 ‐0.019 0.005 1.3E‐04 0.015 0.006 7.3E‐03 ‐0.011 0.006 5.5E‐02 ‐0.001 0.002 6.8E‐01 ‐ 0 ‐ 0 ‐ FAM65C (‐ 9 ADNP

rs390408 22 21,912,272 A G 0.180 0.954 0.014 0.002 2.4E‐18 ‐0.005 0.019 8.8E‐01 0.015 0.002 2.6E‐16 0.007 0.002 6.0E‐06 0.003 0.004 3.8E‐01 ‐0.017 0.003 8.1E‐07 0.009 0.004 2.5E‐02 ‐0.005 0.004 3.1E‐01 0.000 0.001 9.7E‐01 YDJC 0 ‐ 0 ‐ POM121L816 UBE2L3

rs1033667 22 29,130,300 T C 0.300 0.998 0.009 0.001 2.5E‐12 ‐0.018 0.015 2.5E‐01 0.011 0.002 1.9E‐12 0.015 0.001 4.6E‐36 0.011 0.003 2.5E‐04 ‐0.003 0.003 4.3E‐01 0.023 0.003 9.3E‐13 ‐0.006 0.003 3.2E‐02 0.001 0.001 2.2E‐01 ‐ 0 ‐ 0 ‐ TTC28 (‐548 CHEK2

rs5753111 22 30,779,211 T C 0.291 0.991 0.013 0.001 4.4E‐23 ‐0.017 0.015 2.3E‐01 0.014 0.002 3.3E‐20 0.009 0.001 1.2E‐14 0.007 0.003 4.5E‐02 ‐0.010 0.003 3.0E‐04 0.018 0.003 6.6E‐08 0.001 0.003 6.3E‐01 0.001 0.001 1.9E‐01 ‐ 0 ‐ 0 ‐ HORMAD220 RNF215

rs5750131 22 36,007,421 G A 0.616 0.981 0.007 0.001 4.6E‐08 0.013 0.014 3.7E‐01 0.006 0.001 9.3E‐05 0.002 0.001 1.1E‐01 ‐0.005 0.003 1.6E‐01 ‐0.005 0.003 4.5E‐02 0.007 0.003 2.8E‐02 0.002 0.003 4.7E‐01 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ TOM1 (‐2610 MB

rs3747207 22 44,324,855 A G 0.214 0.998 0.017 0.002 1.0E‐30 ‐0.037 0.017 3.1E‐02 0.019 0.002 4.0E‐27 0.029 0.001 9.5E‐97 0.005 0.003 2.3E‐01 ‐0.017 0.003 2.2E‐08 0.051 0.004 1.6E‐41 0.002 0.004 7.3E‐01 0.000 0.001 9.4E‐01 ‐ 0 ‐ 0 ‐ EFCAB6 (‐17 PNPLA3

rs35143646 23 2,856,155 T C 0.658 1.000 0.009 0.001 1.1E‐12 0.002 0.015 8.3E‐01 0.008 0.002 3.7E‐09 0.005 0.001 2.1E‐09 ‐0.003 0.003 2.4E‐01 ‐0.009 0.003 2.8E‐04 0.008 0.002 2.0E‐04 ‐0.001 0.002 8.6E‐01 0.000 0.001 9.5E‐01 ARSE 0 ‐ 0 ‐ CD99P1 (‐29 ARSE

rs4830411 23 9,425,574 G A 0.422 0.912 0.008 0.001 9.7E‐11 ‐0.001 0.014 8.2E‐01 0.008 0.001 7.3E‐09 0.006 0.001 1.1E‐14 ‐0.006 0.003 4.1E‐02 ‐0.011 0.003 8.1E‐06 0.004 0.002 3.1E‐02 ‐0.007 0.002 5.0E‐03 0.000 0.001 5.8E‐01 ‐ 0 ‐ 0 ‐ TBL1X (+6k2 TBL1X (+6kb)

rs3747367 23 16,852,327 A C 0.695 0.989 0.008 0.001 2.7E‐09 0.013 0.015 2.5E‐01 0.007 0.002 1.1E‐05 0.005 0.001 3.3E‐10 0.001 0.003 6.2E‐01 ‐0.004 0.003 1.2E‐01 0.011 0.002 9.6E‐07 0.002 0.002 2.8E‐01 0.001 0.001 9.2E‐02 ‐ 0 ‐ 0 ‐ CTPS2 (‐127 TXLNG

rs12012896 23 109,786,119 A G 0.393 0.999 0.027 0.001 8.8E‐115 0.048 0.014 3.4E‐04 0.025 0.001 1.8E‐71 0.041 0.001 4.9E‐590 0.022 0.003 3.4E‐15 ‐0.016 0.003 9.0E‐10 0.062 0.002 1.7E‐182 ‐0.007 0.002 9.4E‐04 0.003 0.001 7.0E‐06 ‐ 0 ‐ 0 ‐ AMMECR14 TDGF1P3 (‐20kb)



Supplementary Table S5: GWAS significant results for total testosterone in men and women combined.

Effects in other GWAS 

Total testosterone in men and women combined BMI men and women combined Total testosterone men Total testosterone women Gene annotation

SNP CHR BP Effect_AlleOther_AlleEffect_FreqINFO Effect SE P_BOLT_LMMatched_BETASE P_BOLT_LMMMatched_BSE P_BOLT_LMM Matched_BetaSE P_BOLT_LMMNS_Gene Liver_eQTL_Hits Liver_eQTLs Muscle/Adrenal_eQTL_HMuscle/Adrenal_eQTLs Genes Gene_Count Nearest_Gene

rs1820509 1 27,262,545 C T 0.971 0.991 0.027 0.004 1.2E‐12 0.039 0.028 1.7E‐01 0.130 0.009 1.5E‐47 ‐0.017 0.008 5.1E‐02 ‐ 0 ‐ ‐ ‐ LOC101928728 (‐242kb),ARID1A (‐154kb),PIG14 NUDC

rs1394015 1 39,988,318 TTTG T 0.550 0.900 0.007 0.001 4.9E‐08 ‐0.013 0.010 1.4E‐01 0.022 0.003 2.5E‐12 0.003 0.003 2.6E‐01 ‐ 0 ‐ ‐ ‐ MACF1 (‐36kb),KIAA0754 (‐106kb),[BMP8A],O15 BMP8A,PPIEL

rs4453027 1 41,453,453 G T 0.575 0.970 0.010 0.001 5.5E‐15 ‐0.005 0.009 7.1E‐01 0.005 0.003 1.1E‐01 0.023 0.003 1.4E‐15 ‐ 0 ‐ ‐ ‐ NFYC‐AS1 (‐296kb),NFYC (‐216kb),MIR30E (‐210 CTPS1

rs4912377 1 57,015,121 C A 0.487 0.992 0.008 0.001 1.4E‐09 ‐0.017 0.009 5.8E‐02 0.007 0.003 2.4E‐02 0.018 0.003 6.5E‐12 ‐ 0 ‐ ‐ ‐ [PLPP3],LOC101929935 (+78kb),PRKAA2 (+964 PLPP3

rs1274593 1 59,644,082 G A 0.300 0.991 0.008 0.001 1.5E‐08 0.005 0.010 7.4E‐01 0.013 0.003 1.6E‐05 0.012 0.003 1.2E‐04 ‐ 0 ‐ ‐ ‐ LINC01135 (‐279kb),LINC01358 (‐90kb),HSD5 4 HSD52 (‐32kb)

1:6743332 1 67,433,327 AT A 0.722 0.956 0.009 0.001 1.9E‐10 ‐0.021 0.010 3.9E‐02 0.017 0.003 2.1E‐07 0.015 0.003 1.4E‐06 WDR78 0 ‐ ‐ ‐ SGIP1 (‐217kb),TCTEX1D1 (‐189kb),INSL5 (‐168 MIER1

rs6684361 1 101,737,743 C T 0.308 0.987 0.025 0.001 2.5E‐70 ‐0.001 0.010 9.5E‐01 ‐0.002 0.003 6.2E‐01 0.076 0.003 7.4E‐141 ‐ 0 ‐ ‐ ‐ SLC30A7 (‐290kb),DPH5 (‐246kb),LOC102606 6 S1PR1 (‐31kb)

rs1977658 1 107,607,037 T G 0.344 0.986 0.015 0.001 1.6E‐27 0.054 0.010 2.4E‐08 0.033 0.003 2.6E‐27 0.017 0.003 5.1E‐09 ‐ 1 PRMT6 (‐6kb), ‐ ‐ PRMT6 (‐5kb),NTNG1 (+76kb), 2 PRMT6 (‐5kb)

rs1110251 1 113,183,848 T A 0.684 0.995 0.011 0.001 2.7E‐16 ‐0.020 0.010 5.6E‐02 0.006 0.003 6.0E‐02 0.031 0.003 3.2E‐22 ‐ 0 ‐ ‐ ‐ CTTNBP2NL (‐180kb),MIR4256 (‐179kb),WNT12 CAPZA1

rs4126463 1 149,885,800 A G 0.080 0.995 0.014 0.002 3.9E‐09 ‐0.019 0.017 2.6E‐01 0.027 0.006 3.2E‐07 0.018 0.005 8.4E‐05 BOLA1 / MTMR11 0 ‐ ‐ ‐ LINC00869 (‐235kb),FAM231D (‐209kb),HIST223 SV2A

rs267733 1 150,958,836 A G 0.839 1.000 0.012 0.002 1.2E‐12 ‐0.016 0.013 2.5E‐01 0.023 0.004 1.8E‐08 0.015 0.004 8.1E‐06 ANXA9 0 ‐ ‐ ‐ GOLPH3L (‐289kb),HORMAD1 (‐265kb),CTSS (26 ANXA9

rs1870940 1 154,984,363 G A 0.728 0.983 0.010 0.001 2.9E‐12 ‐0.078 0.010 2.5E‐13 0.006 0.003 1.5E‐01 0.025 0.003 4.9E‐17 ‐ 0 ‐ ‐ ‐ KCNN3 (‐142kb),PMVK (‐69kb),PBXIP1 (‐56kb34 ZBTB7B

rs7270823 1 155,985,899 A G 0.739 0.991 0.010 0.001 1.5E‐10 0.033 0.011 1.2E‐03 0.014 0.003 6.8E‐05 0.019 0.003 3.1E‐09 ‐ 0 ‐ ‐ ‐ DAP3 (‐277kb),MSTO2P (‐265kb),GON4L (‐15 29 SSR2

rs733190 1 172,095,226 T C 0.526 0.996 0.008 0.001 1.6E‐09 0.003 0.009 7.9E‐01 0.013 0.003 2.1E‐05 0.010 0.003 1.1E‐04 ‐ 0 ‐ ‐ ‐ [DNM3],DNM3‐IT1 (‐261kb),DNM3OS (+11kb7 DNM3

rs5694218 1 179,276,742 CA C 0.246 0.997 0.019 0.001 3.1E‐37 0.019 0.011 7.2E‐02 0.000 0.004 9.9E‐01 0.055 0.003 1.1E‐62 ‐ 0 ‐ ‐ ‐ FAM20B (‐231kb),TOR3A (‐212kb),ABL2 (‐78k7 SOAT1

rs2014167 1 204,153,450 ATCT A 0.185 0.881 0.012 0.002 8.4E‐13 ‐0.006 0.013 6.9E‐01 0.039 0.004 8.0E‐23 0.006 0.004 9.6E‐02 ‐ 0 ‐ ‐ ‐ LINC00303 (‐143kb),SOX13 (‐57kb),ETNK2 (‐311 KISS1 (+6kb)

rs6132067 1 214,177,319 G T 0.236 0.969 0.010 0.002 2.3E‐11 ‐0.042 0.011 2.4E‐04 0.018 0.004 1.4E‐08 0.013 0.003 1.0E‐04 ‐ 0 ‐ ‐ ‐ PROX1‐AS1 (‐18kb),LINC00538 (‐77kb),[PROX4 PROX1

rs7885123 1 216,876,964 C T 0.172 1.000 0.009 0.002 5.0E‐08 0.015 0.012 1.9E‐01 0.007 0.004 1.6E‐01 0.022 0.004 2.6E‐10 ‐ 0 ‐ ‐ ‐ USH2A (‐280kb),[ESRRG], 2 ESRRG

rs6182339 1 218,541,992 T C 0.683 0.997 0.011 0.001 4.2E‐16 0.000 0.010 9.3E‐01 0.005 0.003 1.1E‐01 0.027 0.003 5.8E‐21 ‐ 0 ‐ ‐ ‐ RRP15 (‐31kb),TGFB2‐AS1 (‐23kb),[TGFB2],TG4 TGFB2

rs6211571 2 12,531,863 C T 0.028 0.983 0.030 0.004 8.3E‐14 ‐0.037 0.028 2.0E‐01 0.012 0.009 2.9E‐01 0.072 0.009 1.8E‐17 ‐ 0 ‐ ‐ ‐ [MIR3681HG],MIR3681 (‐193kb), 2 MIR3681HG

rs3771243 2 20,412,227 A G 0.389 0.996 0.009 0.001 2.5E‐12 0.008 0.009 3.9E‐01 ‐0.006 0.003 3.4E‐02 0.029 0.003 1.4E‐26 ‐ 0 ‐ ‐ ‐ WDR35 (‐222kb),LOC101928222 (‐208kb),MA7 SDC1

rs1260326 2 27,730,940 C T 0.606 1.000 0.028 0.001 3.5E‐103 0.051 0.009 5.3E‐08 0.062 0.003 2.7E‐91 0.037 0.003 4.7E‐39 ‐ 0 ‐ ‐ ‐ SLC5A6 (‐296kb),ATRAID (‐291kb),CAD (‐264k29 GCKR

rs1130174 2 31,989,359 A G 0.039 0.981 0.048 0.003 4.0E‐47 ‐0.034 0.024 1.4E‐01 0.190 0.008 7.0E‐134 ‐0.006 0.007 4.9E‐01 ‐ 0 ‐ ‐ ‐ SRD5A2 (‐183kb),MEMO1 (+104kb),DPY30 (+ 4 MEMO1 (+104kb)

rs2374456 2 43,271,621 G C 0.585 0.987 0.008 0.001 1.0E‐09 0.015 0.009 9.0E‐02 0.001 0.003 6.3E‐01 0.024 0.003 9.3E‐17 ‐ 0 ‐ ‐ ‐ MTA3 (‐288kb),OXER1 (‐280kb),HAAO (‐252k 7 LINC01819 (‐5kb)

rs5883939 2 43,490,619 A T 0.839 0.981 0.016 0.002 3.9E‐19 ‐0.018 0.013 1.2E‐01 0.006 0.004 3.2E‐01 0.040 0.004 2.6E‐26 ‐ 0 ‐ ‐ ‐ LINC01819 (‐224kb),ZFP36L2 (‐37kb),LINC0114 THADA

rs1118617 2 48,022,688 T C 0.807 0.996 0.012 0.002 3.3E‐13 ‐0.009 0.012 4.0E‐01 0.003 0.004 5.1E‐01 0.027 0.004 1.1E‐15 ‐ 0 ‐ ‐ ‐ KCNK12 (‐225kb),HCG2040054 (‐266kb),[MSH4 MSH6

rs1188820 2 60,066,405 C G 0.542 0.995 0.007 0.001 3.3E‐08 ‐0.031 0.009 6.5E‐04 0.009 0.003 1.5E‐03 0.013 0.003 4.1E‐06 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs2723065 2 65,279,414 G A 0.375 1.000 0.011 0.001 1.3E‐14 ‐0.013 0.010 2.0E‐01 0.017 0.003 7.3E‐09 0.017 0.003 3.3E‐08 ‐ 0 ‐ ‐ ‐ LINC01800 (‐189kb),LOC400958 (‐120kb),SLC 7 CEP68 (+4kb)

rs1020214 2 86,163,767 G A 0.739 0.984 0.009 0.001 2.7E‐10 ‐0.023 0.011 2.8E‐02 0.007 0.003 5.2E‐02 0.022 0.003 2.6E‐12 ‐ 0 ‐ ‐ ‐ USP39 (‐287kb),SFTPB (‐268kb),GNLY (‐238kb16 ST3GAL5‐AS1 (‐44kb)

rs1132479 2 103,338,672 T C 0.993 0.968 0.047 0.008 1.5E‐09 ‐0.028 0.056 7.1E‐01 0.011 0.019 4.8E‐01 0.140 0.017 6.6E‐17 MFSD9 0 ‐ ‐ ‐ IL18RAP (‐270kb),MIR4772 (‐290kb),SLC9A4 (8 MFSD9

rs590097 2 111,934,107 G T 0.647 0.992 0.019 0.001 3.8E‐48 0.020 0.010 6.4E‐02 ‐0.007 0.003 3.7E‐02 0.061 0.003 1.6E‐100 ‐ 0 ‐ ‐ ‐ ACOXL (‐58kb),ACOXL‐AS1 (‐61kb),BCL2L11 (‐5 BCL2L11 (‐8kb)

rs6216286 2 112,071,459 G T 0.577 0.803 0.010 0.001 6.6E‐11 ‐0.015 0.010 1.9E‐01 0.005 0.003 1.7E‐01 0.023 0.003 1.1E‐13 ‐ 0 ‐ ‐ ‐ ACOXL (‐196kb),ACOXL‐AS1 (‐198kb),BCL2L115 MIR4435‐2HG

2:1354320 2 135,432,074 C CGCGCGCT 0.615 0.978 0.009 0.001 3.0E‐11 0.032 0.010 9.8E‐04 0.008 0.003 1.1E‐02 0.017 0.003 1.3E‐10 ‐ 0 ‐ ‐ ‐ MGAT5 (‐220kb),[TMEM163],ACMSD (+164kb7 TMEM163

rs1128249 2 165,528,624 T G 0.393 1.000 0.009 0.001 4.1E‐13 0.059 0.009 1.4E‐10 0.015 0.003 7.0E‐07 0.015 0.003 1.5E‐07 ‐ 0 ‐ ‐ ‐ GRB14 (‐50kb),COBLL1 (+8kb),SNORA70F (+1 5 COBLL1 (+8kb)

rs5611778 2 178,154,343 G A 0.199 0.992 0.013 0.002 1.9E‐14 ‐0.011 0.012 3.7E‐01 0.003 0.004 5.8E‐01 0.035 0.004 2.7E‐23 ‐ 0 ‐ ‐ ‐ HNRNPA3 (‐66kb),MIR4444‐1 (‐77kb),NFE2L28 LOC100130691

rs2011425 2 234,627,608 T G 0.920 0.986 0.025 0.002 3.1E‐26 0.004 0.017 7.4E‐01 0.048 0.006 1.9E‐18 0.033 0.005 6.6E‐11 UGT1A8 / UGT1A5 / UGT0 ‐ ‐ ‐ DGKD (‐247kb),USP40 (‐153kb),[UGT1A8],[UG17 UGT1A8,UGT1A10,UGT1

rs7618363 3 10,545,125 C G 0.841 1.000 0.012 0.002 1.3E‐10 ‐0.002 0.013 8.8E‐01 ‐0.001 0.004 6.4E‐01 0.037 0.004 1.2E‐21 ‐ 0 ‐ ‐ ‐ IRAK2 (‐260kb),TATDN2 (‐222kb),GHRLOS (‐2 11 ATP2B2

rs3103310 3 12,473,045 A G 0.758 0.957 0.009 0.002 2.7E‐09 0.040 0.011 2.9E‐04 0.019 0.004 1.2E‐07 0.007 0.003 2.9E‐02 ‐ 0 ‐ ‐ ‐ SYN2 (‐240kb),TIMP4 (‐272kb),[PPARG],TSEN 7 PPARG

rs2011110 3 14,420,881 C CAAACACA 0.910 0.939 0.017 0.002 1.1E‐13 ‐0.007 0.017 7.7E‐01 ‐0.003 0.005 5.8E‐01 0.051 0.005 3.8E‐25 ‐ 0 ‐ ‐ ‐ CHCHD4 (‐255kb),TMEM43 (‐236kb),XPC (‐209 SLC6A6 (+23kb)

rs7307565 3 41,105,947 G T 0.867 0.984 0.015 0.002 2.1E‐15 ‐0.018 0.014 2.0E‐01 0.002 0.004 3.6E‐01 0.045 0.004 3.5E‐28 ‐ 0 ‐ ‐ ‐ CTNNB1 (+135kb),ULK4 (+182kb), 2 CTNNB1 (+135kb)

3:5105388 3 51,053,880 ATG A 0.974 0.849 0.024 0.004 9.8E‐09 0.100 0.031 1.9E‐03 0.027 0.010 3.1E‐03 0.043 0.009 1.3E‐06 ‐ 0 ‐ ‐ ‐ [DOCK3], 1 DOCK3

rs5761551 3 52,322,417 G A 0.685 0.999 0.008 0.001 4.7E‐10 ‐0.055 0.010 3.2E‐08 0.008 0.003 5.7E‐03 0.017 0.003 1.5E‐09 ‐ 0 ‐ ‐ ‐ ABHD14A‐ACY1 (‐299kb),ACY1 (‐299kb),RPL2 26 GLYCTK

3:8803626 3 88,036,269 AAAAATAAA 0.386 0.985 0.007 0.001 2.2E‐08 ‐0.053 0.010 2.7E‐08 0.020 0.003 7.4E‐10 0.008 0.003 6.2E‐03 ‐ 0 ‐ ‐ ‐ [HTR1F],CGGBP1 (+65kb),ZNF654 (+152kb),C34 HTR1F

rs696516 3 136,067,778 G T 0.266 0.997 0.008 0.001 1.1E‐09 ‐0.092 0.010 7.1E‐19 0.038 0.003 1.3E‐31 ‐0.004 0.003 1.8E‐01 ‐ 0 ‐ ‐ ‐ PPP2R3A (‐201kb),MSL2 (‐153kb),PCCB (‐19k 4 STAG1

rs4678408 3 138,053,187 G A 0.629 0.984 0.009 0.001 5.9E‐12 ‐0.013 0.010 1.4E‐01 0.031 0.003 1.1E‐21 0.006 0.003 2.0E‐02 ‐ 0 ‐ ‐ ‐ DZIP1L (‐219kb),A4GNT (‐202kb),DBR1 (‐159k9 NME9 (‐4kb)

rs1397636 3 151,989,828 T TTC 0.653 0.921 0.009 0.001 1.1E‐10 0.021 0.010 4.3E‐02 0.011 0.003 5.2E‐03 0.018 0.003 1.3E‐08 ‐ 0 ‐ ‐ ‐ LOC101928166 (‐67kb),MBNL1‐AS1 (‐2kb),[M4 MBNL1

rs9850919 3 169,177,924 C T 0.406 1.000 0.007 0.001 4.7E‐08 ‐0.005 0.009 5.5E‐01 0.002 0.003 5.1E‐01 0.020 0.003 2.8E‐13 ‐ 0 ‐ ‐ ‐ [MECOM],[LOC105374205], 2 MECOM,LOC105374205

rs5627103 3 172,154,210 G A 0.131 0.973 0.011 0.002 3.6E‐09 ‐0.013 0.014 3.8E‐01 0.021 0.005 6.2E‐06 0.017 0.004 2.2E‐05 ‐ 0 ‐ ‐ ‐ FNDC3B (‐36kb),GHSR (+7kb),TNFSF10 (+69kb4 GHSR (+7kb)

rs5855544 3 195,942,080 T TG 0.429 0.959 0.013 0.001 2.9E‐24 ‐0.044 0.010 4.4E‐06 0.008 0.003 4.0E‐03 0.033 0.003 1.3E‐32 ‐ 0 ‐ ‐ ‐ LOC105374297 (‐273kb),SDHAP1 (‐225kb),TF 15 SLC51A (+1kb)

rs7782262 4 1,008,212 T C 0.042 0.989 0.017 0.003 2.7E‐08 0.036 0.023 8.8E‐02 ‐0.001 0.008 9.4E‐01 0.048 0.007 9.3E‐14 ‐ 0 ‐ ‐ ‐ PCGF3 (‐243kb),LOC100129917 (‐233kb),CPLX18 FGFRL1

rs3620539 4 3,470,604 G A 0.421 0.993 0.010 0.001 1.3E‐13 0.002 0.009 8.6E‐01 0.032 0.003 1.0E‐26 0.005 0.003 8.7E‐02 ‐ 0 ‐ ‐ ‐ HTT (‐225kb),MSANTD1 (‐212kb),RGS12 (‐29k9 DOK7

rs7686914 4 69,537,915 C T 0.475 0.998 0.011 0.001 9.2E‐18 0.001 0.009 9.1E‐01 0.038 0.003 1.6E‐39 0.004 0.003 2.3E‐01 UGT2B15 0 ‐ ‐ ‐ TMPRSS11E (‐175kb),UGT2B17 (‐104kb),UGT 5 UGT2B15 (‐1kb)

rs4632729 4 69,946,004 A G 0.545 0.999 0.015 0.001 2.1E‐30 ‐0.007 0.009 4.7E‐01 0.024 0.003 2.6E‐15 0.028 0.003 2.4E‐22 UGT2B7 0 ‐ ‐ ‐ UGT2B10 (‐248kb),UGT2A3 (‐128kb),UGT2B76 UGT2B7 (+16kb)

rs1315215 4 77,417,756 C T 0.273 0.998 0.008 0.001 7.3E‐09 0.010 0.010 3.4E‐01 0.011 0.003 7.4E‐04 0.019 0.003 5.9E‐09 ‐ 0 ‐ ‐ ‐ SCARB2 (‐283kb),FAM47E (‐213kb),FAM47E‐S8 SHROOM3

rs1408 4 88,057,353 G A 0.422 0.996 0.011 0.001 6.8E‐19 ‐0.025 0.009 8.2E‐03 0.027 0.003 1.2E‐19 0.010 0.003 3.3E‐04 ‐ 0 ‐ ‐ ‐ SLC10A6 (‐287kb),C4orf36 (‐244kb),LOC1005 9 AFF1

rs7725131 4 100,001,655 CTTTT C 0.328 0.993 0.008 0.001 2.6E‐09 ‐0.005 0.010 6.8E‐01 0.028 0.003 1.0E‐17 0.001 0.003 7.5E‐01 ADH4 0 ‐ ‐ ‐ EIF4E (‐150kb),METAP1 (‐18kb),MIR3684 (‐8311 ADH5

rs5860730 4 103,554,330 CT C 0.502 0.951 0.008 0.001 1.6E‐11 ‐0.017 0.009 7.6E‐02 0.015 0.003 1.3E‐08 0.013 0.003 3.9E‐06 MANBA 0 ‐ ‐ ‐ SLC39A8 (‐288kb),LOC105377621 (‐131kb),N 9 MANBA

rs1001728 4 104,609,388 C T 0.870 0.949 0.012 0.002 1.2E‐09 0.000 0.014 8.8E‐01 0.039 0.005 2.1E‐17 0.008 0.004 1.4E‐01 ‐ 0 ‐ ‐ ‐ LOC101929448 (‐249kb),[TACR3], 2 TACR3

rs5288454 4 104,780,790 A AATGTGT 0.990 0.852 0.049 0.007 1.4E‐12 0.108 0.050 6.3E‐02 0.199 0.016 3.7E‐34 0.002 0.015 7.9E‐01 ‐ 0 ‐ ‐ ‐ TACR3 (‐140kb), 1 TACR3 (‐140kb)

rs2903385 4 106,094,427 A G 0.485 0.996 0.009 0.001 2.1E‐14 0.011 0.009 2.3E‐01 0.004 0.003 8.9E‐02 0.025 0.003 1.6E‐18 ‐ 0 ‐ ‐ ‐ [TET2],[TET2‐AS1],PPA2 (+196kb), 3 TET2,TET2‐AS1

rs4245930 4 109,038,654 G A 0.367 0.998 0.007 0.001 2.4E‐08 ‐0.010 0.010 2.6E‐01 ‐0.007 0.003 3.4E‐02 0.025 0.003 1.1E‐19 ‐ 0 ‐ ‐ ‐ SGMS2 (‐202kb),LOC101929595 (‐185kb),CYP6 LEF1

rs5353059 4 110,242,896 C T 0.007 0.936 0.045 0.008 5.8E‐09 0.049 0.056 4.9E‐01 0.127 0.018 2.0E‐11 0.028 0.017 7.0E‐02 ‐ 0 ‐ ‐ ‐ COL25A1 (‐19kb),ZCCHC23 (‐6kb),SEC24B‐AS16 ZCCHC23 (‐6kb)

rs6231488 4 113,956,403 G T 0.817 0.988 0.011 0.002 2.1E‐10 ‐0.019 0.012 1.2E‐01 ‐0.002 0.004 6.4E‐01 0.032 0.004 2.1E‐19 ‐ 0 ‐ ‐ ‐ [ANK2],MIR1243 (+72kb),MIR8082 (+117kb), 3 ANK2

rs1193749 4 149,613,443 G A 0.556 0.985 0.007 0.001 2.9E‐08 ‐0.006 0.009 4.4E‐01 0.007 0.003 1.4E‐02 0.013 0.003 3.3E‐06 ‐ 0 ‐ ‐ ‐ NR3C2 (‐250kb),LOC105377480 (+249kb), 2 LOC105377480 (+249kb)

rs7712584 4 177,695,964 A AAT 0.902 0.997 0.012 0.002 4.7E‐08 0.017 0.016 2.3E‐01 ‐0.005 0.005 2.3E‐01 0.037 0.005 1.4E‐14 ‐ 0 ‐ ‐ ‐ [VEGFC], 1 VEGFC

rs1126947 5 35,247,932 A G 0.987 0.947 0.041 0.006 3.5E‐13 0.023 0.041 6.1E‐01 0.013 0.014 2.8E‐01 0.107 0.012 2.4E‐19 ‐ 0 ‐ ‐ ‐ DNAJC21 (‐289kb),AGXT2 (‐200kb),PRLR (‐17k3 PRLR (‐17kb)

rs9686661 5 55,861,786 C T 0.800 1.000 0.012 0.002 1.3E‐14 0.008 0.012 4.5E‐01 0.015 0.004 4.7E‐05 0.026 0.004 4.3E‐12 ‐ 0 ‐ ‐ ‐ LINC01948 (‐84kb),[C5orf67],MAP3K1 (+249k3 C5orf67

rs4431325 5 76,461,706 T C 0.059 0.977 0.021 0.003 9.9E‐15 ‐0.008 0.020 8.5E‐01 0.018 0.006 1.7E‐02 0.050 0.006 8.5E‐18 ‐ 0 ‐ ‐ ‐ S100Z (‐245kb),CRHBP (‐196kb),AGGF1 (‐101 8 ZBED3‐AS1 (‐18kb)

rs7774162 5 76,491,857 G A 0.653 0.986 0.009 0.001 9.2E‐11 0.005 0.010 5.7E‐01 0.001 0.003 5.1E‐01 0.027 0.003 1.4E‐20 ‐ 0 ‐ ‐ ‐ S100Z (‐275kb),CRHBP (‐227kb),AGGF1 (‐131 8 PDE8B (+15kb)

rs784420 5 77,987,524 G A 0.288 1.000 0.013 0.001 3.2E‐21 ‐0.005 0.010 7.5E‐01 ‐0.001 0.003 8.9E‐01 0.039 0.003 1.2E‐39 ‐ 0 ‐ ‐ ‐ SCAMP1 (‐211kb),LHFPL2 (‐43kb),ARSB (+86k3 LHFPL2 (‐43kb)

rs1125304 5 95,871,370 C T 0.166 0.978 0.010 0.002 2.3E‐08 ‐0.073 0.013 5.9E‐09 0.026 0.004 5.3E‐10 0.008 0.004 3.4E‐02 ‐ 0 ‐ ‐ ‐ [LOC101929710],PCSK1 (‐102kb),CAST (+126k4 LOC101929710

rs1265817 5 124,205,385 G C 0.842 0.971 0.018 0.002 2.7E‐23 0.035 0.013 6.8E‐03 ‐0.001 0.004 9.2E‐01 0.052 0.004 5.8E‐41 ‐ 0 ‐ ‐ ‐ ZNF608 (‐125kb),LOC101927421 (+167kb), 2 ZNF608 (‐125kb)

rs4835948 5 127,870,190 T C 0.533 0.977 0.007 0.001 2.9E‐09 0.006 0.009 3.8E‐01 0.001 0.003 9.7E‐01 0.020 0.003 4.4E‐13 ‐ 0 ‐ ‐ ‐ [FBN2], 1 FBN2

rs1318552 5 137,807,260 A G 0.575 0.998 0.008 0.001 9.1E‐10 ‐0.032 0.009 4.1E‐04 0.023 0.003 3.8E‐12 0.004 0.003 1.1E‐01 ‐ 0 ‐ ‐ ‐ BRD8 (‐293kb),KIF20A (‐284kb),CDC23 (‐258k14 EGR1 (‐2kb)

rs3463239 5 142,819,900 CAT C 0.538 0.966 0.008 0.001 9.3E‐10 ‐0.035 0.009 2.2E‐04 0.006 0.003 2.4E‐02 0.017 0.003 3.1E‐10 ‐ 0 ‐ ‐ ‐ ARHGAP26 (‐211kb),ARHGAP26‐IT1 (‐246kb),4 NR3C1 (‐5kb)

rs7655747 5 176,798,070 CG C 0.264 0.977 0.009 0.001 3.6E‐09 0.019 0.011 7.7E‐02 0.004 0.003 4.6E‐01 0.024 0.003 1.9E‐14 ‐ 0 ‐ ‐ ‐ ZNF346 (‐290kb),FGFR4 (‐273kb),NSD1 (‐71kb22 RGS14

rs6239429 6 25,870,381 T C 0.117 1.000 0.012 0.002 4.2E‐10 0.000 0.014 9.0E‐01 0.011 0.005 1.9E‐02 0.027 0.004 3.6E‐10 SLC17A3 0 ‐ ‐ ‐ CARMIL1 (‐250kb),SCGN (‐168kb),HIST1H2AA27 SLC17A3

rs2517582 6 30,808,762 T C 0.384 1.000 0.014 0.001 4.9E‐18 ‐0.003 0.010 7.6E‐01 0.017 0.003 2.7E‐05 0.028 0.003 1.6E‐18 VARS2 / DPCR1 0 ‐ ‐ ‐ GNL1 (‐283kb),PRR3 (‐276kb),ABCF1 (‐249kb)33 LOC105375014

rs7846171 6 32,315,253 T C 0.034 0.551 0.031 0.005 1.1E‐08 ‐0.091 0.035 9.3E‐03 0.041 0.011 6.5E‐04 0.055 0.010 6.6E‐06 ‐ 2 AGPAT1 (‐174kb),RNF5 ( ‐ ‐ TNXB (‐238kb),ATF6B (‐219kb),FKBPL (‐217kb25 LOC101929163,C6orf10

rs9272309 6 32,603,936 A G 0.620 0.989 0.013 0.001 1.1E‐19 ‐0.018 0.010 6.7E‐02 0.017 0.003 1.2E‐06 0.028 0.003 9.9E‐22 HLA‐DQA1 1 HLA‐DQB2 (+124kb), ‐ ‐ LOC101929163 (‐228kb),C6orf10 (‐264kb),HC22 HLA‐DQA1 (+1kb)

rs6939861 6 41,703,041 G A 0.738 0.970 0.009 0.001 3.4E‐09 ‐0.022 0.011 3.3E‐02 0.025 0.003 1.7E‐12 0.008 0.003 2.1E‐02 ‐ 0 ‐ ‐ ‐ LINC01276 (‐215kb),FOXP4‐AS1 (‐187kb),FOX14 TFEB

rs6458331 6 43,280,028 T C 0.725 0.985 0.014 0.001 1.2E‐22 ‐0.023 0.010 1.9E‐02 0.014 0.003 2.3E‐05 0.032 0.003 1.3E‐24 ‐ 0 ‐ ‐ ‐ PPP2R5D (‐300kb),MEA1 (‐295kb),KLHDC3 (‐224 CRIP3 (‐3kb)

rs5732344 6 52,404,343 C A 0.123 0.976 0.011 0.002 2.2E‐09 0.012 0.014 4.1E‐01 0.021 0.005 8.5E‐06 0.015 0.004 6.8E‐04 ‐ 0 ‐ ‐ ‐ IL17F (‐295kb),MCM3 (‐255kb),PAQR8 (‐132k12 TRAM2

rs1681967 6 64,270,790 A G 0.918 0.992 0.015 0.002 5.9E‐10 0.052 0.017 4.1E‐03 0.025 0.006 2.4E‐05 0.025 0.005 2.8E‐07 ‐ 0 ‐ ‐ ‐ LGSN (‐241kb),PTP4A1 (+11kb),PHF3 (+75kb),4 PTP4A1 (+11kb)

rs221584 6 99,739,942 G A 0.817 0.995 0.010 0.002 1.6E‐08 0.025 0.012 4.7E‐02 0.023 0.004 9.2E‐09 0.005 0.004 1.5E‐01 ‐ 0 ‐ ‐ ‐ MIR548AI (‐167kb),[FAXC],COQ3 (+77kb),PNI 8 FAXC

rs7759938 6 105,378,954 T C 0.678 1.000 0.010 0.001 1.7E‐13 0.022 0.010 2.4E‐02 0.038 0.003 9.7E‐33 0.003 0.003 4.3E‐01 ‐ 0 ‐ ‐ ‐ HACE1 (‐71kb),LIN28B‐AS1 (+5kb),LIN28B (+26 LIN28B‐AS1 (+5kb)

rs3618245 6 119,167,949 A G 0.779 0.998 0.018 0.002 2.1E‐33 0.017 0.011 1.2E‐01 0.002 0.004 3.8E‐01 0.054 0.003 2.7E‐61 ‐ 0 ‐ ‐ ‐ CEP85L (‐137kb),PLN (‐285kb),LOC1002876327 MCM9

rs5777210 6 127,440,047 T C 0.950 0.972 0.020 0.003 3.4E‐11 0.106 0.022 5.0E‐07 0.007 0.007 2.8E‐01 0.055 0.007 5.8E‐17 ‐ 0 ‐ ‐ ‐ [RSPO3],RNF146 (+148kb),ECHDC1 (+170kb), 3 RSPO3

6:1443015 6 144,301,525 G GT 0.660 0.935 0.010 0.001 5.2E‐12 0.027 0.010 7.1E‐03 0.000 0.003 7.5E‐01 0.028 0.003 1.9E‐19 ‐ 0 ‐ ‐ ‐ PHACTR2 (‐149kb),LTV1 (‐117kb),ZC2HC1B (‐47 PLAGL1

rs520829 6 160,767,905 G T 0.475 0.995 0.010 0.001 2.2E‐16 0.044 0.009 2.1E‐06 0.020 0.003 2.5E‐13 0.012 0.003 2.4E‐05 ‐ 0 ‐ ‐ ‐ IGF2R (‐235kb),LOC729603 (‐251kb),SLC22A17 SLC22A3 (+1kb)

rs1270251 7 6,526,006 A C 0.152 0.944 0.011 0.002 3.7E‐09 0.018 0.013 1.9E‐01 0.015 0.004 9.3E‐04 0.020 0.004 1.3E‐06 ‐ 0 ‐ ‐ ‐ CYTH3 (‐214kb),FAM220A (‐137kb),RAC1 (‐8213 KDELR2 (‐2kb)

rs1027868 7 15,031,450 T C 0.491 0.992 0.010 0.001 1.3E‐14 0.008 0.009 4.8E‐01 0.041 0.003 1.3E‐43 0.001 0.003 9.1E‐01 ‐ 0 ‐ ‐ ‐ DGKB (‐150kb),AGMO (+208kb), 2 DGKB (‐150kb)

rs6462989 7 40,869,754 A C 0.659 0.995 0.008 0.001 1.5E‐09 0.016 0.010 1.5E‐01 0.017 0.003 9.0E‐08 0.013 0.003 8.4E‐06 ‐ 0 ‐ ‐ ‐ [SUGCT],LINC01450 (+135kb),LINC01449 (+273 SUGCT

rs3406047 7 73,037,956 G A 0.134 0.995 0.020 0.002 5.3E‐26 0.064 0.014 1.8E‐06 0.007 0.004 8.6E‐02 0.053 0.004 8.6E‐39 MLXIPL 0 ‐ ‐ ‐ TRIM50 (‐296kb),FKBP6 (‐265kb),FZD9 (‐188k18 MLXIPL

rs1785328 7 75,610,876 C T 0.995 1.000 0.118 0.010 3.8E‐34 0.205 0.069 2.5E‐03 0.036 0.023 8.7E‐02 0.304 0.021 5.3E‐49 POR 0 ‐ ‐ ‐ HIP1 (‐243kb),CCL26 (‐192kb),CCL24 (‐168kb)12 POR

rs445 7 92,408,370 C T 0.905 1.000 0.012 0.002 1.2E‐08 ‐0.013 0.016 3.6E‐01 0.027 0.005 6.7E‐08 0.013 0.005 3.5E‐03 ‐ 0 ‐ ‐ ‐ PEX1 (‐251kb),RBM48 (‐239kb),FAM133B (‐185 CDK6

rs3590378 7 98,011,240 GT G 0.790 0.881 0.015 0.002 1.6E‐18 ‐0.014 0.012 2.6E‐01 0.053 0.004 4.3E‐43 0.003 0.004 4.0E‐01 ‐ 1 BRI3 (‐102kb), ‐ ‐ LMTK2 (‐172kb),BHLHA15 (‐169kb),TECPR1 (‐6 BAIAP2L1

rs4544669 7 99,332,948 T G 0.958 1.000 0.120 0.003 1.7E‐315 0.134 0.023 1.7E‐08 ‐0.031 0.008 1.3E‐05 0.371 0.007 1.5E‐635 ‐ 0 ‐ ‐ ‐ ATP5J2‐PTCD1 (‐269kb),PTCD1 (‐296kb),CPSF22 CYP3A7‐CYP3A51P (0kb)

rs1155692 7 129,663,496 T C 0.389 1.000 0.008 0.001 1.2E‐09 ‐0.028 0.010 3.2E‐03 0.014 0.003 1.2E‐06 0.014 0.003 5.3E‐07 ZC3HC1 0 ‐ ‐ ‐ NRF1 (‐267kb),MIR182 (‐253kb),MIR96 (‐249 11 ZC3HC1

rs157934 7 130,585,492 C T 0.305 1.000 0.008 0.001 3.4E‐09 0.017 0.010 1.3E‐01 0.017 0.003 9.7E‐08 0.011 0.003 4.9E‐04 ‐ 0 ‐ ‐ ‐ COPG2 (‐232kb),TSGA13 (‐213kb),KLF14 (‐1678 LINC00513 (+13kb)

rs2306847 7 137,798,593 T A 0.791 0.998 0.019 0.002 5.2E‐34 ‐0.002 0.011 7.3E‐01 0.007 0.004 6.0E‐02 0.051 0.003 2.0E‐54 ‐ 0 ‐ ‐ ‐ DGKI (‐267kb),CREB3L2 (‐112kb),LOC10013085 AKR1D1

rs4725944 7 150,476,673 C G 0.390 0.997 0.007 0.001 4.6E‐08 0.019 0.010 5.5E‐02 0.015 0.003 1.6E‐06 0.009 0.003 2.4E‐03 ‐ 0 ‐ ‐ ‐ GIMAP7 (‐259kb),GIMAP4 (‐206kb),GIMAP6 (18 TMEM176B (+12kb)

rs9638084 7 156,311,745 G A 0.604 0.992 0.007 0.001 1.6E‐08 ‐0.017 0.009 9.3E‐02 0.005 0.003 4.2E‐02 0.021 0.003 1.3E‐13 ‐ 0 ‐ ‐ ‐ LOC285889 (‐73kb),[LINC01006],LINC00244 ( 6 LINC01006

rs7320074 8 10,627,311 A C 0.236 0.999 0.009 0.002 1.8E‐09 ‐0.063 0.011 1.0E‐08 0.008 0.004 5.1E‐02 0.023 0.003 1.0E‐12 ‐ 0 ‐ ‐ ‐ LINCR‐0001 (‐288kb),PRSS55 (‐216kb),RP1L1  12 PINX1

rs2016431 8 23,399,890 T C 0.250 0.989 0.009 0.001 9.0E‐10 ‐0.049 0.011 3.8E‐06 ‐0.001 0.004 8.8E‐01 0.028 0.003 3.6E‐19 ‐ 0 ‐ ‐ ‐ CHMP7 (‐280kb),R3HCC1 (‐246kb),LOXL2 (‐139 SLC25A37

rs881301 8 38,332,318 T C 0.587 1.000 0.008 0.001 6.4E‐10 ‐0.054 0.009 1.2E‐08 0.020 0.003 6.3E‐11 0.011 0.003 5.6E‐05 ‐ 0 ‐ ‐ ‐ LSM1 (‐298kb),BAG4 (‐261kb),DDHD2 (‐212kb10 FGFR1 (‐6kb)

rs3522280 8 77,879,704 C A 0.748 0.990 0.009 0.001 5.7E‐10 0.000 0.011 7.7E‐01 0.032 0.003 2.4E‐21 0.004 0.003 2.5E‐01 ‐ 0 ‐ ‐ ‐ ZFHX4‐AS1 (‐284kb),ZFHX4 (‐100kb),MIR31494 MIR3149 (‐1kb)

rs1553668 8 81,249,784 T C 0.634 0.997 0.008 0.001 6.5E‐09 ‐0.011 0.010 2.5E‐01 0.024 0.003 2.9E‐13 0.005 0.003 9.3E‐02 ‐ 0 ‐ ‐ ‐ TPD52 (‐166kb),MIR5708 (‐96kb),ZBTB10 (+1 4 MIR5708 (‐96kb)

rs1505391 8 81,399,180 G A 0.036 0.941 0.022 0.004 3.5E‐10 0.037 0.026 9.2E‐02 0.056 0.008 3.0E‐12 0.013 0.008 6.9E‐02 ‐ 0 ‐ ‐ ‐ MIR5708 (‐245kb),[ZBTB10],ZNF704 (+142kb)3 ZBTB10

rs3495553 8 81,710,349 G A 0.901 0.945 0.015 0.002 6.5E‐12 ‐0.017 0.016 2.4E‐01 0.042 0.005 4.1E‐16 0.012 0.005 5.8E‐03 ‐ 0 ‐ ‐ ‐ ZBTB10 (‐272kb),[ZNF704],PAG1 (+170kb), 3 ZNF704

rs3578370 8 105,966,258 A G 0.101 0.975 0.020 0.002 2.6E‐20 ‐0.053 0.016 2.1E‐04 0.006 0.005 2.6E‐01 0.056 0.005 6.4E‐32 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs6471583 8 143,991,092 G A 0.443 0.998 0.011 0.001 1.1E‐19 ‐0.002 0.009 8.6E‐01 ‐0.002 0.003 6.5E‐01 0.037 0.003 1.0E‐39 ‐ 2 LYNX1 (‐138kb),RP11‐70 ‐ ‐ ARC (‐295kb),LOC101928087 (‐269kb),JRK (‐219 CYP11B2 (+1kb)

rs1268378 9 16,252,807 A C 0.669 0.939 0.010 0.001 2.8E‐13 0.029 0.010 3.0E‐03 0.002 0.003 6.3E‐01 0.031 0.003 7.5E‐26 ‐ 0 ‐ ‐ ‐ CCDC171 (‐279kb),[C9orf92],BNC2 (+157kb), 3 C9orf92

rs4961485 9 16,360,889 T C 0.933 1.000 0.016 0.003 5.9E‐10 0.030 0.019 1.1E‐01 0.005 0.006 5.6E‐01 0.039 0.006 8.9E‐14 ‐ 0 ‐ ‐ ‐ C9orf92 (‐85kb),BNC2 (+49kb), 2 BNC2 (+49kb)

rs1781041 9 19,032,907 G A 0.200 0.994 0.010 0.002 6.7E‐09 ‐0.014 0.012 1.9E‐01 0.022 0.004 2.2E‐08 0.011 0.004 1.4E‐03 ‐ 0 ‐ ‐ ‐ ADAMTSL1 (‐122kb),[SAXO1],RRAGA (+16kb) 7 SAXO1

rs1097192 9 34,111,002 A G 0.131 0.980 0.014 0.002 7.4E‐13 0.036 0.014 5.1E‐03 0.004 0.005 3.4E‐01 0.039 0.004 2.0E‐22 DCAF12 0 ‐ ‐ ‐ UBE2R2 (‐191kb),UBAP2 (‐62kb),SNORD121B11 DCAF12

rs1547308 9 114,603,240 C T 0.800 0.993 0.012 0.002 6.8E‐15 ‐0.024 0.012 4.2E‐02 0.008 0.004 3.5E‐02 0.032 0.004 9.2E‐21 ‐ 0 ‐ ‐ ‐ ZNF483 (‐263kb),PTGR1 (‐241kb),LRRC37A5P 10 C9orf84 (‐46kb)

rs1081726 9 114,828,332 C T 0.810 0.956 0.014 0.002 6.9E‐17 ‐0.001 0.012 9.1E‐01 ‐0.002 0.004 8.7E‐01 0.043 0.004 9.3E‐35 ‐ 0 ‐ ‐ ‐ C9orf84 (‐271kb),UGCG (‐131kb),MIR4668 (‐15 SUSD1

rs1098219 9 117,149,417 T C 0.221 0.984 0.009 0.002 2.2E‐08 ‐0.030 0.011 7.4E‐03 0.024 0.004 6.3E‐11 0.004 0.003 3.2E‐01 DFNB31 0 ‐ ‐ ‐ KIF12 (‐288kb),COL27A1 (‐75kb),MIR455 (‐17 10 AKNA

rs3532637 9 130,335,728 CTTT C 0.671 0.941 0.008 0.001 1.1E‐08 ‐0.019 0.010 6.3E‐02 0.010 0.003 6.5E‐03 0.016 0.003 3.0E‐07 ‐ 0 ‐ ‐ ‐ GARNL3 (‐180kb),SLC2A8 (‐166kb),ZNF79 (‐1222 FAM129B

rs494242 9 136,145,118 C T 0.660 1.000 0.008 0.001 3.1E‐09 ‐0.015 0.010 1.0E‐01 0.009 0.003 6.9E‐03 0.017 0.003 1.7E‐08 ‐ 0 ‐ ‐ ‐ GFI1B (‐278kb),SNORD141A (‐249kb),LOC10529 ABO

rs3518209 9 137,268,682 C T 0.256 0.982 0.008 0.001 3.6E‐08 ‐0.005 0.011 7.4E‐01 0.023 0.004 1.3E‐10 0.005 0.003 5.8E‐02 ‐ 0 ‐ ‐ ‐ WDR5 (‐244kb),RNU6ATAC (‐239kb),[RXRA],M6 RXRA

rs3603294 10 5,062,752 C A 0.704 0.977 0.023 0.001 5.0E‐56 0.012 0.010 2.1E‐01 0.007 0.003 1.9E‐02 0.063 0.003 3.0E‐94 ‐ 0 ‐ ‐ ‐ AKR1E2 (‐172kb),AKR1C6P (‐104kb),AKR1C1 (7 AKR1C2 (‐3kb)

rs1171617 10 61,467,182 T G 0.767 0.996 0.017 0.002 8.5E‐31 0.017 0.011 1.5E‐01 ‐0.001 0.004 9.8E‐01 0.052 0.003 5.5E‐57 ‐ 0 ‐ ‐ ‐ [SLC16A9],MRLN (+30kb),CCDC6 (+81kb),LINC4 SLC16A9

rs2675611 10 63,644,246 T C 0.469 0.990 0.007 0.001 3.4E‐08 ‐0.002 0.009 8.3E‐01 0.013 0.003 2.0E‐05 0.012 0.003 6.0E‐05 ‐ 0 ‐ ‐ ‐ C10orf107 (‐118kb),ARID5B (+17kb), 2 ARID5B (+17kb)

rs1074013 10 65,271,488 T A 0.473 0.996 0.038 0.001 2.5E‐196 ‐0.053 0.009 3.1E‐09 0.108 0.003 2.7E‐296 0.028 0.003 2.1E‐25 JMJD1C 0 ‐ ‐ ‐ [JMJD1C],MIR1296 (‐139kb),LOC105378330 ( 5 JMJD1C

10:672933 10 67,293,334 C CCTCT 0.402 0.993 0.015 0.001 1.2E‐28 ‐0.003 0.009 8.5E‐01 0.050 0.003 2.9E‐61 0.005 0.003 1.6E‐01 ‐ 0 ‐ ‐ ‐ LINC01515 (+38kb), 1 LINC01515 (+38kb)

rs1204083 10 69,835,197 C G 0.346 0.992 0.012 0.001 2.8E‐18 ‐0.019 0.010 5.0E‐02 0.024 0.003 3.0E‐13 0.018 0.003 1.5E‐08 ‐ 0 ‐ ‐ ‐ DNAJC12 (‐237kb),SIRT1 (‐157kb),HERC4 (0kb9 HERC4 (0kb)

rs1782652 10 81,074,125 T A 0.619 0.971 0.008 0.001 9.5E‐09 0.013 0.010 1.6E‐01 0.016 0.003 2.9E‐08 0.008 0.003 1.3E‐02 ‐ 0 ‐ ‐ ‐ ZMIZ1‐AS1 (‐247kb),[ZMIZ1],PPIF (+33kb),ZCC8 ZMIZ1

10:944649 10 94,464,901 A ATTT 0.506 0.970 0.010 0.001 1.9E‐16 0.018 0.009 4.0E‐02 0.003 0.003 2.3E‐01 0.025 0.003 1.1E‐18 ‐ 0 ‐ ‐ ‐ MARK2P9 (‐286kb),IDE (‐131kb),KIF11 (‐50kb 5 HHEX (‐9kb)

rs1157208 10 96,826,922 C G 0.878 0.998 0.013 0.002 8.0E‐11 ‐0.016 0.014 2.5E‐01 0.006 0.005 1.3E‐01 0.033 0.004 1.5E‐14 CYP2C8 / CYP2C9 0 ‐ ‐ ‐ CYP2C19 (‐214kb),CYP2C9 (‐78kb),[CYP2C8],A6 CYP2C8

rs1144137 10 104,619,292 A AC 0.759 1.000 0.016 0.001 1.0E‐26 ‐0.019 0.011 1.0E‐01 0.013 0.004 5.5E‐05 0.037 0.003 1.4E‐30 ‐ 0 ‐ ‐ ‐ SUFU (‐226kb),TRIM8 (‐201kb),ARL3 (‐145kb)11 BORCS7,BORCS7‐ASMT

rs1119180 10 105,532,165 A C 0.707 0.998 0.009 0.001 6.0E‐12 0.021 0.010 3.8E‐02 0.004 0.003 1.8E‐01 0.023 0.003 8.7E‐16 ‐ 0 ‐ ‐ ‐ CALHM3 (‐293kb),NEURL1‐AS1 (‐255kb),NEU 9 SH3PXD2A

rs7444000 10 111,995,456 A T 0.261 0.982 0.008 0.001 1.1E‐08 0.001 0.011 9.4E‐01 0.012 0.003 4.3E‐04 0.013 0.003 1.2E‐05 ‐ 0 ‐ ‐ ‐ ADD3‐AS1 (‐227kb),ADD3 (‐100kb),[MXI1],SM5 MXI1

rs1156472 11 2,178,330 T C 0.240 0.972 0.009 0.002 8.2E‐09 ‐0.019 0.011 9.1E‐02 0.023 0.004 3.1E‐11 0.006 0.003 4.4E‐02 ‐ 0 ‐ ‐ ‐ LSP1 (‐265kb),MIR4298 (‐298kb),MIR7847 (‐227 INS‐IGF2

rs7937758 11 10,236,478 A G 0.504 0.998 0.007 0.001 2.9E‐08 ‐0.013 0.009 1.2E‐01 0.016 0.003 2.9E‐08 0.005 0.003 8.2E‐02 ‐ 0 ‐ ‐ ‐ [SBF2],LOC101928008 (‐286kb),ADM (+90kb)8 SBF2

rs1102388 11 16,246,700 T A 0.612 0.997 0.009 0.001 1.7E‐11 ‐0.005 0.010 6.8E‐01 0.025 0.003 2.1E‐16 0.007 0.003 9.3E‐03 ‐ 0 ‐ ‐ ‐ [SOX6],MIR6073 (‐256kb), 2 SOX6

rs2035838 11 29,200,384 A G 0.852 0.993 0.011 0.002 2.5E‐10 0.056 0.013 6.8E‐06 0.049 0.004 3.0E‐32 ‐0.002 0.004 8.0E‐01 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs1229410 11 30,382,899 T C 0.173 1.000 0.009 0.002 9.4E‐09 ‐0.044 0.012 3.5E‐04 0.006 0.004 1.9E‐01 0.023 0.004 1.8E‐10 ‐ 0 ‐ ‐ ‐ FSHB (‐126kb),ARL14EP (‐23kb),MPPED2 (+233 ARL14EP (‐23kb)

rs1430882 11 62,887,418 TCGC T 0.067 0.992 0.027 0.003 1.1E‐25 0.048 0.019 1.0E‐02 0.008 0.006 1.2E‐01 0.083 0.006 6.9E‐51 SLC22A25 0 ‐ ‐ ‐ STX5 (‐288kb),LOC105369332 (‐286kb),WDR720 SLC22A24

rs3500834 11 64,323,613 C T 0.995 1.000 0.059 0.009 3.1E‐11 0.022 0.065 7.8E‐01 ‐0.016 0.021 5.1E‐01 0.183 0.019 1.2E‐20 SLC22A11 0 ‐ ‐ ‐ PLCB3 (‐287kb),BAD (‐271kb),GPR137 (‐267kb24 SLC22A11

rs171021 11 72,317,557 C T 0.703 0.994 0.014 0.001 2.7E‐21 ‐0.037 0.010 2.6E‐04 0.007 0.003 1.9E‐02 0.038 0.003 4.2E‐35 ‐ 0 ‐ ‐ ‐ CLPB (‐172kb),LINC01537 (‐33kb),[PDE2A],MI9 PDE2A

rs1279648 11 94,131,557 C A 0.824 1.000 0.010 0.002 1.4E‐08 ‐0.018 0.012 1.8E‐01 0.041 0.004 2.0E‐26 ‐0.006 0.004 1.0E‐01 ‐ 0 ‐ ‐ ‐ HEPHL1 (‐284kb),PANX1 (‐216kb),IZUMO1R ( 11 GPR83

11:110176 11 110,176,972 CT C 0.528 0.958 0.007 0.001 2.2E‐08 ‐0.004 0.009 7.1E‐01 0.003 0.003 1.9E‐01 0.017 0.003 8.7E‐10 ‐ 0 ‐ ‐ ‐ ZC3H12C (‐134kb),RDX (‐10kb),LOC105369485 RDX (‐10kb)

rs4544819 11 118,267,737 T A 0.956 0.991 0.018 0.003 2.0E‐08 ‐0.053 0.023 2.4E‐02 0.029 0.007 5.1E‐05 0.029 0.007 1.1E‐05 ‐ 0 ‐ ‐ ‐ TMPRSS4 (‐277kb),SCN4B (‐244kb),SCN2B (‐221 UBE4A,LOC100131626

rs4938576 11 118,746,769 G T 0.588 1.000 0.007 0.001 1.5E‐08 0.001 0.009 8.1E‐01 0.016 0.003 8.9E‐08 0.008 0.003 4.2E‐03 ‐ 0 ‐ ‐ ‐ ARCN1 (‐273kb),PHLDB1 (‐218kb),MIR6716 (‐25 CXCR5 (+8kb)

rs1089292 11 122,773,715 T A 0.568 0.982 0.011 0.001 2.7E‐17 ‐0.036 0.009 1.8E‐04 0.032 0.003 7.6E‐26 0.005 0.003 4.6E‐02 ‐ 0 ‐ ‐ ‐ UBASH3B (‐89kb),CRTAM (‐30kb),[C11orf63], 10 C11orf63

rs1278807 11 123,334,298 G A 0.178 0.988 0.010 0.002 2.7E‐08 ‐0.002 0.012 8.1E‐01 0.003 0.004 3.9E‐01 0.029 0.004 1.6E‐14 ‐ 0 ‐ ‐ ‐ CLMP (‐268kb),MIR4493 (‐82kb),GRAMD1B (+6 GRAMD1B (+46kb)

11:123438 11 123,438,708 T TGAG 0.112 0.972 0.017 0.002 3.5E‐16 0.031 0.015 2.5E‐02 0.000 0.005 9.0E‐01 0.048 0.005 4.9E‐28 ‐ 0 ‐ ‐ ‐ MIR4493 (‐186kb),[GRAMD1B],SCN3B (+61kb6 GRAMD1B

rs618888 11 125,081,521 T G 0.283 0.990 0.008 0.001 3.5E‐08 ‐0.012 0.010 1.8E‐01 0.023 0.003 1.3E‐12 0.007 0.003 1.2E‐02 ‐ 0 ‐ ‐ ‐ HEPACAM (‐275kb),HEPN1 (‐291kb),CCDC15  9 PKNOX2

rs3469712 11 128,271,722 CA C 0.164 0.972 0.012 0.002 1.6E‐12 0.000 0.013 9.8E‐01 0.008 0.004 6.8E‐02 0.033 0.004 1.7E‐19 ‐ 0 ‐ ‐ ‐ ETS1 (+57kb),MIR6090 (+121kb),LOC10192956 ETS1 (+57kb)

rs5619686 12 2,908,330 A C 0.031 1.000 0.064 0.004 7.2E‐71 0.055 0.027 3.6E‐02 0.301 0.009 5.1E‐276 ‐0.058 0.008 3.7E‐12 FKBP4 0 ‐ ‐ ‐ CACNA1C (‐101kb),CACNA1C‐AS2 (‐127kb),CA13 FKBP4

rs180435 12 47,180,370 G C 0.809 0.994 0.010 0.002 3.0E‐09 0.035 0.012 3.6E‐03 0.011 0.004 2.3E‐03 0.016 0.004 3.0E‐05 ‐ 0 ‐ ‐ ‐ LOC100288798 (‐134kb),[SLC38A4],AMIGO2  4 SLC38A4

12:508976 12 50,897,672 A AAAGT 0.638 0.999 0.009 0.001 1.9E‐12 0.008 0.010 4.2E‐01 0.024 0.003 2.0E‐14 0.008 0.003 9.8E‐03 ‐ 0 ‐ ‐ ‐ LIMA1 (‐220kb),MIR1293 (‐270kb),FAM186A 7 DIP2B (+1kb)

rs2583949 12 66,194,243 C T 0.895 0.977 0.012 0.002 5.0E‐09 ‐0.015 0.015 5.3E‐01 0.034 0.005 3.1E‐11 0.013 0.005 3.2E‐03 ‐ 0 ‐ ‐ ‐ LOC100507065 (‐158kb),LOC105369187 (‐2436 RPSAP52

rs6175505 12 100,926,308 T C 0.994 1.000 0.062 0.008 2.8E‐15 0.022 0.059 8.8E‐01 0.211 0.020 1.3E‐30 0.052 0.018 2.9E‐03 NR1H4 0 ‐ ‐ ‐ DEPDC4 (‐265kb),SCYL2 (‐191kb),SLC17A8 (‐16 NR1H4

rs1183076 12 111,515,020 C G 0.068 0.993 0.015 0.003 3.3E‐09 0.043 0.018 1.7E‐02 0.039 0.006 1.8E‐11 0.016 0.006 1.0E‐02 ‐ 0 ‐ ‐ ‐ CCDC63 (‐170kb),MYL2 (‐157kb),LINC01405 ( 7 CUX2

rs9509847 13 22,318,314 C A 0.628 0.993 0.020 0.001 1.6E‐52 0.005 0.010 6.5E‐01 0.009 0.003 4.4E‐03 0.052 0.003 3.3E‐72 ‐ 0 ‐ ‐ ‐ ZDHHC20 (‐285kb),MICU2 (‐140kb),FGF9 (‐404 FGF9 (‐40kb)

13:226937 13 22,693,754 T TC 0.191 0.989 0.012 0.002 2.2E‐13 0.001 0.012 8.6E‐01 0.004 0.004 4.0E‐01 0.036 0.004 7.5E‐24 ‐ 0 ‐ ‐ ‐ LINC00424 (‐241kb),LINC00540 (+91kb), 2 LINC00540 (+91kb)

rs4128481 13 50,655,989 T G 0.019 0.957 0.026 0.005 1.5E‐08 0.027 0.035 5.0E‐01 0.052 0.011 2.2E‐07 0.029 0.010 2.8E‐03 ‐ 0 ‐ ‐ ‐ KPNA3 (‐289kb),CTAGE10P (‐188kb),SPRYD7  11 DLEU2

rs9543012 13 73,172,648 C T 0.353 1.000 0.008 0.001 2.6E‐10 0.014 0.010 9.7E‐02 0.001 0.003 6.5E‐01 0.022 0.003 1.5E‐16 ‐ 0 ‐ ‐ ‐ MZT1 (+110kb),BORA (+129kb),DIS3 (+157kb 4 MZT1 (+110kb)

rs2038695 13 100,559,123 C A 0.449 0.981 0.007 0.001 2.1E‐08 0.021 0.009 1.0E‐02 0.021 0.003 1.1E‐12 0.005 0.003 8.7E‐02 ‐ 0 ‐ ‐ ‐ [CLYBL],MIR4306 (‐264kb),CLYBL‐AS2 (‐216kb10 CLYBL,LOC101927437

rs7266013 13 109,960,307 T C 0.966 1.000 0.021 0.004 8.5E‐10 0.049 0.026 3.8E‐02 0.005 0.008 5.2E‐01 0.060 0.008 4.9E‐16 ‐ 0 ‐ ‐ ‐ MYO16 (‐100kb),MYO16‐AS1 (‐141kb),LINC003 LINC00399 (+93kb)

rs7342537 14 21,555,063 G A 0.018 0.987 0.036 0.005 5.5E‐13 ‐0.025 0.035 3.9E‐01 ‐0.011 0.012 2.2E‐01 0.107 0.011 2.8E‐24 ‐ 0 ‐ ‐ ‐ RNASE1 (‐284kb),RNASE3 (‐195kb),ECRP (‐16 22 ARHGEF40

rs7268186 14 50,655,357 C G 0.011 1.000 0.042 0.006 8.8E‐12 ‐0.264 0.044 5.7E‐09 0.103 0.015 3.7E‐14 0.045 0.013 9.4E‐04 SOS2 0 ‐ ‐ ‐ ARF6 (‐292kb),MIR6076 (‐222kb),LINC01588  11 SOS2

rs1399547 14 59,107,962 T TTAAA 0.941 0.998 0.016 0.003 1.3E‐08 0.009 0.020 6.1E‐01 0.022 0.006 8.8E‐04 0.032 0.006 1.1E‐07 DACT1 0 ‐ ‐ ‐ ARID4A (‐268kb),TOMM20L (‐233kb),TIMM9 6 DACT1

rs2256191 14 64,656,855 T C 0.655 0.997 0.008 0.001 7.4E‐09 0.008 0.010 3.7E‐01 0.013 0.003 1.2E‐05 0.009 0.003 9.3E‐04 ‐ 0 ‐ ‐ ‐ [SYNE2],MIR548H1 (‐95kb),ESR2 (+37kb),TEX 7 SYNE2

rs2892947 14 94,844,947 T C 0.020 1.000 0.040 0.005 1.1E‐17 ‐0.096 0.033 1.7E‐03 0.222 0.011 1.2E‐95 ‐0.059 0.010 3.2E‐10 SERPINA1 0 ‐ ‐ ‐ DDX24 (‐297kb),IFI27L1 (‐276kb),IFI27 (‐262k 16 SERPINA1

rs1243678 14 98,550,490 C T 0.416 1.000 0.011 0.001 7.0E‐16 ‐0.005 0.009 6.8E‐01 0.001 0.003 8.8E‐01 0.030 0.003 2.8E‐26 ‐ 0 ‐ ‐ ‐ LINC01550 (‐106kb), 1 LINC01550 (‐106kb)

rs2857625 14 99,718,173 G A 0.869 0.981 0.013 0.002 9.1E‐12 ‐0.029 0.014 3.6E‐02 0.010 0.005 3.7E‐02 0.030 0.004 2.6E‐13 ‐ 0 ‐ ‐ ‐ [BCL11B],SETD3 (+146kb),CCNK (+230kb),CCD4 BCL11B

rs1162945 14 100,805,583 T C 0.265 0.994 0.008 0.001 1.2E‐08 0.001 0.011 9.0E‐01 0.025 0.003 6.5E‐14 0.005 0.003 9.1E‐02 WARS 0 ‐ ‐ ‐ EVL (‐195kb),MIR151B (‐230kb),MIR342 (‐22912 WARS

14:104227 14 104,227,611 T TAAAAAAA 0.385 0.975 0.008 0.001 1.6E‐10 0.045 0.010 3.4E‐06 0.014 0.003 1.8E‐06 0.012 0.003 2.7E‐05 ‐ 0 ‐ ‐ ‐ MARK3 (‐257kb),CKB (‐238kb),TRMT61A (‐22 13 PPP1R13B

rs7336551 14 106,875,035 A G 0.071 0.627 0.022 0.003 4.0E‐12 ‐0.019 0.023 3.6E‐01 0.034 0.008 4.1E‐06 0.035 0.007 2.2E‐07 ‐ 0 ‐ ‐ ‐ LINC00226 (‐130kb),LINC00221 (+63kb), 2 LINC00221 (+63kb)

rs3554828 14 106,961,342 G GT 0.777 0.865 0.011 0.002 3.5E‐11 ‐0.004 0.012 7.0E‐01 0.014 0.004 2.0E‐04 0.018 0.004 1.5E‐07 ‐ 0 ‐ ‐ ‐ LINC00226 (‐216kb),LINC00221 (‐10kb),MIR5 3 LINC00221 (‐10kb)

rs7183977 15 40,377,092 C T 0.347 0.981 0.021 0.001 3.1E‐57 0.024 0.010 1.4E‐02 0.001 0.003 7.8E‐01 0.064 0.003 1.2E‐108 ‐ 0 ‐ ‐ ‐ LOC105370941 (‐299kb),GPR176 (‐164kb),EIF17 BMF (+3kb)

rs5570710 15 43,820,717 C T 0.975 1.000 0.027 0.004 7.7E‐12 0.101 0.030 5.5E‐04 0.111 0.010 1.8E‐33 0.003 0.009 6.9E‐01 MAP1A 0 ‐ ‐ ‐ TGM5 (‐262kb),TGM7 (‐226kb),LCMT2 (‐198k23 MAP1A

15:515215 15 51,521,586 C CA 0.295 0.935 0.012 0.001 2.7E‐18 ‐0.020 0.011 5.7E‐02 0.024 0.003 9.4E‐14 0.016 0.003 2.5E‐07 ‐ 0 ‐ ‐ ‐ AP4E1 (‐223kb),DCAF13P3 (‐283kb),TNFAIP8L9 CYP19A1

rs7939186 15 53,739,426 A C 0.986 0.968 0.041 0.006 2.4E‐14 0.009 0.040 7.9E‐01 0.157 0.013 5.6E‐38 0.005 0.012 5.1E‐01 ‐ 0 ‐ ‐ ‐ WDR72 (+67kb), 1 WDR72 (+67kb)

rs3569826 15 60,978,246 G C 0.224 0.985 0.010 0.002 4.6E‐10 ‐0.044 0.011 5.9E‐05 0.002 0.004 4.0E‐01 0.027 0.003 3.5E‐15 ‐ 0 ‐ ‐ ‐ ANXA2 (‐288kb),ICE2 (‐207kb),RORA‐AS1 (‐555 RORA,RORA‐AS2

rs1291403 15 65,941,010 A T 0.637 0.992 0.007 0.001 4.7E‐08 0.004 0.010 6.2E‐01 0.001 0.003 7.4E‐01 0.019 0.003 4.3E‐11 ‐ 0 ‐ ‐ ‐ IGDCC3 (‐271kb),IGDCC4 (‐226kb),DPP8 (‐13110 SLC24A1

rs2201003 15 75,463,144 A G 0.364 0.999 0.008 0.001 6.7E‐10 ‐0.028 0.010 8.0E‐03 0.005 0.003 5.8E‐02 0.021 0.003 2.8E‐14 ‐ 0 ‐ ‐ ‐ SCAMP2 (‐297kb),MPI (‐271kb),FAM219B (‐2 17 C15orf39 (+31kb)

rs4464040 15 79,840,557 C T 0.850 0.990 0.014 0.002 2.8E‐16 0.002 0.013 8.3E‐01 0.000 0.004 8.0E‐01 0.045 0.004 4.4E‐32 ‐ 0 ‐ ‐ ‐ ANKRD34C‐AS1 (‐264kb),ANKRD34C (‐250kb)6 KIAA1024 (‐76kb)

rs3581657 15 85,554,122 C G 0.829 0.999 0.014 0.002 1.4E‐16 0.025 0.012 4.8E‐02 0.001 0.004 6.7E‐01 0.039 0.004 3.3E‐27 ‐ 0 ‐ ‐ ‐ SEC11A (‐294kb),ZNF592 (‐204kb),ALPK3 (‐137 PDE8A

rs1822246 15 96,245,020 A G 0.703 0.999 0.008 0.001 1.6E‐09 0.023 0.010 3.0E‐02 0.016 0.003 1.8E‐07 0.010 0.003 8.8E‐04 ‐ 0 ‐ ‐ ‐ LINC00924 (‐194kb), 1 LINC00924 (‐194kb)

rs5633287 15 96,714,816 A C 0.273 0.991 0.017 0.001 3.5E‐34 0.027 0.010 6.2E‐03 0.047 0.003 1.7E‐47 0.015 0.003 2.1E‐06 ‐ 0 ‐ ‐ ‐ [NR2F2‐AS1],NR2F2 (+154kb),MIR1469 (+1623 NR2F2‐AS1

rs370222 16 4,157,696 G A 0.697 0.980 0.010 0.001 3.1E‐12 0.028 0.010 5.1E‐03 0.002 0.003 5.4E‐01 0.028 0.003 2.8E‐20 ‐ 0 ‐ ‐ ‐ CREBBP (‐228kb),LOC102724927 (‐157kb),[AD12 ADCY9

rs2849562 16 11,891,361 A C 0.149 0.997 0.013 0.002 1.2E‐12 ‐0.027 0.013 5.5E‐02 0.024 0.004 4.3E‐08 0.016 0.004 1.0E‐04 ‐ 0 ‐ ‐ ‐ LITAF (‐210kb),SNN (‐118kb),TXNDC11 (‐55kb9 ZC3H7A (0kb)

rs2764772 16 20,060,653 A T 0.334 0.996 0.008 0.001 9.9E‐10 ‐0.019 0.010 8.6E‐02 0.032 0.003 2.5E‐24 0.002 0.003 5.5E‐01 ‐ 0 ‐ ‐ ‐ IQCK (‐191kb),GPRC5B (‐164kb),[GPR139],GP 5 GPR139

rs2061679 16 81,573,976 T C 0.066 0.990 0.033 0.003 1.5E‐36 0.025 0.019 1.9E‐01 ‐0.003 0.006 3.7E‐01 0.110 0.006 4.0E‐83 ‐ 0 ‐ ‐ ‐ BCO1 (‐249kb),GAN (‐160kb),MIR4720 (‐155k8 CMIP

rs4782568 16 83,980,529 G C 0.452 0.987 0.009 0.001 3.9E‐12 0.033 0.009 2.6E‐04 0.025 0.003 7.9E‐17 0.007 0.003 3.4E‐03 ‐ 0 ‐ ‐ ‐ CDH13 (‐150kb),LOC102724163 (‐143kb),HSB13 OSGIN1 (+6kb)

rs2287322 17 1,641,035 G A 0.222 0.999 0.009 0.002 1.1E‐08 ‐0.021 0.011 4.4E‐02 0.033 0.004 4.2E‐20 0.000 0.003 7.8E‐01 WDR81 / SERPINF2 0 ‐ ‐ ‐ CRK (‐281kb),MYO1C (‐245kb),INPP5K (‐221k 20 WDR81

rs1799941 17 7,533,423 A G 0.261 0.993 0.064 0.001 1.7E‐424 0.019 0.011 9.0E‐02 0.197 0.003 9.1E‐742 0.032 0.003 1.2E‐23 ‐ 0 ‐ ‐ ‐ ACAP1 (‐279kb),KCTD11 (‐275kb),TMEM95 (‐ 46 SHBG

rs6258 17 7,534,678 C T 0.993 0.966 0.218 0.008 4.6E‐170 0.049 0.057 3.4E‐01 0.718 0.018 6.4E‐347 0.145 0.017 1.1E‐18 ‐ 0 ‐ ‐ ‐ ACAP1 (‐280kb),KCTD11 (‐276kb),TMEM95 (‐ 47 SHBG

rs941446 17 17,680,273 T C 0.632 0.994 0.008 0.001 3.5E‐10 0.033 0.010 8.2E‐04 0.013 0.003 2.6E‐05 0.015 0.003 5.7E‐07 ‐ 0 ‐ ‐ ‐ MED9 (‐284kb),RASD1 (‐281kb),PEMT (‐185kb14 RAI1,SMCR5

rs5588561 17 27,579,011 C T 0.964 0.964 0.023 0.004 2.6E‐10 0.013 0.025 6.1E‐01 0.040 0.008 5.9E‐07 0.033 0.008 6.2E‐05 ‐ 0 ‐ ‐ ‐ SEZ6 (‐246kb),PIPOX (‐195kb),MYO18A (‐72kb8 CRYBA1

rs9913470 17 29,566,575 A G 0.803 0.855 0.014 0.002 5.3E‐15 ‐0.012 0.013 4.2E‐01 0.032 0.004 3.0E‐16 0.016 0.004 9.2E‐05 OMG 0 ‐ ‐ ‐ ADAP2 (‐280kb),RNF135 (‐240kb),DPRXP4 (‐210 NF1

rs1317701 17 47,444,794 C T 0.312 0.998 0.017 0.001 3.7E‐34 ‐0.030 0.010 1.8E‐03 0.055 0.003 3.6E‐69 0.009 0.003 1.1E‐03 ‐ 0 ‐ ‐ ‐ B4GALNT2 (‐197kb),GNGT2 (‐157kb),ABI3 (‐1 15 LOC102724596

rs2842154 18 3,818,842 A C 0.715 0.986 0.011 0.001 3.0E‐14 0.027 0.010 1.2E‐02 ‐0.002 0.003 4.0E‐01 0.031 0.003 1.9E‐24 ‐ 0 ‐ ‐ ‐ [DLGAP1],DLGAP1‐AS1 (‐221kb),DLGAP1‐AS26 DLGAP1

rs5529883 18 44,741,365 T TA 0.543 0.968 0.008 0.001 1.0E‐08 0.045 0.009 2.9E‐06 0.022 0.003 8.0E‐13 0.004 0.003 1.0E‐01 ‐ 0 ‐ ‐ ‐ PIAS2 (‐244kb),KATNAL2 (‐113kb),ELOA3D (‐110 SKOR2

18:518917 18 51,891,796 G GCA 0.054 0.951 0.017 0.003 2.1E‐08 ‐0.075 0.021 6.2E‐04 0.023 0.007 6.9E‐04 0.028 0.006 1.1E‐05 ‐ 0 ‐ ‐ ‐ MBD2 (‐141kb),SNORA37 (‐143kb),POLI (‐67k5 C18orf54

rs1708902 18 71,936,165 G T 0.023 0.994 0.053 0.004 7.1E‐37 0.023 0.031 5.1E‐01 ‐0.017 0.010 1.3E‐01 0.167 0.009 2.7E‐78 ‐ 0 ‐ ‐ ‐ FBXO15 (‐121kb),TIMM21 (‐110kb),[CYB5A],C8 CYB5A

rs7938492 18 71,938,618 C A 0.863 1.000 0.026 0.002 2.0E‐41 0.047 0.014 3.5E‐04 0.003 0.004 6.3E‐01 0.074 0.004 1.0E‐75 ‐ 0 ‐ ‐ ‐ FBXO15 (‐124kb),TIMM21 (‐112kb),[CYB5A],C8 CYB5A



rs759068 19 2,792,566 A G 0.294 0.992 0.011 0.001 5.2E‐16 ‐0.018 0.010 7.4E‐02 0.033 0.003 1.2E‐23 0.006 0.003 7.4E‐02 ‐ 0 ‐ ‐ ‐ GNG7 (‐90kb),MIR7850 (‐162kb),DIRAS1 (‐71 14 THOP1

rs7701725 19 7,218,922 T A 0.756 0.987 0.010 0.002 4.8E‐12 0.024 0.011 2.3E‐02 0.015 0.004 1.7E‐05 0.016 0.003 4.5E‐07 ‐ 0 ‐ ‐ ‐ ADGRE1 (‐278kb),ADGRE4P (‐228kb),FLJ2575 10 INSR

rs8111359 19 10,471,462 C T 0.905 0.970 0.020 0.002 1.9E‐19 0.015 0.016 3.3E‐01 ‐0.001 0.005 6.6E‐01 0.060 0.005 1.1E‐35 ‐ 0 ‐ ‐ ‐ C3P1 (‐287kb),C19orf66 (‐268kb),ANGPTL6 (‐ 34 TYK2

rs4804669 19 12,502,457 A G 0.217 0.977 0.013 0.002 2.4E‐17 0.013 0.011 2.5E‐01 0.007 0.004 4.5E‐02 0.037 0.003 1.5E‐26 ZNF799 0 ‐ ‐ ‐ ZNF788 (‐277kb),ZNF20 (‐251kb),ZNF625‐ZNF21 ZNF799

rs1464976 19 17,346,441 T A 0.030 0.893 0.044 0.004 1.2E‐29 ‐0.038 0.029 2.2E‐01 0.126 0.009 2.3E‐44 0.028 0.009 7.2E‐04 ‐ 0 ‐ ‐ ‐ CPAMD8 (‐209kb),HAUS8 (‐160kb),MYO9B (‐223 NR2F6

rs1068684 19 18,394,549 TAAA T 0.633 0.996 0.014 0.001 2.8E‐25 ‐0.033 0.010 1.0E‐03 0.013 0.003 5.5E‐05 0.028 0.003 1.2E‐22 ‐ 0 ‐ ‐ ‐ KCNN1 (‐285kb),ARRDC2 (‐270kb),IL12RB1 (‐125 JUND (‐2kb)

rs3485858 19 19,457,235 C G 0.921 0.994 0.016 0.002 4.3E‐10 ‐0.109 0.017 1.1E‐10 0.044 0.006 1.9E‐15 0.009 0.005 1.6E‐01 ‐ 0 ‐ ‐ ‐ ARMC6 (‐288kb),SLC25A42 (‐233kb),TMEM1623 MAU2

rs1167359 19 41,985,931 A T 0.252 0.996 0.012 0.001 4.8E‐17 0.003 0.011 8.0E‐01 0.011 0.004 1.8E‐03 0.028 0.003 5.7E‐19 ‐ 0 ‐ ‐ ‐ CYP2S1 (‐272kb),AXL (‐218kb),HNRNPUL1 (‐1 19 PCAT19

rs1389831 19 42,914,668 A G 0.006 1.000 0.064 0.009 6.6E‐13 0.005 0.062 7.8E‐01 0.054 0.021 1.2E‐02 0.162 0.019 2.0E‐17 LIPE 0 ‐ ‐ ‐ POU2F2 (‐278kb),LOC100505622 (‐273kb),MI20 LIPE‐AS1,LIPE

rs6796724 19 46,408,018 C A 0.132 0.995 0.015 0.002 9.2E‐16 0.016 0.014 2.3E‐01 0.044 0.005 3.0E‐22 0.012 0.004 3.3E‐03 ‐ 0 ‐ ‐ ‐ EML2 (‐259kb),MIR330 (‐266kb),EML2‐AS1 (‐ 28 MYPOP (‐2kb)

rs2241388 19 47,572,987 T C 0.279 0.994 0.011 0.001 3.2E‐14 ‐0.115 0.010 3.5E‐28 0.017 0.003 4.9E‐08 0.016 0.003 1.6E‐07 ‐ 0 ‐ ‐ ‐ SLC1A5 (‐281kb),SNAR‐E (‐239kb),AP2S1 (‐21 16 ZC3H4

rs2879910 19 48,335,029 C T 0.482 0.974 0.008 0.001 4.1E‐10 0.007 0.009 5.5E‐01 0.009 0.003 2.1E‐03 0.016 0.003 1.7E‐08 ‐ 0 ‐ ‐ ‐ ZNF541 (‐276kb),GLTSCR1 (‐128kb),EHD2 (‐8926 CRX

rs7824802 19 49,515,171 A C 0.078 0.994 0.019 0.002 1.6E‐16 0.001 0.017 9.9E‐01 0.018 0.006 1.2E‐03 0.043 0.005 3.4E‐17 LHB 0 ‐ ‐ ‐ MAMSTR (‐292kb),RASIP1 (‐271kb),IZUMO1 (38 RUVBL2

rs1428468 20 39,756,055 TAC T 0.386 0.982 0.010 0.001 2.2E‐13 0.012 0.010 2.1E‐01 0.023 0.003 1.6E‐14 0.006 0.003 3.0E‐02 ‐ 0 ‐ ‐ ‐ LOC100128988 (‐102kb),TOP1 (‐3kb),[PLCG1‐9 PLCG1‐AS1

rs6130613 20 43,054,441 T C 0.470 0.960 0.011 0.001 2.9E‐15 0.001 0.009 9.9E‐01 0.030 0.003 2.5E‐23 0.009 0.003 2.5E‐03 ‐ 0 ‐ ‐ ‐ JPH2 (‐238kb),OSER1 (‐215kb),OSER1‐AS1 (‐218 HNF4A

rs6020423 20 48,909,667 C T 0.760 1.000 0.010 0.002 6.4E‐12 0.019 0.011 9.8E‐02 ‐0.012 0.004 4.7E‐04 0.040 0.003 1.1E‐36 ‐ 0 ‐ ‐ ‐ TRERNA1 (‐252kb),TMEM189‐UBE2V1 (‐139k13 LINC01270

rs2273991 20 60,588,049 G C 0.897 0.999 0.013 0.002 3.0E‐09 0.031 0.015 6.1E‐02 0.013 0.005 4.9E‐03 0.023 0.005 7.4E‐07 ‐ 0 ‐ ‐ ‐ CDH4 (‐72kb),MIR1257 (‐59kb),[TAF4],MIR3112 TAF4

rs8126001 20 62,711,459 T C 0.490 0.993 0.010 0.001 2.3E‐14 0.038 0.009 3.6E‐05 0.010 0.003 4.8E‐04 0.020 0.003 6.3E‐13 ‐ 0 ‐ ‐ ‐ ZBTB46 (‐275kb),ZBTB46‐AS1 (‐257kb),ABHD128 RGS19 (0kb),OPRL1

rs7465294 21 33,750,632 C T 0.008 0.964 0.066 0.007 2.5E‐20 ‐0.017 0.053 8.9E‐01 0.016 0.017 2.8E‐01 0.183 0.016 3.7E‐31 ‐ 0 ‐ ‐ ‐ LINC00159 (‐292kb),MIS18A (‐99kb),MRAP (‐ 10 URB1

rs1218585 21 43,372,219 C T 0.232 0.992 0.009 0.002 6.7E‐09 ‐0.004 0.011 7.2E‐01 0.008 0.004 8.7E‐03 0.021 0.003 3.2E‐11 ‐ 0 ‐ ‐ ‐ LINC00111 (‐255kb),LINC00479 (‐236kb),LINC13 C2CD2

rs5752773 22 29,105,415 G C 0.327 1.000 0.011 0.001 2.2E‐14 ‐0.019 0.010 8.2E‐02 0.023 0.003 1.1E‐12 0.013 0.003 1.2E‐05 ‐ 1 CHEK2 (+6kb), ‐ ‐ TTC28 (‐30kb),MIR5739 (‐249kb),[CHEK2],HSC7 CHEK2

rs5763800 22 30,533,409 A G 0.977 0.996 0.027 0.004 9.0E‐10 0.038 0.031 1.7E‐01 0.017 0.010 2.8E‐01 0.057 0.009 5.0E‐10 ‐ 0 ‐ ‐ ‐ ASCC2 (‐299kb),MTMR3 (‐107kb),MIR6818 (‐ 15 HORMAD2

rs5751229 22 42,545,221 A G 0.228 0.980 0.011 0.002 1.5E‐12 ‐0.048 0.011 1.5E‐05 0.009 0.004 1.5E‐02 0.025 0.003 6.1E‐14 CYP2D6 / CYP2D7P / TCF0 ‐ ‐ ‐ SREBF2 (‐242kb),MIR33A (‐248kb),SHISA8 (‐2 20 CYP2D7 (‐5kb)

rs738409 22 44,324,727 G C 0.216 1.000 0.015 0.002 7.4E‐21 ‐0.039 0.011 4.3E‐04 0.051 0.004 4.3E‐43 0.005 0.003 2.1E‐01 PNPLA3 0 ‐ ‐ ‐ EFCAB6 (‐117kb),SULT4A1 (‐66kb),PNPLA5 (‐37 PNPLA3

rs4137834 22 46,636,976 G A 0.888 0.994 0.015 0.002 5.2E‐14 ‐0.054 0.015 3.8E‐04 0.010 0.005 4.2E‐02 0.038 0.004 1.9E‐19 ‐ 0 ‐ ‐ ‐ WNT7B (‐264kb),LOC730668 (‐230kb),LINC0018 PPARA

rs7291444 22 46,656,246 T G 0.852 1.000 0.011 0.002 9.7E‐11 ‐0.045 0.013 7.2E‐04 0.001 0.004 7.0E‐01 0.033 0.004 2.9E‐19 PKDREJ 0 ‐ ‐ ‐ WNT7B (‐283kb),LOC730668 (‐250kb),LINC0018 PKDREJ

rs6222060 22 49,677,464 A G 0.283 1.000 0.008 0.001 1.6E‐09 0.001 0.010 1.0E+00 0.032 0.003 4.3E‐22 ‐0.001 0.003 8.4E‐01 ‐ 0 ‐ ‐ ‐ C22orf34 (+131kb),MIR3667 (+260kb), 2 C22orf34 (+131kb)

rs1122651 23 8,906,893 C A 0.267 0.998 0.035 0.001 3.0E‐186 ‐0.021 0.009 2.4E‐02 0.098 0.002 1.1E‐372 ‐0.003 0.003 2.4E‐01 ‐ 0 ‐ ‐ ‐ ANOS1 (‐207kb),FAM9A (‐137kb),FAM9B (+853 FAM9B (+85kb)

rs4826631 23 50,171,428 T C 0.707 0.990 0.006 0.001 3.8E‐08 ‐0.029 0.009 7.4E‐04 0.013 0.002 5.1E‐08 0.004 0.003 3.4E‐01 ‐ 0 ‐ ‐ ‐ AKAP4 (‐206kb),CCNB3 (‐77kb),[DGKK],SHRO 4 DGKK

rs7611805 23 66,601,319 A G 0.001 0.570 0.209 0.017 2.1E‐36 ‐0.192 0.122 8.4E‐02 0.503 0.034 6.8E‐53 ‐0.013 0.044 7.9E‐01 ‐ 0 ‐ ‐ ‐ AR (+163kb), 1 AR (+163kb)

rs7321289 23 67,640,549 C A 0.901 0.740 0.013 0.002 3.3E‐11 ‐0.033 0.014 1.9E‐02 0.036 0.004 1.8E‐21 ‐0.006 0.005 2.2E‐01 ‐ 0 ‐ ‐ ‐ [OPHN1],YIPF6 (+78kb),STARD8 (+227kb), 3 OPHN1

rs7623445 23 71,439,697 CA C 0.186 0.903 0.009 0.001 4.9E‐11 ‐0.010 0.010 3.0E‐01 0.018 0.003 1.3E‐10 0.005 0.004 1.4E‐01 ‐ 0 ‐ ‐ ‐ NHSL2 (‐76kb),RPS26P11 (‐175kb),RGAG4 (‐8 9 PIN4,ERCC6L

rs1573036 23 109,820,068 T C 0.389 1.000 0.027 0.001 3.0E‐136 0.056 0.008 7.5E‐13 0.063 0.002 1.4E‐187 0.023 0.003 1.0E‐15 ‐ 0 ‐ ‐ ‐ AMMECR1 (‐137kb),RGAG1 (‐121kb),TDGF1P 4 TDGF1P3 (‐54kb)

rs7065171 23 133,683,590 G C 0.655 0.980 0.006 0.001 3.3E‐08 ‐0.013 0.008 1.4E‐01 0.018 0.002 1.7E‐16 0.004 0.003 2.0E‐01 ‐ 0 ‐ ‐ ‐ PHF6 (‐121kb),HPRT1 (‐49kb),MIR450B (‐9kb)13 LINC00629 (+0kb)

rs7822073 23 146,427,058 T TA 0.672 0.979 0.009 0.001 4.4E‐16 ‐0.009 0.008 3.5E‐01 0.017 0.002 2.4E‐13 0.009 0.003 3.5E‐03 ‐ 0 ‐ ‐ ‐ MIR513C (‐156kb),MIR513B (‐146kb),MIR51315 MIR514A3 (‐61kb)

rs768863 23 152,625,375 T G 0.500 0.996 0.008 0.001 2.7E‐14 0.022 0.008 1.4E‐02 0.001 0.002 8.9E‐01 0.039 0.003 3.3E‐43 ‐ 0 ‐ ‐ ‐ PNMA6A (‐285kb),MAGEA1 (‐139kb),ZNF275 12 LOC105373378



1A9,UGT1A7,UGT1A6,UGT1A5,UGT1A4

)

)



Supplementary Table S6: GWAS significant results for total testosterone in men.

Effects in other GWAS 

Total testosterone men BMI men Total testosterone women SHBG not adjusted for BMI in men Bioavailable testosterone men Estradiol men SHBG not adjusted for BMI in womBioavailable testosterone women Gene annotation

SNP CHR BP Effect_AlleOther_AlleEffect_FreqINFO Effect SE P_BOLT_LMMMatched_BETSE P_BOLT_LMMatched_BETASE Same Dir GWS BOLT_LMM Matched_BETASE P_BOLT_LMMatched_BETASE P_BOLT_LMMatched_BETASE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMNS_Gene Liver_eQTL_Hits Liver_eQTLs Muscle/Adrenal_eQTL_HitsMuscle/Adrenal_eQTLs Genes Gene_Count Nearest_Gene

rs3608619 1 16,510,894 T C 0.579 0.997 0.019 0.003 1.7E‐09 0.004 0.013 7.5E‐01 ‐0.010 0.003 0 0 1.9E‐04 0.017 0.001 4.5E‐44 ‐0.010 0.003 7.5E‐04 0.002 0.001 6.3E‐02 0.007 0.001 4.3E‐06 ‐0.011 0.003 4.0E‐05 ‐ 0 ‐ 0 ‐ SPEN (‐244kb),ZBTB17 (‐2 15 ARHGEF19 (+13kb)

rs6684455 1 25,802,056 A G 0.598 0.926 0.017 0.003 3.3E‐08 ‐0.016 0.013 2.2E‐01 0.004 0.003 1 0 8.8E‐02 0.011 0.001 4.7E‐19 0.000 0.003 8.4E‐01 ‐0.001 0.001 3.5E‐01 0.008 0.001 6.9E‐08 ‐0.005 0.003 3.6E‐02 RHCE 0 ‐ 0 ‐ SYF2 (‐243kb),RSRP1 (‐1378 TMEM57

rs1141653 1 27,021,913 G C 0.977 0.985 0.148 0.010 6.7E‐51 0.061 0.042 1.4E‐01 ‐0.028 0.009 0 0 3.5E‐03 0.087 0.004 3.5E‐111 ‐0.006 0.010 4.8E‐01 0.005 0.003 9.7E‐02 0.070 0.005 1.4E‐52 ‐0.093 0.008 3.8E‐28 ‐ 0 ‐ 0 ‐ LIN28A (‐266kb),DHDDS (‐17 LOC101928728 (‐1kb)

rs3768321 1 40,035,928 G T 0.803 0.997 0.031 0.004 5.4E‐15 ‐0.078 0.016 2.6E‐07 0.002 0.004 1 0 6.4E‐01 0.016 0.002 1.2E‐23 0.006 0.004 1.9E‐01 ‐0.001 0.001 1.7E‐01 0.017 0.002 3.4E‐22 ‐0.015 0.003 2.8E‐06 MACF1 0 ‐ 0 ‐ MACF1 (‐83kb),KIAA0754 16 PABPC4,LOC101929516

rs9970140 1 61,684,288 G A 0.076 0.982 0.040 0.006 6.8E‐12 0.000 0.023 9.7E‐01 ‐0.006 0.005 0 0 2.0E‐01 0.020 0.002 8.3E‐18 0.006 0.006 4.7E‐01 0.001 0.002 6.5E‐01 0.015 0.003 1.7E‐09 ‐0.021 0.005 4.9E‐06 ‐ 0 ‐ 0 ‐ NFIA‐AS2 (‐248kb),[NFIA],3 NFIA

rs1415095 1 65,973,220 G GTA 0.381 0.913 0.020 0.003 2.9E‐12 0.007 0.013 4.8E‐01 ‐0.008 0.003 0 0 1.9E‐03 ‐0.001 0.001 4.0E‐01 0.025 0.003 3.7E‐16 0.000 0.001 6.5E‐01 0.003 0.002 1.2E‐01 ‐0.005 0.003 8.7E‐02 ‐ 0 ‐ 0 ‐ AK4 (‐275kb),DNAJC6 (‐925 LEPR

rs6676846 1 92,942,352 A G 0.794 0.992 0.030 0.004 1.2E‐15 ‐0.069 0.015 6.7E‐06 ‐0.021 0.003 0 1 1.1E‐09 0.013 0.002 1.8E‐17 0.012 0.004 6.0E‐04 0.000 0.001 9.1E‐01 0.011 0.002 5.7E‐11 ‐0.024 0.003 8.3E‐15 ‐ 0 ‐ 0 ‐ KIAA1107 (‐292kb),C1orf16 GFI1

rs1240672 1 107,563,243 T G 0.343 0.992 0.033 0.003 2.3E‐28 0.040 0.013 1.2E‐03 0.015 0.003 1 0 1.6E‐07 0.025 0.001 5.0E‐89 ‐0.008 0.003 7.7E‐03 0.003 0.001 1.9E‐04 0.019 0.001 1.8E‐39 ‐0.008 0.003 4.7E‐03 ‐ 1 PRMT6 (+37kb 0 ‐ PRMT6 (+36kb),NTNG1 (+ 2 PRMT6 (+36kb)

rs267733 1 150,958,836 A G 0.839 1.000 0.023 0.004 1.8E‐08 ‐0.029 0.017 6.2E‐02 0.015 0.004 1 0 8.1E‐06 0.011 0.002 3.5E‐11 0.007 0.004 1.3E‐01 0.001 0.001 3.9E‐01 0.014 0.002 1.1E‐15 ‐0.007 0.003 3.5E‐02 ANXA9 0 ‐ 0 ‐ GOLPH3L (‐289kb),HORMA26 ANXA9

rs7463032 1 154,563,735 A AG 0.698 0.997 0.020 0.003 1.5E‐10 0.000 0.014 1.0E+00 ‐0.005 0.003 0 0 1.2E‐01 0.006 0.001 3.3E‐07 0.014 0.003 1.7E‐05 ‐0.002 0.001 6.1E‐02 0.006 0.002 6.3E‐05 ‐0.008 0.003 5.9E‐03 ADAR 0 ‐ 0 ‐ AQP10 (‐266kb),ATP8B2 (‐10 ADAR

rs3470248 1 163,256,609 A T 0.176 0.983 0.026 0.004 1.7E‐11 ‐0.002 0.016 9.6E‐01 0.000 0.004 0 0 9.1E‐01 0.003 0.002 3.3E‐02 0.023 0.004 3.3E‐09 0.002 0.001 9.3E‐02 0.003 0.002 2.9E‐01 ‐0.001 0.003 8.6E‐01 ‐ 0 ‐ 0 ‐ RGS4 (‐210kb),[RGS5],LOC5 RGS5

1:1678519 1 167,851,935 T TGTAGTGA 0.287 0.976 0.017 0.003 4.3E‐08 ‐0.012 0.014 3.7E‐01 ‐0.006 0.003 0 0 5.7E‐02 0.007 0.001 1.9E‐09 0.006 0.003 3.8E‐02 0.002 0.001 2.5E‐02 0.005 0.002 4.3E‐04 ‐0.009 0.003 2.9E‐03 ‐ 0 ‐ 0 ‐ RCSD1 (‐174kb),MPZL1 (‐98 ADCY10

rs1212588 1 172,141,403 A T 0.579 0.996 0.017 0.003 3.7E‐08 0.007 0.013 7.7E‐01 0.003 0.003 1 0 2.7E‐01 0.003 0.001 2.4E‐02 0.016 0.003 4.0E‐07 0.000 0.001 8.0E‐01 0.002 0.001 6.6E‐02 ‐0.002 0.003 2.9E‐01 ‐ 0 ‐ 0 ‐ [DNM3],DNM3OS (‐27kb),7 DNM3

rs3573731 1 204,161,534 T C 0.246 0.992 0.036 0.004 3.5E‐27 ‐0.023 0.014 1.6E‐01 0.001 0.003 1 0 9.5E‐01 0.003 0.001 5.4E‐02 0.040 0.004 4.7E‐32 0.003 0.001 3.5E‐03 0.002 0.002 2.3E‐01 0.001 0.003 9.2E‐01 KISS1 0 ‐ 0 ‐ LINC00303 (‐151kb),SOX1 11 KISS1

rs1086408 1 214,318,748 C A 0.256 0.989 0.022 0.003 5.3E‐11 0.015 0.014 3.3E‐01 0.005 0.003 1 0 1.7E‐01 0.015 0.001 1.7E‐28 ‐0.005 0.003 3.2E‐01 0.001 0.001 3.8E‐01 0.010 0.002 5.9E‐11 ‐0.009 0.003 9.2E‐04 ‐ 0 ‐ 0 ‐ PROX1‐AS1 (‐159kb),LINC05 PROX1 (‐104kb)

1:2210453 1 221,045,347 A AT 0.679 0.975 0.021 0.003 2.0E‐11 0.020 0.013 6.4E‐02 0.001 0.003 1 0 7.2E‐01 0.013 0.001 3.3E‐24 0.001 0.003 8.4E‐01 ‐0.001 0.001 3.3E‐01 0.007 0.002 1.1E‐06 ‐0.009 0.003 2.0E‐03 ‐ 0 ‐ 0 ‐ MARK1 (‐208kb),C1orf1157 HLX‐AS1

rs1247097 2 11,725,241 A G 0.338 0.998 0.017 0.003 2.6E‐08 0.010 0.013 4.7E‐01 ‐0.002 0.003 0 0 5.1E‐01 ‐0.004 0.001 2.6E‐04 0.031 0.003 4.8E‐22 0.000 0.001 8.7E‐01 ‐0.005 0.001 2.4E‐04 0.001 0.003 7.6E‐01 ‐ 0 ‐ 0 ‐ ROCK2 (‐240kb),LINC00579 GREB1

rs1109664 2 20,354,039 C A 0.515 0.997 0.017 0.003 6.4E‐10 ‐0.003 0.012 8.5E‐01 ‐0.001 0.003 0 0 5.3E‐01 0.008 0.001 6.8E‐12 0.006 0.003 3.0E‐02 ‐0.001 0.001 2.6E‐01 0.007 0.001 8.2E‐06 ‐0.009 0.003 2.0E‐03 ‐ 0 ‐ 0 ‐ LINC00954 (‐269kb),TTC329 SDC1 (+47kb)

rs1260326 2 27,730,940 C T 0.605 1.000 0.062 0.003 2.7E‐91 0.093 0.013 7.6E‐14 0.037 0.003 1 1 4.7E‐39 0.038 0.001 3.3E‐219 ‐0.010 0.003 1.2E‐03 0.006 0.001 9.6E‐11 0.034 0.001 3.0E‐134 ‐0.013 0.003 8.2E‐08 ‐ 0 ‐ 1 PPM1G (‐113kb), SLC5A6 (‐296kb),ATRAID (29 GCKR

rs1130174 2 31,989,359 A G 0.039 0.981 0.190 0.008 7.0E‐134 ‐0.018 0.032 5.8E‐01 ‐0.006 0.007 0 0 4.9E‐01 0.023 0.003 1.6E‐12 0.182 0.008 2.9E‐122 0.025 0.002 1.8E‐29 0.005 0.004 2.7E‐01 ‐0.001 0.007 8.2E‐01 ‐ 0 ‐ 0 ‐ SRD5A2 (‐183kb),MEMO14 MEMO1 (+104kb)

rs6736913 2 42,510,018 A G 0.021 1.000 0.062 0.010 1.2E‐08 ‐0.073 0.043 1.3E‐01 0.010 0.010 1 0 3.8E‐01 0.033 0.004 3.0E‐15 0.000 0.011 8.3E‐01 0.000 0.003 9.1E‐01 0.034 0.005 3.0E‐13 ‐0.030 0.009 4.3E‐04 EML4 0 ‐ 0 ‐ PKDCC (‐224kb),LOC102726 EML4

rs1143342 2 58,037,203 T TA 0.359 0.991 0.019 0.003 1.4E‐09 ‐0.003 0.013 8.6E‐01 ‐0.004 0.003 0 0 1.7E‐01 0.004 0.001 3.0E‐03 0.016 0.003 7.4E‐07 0.002 0.001 5.0E‐02 0.001 0.001 1.8E‐01 ‐0.004 0.003 1.2E‐01 ‐ 0 ‐ 0 ‐ VRK2 (+98kb), 1 VRK2 (+98kb)

rs1261482 2 64,893,183 T C 0.207 0.987 0.030 0.004 6.1E‐17 0.001 0.015 9.6E‐01 ‐0.005 0.003 0 0 9.2E‐02 0.016 0.002 9.2E‐30 0.004 0.004 2.2E‐01 0.000 0.001 7.9E‐01 0.027 0.002 9.5E‐54 ‐0.029 0.003 4.2E‐20 ‐ 0 ‐ 0 ‐ LGALSL (‐205kb),LOC10198 SERTAD2 (‐12kb)

rs2540945 2 65,289,825 G A 0.363 1.000 0.018 0.003 8.0E‐09 ‐0.008 0.013 6.4E‐01 0.017 0.003 1 0 1.1E‐07 0.006 0.001 2.9E‐06 0.007 0.003 2.5E‐02 0.001 0.001 1.4E‐01 0.006 0.001 4.5E‐06 ‐0.001 0.003 7.6E‐01 ‐ 0 ‐ 0 ‐ LINC01800 (‐199kb),LOC4 7 CEP68

rs6750410 2 70,417,730 A G 0.935 0.991 0.042 0.006 5.2E‐12 ‐0.003 0.025 9.4E‐01 0.008 0.006 1 0 1.8E‐01 0.018 0.002 9.3E‐14 0.009 0.006 1.8E‐01 ‐0.002 0.002 3.5E‐01 0.020 0.003 2.4E‐13 ‐0.013 0.005 2.0E‐02 ‐ 0 ‐ 0 ‐ SNRNP27 (‐285kb),MXD1  14 C2orf42

rs1064960 2 165,552,706 AAAAAT A 0.370 0.991 0.017 0.003 3.5E‐08 0.007 0.013 3.9E‐01 0.011 0.003 1 0 1.4E‐04 0.011 0.001 9.8E‐19 ‐0.002 0.003 3.9E‐01 0.002 0.001 5.7E‐03 0.016 0.001 9.7E‐30 ‐0.010 0.003 5.5E‐05 ‐ 0 ‐ 0 ‐ GRB14 (‐74kb),[COBLL1],S5 COBLL1

rs1019263 2 180,500,950 T C 0.269 0.990 0.023 0.003 2.0E‐11 ‐0.004 0.014 9.7E‐01 ‐0.002 0.003 0 0 5.7E‐01 ‐0.002 0.001 8.1E‐02 0.032 0.003 7.5E‐22 0.000 0.001 7.6E‐01 ‐0.004 0.002 1.3E‐01 0.002 0.003 6.2E‐01 ‐ 0 ‐ 0 ‐ [ZNF385B],MIR1258 (+2252 ZNF385B

rs7102723 2 191,513,243 T TTG 0.775 0.976 0.020 0.004 9.7E‐09 ‐0.003 0.015 8.5E‐01 0.002 0.003 1 0 5.6E‐01 0.010 0.001 1.7E‐11 0.006 0.004 8.2E‐02 0.001 0.001 4.1E‐01 0.009 0.002 6.3E‐09 ‐0.007 0.003 1.5E‐02 ‐ 0 ‐ 0 ‐ INPP1 (‐277kb),MFSD6 (‐15 NAB1 (+0kb)

rs2551641 2 208,410,267 C T 0.189 0.991 0.022 0.004 7.2E‐09 ‐0.036 0.016 2.3E‐02 0.005 0.004 1 0 2.0E‐01 0.011 0.002 5.0E‐14 0.003 0.004 5.2E‐01 0.000 0.001 6.5E‐01 0.012 0.002 5.7E‐12 ‐0.013 0.003 2.2E‐05 METTL21A 0 ‐ 0 ‐ LOC101927865 (‐291kb),M9 CREB1

rs2012736 2 234,622,379 C A 0.918 0.988 0.048 0.006 5.1E‐19 ‐0.038 0.023 7.2E‐02 0.031 0.005 1 1 1.5E‐09 0.006 0.002 3.2E‐03 0.047 0.006 1.1E‐18 0.006 0.002 5.5E‐05 ‐0.006 0.003 4.3E‐02 0.024 0.005 2.5E‐07 UGT1A5 / UGT1A8 0 ‐ 0 ‐ DGKD (‐242kb),USP40 (‐1417 UGT1A8,UGT1A10,UGT1A9,UGT1A7,UGT1A6,UGT1

rs3439652 3 12,673,823 CA C 0.362 0.941 0.021 0.003 4.2E‐11 0.004 0.013 7.0E‐01 0.004 0.003 1 0 2.1E‐01 0.009 0.001 1.8E‐11 0.005 0.003 1.0E‐01 0.001 0.001 4.7E‐01 0.008 0.002 6.1E‐07 ‐0.008 0.003 5.7E‐03 ‐ 0 ‐ 0 ‐ PPARG (‐198kb),TSEN2 (‐911 RAF1

rs6792725 3 24,520,283 G A 0.694 0.935 0.019 0.003 3.2E‐09 0.023 0.014 1.0E‐01 ‐0.001 0.003 0 0 7.8E‐01 0.012 0.001 2.1E‐21 0.000 0.003 9.7E‐01 0.001 0.001 2.6E‐01 0.017 0.002 4.3E‐29 ‐0.017 0.003 5.0E‐10 ‐ 0 ‐ 0 ‐ [THRB],LOC101927854 (‐24 THRB

rs7610366 3 28,810,588 T C 0.726 0.992 0.021 0.003 2.2E‐11 ‐0.017 0.014 2.1E‐01 ‐0.003 0.003 0 0 2.4E‐01 ‐0.001 0.001 7.4E‐01 0.026 0.003 3.4E‐15 0.000 0.001 7.5E‐01 0.000 0.002 9.5E‐01 ‐0.002 0.003 3.2E‐01 ‐ 0 ‐ 0 ‐ ZCWPW2 (‐243kb),LINC002 LINC00693 (‐11kb)

rs1127656 3 61,130,525 A G 0.015 0.953 0.075 0.013 2.2E‐08 ‐0.049 0.053 2.8E‐01 ‐0.026 0.012 0 0 3.2E‐02 0.022 0.005 5.5E‐05 0.040 0.013 1.6E‐03 ‐0.004 0.004 2.3E‐01 ‐0.002 0.006 9.9E‐01 ‐0.012 0.011 3.6E‐01 ‐ 0 ‐ 0 ‐ [FHIT], 1 FHIT

rs6695636 3 61,279,726 T A 0.703 0.897 0.030 0.004 2.1E‐19 0.004 0.014 6.1E‐01 0.000 0.003 1 0 8.9E‐01 0.001 0.001 4.6E‐01 0.034 0.004 8.1E‐23 0.002 0.001 7.8E‐02 ‐0.001 0.002 4.3E‐01 0.001 0.003 7.0E‐01 ‐ 0 ‐ 0 ‐ FHIT (‐43kb),PTPRG (+2682 FHIT (‐43kb)

rs5586902 3 61,656,512 C G 0.868 0.974 0.027 0.005 2.0E‐09 ‐0.013 0.019 3.4E‐01 0.006 0.004 1 0 1.7E‐01 0.000 0.002 8.2E‐01 0.032 0.005 1.9E‐12 0.001 0.001 2.6E‐01 0.003 0.002 1.9E‐01 ‐0.001 0.004 8.0E‐01 ‐ 0 ‐ 0 ‐ [PTPRG], 1 PTPRG

rs3841946 3 88,105,684 C CA 0.157 0.982 0.033 0.004 8.6E‐17 ‐0.113 0.017 1.5E‐11 0.002 0.004 1 0 5.6E‐01 0.005 0.002 6.3E‐04 0.032 0.004 2.8E‐15 0.002 0.001 8.5E‐02 0.005 0.002 5.5E‐02 0.002 0.003 5.5E‐01 ZNF654 0 ‐ 0 ‐ HTR1F (‐63kb),[CGGBP1],Z4 CGGBP1

rs3404077 3 107,235,109 T C 0.924 0.942 0.034 0.006 5.3E‐09 0.002 0.024 9.9E‐01 0.007 0.005 1 0 9.9E‐02 0.002 0.002 5.6E‐01 0.035 0.006 2.2E‐09 0.006 0.002 6.1E‐04 0.001 0.003 3.3E‐01 0.003 0.005 7.5E‐01 ‐ 0 ‐ 0 ‐ LINC00882 (‐276kb),DUBR6 BBX (+7kb)

rs645040 3 135,926,622 G T 0.227 1.000 0.043 0.004 1.5E‐35 ‐0.086 0.015 4.6E‐09 ‐0.007 0.003 0 0 3.1E‐02 0.028 0.001 4.6E‐88 ‐0.006 0.004 6.2E‐02 ‐0.002 0.001 8.4E‐02 0.035 0.002 3.8E‐100 ‐0.039 0.003 2.3E‐38 ‐ 0 ‐ 0 ‐ PPP2R3A (‐60kb),MSL2 (‐14 MSL2 (‐12kb)

rs6766859 3 138,055,136 T C 0.628 0.987 0.031 0.003 1.0E‐21 0.000 0.013 9.3E‐01 0.006 0.003 1 0 2.2E‐02 0.004 0.001 2.1E‐03 0.026 0.003 7.8E‐17 0.002 0.001 3.1E‐02 0.006 0.001 1.5E‐05 ‐0.004 0.003 2.2E‐01 ‐ 0 ‐ 1 FAIM (+285kb), DZIP1L (‐221kb),A4GNT (‐ 9 NME9 (‐6kb)

3:1521180 3 152,118,069 A ATTTATAAT 0.099 0.987 0.035 0.005 4.5E‐13 0.005 0.021 9.0E‐01 ‐0.025 0.005 0 1 2.1E‐08 0.002 0.002 1.5E‐01 0.038 0.005 1.1E‐14 0.002 0.001 3.0E‐01 0.004 0.002 3.8E‐02 ‐0.016 0.004 1.1E‐04 ‐ 0 ‐ 0 ‐ LOC101928166 (‐195kb),M4 MBNL1

rs6176231 3 154,801,978 G A 0.029 1.000 0.061 0.009 1.4E‐11 ‐0.046 0.037 2.9E‐01 0.012 0.008 1 0 2.0E‐01 0.010 0.004 1.2E‐02 0.050 0.009 2.7E‐08 0.003 0.003 2.1E‐01 0.006 0.004 2.3E‐01 ‐0.009 0.008 1.3E‐01 MME 0 ‐ 0 ‐ [MME],LINC01487 (+157k3 MME

rs5919493 3 172,147,239 A G 0.432 0.993 0.020 0.003 3.7E‐11 ‐0.011 0.013 3.5E‐01 0.004 0.003 1 0 2.0E‐01 0.007 0.001 1.6E‐08 0.007 0.003 2.4E‐02 0.001 0.001 1.0E‐01 0.004 0.001 3.3E‐03 ‐0.002 0.003 5.6E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐29kb),GHSR (+14 GHSR (+14kb)

rs1307471 3 172,267,803 T C 0.884 0.984 0.028 0.005 3.0E‐09 ‐0.012 0.020 6.2E‐01 0.009 0.004 1 0 6.4E‐02 0.018 0.002 3.1E‐21 ‐0.007 0.005 1.8E‐01 0.000 0.001 8.5E‐01 0.009 0.002 6.0E‐06 ‐0.002 0.004 5.7E‐01 ‐ 0 ‐ 0 ‐ FNDC3B (‐149kb),GHSR (‐15 TNFSF10 (‐27kb)

rs1310821 4 3,443,931 A G 0.383 0.982 0.035 0.003 1.9E‐29 0.011 0.013 4.9E‐01 0.000 0.003 1 0 9.7E‐01 0.023 0.001 1.2E‐79 ‐0.003 0.003 3.0E‐01 0.001 0.001 2.4E‐01 0.022 0.001 1.5E‐55 ‐0.021 0.003 1.1E‐16 ‐ 0 ‐ 0 ‐ HTT (‐198kb),MSANTD1 (‐8 HGFAC

rs1203109 4 3,455,362 C T 0.227 0.980 0.024 0.004 2.0E‐11 0.003 0.015 9.5E‐01 0.004 0.003 1 0 2.2E‐01 0.016 0.001 5.5E‐29 ‐0.001 0.004 8.4E‐01 0.003 0.001 5.6E‐03 0.013 0.002 1.6E‐15 ‐0.010 0.003 3.7E‐04 ‐ 0 ‐ 0 ‐ HTT (‐210kb),MSANTD1 (‐8 HGFAC (‐4kb)

rs7679843 4 22,028,079 G C 0.095 0.948 0.043 0.005 1.2E‐17 ‐0.040 0.022 5.3E‐02 ‐0.001 0.005 0 0 6.2E‐01 0.001 0.002 4.5E‐01 0.050 0.005 3.8E‐22 0.003 0.001 6.5E‐02 0.000 0.002 8.7E‐01 0.004 0.004 4.1E‐01 ‐ 0 ‐ 0 ‐ KCNIP4 (‐78kb),KCNIP4‐IT 2 KCNIP4 (‐78kb)

4:6944740 4 69,447,407 GT G 0.322 0.762 0.060 0.004 1.1E‐60 ‐0.035 0.015 4.2E‐02 ‐0.019 0.003 0 1 1.9E‐08 0.031 0.001 3.8E‐97 0.008 0.004 2.3E‐02 0.003 0.001 4.0E‐03 0.007 0.002 3.3E‐05 ‐0.022 0.003 7.0E‐12 ‐ 1 UGT2B17 (‐29k0 ‐ YTHDC1 (‐232kb),TMPRSS5 UGT2B17 (‐13kb)

rs7696472 4 69,538,180 A G 0.476 0.998 0.038 0.003 1.5E‐39 ‐0.029 0.012 2.8E‐02 0.004 0.003 1 0 2.4E‐01 0.020 0.001 7.2E‐67 0.007 0.003 1.3E‐02 0.001 0.001 7.1E‐02 0.006 0.001 2.6E‐05 ‐0.004 0.003 5.8E‐02 UGT2B15 1 UGT2B17 (‐1200 ‐ TMPRSS11E (‐175kb),UGT5 UGT2B15 (‐2kb)

rs1002895 4 70,466,280 C T 0.585 0.998 0.019 0.003 2.6E‐09 ‐0.022 0.013 1.0E‐01 0.003 0.003 1 0 4.0E‐01 0.006 0.001 2.0E‐07 0.007 0.003 1.1E‐02 0.003 0.001 1.4E‐03 0.000 0.001 8.6E‐01 0.000 0.003 9.3E‐01 ‐ 0 ‐ 0 ‐ UGT2B4 (‐75kb),[UGT2A1 5 UGT2A1,UGT2A2

rs1441911 4 77,193,545 G T 0.783 0.999 0.022 0.004 5.9E‐09 0.001 0.015 8.1E‐01 0.001 0.003 1 0 9.9E‐01 0.014 0.001 6.3E‐23 ‐0.004 0.004 1.6E‐01 0.000 0.001 9.4E‐01 0.012 0.002 7.1E‐11 ‐0.010 0.003 1.4E‐03 FAM47E 0 ‐ 0 ‐ SDAD1 (‐281kb),LOC1019213 FAM47E,FAM47E‐STBD1

rs1740883 4 87,222,696 C G 0.622 0.984 0.019 0.003 7.9E‐10 ‐0.022 0.013 7.9E‐02 0.001 0.003 1 0 8.6E‐01 0.011 0.001 1.5E‐18 0.002 0.003 5.3E‐01 0.001 0.001 2.6E‐01 0.007 0.001 1.1E‐06 ‐0.007 0.003 1.1E‐02 ‐ 0 ‐ 0 ‐ ARHGAP24 (‐299kb),[MAP5 MAPK10

rs1173509 4 88,226,231 T C 0.562 0.994 0.037 0.003 9.3E‐35 ‐0.024 0.013 6.1E‐02 0.002 0.003 1 0 7.8E‐01 0.021 0.001 1.1E‐66 0.004 0.003 2.3E‐01 0.001 0.001 4.0E‐01 0.017 0.001 1.1E‐35 ‐0.019 0.003 4.6E‐15 ‐ 0 ‐ 0 ‐ AFF1 (‐164kb),KLHL8 (‐84k7 HSD17B13

rs1154401 4 100,009,738 G C 0.338 0.999 0.028 0.003 2.9E‐18 ‐0.010 0.013 4.6E‐01 0.000 0.003 0 0 9.0E‐01 0.019 0.001 2.9E‐50 ‐0.007 0.003 2.7E‐02 0.002 0.001 6.1E‐02 0.008 0.001 1.5E‐07 ‐0.009 0.003 1.1E‐03 ADH4 0 ‐ 1 ADH5 (‐9kb), EIF4E (‐158kb),METAP1 (‐ 11 ADH5

rs2018144 4 104,174,307 A T 0.152 0.808 0.034 0.005 3.5E‐13 ‐0.066 0.019 3.0E‐04 0.002 0.004 1 0 5.1E‐01 0.010 0.002 9.2E‐08 0.018 0.005 1.3E‐04 0.000 0.001 7.5E‐01 0.010 0.002 8.1E‐06 ‐0.010 0.004 9.8E‐03 ‐ 0 ‐ 0 ‐ SLC9B1 (‐233kb),SLC9B2 ( 5 CENPE (‐55kb)

rs5659317 4 104,590,005 C CA 0.836 0.949 0.039 0.004 3.2E‐20 ‐0.020 0.017 2.5E‐01 0.002 0.004 1 0 8.1E‐01 ‐0.001 0.002 8.2E‐01 0.047 0.004 1.1E‐29 0.003 0.001 2.3E‐02 0.002 0.002 1.8E‐01 0.002 0.003 8.0E‐01 ‐ 0 ‐ 0 ‐ LOC101929448 (‐229kb),[T2 TACR3

rs5288454 4 104,780,790 A AATGTGT 0.990 0.852 0.199 0.016 3.7E‐34 0.094 0.067 1.8E‐01 0.002 0.015 1 0 7.9E‐01 ‐0.021 0.007 9.7E‐04 0.289 0.016 1.7E‐70 0.014 0.005 1.8E‐03 ‐0.004 0.008 3.1E‐01 0.009 0.014 3.6E‐01 ‐ 0 ‐ 0 ‐ TACR3 (‐140kb), 1 TACR3 (‐140kb)

rs1148163 4 110,638,824 T C 0.007 1.000 0.119 0.018 2.0E‐11 ‐0.042 0.072 5.5E‐01 0.028 0.016 1 0 5.2E‐02 0.060 0.007 2.9E‐16 0.012 0.018 5.9E‐01 0.000 0.005 9.5E‐01 0.082 0.008 5.5E‐26 ‐0.062 0.014 1.8E‐05 PLA2G12A 0 ‐ 0 ‐ SEC24B‐AS1 (‐284kb),SEC211 PLA2G12A

rs1109967 4 148,985,104 T C 0.248 0.988 0.021 0.004 8.8E‐10 0.007 0.014 6.6E‐01 0.004 0.003 1 0 2.6E‐01 0.012 0.001 3.3E‐20 ‐0.003 0.004 4.6E‐01 0.000 0.001 9.3E‐01 0.008 0.002 6.8E‐08 ‐0.003 0.003 2.9E‐01 ‐ 1 ARHGAP10 (‐160 ‐ [ARHGAP10],MIR4799 (‐2 3 ARHGAP10

rs60701 5 10,733,776 C T 0.257 0.997 0.019 0.003 4.3E‐08 ‐0.011 0.014 4.5E‐01 ‐0.001 0.003 0 0 8.2E‐01 0.004 0.001 1.1E‐03 0.014 0.003 1.5E‐04 0.001 0.001 2.7E‐01 0.000 0.002 6.5E‐01 0.002 0.003 6.2E‐01 ‐ 0 ‐ 0 ‐ MARCH6 (‐293kb),ROPN1 9 DAP

rs7735249 5 53,310,139 C G 0.887 0.988 0.028 0.005 1.8E‐09 0.056 0.020 2.1E‐03 ‐0.005 0.004 0 0 3.3E‐01 0.018 0.002 2.4E‐21 ‐0.004 0.005 2.9E‐01 0.001 0.001 6.7E‐01 0.017 0.002 2.4E‐13 ‐0.018 0.004 2.8E‐05 ‐ 0 ‐ 0 ‐ [ARL15],MIR581 (‐63kb),M3 ARL15

rs40270 5 55,804,552 A C 0.228 0.998 0.022 0.004 2.4E‐09 0.009 0.015 5.6E‐01 0.000 0.003 0 0 9.3E‐01 0.014 0.001 1.3E‐22 ‐0.007 0.004 2.7E‐02 0.001 0.001 3.4E‐01 0.019 0.002 1.6E‐29 ‐0.019 0.003 4.0E‐10 ‐ 0 ‐ 0 ‐ ANKRD55 (‐275kb),LINC013 C5orf67 (+3kb)

rs1125304 5 95,871,370 C T 0.166 0.978 0.026 0.004 5.3E‐10 ‐0.097 0.017 8.8E‐09 0.008 0.004 1 0 3.4E‐02 0.002 0.002 4.7E‐01 0.026 0.004 9.2E‐10 0.000 0.001 6.6E‐01 0.001 0.002 4.7E‐01 0.000 0.003 9.4E‐01 ‐ 0 ‐ 0 ‐ [LOC101929710],PCSK1 (‐ 4 LOC101929710

rs329122 5 133,864,599 G A 0.581 0.996 0.018 0.003 2.9E‐09 0.067 0.013 3.0E‐07 0.003 0.003 1 0 5.5E‐01 0.006 0.001 4.8E‐07 0.009 0.003 4.8E‐03 0.002 0.001 7.8E‐02 0.006 0.001 5.2E‐05 ‐0.003 0.003 1.9E‐01 ‐ 0 ‐ 0 ‐ CDKL3 (‐158kb),UBE2B (‐110 JADE2

5:1356399 5 135,639,923 GA G 0.865 0.994 0.031 0.004 8.2E‐11 ‐0.022 0.018 2.0E‐01 0.005 0.004 1 0 2.6E‐01 0.004 0.002 1.3E‐01 0.033 0.004 1.6E‐13 0.004 0.001 3.1E‐03 0.003 0.002 2.3E‐01 ‐0.003 0.004 5.5E‐01 ‐ 0 ‐ 0 ‐ TGFBI (‐240kb),VTRNA2‐1 7 TRPC7,TRPC7‐AS2

rs6870458 5 137,818,916 T G 0.549 0.996 0.023 0.003 4.1E‐13 ‐0.024 0.012 3.7E‐02 0.003 0.003 1 0 1.5E‐01 0.009 0.001 3.4E‐12 0.010 0.003 3.2E‐03 0.002 0.001 8.2E‐03 0.007 0.001 3.6E‐06 ‐0.004 0.003 1.3E‐01 ‐ 0 ‐ 0 ‐ KIF20A (‐296kb),CDC23 (‐213 EGR1 (‐14kb)

rs1349359 5 165,901,446 A G 0.438 0.993 0.017 0.003 2.1E‐08 ‐0.008 0.013 4.6E‐01 0.000 0.003 1 0 9.6E‐01 0.000 0.001 7.5E‐01 0.019 0.003 7.9E‐10 0.000 0.001 6.8E‐01 ‐0.003 0.001 4.5E‐02 0.005 0.003 3.6E‐02 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs9461224 6 25,936,402 T G 0.397 1.000 0.018 0.003 4.0E‐10 ‐0.047 0.013 1.2E‐04 0.000 0.003 0 0 8.2E‐01 0.011 0.001 1.4E‐20 ‐0.002 0.003 7.7E‐01 ‐0.001 0.001 3.3E‐01 0.006 0.001 3.2E‐05 ‐0.010 0.003 1.3E‐04 SLC17A2 0 ‐ 0 ‐ SCGN (‐234kb),HIST1H2AA36 SLC17A2 (‐5kb)

rs2016572 6 31,458,983 G A 0.332 0.895 0.026 0.003 5.8E‐12 ‐0.056 0.014 1.0E‐04 0.000 0.003 0 0 3.9E‐01 0.010 0.001 3.3E‐14 0.012 0.003 2.1E‐03 0.000 0.001 5.8E‐01 0.009 0.002 5.1E‐08 ‐0.011 0.003 2.4E‐05 ‐ 0 ‐ 0 ‐ HCG27 (‐287kb),HLA‐C (‐248 MICB (+4kb)

rs5435042 6 32,571,403 A C 0.506 0.763 0.024 0.003 1.3E‐11 ‐0.058 0.014 3.7E‐05 0.010 0.003 1 0 8.4E‐03 0.010 0.001 6.3E‐16 0.010 0.003 1.9E‐02 0.000 0.001 8.5E‐01 0.007 0.002 5.8E‐06 ‐0.003 0.003 2.1E‐01 ‐ 0 ‐ 0 ‐ LOC101929163 (‐196kb),C21 HLA‐DRB1 (‐14kb)

rs6939861 6 41,703,041 G A 0.738 0.970 0.025 0.003 1.7E‐12 ‐0.020 0.014 2.0E‐01 0.008 0.003 1 0 2.1E‐02 0.011 0.001 1.1E‐15 0.008 0.004 3.6E‐02 ‐0.001 0.001 6.1E‐01 0.019 0.002 8.5E‐32 ‐0.015 0.003 1.0E‐06 ‐ 0 ‐ 0 ‐ LINC01276 (‐215kb),FOXP 14 TFEB

rs6241538 6 43,261,767 G C 0.548 0.928 0.016 0.003 2.6E‐08 ‐0.032 0.013 6.4E‐03 0.026 0.003 1 1 3.2E‐19 0.003 0.001 3.1E‐03 0.014 0.003 2.4E‐06 ‐0.001 0.001 1.3E‐01 0.004 0.001 1.6E‐02 0.012 0.003 1.4E‐05 CRIP3 0 ‐ 0 ‐ PPP2R5D (‐282kb),MEA1 (24 SLC22A7 (+4kb)

6:1001085 6 100,108,564 T TG 0.454 0.994 0.022 0.003 4.3E‐14 0.037 0.013 5.8E‐03 ‐0.005 0.003 0 0 8.4E‐02 ‐0.002 0.001 2.1E‐01 0.029 0.003 2.9E‐22 0.000 0.001 9.0E‐01 ‐0.002 0.001 1.1E‐01 0.000 0.003 9.5E‐01 ‐ 0 ‐ 0 ‐ COQ3 (‐266kb),PNISR (‐237 PRDM13 (‐45kb)

rs1933801 6 105,365,725 T C 0.678 0.998 0.038 0.003 7.8E‐33 0.043 0.013 1.5E‐03 0.003 0.003 1 0 4.4E‐01 ‐0.002 0.001 1.0E‐01 0.049 0.003 2.4E‐52 0.002 0.001 1.3E‐02 0.006 0.002 2.0E‐05 ‐0.001 0.003 4.5E‐01 ‐ 0 ‐ 0 ‐ HACE1 (‐58kb),LIN28B‐AS 6 LIN28B‐AS1 (+18kb)

6:1319363 6 131,936,324 GTTT G 0.834 0.995 0.026 0.004 2.2E‐11 ‐0.071 0.017 1.0E‐05 ‐0.001 0.004 0 0 7.7E‐01 0.005 0.002 7.3E‐04 0.020 0.004 4.1E‐07 0.001 0.001 6.2E‐01 0.005 0.002 7.6E‐03 ‐0.008 0.003 8.4E‐03 ‐ 0 ‐ 0 ‐ ARG1 (‐31kb),[MED23],EN7 MED23

rs9383605 6 152,354,561 A T 0.705 0.984 0.019 0.003 2.4E‐09 ‐0.012 0.014 2.9E‐01 0.001 0.003 1 0 7.5E‐01 0.003 0.001 3.5E‐02 0.019 0.003 1.5E‐08 0.001 0.001 2.0E‐01 0.002 0.002 2.4E‐01 ‐0.004 0.003 2.7E‐01 ‐ 0 ‐ 0 ‐ [ESR1],SYNE1 (+88kb), 2 ESR1

rs7773995 6 154,382,367 C T 0.831 1.000 0.024 0.004 1.2E‐09 ‐0.058 0.017 5.8E‐04 ‐0.002 0.004 0 0 8.8E‐01 0.003 0.002 2.4E‐02 0.021 0.004 1.2E‐07 0.002 0.001 1.5E‐01 0.006 0.002 2.0E‐03 ‐0.008 0.003 5.6E‐02 ‐ 0 ‐ 0 ‐ [OPRM1],IPCEF1 (+93kb), 2 OPRM1

6:1607688 6 160,768,849 C CTGCCCTG 0.467 0.992 0.020 0.003 8.6E‐14 0.050 0.013 8.6E‐05 0.011 0.003 1 0 1.8E‐04 0.015 0.001 1.6E‐39 ‐0.008 0.003 2.0E‐02 0.001 0.001 1.3E‐01 0.016 0.001 6.9E‐36 ‐0.012 0.003 2.3E‐07 ‐ 0 ‐ 0 ‐ IGF2R (‐236kb),LOC72960 7 SLC22A3 (+1kb)

rs9986829 7 15,019,259 A G 0.507 0.991 0.041 0.003 5.2E‐45 ‐0.004 0.012 6.9E‐01 ‐0.001 0.003 0 0 5.5E‐01 ‐0.002 0.001 2.0E‐01 0.056 0.003 2.8E‐76 0.003 0.001 4.5E‐04 0.001 0.001 6.0E‐01 0.003 0.003 3.3E‐01 ‐ 0 ‐ 0 ‐ DGKB (‐138kb),AGMO (+22 DGKB (‐138kb)

rs1708302 7 28,198,677 T C 0.502 0.999 0.018 0.003 2.6E‐09 0.031 0.012 1.0E‐02 0.002 0.003 1 0 4.8E‐01 0.010 0.001 2.2E‐17 0.001 0.003 9.2E‐01 0.001 0.001 1.7E‐01 0.009 0.001 1.1E‐11 ‐0.010 0.003 4.2E‐05 ‐ 0 ‐ 0 ‐ [JAZF1],JAZF1‐AS1 (+21kb 3 JAZF1

rs1027971 7 40,870,935 A G 0.538 0.995 0.018 0.003 9.9E‐10 ‐0.003 0.013 6.3E‐01 0.009 0.003 1 0 7.1E‐04 0.000 0.001 8.6E‐01 0.022 0.003 3.1E‐13 0.000 0.001 6.3E‐01 0.002 0.001 1.6E‐01 0.005 0.003 5.4E‐02 ‐ 0 ‐ 0 ‐ [SUGCT],LINC01450 (+1333 SUGCT

7:7848233 7 78,482,336 AG A 0.964 0.816 0.052 0.009 2.5E‐10 ‐0.008 0.037 8.4E‐01 ‐0.012 0.008 0 0 1.7E‐01 ‐0.004 0.004 3.3E‐01 0.075 0.009 3.7E‐19 0.004 0.002 9.3E‐02 0.001 0.004 9.3E‐01 ‐0.005 0.008 5.8E‐01 ‐ 0 ‐ 0 ‐ [MAGI2],MAGI2‐AS2 (+15 2 MAGI2

rs1229498 7 81,568,750 T G 0.278 0.960 0.019 0.003 6.5E‐09 ‐0.028 0.014 1.3E‐02 0.000 0.003 1 0 9.7E‐01 0.011 0.001 7.7E‐18 ‐0.001 0.003 8.9E‐01 ‐0.001 0.001 4.7E‐01 0.011 0.002 1.6E‐12 ‐0.013 0.003 2.9E‐06 ‐ 0 ‐ 0 ‐ LOC100128317 (‐248kb),H4 CACNA2D1 (+7kb)

rs7015 7 97,920,623 G A 0.815 0.995 0.056 0.004 7.6E‐49 ‐0.024 0.016 1.5E‐01 0.002 0.004 1 0 7.6E‐01 0.032 0.002 1.5E‐95 0.005 0.004 3.2E‐01 0.001 0.001 4.0E‐01 0.038 0.002 2.6E‐102 ‐0.036 0.003 1.1E‐29 ‐ 1 BRI3 (‐11kb), 0 ‐ LMTK2 (‐82kb),BHLHA15 (5 BRI3

rs1177247 7 99,181,096 A G 0.148 0.992 0.030 0.004 7.7E‐14 ‐0.086 0.018 1.8E‐06 ‐0.118 0.004 0 1 4.3E‐201 0.006 0.002 7.0E‐05 0.020 0.004 2.8E‐06 ‐0.006 0.001 1.5E‐06 0.009 0.002 4.7E‐05 ‐0.062 0.004 1.5E‐70 ZNF789 0 ‐ 0 ‐ MYH16 (‐286kb),ARPC1A  22 ZNF655 (‐7kb)

7:1505024 7 150,502,468 A AT 0.111 0.991 0.033 0.005 8.1E‐14 ‐0.067 0.020 6.5E‐04 0.007 0.004 1 0 6.8E‐02 0.019 0.002 8.1E‐25 0.012 0.005 6.1E‐03 ‐0.001 0.001 6.6E‐01 0.015 0.002 2.8E‐12 ‐0.014 0.004 7.8E‐04 ‐ 1 TMEM176B (‐90 ‐ GIMAP7 (‐284kb),GIMAP420 TMEM176A (0kb)

rs4841133 8 9,183,664 G A 0.909 0.999 0.031 0.005 8.9E‐10 0.001 0.022 8.1E‐01 ‐0.021 0.005 0 0 8.0E‐06 0.022 0.002 1.4E‐28 ‐0.004 0.005 3.5E‐01 ‐0.003 0.001 2.2E‐02 0.021 0.002 3.9E‐19 ‐0.033 0.004 1.9E‐14 ‐ 0 ‐ 0 ‐ ERI1 (‐293kb),MIR4660 (‐26 LOC157273

rs7835492 8 21,089,517 C T 0.147 0.993 0.025 0.004 1.1E‐09 ‐0.018 0.018 3.0E‐01 ‐0.003 0.004 0 0 3.7E‐01 0.002 0.002 2.0E‐01 0.028 0.004 1.8E‐11 0.000 0.001 8.1E‐01 0.001 0.002 3.9E‐01 0.003 0.004 6.0E‐01 ‐ 0 ‐ 0 ‐ LOC102467222 (‐263kb),L3 LOC101929172 (+66kb)

rs4871844 8 22,879,734 C T 0.344 0.983 0.017 0.003 3.1E‐08 ‐0.016 0.013 1.9E‐01 ‐0.001 0.003 0 0 6.7E‐01 0.007 0.001 3.0E‐10 0.005 0.003 9.3E‐02 0.000 0.001 8.0E‐01 0.005 0.002 1.7E‐03 ‐0.003 0.003 3.3E‐01 ‐ 0 ‐ 0 ‐ PEBP4 (‐94kb),LOC10192913 TNFRSF10B

rs1095870 8 38,328,302 A G 0.598 0.997 0.020 0.003 2.7E‐11 ‐0.047 0.013 1.5E‐04 0.010 0.003 1 0 3.1E‐04 0.003 0.001 6.0E‐03 0.013 0.003 8.5E‐06 ‐0.001 0.001 3.2E‐01 0.006 0.001 2.0E‐05 0.001 0.003 5.7E‐01 ‐ 0 ‐ 0 ‐ LSM1 (‐294kb),BAG4 (‐25710 FGFR1 (‐2kb)

rs1254328 8 42,334,511 C G 0.371 0.983 0.020 0.003 9.8E‐11 ‐0.010 0.013 4.5E‐01 ‐0.001 0.003 0 0 8.2E‐01 0.011 0.001 1.9E‐18 0.001 0.003 6.7E‐01 0.002 0.001 4.0E‐02 0.011 0.001 3.5E‐14 ‐0.011 0.003 2.5E‐05 ‐ 0 ‐ 0 ‐ PLAT (‐269kb),LOC10192910 SLC20A2

rs7844586 8 61,782,304 C T 0.751 0.990 0.020 0.004 1.1E‐08 ‐0.016 0.014 3.3E‐01 ‐0.001 0.003 0 0 7.1E‐01 ‐0.003 0.001 4.1E‐02 0.030 0.004 1.4E‐17 0.000 0.001 6.3E‐01 ‐0.001 0.002 4.8E‐01 0.001 0.003 7.5E‐01 ‐ 0 ‐ 0 ‐ RAB2A (‐246kb),CHD7 (‐2k3 CHD7 (‐2kb)

rs5586730 8 77,884,459 G A 0.749 0.987 0.033 0.003 1.8E‐21 ‐0.006 0.014 6.0E‐01 0.004 0.003 1 0 2.5E‐01 0.003 0.001 3.7E‐02 0.036 0.003 2.3E‐25 0.001 0.001 1.6E‐01 0.003 0.002 2.4E‐01 ‐0.001 0.003 9.1E‐01 ‐ 0 ‐ 0 ‐ ZFHX4‐AS1 (‐289kb),ZFHX 4 MIR3149 (‐5kb)

rs7824394 8 81,292,599 C A 0.641 0.995 0.024 0.003 1.2E‐13 ‐0.003 0.013 7.6E‐01 0.003 0.003 1 0 2.2E‐01 0.011 0.001 1.3E‐18 0.004 0.003 2.3E‐01 0.000 0.001 9.7E‐01 0.012 0.001 5.6E‐17 ‐0.013 0.003 4.5E‐07 ‐ 0 ‐ 0 ‐ TPD52 (‐209kb),MIR5708  4 ZBTB10 (+105kb)

rs7676721 8 81,426,196 A C 0.035 1.000 0.055 0.008 2.1E‐12 0.058 0.034 6.8E‐02 0.011 0.008 1 0 7.6E‐02 0.034 0.003 1.5E‐26 ‐0.014 0.008 1.3E‐01 0.003 0.002 2.4E‐01 0.047 0.004 5.1E‐34 ‐0.045 0.007 3.4E‐10 ZBTB10 0 ‐ 0 ‐ MIR5708 (‐272kb),[ZBTB1 3 ZBTB10

rs3495553 8 81,710,349 G A 0.900 0.945 0.042 0.005 4.1E‐16 0.026 0.021 2.3E‐01 0.012 0.005 1 0 5.8E‐03 0.020 0.002 1.8E‐22 0.007 0.005 2.9E‐01 0.000 0.001 9.8E‐01 0.033 0.002 1.1E‐46 ‐0.029 0.004 2.9E‐11 ‐ 0 ‐ 0 ‐ ZBTB10 (‐272kb),[ZNF704 3 ZNF704

rs7828742 8 116,960,729 A G 0.400 0.984 0.017 0.003 2.5E‐08 ‐0.034 0.013 3.8E‐03 0.000 0.003 1 0 1.0E+00 0.007 0.001 1.8E‐08 0.007 0.003 3.3E‐02 0.000 0.001 6.5E‐01 0.011 0.001 1.6E‐15 ‐0.011 0.003 3.6E‐06 ‐ 0 ‐ 0 ‐ TRPS1 (‐279kb),LINC005362 LINC00536 (+2kb)

rs1482042 8 124,458,776 TGTGTCTGT 0.343 0.997 0.016 0.003 4.0E‐08 ‐0.002 0.013 8.0E‐01 ‐0.001 0.003 0 0 7.4E‐01 0.003 0.001 1.3E‐02 0.010 0.003 1.1E‐03 0.000 0.001 7.1E‐01 0.003 0.001 2.6E‐02 ‐0.003 0.003 2.9E‐01 WDYHV1 0 ‐ 0 ‐ TBC1D31 (‐294kb),FAM8314 WDYHV1

rs2721195 8 145,677,011 T C 0.475 0.989 0.020 0.003 7.5E‐11 ‐0.003 0.013 7.1E‐01 0.003 0.003 1 0 5.8E‐01 0.011 0.001 5.3E‐21 0.002 0.003 5.9E‐01 0.001 0.001 1.5E‐01 0.008 0.001 1.5E‐10 ‐0.007 0.003 4.6E‐03 GPT 0 ‐ 0 ‐ HSF1 (‐139kb),DGAT1 (‐1229 CYHR1

rs1233635 9 4,129,657 C G 0.406 0.986 0.019 0.003 1.7E‐09 ‐0.039 0.013 1.3E‐03 0.004 0.003 1 0 1.6E‐01 0.008 0.001 4.3E‐11 0.006 0.003 6.1E‐02 0.001 0.001 2.4E‐01 0.008 0.001 3.7E‐07 ‐0.006 0.003 4.6E‐02 ‐ 0 ‐ 0 ‐ [GLIS3],GLIS3‐AS1 (‐228kb2 GLIS3

rs1121074 9 19,103,774 T C 0.132 0.989 0.029 0.005 1.0E‐10 ‐0.034 0.018 6.2E‐02 0.003 0.004 1 0 5.8E‐01 0.009 0.002 5.1E‐07 0.016 0.005 1.2E‐03 0.002 0.001 1.2E‐01 0.003 0.002 1.8E‐01 0.006 0.004 1.3E‐01 HAUS6 0 ‐ 0 ‐ ADAMTSL1 (‐193kb),SAXO8 HAUS6 (‐1kb)

rs3808869 9 34,622,389 C A 0.521 1.000 0.017 0.003 5.4E‐09 ‐0.047 0.013 1.2E‐04 ‐0.002 0.003 0 0 3.8E‐01 0.003 0.001 8.9E‐03 0.014 0.003 2.1E‐06 0.001 0.001 2.0E‐01 0.002 0.001 1.1E‐01 ‐0.003 0.003 1.1E‐01 ARID3C 0 ‐ 0 ‐ KIF24 (‐293kb),NUDT2 (‐2 22 ARID3C

rs1482623 9 77,222,516 TTA T 0.339 0.989 0.026 0.003 1.5E‐17 0.001 0.013 7.8E‐01 ‐0.005 0.003 0 0 1.1E‐01 ‐0.005 0.001 3.0E‐04 0.041 0.003 2.6E‐38 0.003 0.001 2.4E‐04 ‐0.004 0.002 1.0E‐02 ‐0.001 0.003 4.1E‐01 ‐ 0 ‐ 0 ‐ LOC101927358 (‐224kb),R4 RORB

rs1999504 9 83,271,419 C G 0.259 0.905 0.019 0.004 4.2E‐08 ‐0.061 0.015 8.9E‐05 0.002 0.003 1 0 5.9E‐01 0.004 0.001 4.5E‐03 0.017 0.004 2.9E‐06 0.001 0.001 3.2E‐01 0.004 0.002 1.2E‐02 ‐0.005 0.003 9.7E‐02 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1086808 9 86,626,769 T A 0.255 1.000 0.036 0.003 1.2E‐27 ‐0.017 0.014 1.3E‐01 ‐0.007 0.003 0 0 2.4E‐02 0.021 0.001 1.5E‐57 0.001 0.003 8.6E‐01 0.002 0.001 1.5E‐02 0.025 0.002 5.7E‐55 ‐0.028 0.003 2.4E‐23 RMI1 / KIF27 0 ‐ 0 ‐ LOC105376114 (‐298kb),G9 RMI1 (‐8kb)

rs4131005 9 88,940,359 T C 0.006 1.000 0.112 0.020 3.9E‐08 0.061 0.083 4.7E‐01 0.015 0.019 1 0 4.0E‐01 0.033 0.008 3.3E‐04 0.062 0.020 1.1E‐03 0.009 0.006 1.4E‐01 0.048 0.009 5.1E‐09 ‐0.038 0.017 1.6E‐02 ZCCHC6 0 ‐ 0 ‐ NAA35 (‐300kb),GOLM1 (‐6 ZCCHC6

9:9702309 9 97,023,094 A ATTTTTTTT 0.484 0.944 0.016 0.003 3.1E‐08 ‐0.021 0.013 6.5E‐02 0.001 0.003 1 0 7.3E‐01 0.004 0.001 2.4E‐04 0.010 0.003 1.0E‐03 0.002 0.001 6.5E‐02 0.001 0.001 5.1E‐01 0.000 0.003 9.3E‐01 ‐ 0 ‐ 0 ‐ PTPDC1 (‐151kb),MIRLET711 ZNF169

rs2090409 9 108,967,088 C A 0.684 1.000 0.026 0.003 2.2E‐16 ‐0.028 0.013 2.8E‐02 0.002 0.003 1 0 4.4E‐01 0.000 0.001 5.5E‐01 0.031 0.003 1.7E‐21 0.001 0.001 1.9E‐01 ‐0.001 0.002 4.6E‐01 0.006 0.003 6.6E‐02 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1098215 9 117,088,064 A T 0.070 0.916 0.037 0.006 1.4E‐09 0.064 0.025 1.1E‐02 0.000 0.006 1 0 8.2E‐01 ‐0.003 0.003 3.3E‐01 0.048 0.006 4.5E‐14 0.003 0.002 7.8E‐02 0.001 0.003 4.5E‐01 0.001 0.005 8.3E‐01 ‐ 0 ‐ 0 ‐ ZNF618 (‐269kb),AMBP (‐211 ORM1

rs1098219 9 117,149,417 T C 0.222 0.984 0.024 0.004 6.3E‐11 ‐0.038 0.015 9.9E‐03 0.004 0.003 1 0 3.2E‐01 0.011 0.001 4.9E‐14 0.007 0.004 5.9E‐02 0.002 0.001 8.1E‐02 0.006 0.002 6.5E‐04 ‐0.003 0.003 2.8E‐01 DFNB31 0 ‐ 0 ‐ KIF12 (‐288kb),COL27A1 ( 10 AKNA

rs1328909 9 131,466,489 G T 0.855 0.996 0.021 0.004 4.0E‐08 ‐0.018 0.018 2.9E‐01 0.005 0.004 1 0 1.8E‐01 0.019 0.002 1.5E‐29 ‐0.009 0.004 4.5E‐02 ‐0.001 0.001 5.9E‐01 0.016 0.002 2.7E‐16 ‐0.014 0.004 5.1E‐05 ‐ 0 ‐ 0 ‐ CERCAM (‐267kb),ODF2 (‐18 PKN3

rs3518209 9 137,268,682 C T 0.256 0.982 0.023 0.004 1.3E‐10 ‐0.017 0.014 2.5E‐01 0.005 0.003 1 0 5.8E‐02 0.013 0.001 4.2E‐20 0.001 0.004 5.7E‐01 0.002 0.001 1.4E‐02 0.014 0.002 7.2E‐18 ‐0.014 0.003 1.4E‐05 ‐ 0 ‐ 0 ‐ WDR5 (‐244kb),RNU6ATA 6 RXRA

9:1407747 9 140,774,721 C T 0.489 1.000 0.017 0.003 1.9E‐08 ‐0.016 0.012 2.3E‐01 0.001 0.003 1 0 6.4E‐01 ‐0.001 0.001 8.5E‐01 0.023 0.003 6.8E‐14 0.000 0.001 6.9E‐01 ‐0.001 0.001 5.3E‐01 ‐0.001 0.003 7.2E‐01 ‐ 0 ‐ 0 ‐ ZMYND19 (‐290kb),ARRDC11 LOC100133077,CACNA1B

rs7971779 10 5,262,267 G A 0.845 1.000 0.049 0.004 9.1E‐36 ‐0.031 0.017 4.6E‐02 0.006 0.004 1 0 1.4E‐01 0.025 0.002 2.6E‐55 0.006 0.004 1.1E‐01 0.001 0.001 3.4E‐01 0.021 0.002 7.7E‐30 ‐0.019 0.004 1.7E‐08 AKR1C4 1 AKR1C7P (+62k0 ‐ AKR1C1 (‐242kb),AKR1C2 10 AKR1C4 (‐1kb)

rs7704496 10 63,657,706 C T 0.061 1.000 0.037 0.006 2.3E‐09 ‐0.085 0.026 7.2E‐04 0.005 0.006 1 0 2.7E‐01 0.016 0.003 5.1E‐11 0.013 0.006 3.1E‐02 ‐0.001 0.002 8.1E‐01 0.019 0.003 7.0E‐11 ‐0.014 0.005 5.4E‐03 ‐ 0 ‐ 0 ‐ C10orf107 (‐132kb),ARID53 ARID5B (+3kb)

10:651587 10 65,158,772 A AAAG 0.472 0.998 0.110 0.003 1.1E‐304 ‐0.045 0.012 2.8E‐04 0.026 0.003 1 1 8.6E‐23 0.064 0.001 1.4E‐648 ‐0.001 0.003 7.2E‐01 0.004 0.001 1.7E‐05 0.047 0.001 3.0E‐257 ‐0.031 0.003 5.0E‐36 JMJD1C 0 ‐ 0 ‐ NRBF2 (‐244kb),[JMJD1C],6 JMJD1C

rs3413124 10 66,174,554 C A 0.906 0.992 0.030 0.005 3.3E‐08 ‐0.049 0.021 2.7E‐02 0.002 0.005 1 0 9.6E‐01 0.010 0.002 4.0E‐07 0.013 0.005 1.3E‐02 0.001 0.001 6.6E‐01 0.001 0.002 4.6E‐01 0.001 0.004 8.4E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs7912521 10 67,262,089 C T 0.415 0.998 0.049 0.003 2.6E‐61 ‐0.009 0.013 5.4E‐01 0.005 0.003 1 0 1.8E‐01 0.000 0.001 6.6E‐01 0.061 0.003 6.2E‐94 0.003 0.001 1.7E‐04 ‐0.001 0.001 4.3E‐01 0.002 0.003 4.1E‐01 ‐ 0 ‐ 0 ‐ LINC01515 (+69kb), 1 LINC01515 (+69kb)

10:696327 10 69,632,729 AT A 0.345 0.976 0.024 0.003 1.8E‐13 ‐0.022 0.013 9.5E‐02 0.017 0.003 1 0 6.4E‐08 0.011 0.001 9.3E‐17 0.007 0.003 6.3E‐02 0.001 0.001 2.6E‐01 0.005 0.002 1.3E‐03 0.005 0.003 8.8E‐02 ‐ 0 ‐ 0 ‐ CTNNA3 (‐177kb),DNAJC16 SIRT1 (+12kb)

10:810730 10 81,073,027 CCCACCCAC 0.784 0.939 0.021 0.004 2.4E‐08 ‐0.013 0.016 3.2E‐01 0.004 0.003 1 0 3.2E‐01 0.016 0.002 7.3E‐27 ‐0.008 0.004 4.7E‐02 0.001 0.001 1.5E‐01 0.014 0.002 2.3E‐14 ‐0.016 0.003 1.1E‐06 ‐ 0 ‐ 0 ‐ ZMIZ1‐AS1 (‐246kb),[ZMIZ8 ZMIZ1

10:935648 10 93,564,864 CT C 0.515 0.940 0.020 0.003 8.8E‐11 0.008 0.013 5.1E‐01 ‐0.005 0.003 0 0 6.0E‐02 0.012 0.001 7.0E‐20 0.000 0.003 1.0E+00 0.001 0.001 3.3E‐01 0.011 0.001 3.2E‐16 ‐0.016 0.003 1.5E‐10 ‐ 0 ‐ 0 ‐ HECTD2‐AS1 (‐194kb),HEC8 TNKS2

rs2862954 10 101,912,064 C T 0.500 1.000 0.018 0.003 5.8E‐09 ‐0.021 0.012 9.9E‐02 0.001 0.003 1 0 9.0E‐01 0.011 0.001 3.4E‐19 ‐0.003 0.003 2.4E‐01 0.000 0.001 6.8E‐01 0.009 0.001 1.3E‐08 ‐0.010 0.003 1.2E‐04 ERLIN1 0 ‐ 0 ‐ DNMBP (‐142kb),DNMBP‐11 ERLIN1

rs5787948 10 113,915,574 C CA 0.267 0.968 0.018 0.003 2.0E‐08 ‐0.030 0.014 2.7E‐02 ‐0.002 0.003 0 0 5.8E‐01 0.010 0.001 9.5E‐14 0.001 0.003 6.7E‐01 0.000 0.001 6.4E‐01 0.008 0.002 1.2E‐06 ‐0.009 0.003 9.0E‐04 GPAM 0 ‐ 0 ‐ [GPAM],TECTB (+128kb),M8 GPAM

rs7915430 10 121,660,465 T G 0.798 0.996 0.025 0.004 2.3E‐12 0.006 0.016 5.6E‐01 0.002 0.003 1 0 6.5E‐01 0.003 0.002 8.2E‐02 0.021 0.004 9.7E‐09 0.002 0.001 5.1E‐02 0.004 0.002 1.0E‐02 ‐0.005 0.003 9.8E‐02 ‐ 0 ‐ 1 SEC23IP (+17kb), BAG3 (‐223kb),INPP5F (‐7 5 SEC23IP

rs7751819 11 2,179,864 A AGCCCT 0.240 0.955 0.023 0.004 1.4E‐11 0.004 0.015 8.1E‐01 0.006 0.003 1 0 6.7E‐02 0.010 0.001 6.1E‐14 0.006 0.004 1.1E‐01 0.001 0.001 4.3E‐01 0.014 0.002 1.1E‐16 ‐0.010 0.003 2.2E‐03 ‐ 0 ‐ 0 ‐ LSP1 (‐266kb),MIR4298 (‐227 INS‐IGF2

rs2957683 11 10,352,175 C G 0.528 0.996 0.016 0.003 5.9E‐09 0.015 0.012 3.2E‐01 0.004 0.003 1 0 2.1E‐01 0.003 0.001 1.3E‐03 0.013 0.003 2.1E‐05 0.000 0.001 7.9E‐01 0.004 0.001 2.8E‐04 ‐0.003 0.003 1.0E‐01 ‐ 0 ‐ 0 ‐ SBF2 (‐36kb),ADM (‐23kb)10 CAND1.11

rs4757142 11 13,325,695 G A 0.391 0.984 0.018 0.003 6.4E‐09 ‐0.063 0.013 8.2E‐07 ‐0.003 0.003 0 0 7.0E‐01 0.008 0.001 2.7E‐11 0.004 0.003 2.2E‐01 0.002 0.001 3.9E‐02 0.009 0.001 2.3E‐10 ‐0.011 0.003 1.9E‐05 ‐ 0 ‐ 0 ‐ RASSF10 (‐292kb),[ARNTL 4 ARNTL

rs1083257 11 16,249,510 A G 0.612 0.997 0.025 0.003 1.8E‐16 ‐0.027 0.013 5.0E‐02 0.007 0.003 1 0 1.0E‐02 0.010 0.001 1.3E‐17 0.009 0.003 9.1E‐03 ‐0.001 0.001 4.1E‐01 0.011 0.001 9.8E‐15 ‐0.008 0.003 1.4E‐03 ‐ 1 SOX6 (+125kb)0 ‐ [SOX6],MIR6073 (‐258kb),2 SOX6

rs1994721 11 29,204,531 G A 0.852 0.993 0.049 0.004 1.9E‐32 0.071 0.018 7.5E‐05 ‐0.002 0.004 0 0 7.7E‐01 ‐0.007 0.002 5.7E‐05 0.073 0.004 7.0E‐67 0.004 0.001 2.1E‐03 ‐0.001 0.002 7.8E‐01 ‐0.001 0.004 8.1E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1458434 11 29,323,066 G C 0.981 0.975 0.076 0.011 3.9E‐12 0.030 0.046 4.5E‐01 0.012 0.010 1 0 2.1E‐01 ‐0.003 0.005 6.3E‐01 0.094 0.011 1.4E‐17 0.004 0.003 2.3E‐01 0.010 0.005 1.3E‐01 ‐0.011 0.009 3.1E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs2006477 11 32,786,939 A AAC 0.471 0.948 0.016 0.003 2.0E‐08 ‐0.001 0.013 8.4E‐01 0.006 0.003 1 0 3.7E‐02 0.005 0.001 3.5E‐06 0.011 0.003 2.4E‐04 0.000 0.001 8.0E‐01 0.003 0.001 2.8E‐02 0.002 0.003 4.6E‐01 ‐ 0 ‐ 0 ‐ EIF3M (‐163kb),[CCDC73],6 CCDC73

rs1160711 11 48,151,287 C G 0.844 0.999 0.025 0.004 4.2E‐10 0.024 0.017 2.4E‐01 ‐0.006 0.004 0 0 1.5E‐01 0.007 0.002 2.1E‐04 0.015 0.004 6.5E‐04 0.002 0.001 1.5E‐01 0.004 0.002 5.9E‐02 ‐0.008 0.003 1.4E‐02 OR4B1 / PTPRJ 0 ‐ 0 ‐ NUP160 (‐281kb),[PTPRJ], 8 PTPRJ

rs1075076 11 65,473,798 C A 0.289 0.996 0.022 0.003 1.6E‐11 0.011 0.014 4.6E‐01 ‐0.009 0.003 0 0 5.6E‐03 0.011 0.001 1.1E‐16 0.002 0.003 3.9E‐01 0.000 0.001 7.6E‐01 0.012 0.002 2.2E‐14 ‐0.016 0.003 1.7E‐08 ‐ 0 ‐ 0 ‐ FRMD8 (‐293kb),NEAT1 (‐ 38 KAT5 (+6kb)

rs631695 11 69,283,303 T G 0.417 0.996 0.024 0.003 7.2E‐17 0.033 0.013 8.8E‐03 ‐0.002 0.003 0 0 3.2E‐01 0.017 0.001 8.7E‐47 ‐0.005 0.003 7.7E‐02 0.003 0.001 3.8E‐03 0.010 0.001 7.2E‐13 ‐0.009 0.003 3.9E‐04 ‐ 0 ‐ 0 ‐ MYEOV (‐219kb),LOC10276 LINC01488 (+17kb)

rs1278729 11 72,394,147 G A 0.458 0.998 0.020 0.003 8.0E‐11 ‐0.028 0.012 2.8E‐02 ‐0.005 0.003 0 0 7.1E‐02 0.004 0.001 5.3E‐04 0.012 0.003 4.8E‐05 ‐0.001 0.001 1.7E‐01 0.001 0.001 5.5E‐01 ‐0.002 0.003 4.0E‐01 ‐ 0 ‐ 0 ‐ CLPB (‐248kb),LINC01537 9 ARAP1 (+2kb)

rs1279648 11 94,131,557 C A 0.823 1.000 0.041 0.004 2.0E‐26 ‐0.006 0.016 5.8E‐01 ‐0.006 0.004 0 0 1.0E‐01 ‐0.003 0.002 1.2E‐01 0.056 0.004 6.9E‐46 0.003 0.001 6.0E‐03 0.002 0.002 2.2E‐01 ‐0.006 0.003 1.1E‐01 ‐ 0 ‐ 0 ‐ HEPHL1 (‐284kb),PANX1 ( 11 GPR83

rs4754839 11 102,157,900 A G 0.562 0.936 0.018 0.003 1.1E‐08 0.009 0.013 5.6E‐01 0.006 0.003 1 0 2.5E‐02 0.007 0.001 2.8E‐08 0.005 0.003 6.5E‐02 0.001 0.001 4.6E‐01 0.000 0.001 6.7E‐01 ‐0.001 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ CEP126 (‐286kb),C11orf7010 BIRC3 (+30kb)

rs1089292 11 122,773,715 T A 0.568 0.982 0.032 0.003 7.6E‐26 ‐0.030 0.013 3.6E‐02 0.005 0.003 1 0 4.6E‐02 0.000 0.001 7.0E‐01 0.039 0.003 2.8E‐37 0.002 0.001 7.4E‐02 0.003 0.001 6.5E‐02 0.001 0.003 4.6E‐01 ‐ 0 ‐ 0 ‐ UBASH3B (‐89kb),CRTAM 10 C11orf63

rs618888 11 125,081,521 T G 0.283 0.990 0.023 0.003 1.3E‐12 ‐0.029 0.014 2.9E‐02 0.007 0.003 1 0 1.2E‐02 0.002 0.001 1.2E‐01 0.028 0.003 1.4E‐18 0.000 0.001 5.7E‐01 ‐0.001 0.002 3.5E‐01 0.005 0.003 7.3E‐02 ‐ 0 ‐ 0 ‐ HEPACAM (‐275kb),HEPN 9 PKNOX2

rs5619686 12 2,908,330 A C 0.032 1.000 0.301 0.009 5.1E‐276 0.084 0.036 2.5E‐02 ‐0.058 0.008 0 1 3.7E‐12 0.022 0.004 6.6E‐11 0.321 0.009 5.4E‐310 0.021 0.002 2.6E‐18 0.018 0.004 2.5E‐05 ‐0.048 0.007 1.4E‐10 FKBP4 0 ‐ 0 ‐ CACNA1C (‐101kb),CACNA13 FKBP4

rs6192218 12 21,039,679 T G 0.321 0.998 0.021 0.003 1.8E‐11 ‐0.022 0.013 1.1E‐01 ‐0.008 0.003 0 0 2.7E‐02 0.010 0.001 5.1E‐15 0.003 0.003 3.3E‐01 ‐0.001 0.001 5.5E‐01 0.007 0.002 2.9E‐08 ‐0.012 0.003 4.6E‐06 ‐ 0 ‐ 0 ‐ PDE3A (‐203kb),SLCO1C1 5 SLCO1B3

rs7307947 12 21,343,833 A C 0.849 0.993 0.054 0.004 4.2E‐40 ‐0.017 0.017 3.7E‐01 ‐0.028 0.004 0 1 3.4E‐14 0.032 0.002 1.3E‐87 ‐0.004 0.004 2.8E‐01 0.001 0.001 5.4E‐01 0.027 0.002 7.1E‐45 ‐0.042 0.004 2.3E‐34 ‐ 0 ‐ 0 ‐ SLCO1B3 (‐274kb),SLCO1B7 SLCO1B1

rs1232032 12 25,408,464 A G 0.915 0.995 0.043 0.005 2.3E‐16 0.001 0.022 9.9E‐01 ‐0.008 0.005 0 0 1.0E‐01 0.025 0.002 9.8E‐34 0.000 0.005 9.2E‐01 0.002 0.002 1.6E‐01 0.022 0.003 3.4E‐20 ‐0.024 0.005 9.2E‐08 ‐ 0 ‐ 0 ‐ C12orf77 (‐258kb),LOC6457 KRAS (‐5kb)

rs1115384 12 51,042,486 C CT 0.651 0.990 0.026 0.003 1.5E‐17 0.004 0.013 7.1E‐01 0.007 0.003 1 0 3.2E‐02 0.009 0.001 4.8E‐14 0.012 0.003 6.6E‐05 0.001 0.001 3.3E‐01 0.012 0.001 4.3E‐17 ‐0.008 0.003 1.3E‐03 ‐ 0 ‐ 0 ‐ FAM186A (‐252kb),LARP47 DIP2B

rs540730 12 57,807,114 T C 0.245 0.999 0.030 0.004 3.7E‐19 0.024 0.014 8.7E‐02 ‐0.009 0.003 0 0 3.5E‐03 0.018 0.001 4.9E‐39 ‐0.002 0.004 6.6E‐01 0.002 0.001 7.2E‐02 0.013 0.002 1.0E‐15 ‐0.019 0.003 2.3E‐11 INHBC 0 ‐ 0 ‐ LRP1 (‐200kb),LRP1‐AS (‐226 R3HDM2

rs2583948 12 66,194,613 A G 0.903 0.990 0.035 0.005 3.0E‐11 ‐0.017 0.021 5.3E‐01 0.012 0.005 1 0 9.6E‐03 0.012 0.002 2.5E‐08 0.015 0.005 3.0E‐03 0.000 0.001 8.7E‐01 0.009 0.002 5.5E‐04 ‐0.009 0.004 3.5E‐02 ‐ 0 ‐ 0 ‐ LOC100507065 (‐158kb),L6 RPSAP52

rs1915910 12 99,868,285 G C 0.997 0.613 0.222 0.035 2.5E‐10 ‐0.256 0.144 1.0E‐01 0.031 0.033 1 0 3.6E‐01 0.102 0.014 7.4E‐14 0.052 0.035 1.4E‐01 0.005 0.010 6.2E‐01 0.113 0.017 1.4E‐13 ‐0.067 0.030 1.8E‐02 ‐ 0 ‐ 0 ‐ [ANKS1B],FAM71C (+173k2 ANKS1B

rs6175505 12 100,926,308 T C 0.994 1.000 0.211 0.020 1.3E‐30 ‐0.049 0.080 5.2E‐01 0.052 0.018 1 0 2.9E‐03 0.129 0.008 3.7E‐67 0.000 0.020 8.7E‐01 0.011 0.005 3.5E‐02 0.130 0.009 4.5E‐52 ‐0.091 0.016 7.8E‐09 NR1H4 0 ‐ 0 ‐ DEPDC4 (‐265kb),SCYL2 (‐ 6 NR1H4

rs7314285 12 111,522,026 G T 0.068 1.000 0.039 0.006 8.8E‐12 0.027 0.025 2.9E‐01 0.014 0.006 1 0 2.1E‐02 0.030 0.002 1.5E‐41 ‐0.011 0.006 7.5E‐02 0.003 0.002 4.1E‐02 0.040 0.003 1.8E‐46 ‐0.038 0.005 9.8E‐14 ‐ 0 ‐ 0 ‐ CCDC63 (‐177kb),MYL2 (‐17 CUX2

rs3809272 12 111,800,258 G A 0.697 1.000 0.020 0.003 3.9E‐10 ‐0.021 0.014 1.6E‐01 ‐0.001 0.003 0 0 7.7E‐01 0.007 0.001 1.2E‐08 0.009 0.003 5.4E‐03 0.003 0.001 5.5E‐03 0.007 0.002 2.4E‐06 ‐0.010 0.003 2.3E‐04 ‐ 0 ‐ 0 ‐ CUX2 (‐12kb),MIR6760 (‐56 FAM109A

rs1281078 12 116,196,322 G A 0.201 0.951 0.025 0.004 1.5E‐10 ‐0.062 0.016 5.6E‐05 ‐0.004 0.004 0 0 2.5E‐01 0.002 0.002 2.7E‐01 0.027 0.004 1.1E‐11 0.002 0.001 1.1E‐01 ‐0.001 0.002 9.3E‐01 0.001 0.003 1.0E+00 ‐ 0 ‐ 0 ‐ MED13L (+200kb), 1 MED13L (+200kb)

rs2393775 12 121,424,574 A G 0.623 1.000 0.026 0.003 2.7E‐17 ‐0.011 0.013 4.1E‐01 ‐0.018 0.003 0 1 4.1E‐10 0.019 0.001 6.0E‐54 ‐0.010 0.003 1.6E‐03 0.000 0.001 6.8E‐01 0.012 0.001 1.6E‐18 ‐0.021 0.003 7.2E‐16 HNF1A 0 ‐ 0 ‐ MLEC (‐285kb),UNC119B (13 HNF1A

rs5345416 12 124,823,911 C CACCT 0.742 0.968 0.022 0.004 3.2E‐09 ‐0.008 0.014 7.2E‐01 0.004 0.003 1 0 3.6E‐01 0.005 0.001 3.3E‐04 0.017 0.004 1.8E‐06 0.002 0.001 3.1E‐02 0.002 0.002 3.0E‐01 0.000 0.003 9.5E‐01 ‐ 0 ‐ 0 ‐ ZNF664‐RFLNA (‐23kb),RF 4 NCOR2

rs6486542 12 130,952,209 C T 0.570 0.983 0.021 0.003 1.3E‐11 0.016 0.013 1.6E‐01 0.002 0.003 1 0 4.1E‐01 0.001 0.001 9.0E‐01 0.026 0.003 2.9E‐18 0.003 0.001 2.0E‐04 ‐0.003 0.001 5.7E‐02 0.007 0.003 2.2E‐02 ‐ 0 ‐ 0 ‐ PIWIL1 (‐95kb),[RIMBP2], 2 RIMBP2

rs7997628 13 95,217,852 A T 0.350 0.989 0.017 0.003 2.8E‐08 ‐0.024 0.013 6.1E‐02 0.000 0.003 1 0 8.5E‐01 0.010 0.001 7.6E‐15 0.001 0.003 8.3E‐01 0.000 0.001 8.1E‐01 0.006 0.002 4.3E‐05 ‐0.005 0.003 3.3E‐02 ‐ 0 ‐ 0 ‐ GPC6 (‐158kb),DCT (‐16kb8 TGDS (+8kb)

rs2038695 13 100,559,123 C A 0.449 0.981 0.021 0.003 1.1E‐12 0.028 0.013 1.6E‐02 0.005 0.003 1 0 8.7E‐02 0.000 0.001 9.5E‐01 0.023 0.003 2.6E‐15 0.002 0.001 3.9E‐02 0.001 0.001 3.3E‐01 0.000 0.003 9.9E‐01 ‐ 0 ‐ 0 ‐ [CLYBL],MIR4306 (‐264kb)10 CLYBL,LOC101927437

rs3742223 13 112,725,196 T C 0.904 0.970 0.030 0.005 2.8E‐10 ‐0.035 0.021 1.1E‐01 0.000 0.005 1 0 9.9E‐01 ‐0.003 0.002 5.8E‐01 0.043 0.005 1.0E‐16 0.001 0.001 5.2E‐01 0.002 0.002 7.0E‐01 ‐0.003 0.004 5.4E‐01 SOX1 0 ‐ 0 ‐ LINC00354 (‐170kb),[LINC 8 LINC00403,SOX1

rs1397130 14 23,731,855 CT C 0.196 0.984 0.028 0.004 1.3E‐15 ‐0.006 0.016 7.5E‐01 ‐0.002 0.004 0 0 5.4E‐01 0.013 0.002 1.6E‐21 0.001 0.004 5.1E‐01 0.002 0.001 3.0E‐02 0.012 0.002 5.8E‐12 ‐0.015 0.003 2.2E‐06 ‐ 0 ‐ 0 ‐ AJUBA (‐280kb),C14orf93 29 RNF212B

rs1162179 14 24,871,926 C T 0.546 0.984 0.018 0.003 6.7E‐09 ‐0.008 0.013 5.8E‐01 ‐0.002 0.003 0 0 3.8E‐01 0.013 0.001 1.4E‐25 ‐0.004 0.003 1.5E‐01 0.003 0.001 8.3E‐04 0.025 0.001 5.4E‐71 ‐0.025 0.003 1.4E‐22 ‐ 0 ‐ 0 ‐ PCK2 (‐299kb),DCAF11 (‐238 NYNRIN

rs7268186 14 50,655,357 C G 0.011 1.000 0.103 0.015 3.7E‐14 ‐0.216 0.060 4.7E‐04 0.045 0.013 1 0 9.4E‐04 0.044 0.006 3.2E‐16 0.028 0.015 4.6E‐02 0.011 0.004 7.4E‐03 0.059 0.007 1.2E‐18 ‐0.043 0.012 3.8E‐04 SOS2 0 ‐ 0 ‐ ARF6 (‐292kb),MIR6076 (‐11 SOS2

rs1402181 14 61,094,365 T TAA 0.139 0.874 0.025 0.005 3.8E‐08 ‐0.007 0.019 4.2E‐01 ‐0.009 0.004 0 0 4.2E‐02 0.000 0.002 7.1E‐01 0.031 0.005 1.4E‐11 0.001 0.001 5.2E‐01 ‐0.002 0.002 2.8E‐01 ‐0.001 0.004 9.5E‐01 ‐ 0 ‐ 0 ‐ C14orf39 (‐142kb),SIX6 (‐16 SALRNA1 (+12kb)

rs2239222 14 73,011,885 G A 0.349 0.982 0.021 0.003 1.8E‐10 0.017 0.013 2.5E‐01 ‐0.006 0.003 0 0 3.3E‐02 0.011 0.001 5.5E‐17 0.005 0.003 1.0E‐01 0.001 0.001 3.4E‐01 0.009 0.002 5.8E‐10 ‐0.009 0.003 1.4E‐03 ‐ 0 ‐ 0 ‐ [RGS6],MIR7843 (‐28kb),D3 RGS6

rs7272177 14 74,204,686 G C 0.652 0.996 0.019 0.003 1.0E‐09 ‐0.014 0.013 3.3E‐01 0.000 0.003 0 0 9.8E‐01 0.008 0.001 3.8E‐10 0.010 0.003 2.6E‐03 ‐0.001 0.001 1.8E‐01 0.006 0.001 2.5E‐05 ‐0.004 0.003 1.8E‐01 ‐ 0 ‐ 0 ‐ NUMB (‐279kb),LOC1019220 ELMSAN1

rs1812755 14 90,007,637 T C 0.800 0.970 0.026 0.004 1.5E‐11 0.005 0.016 7.8E‐01 ‐0.001 0.004 0 0 5.5E‐01 0.000 0.002 7.6E‐01 0.034 0.004 5.1E‐19 0.002 0.001 6.0E‐02 0.000 0.002 9.6E‐01 ‐0.004 0.003 1.9E‐01 ‐ 0 ‐ 0 ‐ [FOXN3],FOXN3‐AS1 (‐1224 FOXN3

rs1456026 14 94,838,202 T C 0.005 0.960 0.133 0.021 8.2E‐11 ‐0.057 0.087 5.7E‐01 0.013 0.020 1 0 4.6E‐01 0.071 0.009 8.8E‐19 0.010 0.021 5.5E‐01 0.004 0.006 4.7E‐01 0.047 0.010 1.2E‐06 ‐0.063 0.018 3.5E‐04 ‐ 0 ‐ 0 ‐ DDX24 (‐291kb),IFI27L1 (‐ 16 SERPINA2 (‐5kb)

rs2892947 14 94,844,947 T C 0.020 1.000 0.222 0.011 1.2E‐95 ‐0.159 0.045 3.6E‐04 ‐0.059 0.010 0 1 3.2E‐10 0.138 0.004 1.2E‐232 ‐0.020 0.011 4.1E‐02 0.001 0.003 7.5E‐01 0.063 0.005 9.8E‐34 ‐0.104 0.009 1.7E‐31 SERPINA1 0 ‐ 0 ‐ DDX24 (‐297kb),IFI27L1 (‐ 16 SERPINA1

rs17580 14 94,847,262 A T 0.048 1.000 0.049 0.007 1.6E‐12 ‐0.031 0.029 3.3E‐01 ‐0.028 0.007 0 0 9.4E‐05 0.030 0.003 4.2E‐29 0.004 0.007 4.2E‐01 ‐0.002 0.002 2.6E‐01 0.023 0.003 3.8E‐12 ‐0.040 0.006 6.9E‐12 SERPINA1 0 ‐ 0 ‐ DDX24 (‐300kb),IFI27L1 (‐ 16 SERPINA1

rs7143218 14 100,797,255 C A 0.269 0.996 0.025 0.003 4.9E‐14 0.000 0.014 9.3E‐01 0.005 0.003 1 0 1.2E‐01 0.009 0.001 3.3E‐11 0.011 0.003 9.4E‐04 0.001 0.001 3.1E‐01 0.008 0.002 4.6E‐07 ‐0.006 0.003 6.0E‐02 WARS 0 ‐ 0 ‐ EVL (‐187kb),MIR151B (‐2 12 SLC25A47 (‐1kb)

rs4549049 14 105,272,678 A T 0.387 0.991 0.021 0.003 2.6E‐11 ‐0.003 0.013 9.0E‐01 0.001 0.003 1 0 5.3E‐01 0.009 0.001 7.1E‐13 0.007 0.003 3.1E‐02 0.001 0.001 9.7E‐02 0.013 0.001 7.7E‐19 ‐0.011 0.003 3.0E‐05 ‐ 0 ‐ 0 ‐ C14orf180 (‐216kb),TMEM17 ZBTB42 (‐2kb)

rs5570710 15 43,820,717 C T 0.975 1.000 0.111 0.010 1.8E‐33 0.141 0.040 1.9E‐04 0.003 0.009 1 0 6.9E‐01 0.074 0.004 2.0E‐84 ‐0.029 0.010 6.5E‐03 0.011 0.003 4.3E‐05 0.046 0.004 9.7E‐27 ‐0.031 0.008 9.2E‐05 MAP1A 0 ‐ 0 ‐ TGM5 (‐262kb),TGM7 (‐2223 MAP1A

rs2889200 15 51,519,945 A AAAG 0.351 0.998 0.028 0.003 2.4E‐19 ‐0.027 0.013 5.9E‐02 0.012 0.003 1 0 8.0E‐06 ‐0.003 0.001 3.2E‐02 0.040 0.003 1.4E‐39 ‐0.016 0.001 5.2E‐72 ‐0.001 0.001 5.8E‐01 0.005 0.003 1.3E‐02 ‐ 0 ‐ 0 ‐ AP4E1 (‐222kb),DCAF13P39 CYP19A1

rs1403572 15 52,734,389 C G 0.998 0.861 0.241 0.038 7.2E‐10 ‐0.457 0.156 2.6E‐03 ‐0.076 0.036 0 0 3.4E‐02 0.130 0.015 5.0E‐17 0.043 0.038 3.5E‐01 0.029 0.011 5.9E‐03 0.098 0.018 4.7E‐09 ‐0.150 0.033 1.7E‐06 ‐ 0 ‐ 0 ‐ GNB5 (‐251kb),CERNA1 (‐ 7 MYO5A

rs7939186 15 53,739,426 A C 0.986 0.968 0.157 0.013 5.6E‐38 ‐0.017 0.054 7.9E‐01 0.005 0.012 1 0 5.1E‐01 0.096 0.005 5.0E‐81 0.011 0.013 2.5E‐01 0.004 0.004 3.5E‐01 0.074 0.006 9.0E‐35 ‐0.076 0.011 1.1E‐11 ‐ 0 ‐ 0 ‐ WDR72 (+67kb), 1 WDR72 (+67kb)

rs1291040 15 57,073,464 G C 0.634 0.992 0.018 0.003 2.3E‐08 ‐0.004 0.013 7.3E‐01 ‐0.002 0.003 0 0 8.0E‐01 0.002 0.001 2.8E‐01 0.020 0.003 4.3E‐11 0.002 0.001 6.3E‐02 0.002 0.001 2.2E‐01 ‐0.003 0.003 2.4E‐01 ZNF280D 0 ‐ 0 ‐ ZNF280D (‐47kb),LOC14573 ZNF280D (‐47kb)

rs2006519 15 63,828,891 C CA 0.810 0.953 0.033 0.004 5.0E‐18 0.023 0.016 1.6E‐01 ‐0.002 0.004 0 0 6.4E‐01 0.012 0.002 6.3E‐16 0.016 0.004 3.3E‐05 0.002 0.001 1.2E‐01 0.015 0.002 4.8E‐17 ‐0.011 0.003 4.9E‐04 ‐ 0 ‐ 0 ‐ RAB8B (‐269kb),APH1B (‐28 USP3

rs7182912 15 89,038,812 G T 0.809 0.979 0.021 0.004 3.9E‐09 ‐0.018 0.016 2.0E‐01 ‐0.004 0.004 0 0 4.6E‐01 0.004 0.002 8.1E‐03 0.020 0.004 8.3E‐08 0.000 0.001 8.9E‐01 0.002 0.002 4.5E‐01 ‐0.004 0.003 2.0E‐01 ‐ 0 ‐ 0 ‐ NTRK3 (‐239kb),NTRK3‐AS11 DET1 (+6kb)

rs7166920 15 96,219,503 A G 0.501 0.982 0.020 0.003 1.1E‐10 ‐0.005 0.013 8.1E‐01 0.002 0.003 1 0 3.6E‐01 0.010 0.001 6.5E‐19 0.004 0.003 2.7E‐01 0.001 0.001 2.4E‐01 0.008 0.001 2.5E‐08 ‐0.006 0.003 3.1E‐02 ‐ 0 ‐ 0 ‐ LINC00924 (‐168kb), 1 LINC00924 (‐168kb)

rs5633287 15 96,714,816 A C 0.272 0.991 0.047 0.003 1.7E‐47 0.041 0.014 2.6E‐03 0.015 0.003 1 0 2.1E‐06 0.030 0.001 4.2E‐111 ‐0.003 0.003 3.2E‐01 0.003 0.001 5.7E‐03 0.038 0.002 7.3E‐134 ‐0.030 0.003 9.7E‐27 ‐ 0 ‐ 0 ‐ [NR2F2‐AS1],NR2F2 (+1543 NR2F2‐AS1

16:168402 16 1,684,027 C CA 0.102 0.897 0.029 0.005 4.5E‐08 0.052 0.022 3.0E‐02 ‐0.002 0.005 0 0 8.1E‐01 0.006 0.002 5.8E‐03 0.018 0.005 9.2E‐04 0.000 0.001 8.0E‐01 0.002 0.002 1.8E‐01 ‐0.001 0.004 6.2E‐01 ‐ 0 ‐ 0 ‐ BAIAP3 (‐285kb),TSR3 (‐2827 CRAMP1

rs841194 16 4,667,690 G A 0.822 0.976 0.027 0.004 6.7E‐11 0.000 0.016 9.7E‐01 ‐0.004 0.004 0 0 3.8E‐01 0.010 0.002 1.1E‐09 0.010 0.004 2.7E‐02 0.002 0.001 6.4E‐02 0.009 0.002 3.1E‐08 ‐0.013 0.003 1.4E‐04 UBALD1 0 ‐ 0 ‐ GLIS2 (‐278kb),GLIS2‐AS1 24 UBALD1 (‐3kb)

rs1244582 16 11,866,703 G C 0.148 0.996 0.025 0.004 8.0E‐09 ‐0.002 0.018 8.8E‐01 0.014 0.004 1 0 5.6E‐04 0.008 0.002 1.7E‐06 0.015 0.004 8.0E‐04 0.001 0.001 5.1E‐01 0.009 0.002 1.5E‐05 0.000 0.004 8.6E‐01 ‐ 0 ‐ 0 ‐ LOC101927131 (‐300kb),L10 ZC3H7A

rs2764772 16 20,060,653 A T 0.334 0.996 0.032 0.003 2.5E‐24 ‐0.008 0.013 6.1E‐01 0.002 0.003 1 0 5.5E‐01 0.001 0.001 5.3E‐01 0.037 0.003 5.4E‐33 0.003 0.001 2.1E‐03 0.000 0.002 6.4E‐01 0.003 0.003 2.6E‐01 ‐ 0 ‐ 0 ‐ IQCK (‐191kb),GPRC5B (‐15 GPR139

16:287045 16 28,704,506 ATTT A 0.598 0.975 0.034 0.003 1.3E‐28 ‐0.118 0.013 2.4E‐20 ‐0.009 0.003 0 0 1.0E‐03 0.006 0.001 1.5E‐06 0.028 0.003 4.6E‐20 0.000 0.001 8.0E‐01 0.006 0.001 9.8E‐05 ‐0.011 0.003 4.1E‐05 NPIPB8 / ATXN2L /  1 CDC37P1 (+8kb3 SULT1A2 (‐99kb),RP11‐22PEIF3CL (‐289kb),CLN3 (‐2024 EIF3C

rs1421085 16 53,800,954 T C 0.595 1.000 0.022 0.003 1.2E‐11 ‐0.358 0.013 3.1E‐178 0.000 0.003 1 0 9.8E‐01 0.006 0.001 3.4E‐06 0.016 0.003 4.3E‐07 ‐0.001 0.001 2.4E‐01 0.011 0.001 5.3E‐14 ‐0.010 0.003 1.4E‐04 ‐ 0 ‐ 0 ‐ RBL2 (‐275kb),AKTIP (‐2645 FTO

rs42945 16 58,545,426 A G 0.488 0.988 0.016 0.003 4.3E‐08 ‐0.027 0.013 2.0E‐02 ‐0.005 0.003 0 0 1.4E‐01 0.009 0.001 3.2E‐13 0.002 0.003 4.6E‐01 0.000 0.001 8.6E‐01 0.006 0.001 3.0E‐06 ‐0.009 0.003 5.6E‐04 NDRG4 0 ‐ 0 ‐ CCDC113 (‐228kb),PRSS5410 NDRG4

rs5734985 16 79,709,572 C CT 0.369 0.996 0.022 0.003 5.2E‐12 0.002 0.013 8.0E‐01 ‐0.008 0.003 0 0 6.6E‐03 0.009 0.001 7.7E‐12 0.008 0.003 1.4E‐02 ‐0.001 0.001 1.7E‐01 0.003 0.001 6.5E‐02 ‐0.007 0.003 5.1E‐03 ‐ 0 ‐ 0 ‐ MAF (‐75kb),MAFTRR (+463 MAFTRR (+46kb)

rs7948865 16 82,131,688 G T 0.999 1.000 0.235 0.041 7.9E‐09 0.196 0.167 2.3E‐01 ‐0.083 0.038 0 0 4.8E‐02 0.071 0.016 1.3E‐04 0.138 0.041 5.0E‐04 0.004 0.011 7.5E‐01 0.010 0.019 7.5E‐01 ‐0.056 0.034 1.1E‐01 HSD17B2 0 ‐ 0 ‐ PLCG2 (‐135kb),SDR42E1  4 HSD17B2

rs4782568 16 83,980,529 G C 0.452 0.987 0.025 0.003 7.9E‐17 0.045 0.013 3.1E‐04 0.007 0.003 1 0 3.4E‐03 0.015 0.001 5.0E‐36 ‐0.003 0.003 4.3E‐01 0.001 0.001 4.0E‐01 0.009 0.001 1.2E‐10 ‐0.005 0.003 4.2E‐02 ‐ 0 ‐ 0 ‐ CDH13 (‐150kb),LOC1027213 OSGIN1 (+6kb)

rs1292610 16 88,004,092 A G 0.542 0.996 0.024 0.003 7.1E‐16 ‐0.046 0.013 2.7E‐04 0.000 0.003 1 0 9.9E‐01 0.011 0.001 1.4E‐22 0.004 0.003 2.7E‐01 0.000 0.001 9.5E‐01 0.012 0.001 2.6E‐17 ‐0.014 0.003 6.0E‐08 ‐ 0 ‐ 0 ‐ JPH3 (‐272kb),KLHDC4 (‐2 9 BANP

rs5506284 17 1,639,795 G A 0.006 0.894 0.134 0.020 8.6E‐11 0.039 0.083 5.9E‐01 0.002 0.019 1 0 6.9E‐01 0.075 0.008 1.1E‐19 0.020 0.020 3.2E‐01 0.008 0.006 1.8E‐01 0.068 0.009 1.2E‐14 ‐0.078 0.017 5.3E‐06 ‐ 0 ‐ 0 ‐ CRK (‐280kb),MYO1C (‐24 20 WDR81

rs4525526 17 1,650,125 C T 0.219 1.000 0.033 0.004 2.5E‐20 ‐0.028 0.015 6.0E‐02 ‐0.001 0.003 0 0 6.5E‐01 0.019 0.001 2.0E‐40 0.007 0.004 5.7E‐02 0.001 0.001 4.9E‐01 0.014 0.002 4.9E‐19 ‐0.016 0.003 2.5E‐07 WDR81 / SERPINF2 0 ‐ 0 ‐ CRK (‐291kb),MYO1C (‐25 21 SERPINF2

rs1799941 17 7,533,423 A G 0.261 0.993 0.197 0.003 9.1E‐742 0.021 0.014 1.7E‐01 0.032 0.003 1 1 1.2E‐23 0.121 0.001 4.1E‐1795 ‐0.034 0.003 7.7E‐23 0.006 0.001 2.7E‐10 0.100 0.002 2.2E‐898 ‐0.090 0.003 1.8E‐219 ‐ 0 ‐ 0 ‐ ACAP1 (‐279kb),KCTD11 (‐46 SHBG

rs6258 17 7,534,678 C T 0.993 0.966 0.718 0.018 6.4E‐347 0.091 0.076 2.8E‐01 0.145 0.017 1 1 1.1E‐18 0.610 0.007 4.6E‐1586 ‐0.249 0.019 5.0E‐43 0.025 0.005 1.2E‐06 0.674 0.008 1.2E‐1422 ‐0.555 0.015 7.0E‐286 ‐ 0 ‐ 0 ‐ ACAP1 (‐280kb),KCTD11 (‐47 SHBG

17:179172 17 17,917,246 AT A 0.625 0.951 0.019 0.003 9.6E‐10 0.029 0.013 4.5E‐02 0.005 0.003 1 0 8.2E‐02 0.012 0.001 1.5E‐21 ‐0.002 0.003 5.7E‐01 0.001 0.001 3.9E‐01 0.014 0.001 2.9E‐23 ‐0.014 0.003 2.7E‐07 ‐ 0 ‐ 0 ‐ RAI1 (‐202kb),RAI1‐AS1 (‐ 17 DRC3

rs5685330 17 27,648,542 G A 0.859 0.980 0.027 0.004 4.4E‐10 0.003 0.018 7.5E‐01 0.015 0.004 1 0 1.2E‐03 0.011 0.002 1.8E‐09 0.007 0.004 1.3E‐01 0.001 0.001 5.7E‐01 0.002 0.002 3.0E‐01 0.005 0.004 2.1E‐01 ‐ 0 ‐ 0 ‐ PIPOX (‐264kb),MYO18A (12 NUFIP2 (‐27kb)

rs2905801 17 29,524,974 T C 0.706 0.999 0.029 0.003 3.6E‐19 ‐0.029 0.014 2.2E‐02 0.010 0.003 1 0 2.3E‐03 0.014 0.001 3.8E‐28 0.007 0.003 6.5E‐02 0.000 0.001 9.8E‐01 0.008 0.002 5.6E‐07 ‐0.007 0.003 7.0E‐03 ‐ 0 ‐ 0 ‐ TEFM (‐292kb),ADAP2 (‐2310 NF1

rs650558 17 40,721,042 C T 0.752 0.997 0.022 0.003 1.6E‐10 ‐0.061 0.014 1.2E‐05 ‐0.002 0.003 0 0 7.0E‐01 0.009 0.001 3.9E‐11 0.005 0.004 1.2E‐01 0.003 0.001 7.2E‐03 0.009 0.002 1.3E‐07 ‐0.012 0.003 6.5E‐05 MLX 0 ‐ 0 ‐ STAT5B (‐293kb),STAT5A (33 MLX

rs6206227 17 44,091,988 C T 0.228 0.993 0.031 0.004 5.4E‐18 0.014 0.015 3.7E‐01 ‐0.010 0.003 0 0 2.8E‐03 0.006 0.001 2.1E‐05 0.023 0.004 3.3E‐09 0.000 0.001 7.0E‐01 0.003 0.002 7.3E‐02 ‐0.010 0.003 8.4E‐04 MAPT / SPPL2C / CR4 RP11‐259G18.33 KANSL1‐AS1 (+181kb),RP1CRHR1‐IT1‐CRHR1 (‐179kb11 MAPT

rs5760090 17 46,408,186 G GA 0.765 0.973 0.023 0.004 1.0E‐10 0.002 0.015 9.5E‐01 0.004 0.003 1 0 2.3E‐01 0.007 0.001 8.5E‐08 0.009 0.004 4.8E‐03 0.001 0.001 2.4E‐01 0.005 0.002 8.2E‐04 ‐0.003 0.003 3.3E‐01 NFE2L1 0 ‐ 0 ‐ COPZ2 (‐293kb),MIR152 (‐21 SKAP1

rs2839486 17 47,450,775 G A 0.539 0.991 0.053 0.003 1.5E‐72 ‐0.060 0.013 1.2E‐06 0.002 0.003 1 0 5.0E‐01 0.030 0.001 2.4E‐138 ‐0.001 0.003 8.2E‐01 0.001 0.001 2.8E‐01 0.033 0.001 1.8E‐129 ‐0.032 0.003 6.7E‐36 ‐ 0 ‐ 1 ZNF652 (‐48kb), B4GALNT2 (‐203kb),GNGT15 LOC102724596

rs2306216 17 73,240,559 A G 0.168 0.991 0.027 0.004 9.2E‐12 ‐0.048 0.017 1.8E‐03 0.000 0.004 1 0 8.6E‐01 0.013 0.002 5.3E‐17 0.005 0.004 1.5E‐01 0.000 0.001 7.3E‐01 0.010 0.002 1.5E‐07 ‐0.007 0.003 1.8E‐02 MRPS7 1 MRPS7 (+20kb 2 NUP85 (‐24kb),MRPS7 (+2OTOP3 (‐294kb),HID1 (‐2725 GGA3

rs7216664 17 73,825,664 G A 0.362 0.961 0.019 0.003 2.4E‐10 0.013 0.013 2.8E‐01 ‐0.009 0.003 0 0 3.7E‐03 0.010 0.001 8.4E‐17 0.001 0.003 7.0E‐01 0.001 0.001 3.3E‐01 0.007 0.001 3.3E‐06 ‐0.011 0.003 3.0E‐05 ‐ 0 ‐ 0 ‐ LLGL2 (‐254kb),MYO15B ( 27 UNC13D

rs6207601 17 79,481,003 G T 0.601 0.992 0.016 0.003 4.1E‐08 0.000 0.013 1.0E+00 0.001 0.003 1 0 5.7E‐01 0.007 0.001 3.8E‐10 0.006 0.003 6.2E‐02 ‐0.001 0.001 4.0E‐01 0.008 0.001 4.2E‐09 ‐0.010 0.003 1.3E‐04 ‐ 0 ‐ 0 ‐ CEP131 (‐284kb),TEPSIN (‐26 ACTG1 (‐1kb)

rs2668776 18 44,750,365 C T 0.469 0.996 0.023 0.003 6.8E‐14 0.029 0.013 2.2E‐02 0.003 0.003 1 0 2.1E‐01 ‐0.001 0.001 5.9E‐01 0.029 0.003 1.7E‐22 0.001 0.001 3.0E‐01 0.002 0.001 3.7E‐01 ‐0.002 0.003 5.5E‐01 SKOR2 0 ‐ 1 HDHD2 (‐95kb), PIAS2 (‐253kb),KATNAL2 (10 SKOR2

rs1624295 19 2,792,034 A G 0.293 0.992 0.033 0.003 7.2E‐24 ‐0.022 0.014 1.3E‐01 0.006 0.003 1 0 8.2E‐02 0.017 0.001 1.2E‐40 0.001 0.003 8.4E‐01 0.001 0.001 3.8E‐01 0.022 0.002 3.1E‐47 ‐0.020 0.003 1.8E‐13 ‐ 0 ‐ 0 ‐ GNG7 (‐89kb),MIR7850 (‐ 14 THOP1

rs8107967 19 7,972,615 G A 0.568 0.996 0.019 0.003 1.7E‐10 ‐0.023 0.013 6.0E‐02 0.003 0.003 1 0 3.2E‐01 0.006 0.001 1.6E‐07 0.009 0.003 3.0E‐03 0.000 0.001 6.7E‐01 0.010 0.001 2.6E‐13 ‐0.010 0.003 3.3E‐05 ‐ 0 ‐ 0 ‐ CAMSAP3 (‐289kb),MIR6726 MAP2K7

rs1042126 19 14,172,951 T G 0.576 0.969 0.021 0.003 1.7E‐12 ‐0.012 0.013 4.2E‐01 0.004 0.003 1 0 3.5E‐01 0.011 0.001 3.6E‐22 0.004 0.003 1.5E‐01 0.002 0.001 3.9E‐02 0.006 0.001 1.2E‐05 ‐0.005 0.003 3.0E‐02 ‐ 0 ‐ 0 ‐ CCDC130 (‐299kb),MRI1 (‐29 PALM3 (‐3kb)

rs2022007 19 17,346,854 C G 0.039 0.837 0.120 0.009 8.6E‐48 ‐0.020 0.035 6.7E‐01 0.024 0.008 1 0 3.2E‐03 0.071 0.003 3.7E‐98 ‐0.011 0.009 2.3E‐01 0.004 0.002 1.2E‐01 0.079 0.004 6.6E‐94 ‐0.063 0.007 2.3E‐19 AC010646.3 0 ‐ 0 ‐ CPAMD8 (‐209kb),HAUS8 23 NR2F6

rs3582479 19 19,456,264 C T 0.921 0.994 0.044 0.006 1.7E‐15 ‐0.099 0.023 1.4E‐05 0.009 0.005 1 0 1.7E‐01 0.016 0.002 1.1E‐14 0.017 0.006 1.2E‐02 0.002 0.002 2.2E‐01 0.008 0.003 1.8E‐03 ‐0.010 0.005 2.8E‐02 ‐ 0 ‐ 0 ‐ ARMC6 (‐287kb),SLC25A4 23 MAU2

19:355552 19 35,555,222 G GTC 0.860 0.986 0.037 0.004 4.5E‐18 0.001 0.018 7.8E‐01 ‐0.003 0.004 0 0 4.7E‐01 0.019 0.002 1.3E‐28 0.012 0.004 7.8E‐03 ‐0.001 0.001 2.8E‐01 0.021 0.002 1.1E‐26 ‐0.026 0.004 8.2E‐13 ‐ 0 ‐ 0 ‐ ZNF599 (‐291kb),LINC018 25 HPN,HPN‐AS1

rs3485149 19 46,384,554 G A 0.116 0.994 0.048 0.005 1.8E‐23 0.021 0.020 3.0E‐01 0.012 0.004 1 0 6.2E‐03 0.027 0.002 5.8E‐48 0.001 0.005 8.7E‐01 0.004 0.001 7.7E‐03 0.027 0.002 2.5E‐33 ‐0.023 0.004 2.6E‐09 ‐ 0 ‐ 0 ‐ OPA3 (‐296kb),GPR4 (‐27929 IRF2BP1 (+2kb)

rs1167130 19 47,564,643 C T 0.329 0.985 0.016 0.003 4.4E‐08 ‐0.131 0.013 1.7E‐22 0.013 0.003 1 0 5.4E‐06 0.007 0.001 1.8E‐08 0.007 0.003 1.4E‐02 0.001 0.001 9.2E‐02 0.007 0.002 5.4E‐07 0.001 0.003 5.9E‐01 ‐ 0 ‐ 0 ‐ SLC1A5 (‐273kb),SNAR‐E ( 16 ZC3H4 (+3kb)

rs5733968 19 49,487,651 CT C 0.558 0.897 0.018 0.003 2.9E‐08 ‐0.025 0.013 5.0E‐02 0.013 0.003 1 0 6.9E‐06 0.002 0.001 1.8E‐01 0.016 0.003 1.1E‐07 0.002 0.001 8.7E‐02 0.002 0.002 1.4E‐01 0.006 0.003 1.2E‐02 ‐ 0 ‐ 0 ‐ FUT2 (‐278kb),LOC10544738 GYS1

rs1393163 19 50,016,971 GTCTCTCTCG 0.077 0.969 0.053 0.006 1.6E‐20 ‐0.029 0.024 2.3E‐01 ‐0.003 0.005 0 0 4.5E‐01 0.026 0.002 4.3E‐31 0.000 0.006 8.7E‐01 ‐0.001 0.002 7.4E‐01 0.017 0.003 8.1E‐11 ‐0.013 0.005 5.3E‐03 RCN3 0 ‐ 0 ‐ SLC6A16 (‐188kb),MIR43238 FCGRT

20:399514 20 39,951,474 T TA 0.400 0.990 0.022 0.003 1.3E‐14 0.007 0.013 4.9E‐01 0.004 0.003 1 0 1.1E‐01 0.010 0.001 5.5E‐16 0.008 0.003 9.9E‐03 0.000 0.001 9.7E‐01 0.008 0.001 2.7E‐07 ‐0.010 0.003 2.1E‐04 ‐ 0 ‐ 0 ‐ LOC100128988 (‐297kb),T9 LPIN3 (+18kb)

rs6073431 20 43,040,569 T C 0.531 0.958 0.031 0.003 5.0E‐24 0.002 0.013 9.0E‐01 0.007 0.003 1 0 2.7E‐02 0.017 0.001 1.4E‐43 0.004 0.003 1.7E‐01 0.002 0.001 1.3E‐02 0.017 0.001 1.5E‐32 ‐0.015 0.003 3.5E‐09 ‐ 0 ‐ 0 ‐ JPH2 (‐224kb),OSER1 (‐20 17 HNF4A

rs1058319 20 62,374,389 T C 0.135 0.948 0.024 0.005 1.5E‐08 0.009 0.019 6.2E‐01 0.005 0.004 1 0 1.2E‐01 0.009 0.002 1.6E‐07 0.007 0.005 8.8E‐02 0.003 0.001 2.3E‐02 0.006 0.002 8.6E‐04 ‐0.005 0.004 1.4E‐01 ‐ 0 ‐ 0 ‐ KCNQ2 (‐270kb),EEF1A2 (‐35 SLC2A4RG

rs575146 22 24,295,074 G A 0.398 0.915 0.018 0.003 1.1E‐08 ‐0.008 0.013 5.5E‐01 ‐0.011 0.003 0 0 7.1E‐04 0.010 0.001 7.2E‐16 0.001 0.003 7.0E‐01 0.001 0.001 2.8E‐01 0.005 0.002 2.5E‐04 ‐0.010 0.003 2.0E‐04 ‐ 0 ‐ 4 AP000350.5 (‐49kb),AP000GUSBP11 (‐235kb),RGL4 (‐23 GSTT2B (+5kb)

rs1033667 22 29,130,300 T C 0.300 0.998 0.023 0.003 9.3E‐13 ‐0.026 0.014 6.5E‐02 0.011 0.003 1 0 2.5E‐04 0.016 0.001 6.2E‐35 ‐0.006 0.003 3.2E‐02 0.001 0.001 2.2E‐01 0.011 0.002 1.9E‐12 ‐0.003 0.003 4.3E‐01 ‐ 1 CHEK2 (‐19kb),0 ‐ TTC28 (‐54kb),MIR5739 (‐ 8 CHEK2

rs738409 22 44,324,727 G C 0.216 1.000 0.051 0.004 4.3E‐43 ‐0.038 0.015 8.6E‐03 0.005 0.003 1 0 2.1E‐01 0.031 0.001 1.8E‐96 0.003 0.004 6.7E‐01 0.000 0.001 9.7E‐01 0.019 0.002 4.3E‐27 ‐0.017 0.003 1.7E‐08 PNPLA3 0 ‐ 0 ‐ EFCAB6 (‐117kb),SULT4A17 PNPLA3

rs1170337 22 49,678,713 T C 0.270 0.989 0.034 0.003 2.7E‐23 0.000 0.014 9.1E‐01 ‐0.002 0.003 0 0 6.5E‐01 0.001 0.001 8.3E‐01 0.040 0.003 5.9E‐32 0.003 0.001 1.5E‐03 0.000 0.002 9.4E‐01 ‐0.001 0.003 5.3E‐01 ‐ 0 ‐ 0 ‐ C22orf34 (+129kb),MIR362 C22orf34 (+129kb)

rs1122651 23 8,906,893 C A 0.267 0.998 0.098 0.002 1.1E‐372 ‐0.016 0.010 1.4E‐01 ‐0.003 0.003 0 0 2.4E‐01 ‐0.007 0.001 8.1E‐13 0.132 0.002 3.9E‐670 0.008 0.001 1.6E‐35 0.002 0.002 2.6E‐01 ‐0.005 0.003 6.7E‐02 ‐ 0 ‐ 0 ‐ ANOS1 (‐207kb),FAM9A (‐3 FAM9B (+85kb)

rs7821592 23 50,220,830 CT C 0.705 0.986 0.014 0.002 2.2E‐09 ‐0.023 0.010 1.6E‐02 0.002 0.003 1 0 7.3E‐01 0.003 0.001 2.8E‐04 0.011 0.002 1.5E‐06 ‐0.001 0.001 4.5E‐01 0.001 0.002 3.7E‐01 ‐0.001 0.003 7.2E‐01 ‐ 0 ‐ 0 ‐ AKAP4 (‐255kb),CCNB3 (‐14 DGKK (‐7kb)

X:5424374 23 54,243,748 CA C 0.693 0.581 0.016 0.003 1.4E‐10 0.002 0.011 8.7E‐01 0.000 0.004 0 0 9.5E‐01 0.002 0.001 1.5E‐02 0.014 0.003 1.5E‐07 0.000 0.001 9.3E‐01 0.002 0.002 3.7E‐01 ‐0.005 0.003 1.3E‐01 ‐ 0 ‐ 0 ‐ PHF8 (‐172kb),FAM120C (5 WNK3

rs7619546 23 56,786,833 CTG C 0.227 0.975 0.032 0.003 4.6E‐38 0.004 0.011 7.0E‐01 0.001 0.003 1 0 8.7E‐01 ‐0.005 0.001 2.0E‐05 0.050 0.003 1.2E‐87 0.001 0.001 1.7E‐01 ‐0.003 0.002 4.4E‐02 0.003 0.003 2.6E‐01 ‐ 0 ‐ 0 ‐ UBQLN2 (‐193kb),[NBDY],4 NBDY

rs1464479 23 63,167,507 C T 0.986 0.969 0.071 0.009 2.5E‐16 ‐0.045 0.038 2.4E‐01 ‐0.018 0.012 0 0 2.5E‐01 ‐0.003 0.004 9.6E‐01 0.092 0.009 3.4E‐25 0.002 0.003 4.4E‐01 ‐0.002 0.006 8.4E‐01 ‐0.007 0.011 2.6E‐01 ‐ 0 ‐ 0 ‐ ARHGEF9 (‐162kb),ARHGE5 ARHGEF9 (‐162kb)

rs7480555 23 65,779,640 T C 0.724 0.875 0.040 0.002 1.4E‐60 0.018 0.010 1.1E‐01 0.000 0.003 1 0 8.4E‐01 0.005 0.001 5.8E‐07 0.037 0.002 6.6E‐52 0.004 0.001 1.5E‐08 0.006 0.002 3.1E‐04 ‐0.008 0.003 4.2E‐03 ‐ 0 ‐ 0 ‐ HEPH (‐292kb),EDA2R (+3 2 EDA2R (+36kb)

rs7263004 23 71,399,338 G A 0.192 0.991 0.018 0.003 1.9E‐11 ‐0.024 0.011 3.9E‐02 0.006 0.004 1 0 4.5E‐02 0.006 0.001 3.9E‐07 0.011 0.003 1.6E‐05 0.001 0.001 4.4E‐01 0.002 0.002 1.8E‐01 ‐0.003 0.003 5.8E‐01 ‐ 0 ‐ 0 ‐ NHSL2 (‐36kb),RPS26P11  9 PIN4 (+2kb)

rs881090 23 109,820,220 T G 0.391 0.999 0.063 0.002 5.9E‐188 0.061 0.009 2.1E‐11 0.022 0.003 1 1 1.6E‐15 0.040 0.001 2.8E‐473 ‐0.007 0.002 1.5E‐03 0.003 0.001 2.2E‐06 0.025 0.001 1.5E‐70 ‐0.016 0.003 1.3E‐09 ‐ 0 ‐ 0 ‐ AMMECR1 (‐137kb),RGAG4 TDGF1P3 (‐54kb)

rs7065171 23 133,683,590 G C 0.654 0.980 0.018 0.002 1.7E‐16 ‐0.016 0.009 8.0E‐02 0.004 0.003 1 0 2.0E‐01 0.002 0.001 1.3E‐02 0.018 0.002 1.5E‐15 0.002 0.001 7.6E‐03 0.005 0.002 3.8E‐03 ‐0.002 0.003 3.6E‐01 ‐ 0 ‐ 0 ‐ PHF6 (‐121kb),HPRT1 (‐4913 LINC00629 (+0kb)

X:1464343 23 146,434,326 GTTT G 0.560 0.938 0.017 0.002 6.5E‐15 ‐0.018 0.009 5.1E‐02 0.008 0.003 1 0 3.4E‐03 0.001 0.001 7.7E‐01 0.020 0.002 6.1E‐20 ‐0.002 0.001 1.1E‐03 0.001 0.001 3.7E‐01 0.003 0.003 1.8E‐01 ‐ 0 ‐ 0 ‐ MIR513C (‐163kb),MIR51315 MIR514A3 (‐68kb)
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Supplementary Table S7: GWAS significant results for total testosterone in women.

Effects in other GWAS 

Total testosterone women BMI women Total testosterone men SHBG not adjusted for BMI in womeBioavailable testosterone womenSHBG not adjusted for BMI in men Bioavailable testosterone men Estradiol men Gene annotation

SNP CHR BP Effect_Allele Other_Allele Effect_Freq INFO Effect SE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE Same Dir GWS BOLT_LMM Matched_BETSE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMNS_Gene Liver_eQTL_Hits Liver_eQTLs Muscle/Adrenal_eQTL_HitsMuscle/Adrenal_eQ Genes Gene_Count Nearest_Gene

rs571084788 1 7843711 T C 0.807 0.973 0.024 0.004 1.4E‐11 0.068 0.018 1.4E‐04 ‐0.012 0.004 0 0 5.0E‐03 ‐0.006 0.002 3.8E‐04 0.023 0.003 6.1E‐13 ‐0.002 0.002 2.3E‐01 ‐0.010 0.004 4.7E‐03 0.000 0.001 7.5E‐01 PER3 0 ‐ 0 ‐ CAMTA1 (‐7 PER3 (+1kb)

rs10799713 1 22102328 G C 0.212 0.998 0.027 0.003 9.2E‐16 ‐0.002 0.017 9.3E‐01 ‐0.004 0.004 0 0 2.7E‐01 ‐0.003 0.002 6.8E‐02 0.015 0.003 1.2E‐06 ‐0.002 0.001 2.2E‐01 ‐0.004 0.004 2.4E‐01 0.002 0.001 1.2E‐01 USP48 0 ‐ 0 ‐ NBPF3 (‐2911 USP48

rs7530117 1 31263360 T C 0.369 0.967 0.018 0.003 1.3E‐09 ‐0.020 0.015 1.5E‐01 ‐0.001 0.003 0 0 7.6E‐01 0.001 0.001 3.2E‐01 0.009 0.003 5.4E‐04 ‐0.001 0.001 5.8E‐01 0.002 0.003 6.3E‐01 ‐0.001 0.001 4.9E‐01 ‐ 0 ‐ 0 ‐ MATN1 (‐69 LAPTM5 (‐33kb)

rs4453027 1 41453453 G T 0.575 0.970 0.023 0.003 1.4E‐15 ‐0.011 0.014 5.1E‐01 0.005 0.003 1 0 1.1E‐01 0.001 0.001 4.3E‐01 0.009 0.003 2.2E‐04 0.002 0.001 9.6E‐02 0.002 0.003 7.2E‐01 0.000 0.001 6.5E‐01 ‐ 0 ‐ 0 ‐ NFYC‐AS1 (10 CTPS1

rs1278526 1 50891213 A C 0.524 0.994 0.019 0.003 2.1E‐12 0.019 0.014 1.6E‐01 ‐0.011 0.003 0 0 1.8E‐04 ‐0.007 0.001 4.2E‐07 0.017 0.003 9.3E‐11 ‐0.005 0.001 3.1E‐06 ‐0.001 0.003 7.4E‐01 0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ ELAVL4 (‐2 3 DMRTA2 (‐2kb)

rs7529520 1 57016477 C G 0.486 0.991 0.018 0.003 6.2E‐12 ‐0.013 0.014 3.4E‐01 0.007 0.003 1 0 2.6E‐02 0.000 0.001 7.7E‐01 0.010 0.003 6.5E‐05 0.002 0.001 9.1E‐02 0.007 0.003 2.1E‐02 0.000 0.001 9.8E‐01 ‐ 0 ‐ 0 ‐ [PLPP3],LO4 PLPP3

rs505237 1 66738623 G A 0.616 0.993 0.016 0.003 3.7E‐08 0.023 0.014 8.9E‐02 ‐0.004 0.003 0 0 9.9E‐02 ‐0.001 0.001 4.3E‐01 0.013 0.003 9.9E‐07 ‐0.002 0.001 8.7E‐02 ‐0.002 0.003 4.9E‐01 0.000 0.001 5.6E‐01 ‐ 0 ‐ 0 ‐ [PDE4B],LO3 PDE4B

rs111882448 1 68846740 CA C 0.351 0.954 0.017 0.003 3.8E‐09 0.000 0.015 9.4E‐01 0.002 0.003 1 0 6.8E‐01 ‐0.001 0.002 4.6E‐01 0.014 0.003 2.0E‐07 0.000 0.001 9.6E‐01 0.003 0.003 6.9E‐01 0.001 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ GNG12‐AS 6 RPE65 (+48kb)

rs4294422 1 93104655 G A 0.359 0.999 0.019 0.003 6.8E‐11 0.044 0.014 1.4E‐03 ‐0.021 0.003 0 1 5.4E‐12 ‐0.007 0.001 2.0E‐07 0.017 0.003 6.1E‐11 ‐0.009 0.001 4.5E‐14 ‐0.005 0.003 5.7E‐02 0.001 0.001 2.2E‐01 ‐ 0 ‐ 0 ‐ RPAP2 (‐257 EVI5

rs6684361 1 101737743 C T 0.307 0.987 0.076 0.003 7.4E‐141 ‐0.002 0.015 9.5E‐01 ‐0.002 0.003 0 0 6.2E‐01 ‐0.004 0.002 2.2E‐02 0.040 0.003 5.4E‐48 0.000 0.001 6.3E‐01 ‐0.004 0.003 1.4E‐01 0.001 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ SLC30A7 (‐ 6 S1PR1 (‐31kb)

rs3032555 1 107607035 T TCAG 0.342 0.979 0.018 0.003 4.4E‐09 0.058 0.015 1.3E‐04 0.033 0.003 1 1 7.3E‐27 0.021 0.002 2.2E‐44 ‐0.008 0.003 4.4E‐03 0.026 0.001 4.6E‐97 ‐0.012 0.003 8.1E‐05 0.004 0.001 3.5E‐05 ‐ 1 PRMT6 (‐6kb), 0 ‐ PRMT6 (‐5 2 PRMT6 (‐5kb)

rs7519368 1 113150644 T A 0.727 0.995 0.033 0.003 3.1E‐25 0.006 0.015 7.7E‐01 0.003 0.003 1 0 2.5E‐01 0.002 0.002 1.6E‐01 0.012 0.003 3.7E‐05 0.004 0.001 1.3E‐03 ‐0.005 0.003 1.6E‐01 0.001 0.001 3.5E‐01 ST7L 0 ‐ 0 ‐ CTTNBP2N10 ST7L

rs72693130 1 120013323 A G 0.063 0.943 0.031 0.006 2.9E‐08 0.000 0.029 1.0E+00 0.004 0.006 1 0 7.1E‐01 ‐0.003 0.003 2.2E‐01 0.019 0.005 1.2E‐04 ‐0.001 0.003 7.4E‐01 0.008 0.006 4.1E‐01 0.003 0.002 1.6E‐01 ‐ 0 ‐ 0 ‐ LOC10192910 HSD3B1 (+37kb)

1:150186390_ 1 150186390 A AG 0.422 0.996 0.017 0.003 1.7E‐09 0.014 0.014 3.1E‐01 0.000 0.003 1 0 8.7E‐01 0.003 0.001 4.0E‐02 0.003 0.003 9.7E‐02 0.003 0.001 3.8E‐02 ‐0.003 0.003 3.2E‐01 ‐0.001 0.001 4.4E‐01 ANP32E 0 ‐ 0 ‐ SV2A (‐29718 ANP32E (+4kb)

rs58175144 1 150839698 CA C 0.303 0.963 0.021 0.003 3.5E‐12 ‐0.003 0.015 8.9E‐01 0.004 0.003 1 0 2.6E‐01 ‐0.002 0.002 2.6E‐01 0.010 0.003 4.1E‐04 ‐0.001 0.001 4.7E‐01 0.007 0.003 1.7E‐02 0.001 0.001 5.9E‐01 CTSS 0 ‐ 0 ‐ ADAMTSL423 ARNT

rs1870940 1 154984363 G A 0.727 0.983 0.025 0.003 4.9E‐17 ‐0.088 0.016 1.6E‐08 0.006 0.003 1 0 1.5E‐01 0.004 0.002 2.8E‐02 0.003 0.003 1.7E‐01 0.002 0.001 2.2E‐01 0.004 0.003 2.2E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ KCNN3 (‐1434 ZBTB7B

rs76830943 1 156009127 T C 0.833 0.988 0.024 0.004 3.0E‐10 0.036 0.019 3.8E‐02 0.007 0.004 1 0 6.4E‐02 0.004 0.002 4.3E‐02 0.010 0.003 8.5E‐03 0.003 0.002 2.3E‐02 0.004 0.004 5.2E‐01 0.001 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ MSTO2P (‐ 29 UBQLN4

rs12564492 1 168234645 A G 0.703 0.996 0.020 0.003 3.8E‐11 0.013 0.015 4.1E‐01 ‐0.013 0.003 0 0 2.8E‐05 ‐0.004 0.002 6.3E‐03 0.015 0.003 5.0E‐09 ‐0.004 0.001 2.1E‐03 ‐0.010 0.003 1.5E‐03 0.000 0.001 7.9E‐01 ‐ 1 SFT2D2 (‐26kb), 0 ‐ DCAF6 (‐1911 TBX19 (+16kb)

rs569421885 1 179276742 CA C 0.245 0.997 0.055 0.003 1.1E‐62 0.011 0.016 4.5E‐01 0.000 0.004 1 0 9.9E‐01 0.000 0.002 7.8E‐01 0.032 0.003 3.2E‐27 0.003 0.001 4.3E‐02 ‐0.007 0.004 3.1E‐02 ‐0.002 0.001 7.9E‐02 ‐ 0 ‐ 1 SOAT1 (+19kb), FAM20B (‐ 7 SOAT1

rs2062479 1 197868281 C G 0.524 0.973 0.016 0.003 1.8E‐08 ‐0.007 0.014 6.8E‐01 ‐0.007 0.003 0 0 1.0E‐02 ‐0.003 0.001 8.9E‐03 0.012 0.003 1.6E‐06 ‐0.002 0.001 3.0E‐02 ‐0.006 0.003 2.1E‐02 0.001 0.001 4.3E‐01 ‐ 0 ‐ 0 ‐ DENND1B  4 C1orf53 (+3kb)

rs17043570 1 216905301 T C 0.159 0.990 0.025 0.004 4.1E‐12 0.017 0.019 3.8E‐01 0.000 0.004 1 0 7.6E‐01 ‐0.003 0.002 5.7E‐02 0.014 0.003 4.4E‐05 ‐0.002 0.002 8.6E‐02 0.002 0.004 7.8E‐01 0.002 0.001 1.1E‐01 ‐ 0 ‐ 0 ‐ [ESRRG], 1 ESRRG

rs12078363 1 218537310 T C 0.681 0.993 0.028 0.003 1.0E‐21 0.011 0.015 5.4E‐01 0.004 0.003 1 0 1.4E‐01 ‐0.003 0.002 8.4E‐02 0.015 0.003 4.5E‐09 ‐0.001 0.001 5.7E‐01 0.006 0.003 8.5E‐02 0.000 0.001 9.7E‐01 ‐ 0 ‐ 0 ‐ RRP15 (‐264 TGFB2

rs10910476 1 234734956 C T 0.444 0.989 0.017 0.003 1.1E‐09 ‐0.044 0.014 1.3E‐03 ‐0.002 0.003 0 0 4.9E‐01 ‐0.001 0.001 8.9E‐01 0.010 0.003 2.2E‐04 ‐0.001 0.001 3.4E‐01 0.000 0.003 8.3E‐01 0.001 0.001 5.4E‐01 ‐ 0 ‐ 0 ‐ SLC35F3 (‐210 IRF2BP2 (+5kb)

rs34269793 2 12555164 C T 0.053 0.997 0.064 0.006 2.3E‐25 0.008 0.031 7.2E‐01 0.000 0.007 0 0 8.5E‐01 0.000 0.003 7.8E‐01 0.033 0.006 2.2E‐10 0.002 0.003 6.1E‐01 ‐0.006 0.007 3.3E‐01 ‐0.002 0.002 3.3E‐01 ‐ 0 ‐ 0 ‐ [MIR3681H2 MIR3681HG

rs35397738 2 17766649 TA T 0.348 0.947 0.020 0.003 2.4E‐12 0.032 0.015 2.4E‐02 ‐0.005 0.003 0 0 8.2E‐02 ‐0.002 0.002 1.9E‐01 0.010 0.003 5.8E‐05 ‐0.001 0.001 2.7E‐01 ‐0.005 0.003 2.7E‐01 ‐0.001 0.001 5.8E‐01 ‐ 0 ‐ 0 ‐ RAD51AP26 VSNL1

rs3771243 2 20412227 A G 0.390 0.996 0.029 0.003 1.4E‐26 0.004 0.014 7.7E‐01 ‐0.006 0.003 0 0 3.4E‐02 ‐0.004 0.001 5.9E‐04 0.022 0.003 3.4E‐18 ‐0.002 0.001 1.2E‐01 ‐0.004 0.003 2.6E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 2 SDC1 (+1kb),LAPTM4WDR35 (‐27 SDC1

rs11892043 2 24990082 A G 0.728 0.999 0.022 0.003 2.4E‐11 0.114 0.015 1.5E‐13 0.000 0.003 0 0 8.4E‐01 ‐0.004 0.002 1.8E‐02 0.019 0.003 1.8E‐10 ‐0.001 0.001 5.1E‐01 0.001 0.003 7.6E‐01 0.001 0.001 5.0E‐01 ‐ 0 ‐ 0 ‐ [NCOA1],P 7 NCOA1

rs1260326 2 27730940 C T 0.607 1.000 0.037 0.003 4.7E‐39 0.021 0.014 1.1E‐01 0.062 0.003 1 1 2.7E‐91 0.034 0.001 3.0E‐134 ‐0.013 0.003 8.2E‐08 0.038 0.001 3.3E‐219 ‐0.010 0.003 1.2E‐03 0.006 0.001 9.6E‐11 ‐ 0 ‐ 0 ‐ SLC5A6 (‐2 29 GCKR

2:32504650_A 2 32504650 A AT 0.690 0.941 0.017 0.003 4.3E‐08 ‐0.020 0.015 2.3E‐01 0.001 0.003 1 0 7.0E‐01 0.005 0.002 1.8E‐03 0.004 0.003 1.1E‐01 ‐0.001 0.001 3.3E‐01 0.002 0.003 6.3E‐01 ‐0.001 0.001 1.5E‐01 ‐ 0 ‐ 0 ‐ MEMO1 (‐29 YIPF4

rs2374456 2 43271621 G C 0.584 0.987 0.024 0.003 9.3E‐17 0.035 0.014 1.2E‐02 0.001 0.003 1 0 6.3E‐01 ‐0.002 0.001 1.8E‐01 0.016 0.003 7.4E‐10 0.001 0.001 4.3E‐01 0.000 0.003 9.0E‐01 0.000 0.001 9.5E‐01 ‐ 0 ‐ 0 ‐ MTA3 (‐28 7 LINC01819 (‐5kb)

rs7575635 2 43515427 C T 0.806 0.996 0.038 0.004 1.4E‐27 ‐0.020 0.017 2.2E‐01 0.004 0.004 1 0 5.8E‐01 0.001 0.002 5.7E‐01 0.018 0.003 1.9E‐08 0.002 0.002 2.1E‐01 0.001 0.004 9.7E‐01 0.000 0.001 6.4E‐01 THADA 0 ‐ 0 ‐ LINC018194 THADA

rs3136354 2 48031372 C T 0.501 0.993 0.024 0.003 3.5E‐18 0.009 0.014 4.5E‐01 ‐0.001 0.003 0 0 7.3E‐01 0.000 0.001 8.7E‐01 0.012 0.003 1.4E‐06 0.000 0.001 5.9E‐01 ‐0.002 0.003 4.5E‐01 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ KCNK12 (‐24 MSH6

rs11125180 2 48942282 A T 0.909 0.996 0.033 0.005 5.4E‐12 0.081 0.024 7.3E‐04 0.003 0.005 1 0 7.2E‐01 ‐0.003 0.002 4.2E‐01 0.022 0.004 5.4E‐07 ‐0.004 0.002 9.2E‐02 0.008 0.005 2.3E‐01 0.001 0.001 7.0E‐01 ‐ 0 ‐ 0 ‐ PPP1R21 (‐6 STON1‐GTF2A1L,LHCGR

rs7573187 2 62536671 A T 0.535 0.994 0.019 0.003 1.3E‐11 0.006 0.014 7.2E‐01 0.003 0.003 1 0 3.8E‐01 ‐0.003 0.001 2.4E‐02 0.015 0.003 2.4E‐10 0.001 0.001 7.0E‐01 0.003 0.003 4.9E‐01 0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ COMMD1  4 B3GNT2 (‐85kb)

rs1009360 2 65276049 C T 0.416 0.996 0.018 0.003 1.5E‐09 ‐0.026 0.014 6.5E‐02 0.015 0.003 1 0 3.5E‐07 0.006 0.001 4.4E‐06 0.000 0.003 7.2E‐01 0.006 0.001 1.1E‐06 0.004 0.003 2.2E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ LINC018007 CEP68 (+7kb)

rs10865479 2 86095432 T C 0.715 0.995 0.022 0.003 2.4E‐13 ‐0.014 0.015 4.1E‐01 0.005 0.003 1 0 1.4E‐01 ‐0.002 0.002 3.3E‐01 0.013 0.003 7.8E‐06 0.001 0.001 2.7E‐01 0.003 0.003 3.4E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ VAMP8 (‐218 ST3GAL5

rs113247979 2 103338672 T C 0.993 0.968 0.140 0.017 6.6E‐17 0.098 0.083 2.0E‐01 0.011 0.019 1 0 4.8E‐01 ‐0.016 0.009 3.1E‐02 0.082 0.015 4.6E‐09 0.003 0.007 7.9E‐01 ‐0.005 0.019 8.5E‐01 0.001 0.005 8.6E‐01 MFSD9 0 ‐ 0 ‐ IL18RAP (‐28 MFSD9

rs590097 2 111934107 G T 0.646 0.992 0.061 0.003 1.6E‐100 0.024 0.014 9.2E‐02 ‐0.007 0.003 0 0 3.7E‐02 ‐0.003 0.001 7.2E‐02 0.034 0.003 4.9E‐38 ‐0.004 0.001 1.1E‐03 0.001 0.003 5.9E‐01 0.001 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ ACOXL (‐585 BCL2L11 (‐8kb)

rs62162863 2 112071459 G T 0.577 0.803 0.023 0.003 1.1E‐13 ‐0.017 0.016 3.1E‐01 0.005 0.003 1 0 1.7E‐01 0.004 0.002 1.3E‐02 0.004 0.003 1.7E‐01 0.003 0.001 2.2E‐02 ‐0.002 0.003 5.6E‐01 0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ ACOXL (‐195 MIR4435‐2HG

rs10168169 2 112375425 T C 0.812 0.961 0.033 0.004 5.1E‐20 ‐0.004 0.018 8.4E‐01 ‐0.006 0.004 0 0 9.0E‐02 ‐0.007 0.002 1.5E‐04 0.023 0.003 7.5E‐12 ‐0.003 0.002 2.8E‐02 0.001 0.004 9.4E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ MIR4435‐25 MIR4435‐2HG (‐123kb)

2:135432074_ 2 135432074 C CGCGCGCTACCA 0.615 0.978 0.017 0.003 1.3E‐10 0.044 0.014 2.4E‐03 0.008 0.003 1 0 1.1E‐02 0.002 0.001 2.5E‐01 0.006 0.003 1.4E‐02 0.004 0.001 5.0E‐03 0.001 0.003 5.2E‐01 0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ MGAT5 (‐27 TMEM163

rs59741822 2 136970398 G A 0.923 0.996 0.033 0.005 7.0E‐12 0.005 0.026 8.9E‐01 ‐0.008 0.006 0 0 1.9E‐01 0.001 0.003 6.6E‐01 0.019 0.005 1.3E‐04 ‐0.003 0.002 2.8E‐01 ‐0.007 0.006 3.1E‐01 ‐0.001 0.002 4.7E‐01 ‐ 0 ‐ 0 ‐ DARS (‐2273 CXCR4 (‐95kb)

rs58723250 2 178153430 T C 0.200 0.992 0.035 0.004 2.2E‐23 ‐0.014 0.017 3.7E‐01 0.002 0.004 1 0 6.3E‐01 ‐0.001 0.002 3.1E‐01 0.014 0.003 5.4E‐07 0.000 0.002 8.8E‐01 0.003 0.004 3.8E‐01 0.001 0.001 5.5E‐01 ‐ 0 ‐ 0 ‐ HNRNPA3  8 LOC100130691

rs36088520 2 197779590 T C 0.104 0.983 0.028 0.005 5.7E‐09 ‐0.007 0.023 9.1E‐01 0.005 0.005 1 0 2.6E‐01 0.008 0.002 2.6E‐04 0.011 0.004 1.5E‐02 0.007 0.002 5.2E‐04 ‐0.004 0.005 3.1E‐01 0.001 0.001 4.9E‐01 ‐ 0 ‐ 0 ‐ CCDC150 ( 7 PGAP1

rs873779 2 208773860 C T 0.372 0.998 0.016 0.003 1.8E‐09 ‐0.006 0.014 5.6E‐01 ‐0.007 0.003 0 0 3.2E‐02 ‐0.002 0.001 1.2E‐01 0.011 0.003 6.9E‐06 ‐0.002 0.001 3.7E‐01 ‐0.005 0.003 6.5E‐02 ‐0.002 0.001 4.1E‐03 ‐ 0 ‐ 0 ‐ METTL21A 12 PLEKHM3

rs2011425 2 234627608 T G 0.921 0.986 0.033 0.005 6.6E‐11 0.025 0.026 2.6E‐01 0.048 0.006 1 1 1.9E‐18 ‐0.005 0.003 5.2E‐02 0.026 0.005 3.3E‐08 0.004 0.002 4.8E‐02 0.050 0.006 6.4E‐20 0.007 0.002 1.0E‐05 UGT1A8 / UGT1A5 / UGT1A4 0 ‐ 0 ‐ DGKD (‐24717 UGT1A8,UGT1A10,UGT1A9,UGT1A7,UGT1A6,

rs10687319 2 242339644 AAG A 0.480 0.992 0.015 0.003 1.9E‐08 0.025 0.014 6.8E‐02 ‐0.011 0.003 0 0 4.2E‐05 ‐0.005 0.001 2.0E‐04 0.013 0.003 3.3E‐07 ‐0.004 0.001 1.3E‐03 ‐0.006 0.003 3.0E‐02 ‐0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ MTERF4 (‐215 FARP2

rs7618363 3 10545125 C G 0.841 1.000 0.037 0.004 1.2E‐21 ‐0.004 0.019 8.6E‐01 ‐0.001 0.004 0 0 6.4E‐01 0.000 0.002 8.2E‐01 0.019 0.003 1.1E‐08 0.001 0.002 7.0E‐01 0.000 0.004 9.2E‐01 0.002 0.001 1.1E‐01 ‐ 0 ‐ 0 ‐ IRAK2 (‐26011 ATP2B2

rs62231822 3 14423060 C T 0.902 0.989 0.049 0.005 5.9E‐26 ‐0.009 0.023 6.9E‐01 ‐0.003 0.005 0 0 5.9E‐01 ‐0.002 0.002 3.3E‐01 0.029 0.004 8.3E‐12 ‐0.001 0.002 8.5E‐01 ‐0.001 0.005 7.2E‐01 0.000 0.001 9.8E‐01 ‐ 0 ‐ 0 ‐ CHCHD4 (‐ 9 SLC6A6 (+21kb)

3:20085213_C 3 20085213 C CTT 0.187 0.973 0.021 0.004 5.4E‐09 0.059 0.018 1.3E‐03 0.000 0.004 0 0 9.1E‐01 ‐0.005 0.002 8.7E‐03 0.016 0.003 1.7E‐06 ‐0.002 0.002 2.4E‐01 0.005 0.004 2.0E‐01 0.003 0.001 1.7E‐02 PP2D1 0 ‐ 0 ‐ EFHB (‐97k8 KAT2B

rs534141419 3 23478055 A AT 0.625 0.985 0.018 0.003 4.5E‐10 ‐0.019 0.014 2.1E‐01 ‐0.003 0.003 0 0 2.7E‐01 0.000 0.001 9.4E‐01 0.009 0.003 5.2E‐04 0.000 0.001 8.9E‐01 ‐0.005 0.003 7.8E‐02 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ UBE2E2‐AS2 UBE2E2

3:27554392_C 3 27554392 C CT 0.027 0.988 0.054 0.009 1.8E‐10 0.084 0.043 3.1E‐02 ‐0.008 0.009 0 0 2.7E‐01 0.007 0.004 1.2E‐01 0.021 0.008 5.5E‐03 0.002 0.004 8.2E‐01 ‐0.008 0.009 3.0E‐01 0.001 0.003 6.3E‐01 ‐ 0 ‐ 0 ‐ NEK10 (‐143 SLC4A7 (‐28kb)

rs17201704 3 41105589 T C 0.859 0.981 0.043 0.004 2.9E‐28 ‐0.011 0.020 5.6E‐01 0.002 0.004 1 0 4.4E‐01 0.003 0.002 1.1E‐01 0.020 0.004 7.1E‐08 0.001 0.002 3.7E‐01 0.001 0.004 5.2E‐01 0.002 0.001 1.6E‐01 ‐ 0 ‐ 0 ‐ CTNNB1 (+2 CTNNB1 (+135kb)

rs4067 3 51738256 G A 0.855 1.000 0.024 0.004 1.7E‐10 0.060 0.020 2.4E‐03 ‐0.004 0.004 0 0 3.5E‐01 0.002 0.002 3.4E‐01 0.009 0.004 6.8E‐03 0.002 0.002 1.7E‐01 ‐0.013 0.004 1.2E‐03 ‐0.001 0.001 5.0E‐01 ‐ 0 ‐ 0 ‐ DCAF1 (‐2020 TEX264

rs13094915 3 52507719 G C 0.632 0.985 0.016 0.003 2.0E‐09 ‐0.043 0.014 3.5E‐03 0.004 0.003 1 0 7.8E‐02 0.002 0.001 1.8E‐01 0.004 0.003 5.8E‐02 0.003 0.001 2.4E‐03 ‐0.001 0.003 6.6E‐01 0.002 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ ALAS1 (‐2528 NISCH

rs9832502 3 72398979 A G 0.249 0.992 0.017 0.003 3.8E‐09 0.050 0.016 1.3E‐03 0.004 0.004 1 0 2.6E‐01 0.001 0.002 5.6E‐01 0.009 0.003 1.5E‐03 0.000 0.001 8.1E‐01 0.004 0.004 3.6E‐01 0.001 0.001 4.1E‐01 ‐ 0 ‐ 0 ‐ LINC008773 RYBP (+25kb)

rs167096 3 73874699 T G 0.260 0.988 0.017 0.003 4.3E‐10 ‐0.018 0.016 2.5E‐01 ‐0.006 0.003 0 0 1.2E‐01 ‐0.002 0.002 3.9E‐01 0.011 0.003 5.7E‐05 ‐0.002 0.001 1.8E‐01 ‐0.009 0.003 2.4E‐02 ‐0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ PDZRN3 (‐23 PDZRN3‐AS1 (‐198kb)

3:119786083_ 3 119786083 CA C 0.617 0.977 0.017 0.003 9.0E‐09 0.023 0.014 8.9E‐02 ‐0.010 0.003 0 0 3.3E‐03 0.003 0.001 1.8E‐02 0.006 0.003 8.4E‐02 ‐0.004 0.001 2.4E‐04 ‐0.004 0.003 3.4E‐01 0.001 0.001 5.5E‐01 ‐ 0 ‐ 0 ‐ NR1I2 (‐24 4 GSK3B

rs71624037 3 133814887 G GT 0.926 0.996 0.036 0.005 5.7E‐11 0.002 0.026 9.7E‐01 0.004 0.006 1 0 8.1E‐01 ‐0.001 0.003 8.6E‐01 0.014 0.005 6.7E‐03 ‐0.002 0.002 3.9E‐01 0.006 0.006 3.4E‐01 0.002 0.002 2.0E‐01 ‐ 0 ‐ 0 ‐ SRPRB (‐278 LINC02000 (‐38kb)

rs7633673 3 152084243 G A 0.594 0.998 0.026 0.003 7.5E‐20 0.033 0.014 1.9E‐02 ‐0.005 0.003 0 0 1.8E‐02 ‐0.004 0.001 2.7E‐03 0.018 0.003 2.6E‐13 ‐0.004 0.001 5.0E‐04 0.001 0.003 7.2E‐01 0.002 0.001 8.0E‐02 ‐ 0 ‐ 0 ‐ LOC1019284 MBNL1

3:156851624_ 3 156851624 C CA 0.344 0.978 0.019 0.003 4.2E‐11 0.061 0.015 1.3E‐05 0.003 0.003 1 0 2.7E‐01 ‐0.004 0.002 3.6E‐02 0.016 0.003 4.5E‐08 ‐0.002 0.001 1.5E‐01 0.004 0.003 1.6E‐01 0.001 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ LEKR1 (‐88 6 LINC00880 (‐11kb)

rs9850919 3 169177924 C T 0.405 1.000 0.020 0.003 2.8E‐13 0.006 0.014 7.3E‐01 0.002 0.003 1 0 5.1E‐01 0.001 0.001 5.1E‐01 0.010 0.003 8.2E‐05 0.001 0.001 3.6E‐01 0.001 0.003 8.9E‐01 0.001 0.001 4.5E‐01 ‐ 0 ‐ 0 ‐ [MECOM], 2 MECOM,LOC105374205

rs5855544 3 195942080 T TG 0.429 0.959 0.033 0.003 1.3E‐32 ‐0.054 0.014 2.3E‐04 0.008 0.003 1 0 4.0E‐03 0.004 0.001 1.2E‐02 0.015 0.003 3.3E‐10 0.003 0.001 2.1E‐02 0.004 0.003 6.7E‐02 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ LOC10537415 SLC51A (+1kb)

rs77822621 4 1008212 T C 0.042 0.989 0.048 0.007 9.3E‐14 0.064 0.035 5.9E‐02 ‐0.001 0.008 0 0 9.4E‐01 0.005 0.004 1.5E‐01 0.022 0.006 5.8E‐04 0.003 0.003 2.9E‐01 ‐0.010 0.008 2.3E‐01 0.003 0.002 1.6E‐01 ‐ 0 ‐ 0 ‐ PCGF3 (‐2418 FGFRL1

rs3849653 4 53860084 A T 0.541 0.992 0.019 0.003 6.6E‐12 ‐0.011 0.014 5.0E‐01 0.000 0.003 0 0 6.8E‐01 0.001 0.001 6.0E‐01 0.007 0.003 1.3E‐03 0.001 0.001 5.0E‐01 ‐0.003 0.003 2.4E‐01 0.001 0.001 7.5E‐02 ‐ 0 ‐ 0 ‐ DANCR (‐2 7 SCFD2

rs200457494 4 55087241 CA C 0.212 0.939 0.025 0.004 2.1E‐12 ‐0.010 0.017 5.5E‐01 ‐0.004 0.004 0 0 3.9E‐01 ‐0.002 0.002 4.0E‐01 0.012 0.003 1.5E‐04 ‐0.003 0.002 9.6E‐02 ‐0.003 0.004 4.6E‐01 ‐0.001 0.001 5.7E‐01 ‐ 0 ‐ 0 ‐ RPL21P44  4 PDGFRA (+8kb)

4:57746479_T 4 57746479 TA T 0.532 0.983 0.020 0.003 1.9E‐12 ‐0.011 0.014 4.1E‐01 ‐0.002 0.003 0 0 4.8E‐01 0.001 0.001 2.2E‐01 0.010 0.003 3.3E‐04 ‐0.003 0.001 1.5E‐02 0.003 0.003 2.4E‐01 ‐0.002 0.001 6.2E‐02 ‐ 0 ‐ 0 ‐ THEGL (‐278 REST (+28kb)

rs4632729 4 69946004 A G 0.545 0.999 0.028 0.003 2.4E‐22 0.003 0.014 7.5E‐01 0.024 0.003 1 1 2.6E‐15 0.000 0.001 6.2E‐01 0.015 0.003 6.6E‐09 0.006 0.001 5.3E‐06 0.017 0.003 5.5E‐09 0.007 0.001 1.6E‐17 UGT2B7 0 ‐ 0 ‐ UGT2B10 ( 6 UGT2B7 (+16kb)

rs60117481 4 77420598 G GTATAAC 0.354 0.998 0.019 0.003 6.7E‐11 0.022 0.014 9.4E‐02 0.007 0.003 1 0 3.6E‐02 0.006 0.001 8.0E‐06 0.002 0.003 4.6E‐01 0.007 0.001 3.5E‐08 ‐0.009 0.003 2.9E‐03 ‐0.001 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ SCARB2 (‐28 SHROOM3

rs1229984 4 100239319 C T 0.976 1.000 0.049 0.009 1.2E‐08 0.192 0.046 2.6E‐05 0.002 0.010 1 0 5.9E‐01 ‐0.028 0.005 3.9E‐09 0.044 0.008 1.3E‐07 0.007 0.004 7.1E‐02 0.000 0.010 9.1E‐01 0.008 0.003 3.2E‐03 ADH1B 0 ‐ 0 ‐ METAP1 (‐ 13 ADH1B

rs4586943 4 102366529 A C 0.282 0.991 0.018 0.003 6.9E‐09 0.067 0.015 1.3E‐05 0.000 0.003 0 0 9.1E‐01 0.001 0.002 1.8E‐01 0.011 0.003 2.2E‐04 0.001 0.001 3.3E‐01 ‐0.003 0.003 3.3E‐01 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ PPP3CA (‐94 FLJ20021 (‐96kb)

rs28484580 4 103423549 G A 0.224 0.756 0.021 0.004 1.7E‐08 0.011 0.019 5.5E‐01 0.000 0.004 0 0 6.6E‐01 0.002 0.002 2.8E‐01 0.009 0.003 7.3E‐03 0.001 0.002 4.3E‐01 0.000 0.004 9.0E‐01 ‐0.002 0.001 1.6E‐01 ‐ 0 ‐ 0 ‐ SLC39A8 (‐ 6 LOC105377621,NFKB1

rs2903385 4 106094427 A G 0.486 0.996 0.025 0.003 1.6E‐18 0.024 0.014 7.8E‐02 0.004 0.003 1 0 8.9E‐02 0.000 0.001 9.4E‐01 0.013 0.003 7.9E‐07 ‐0.001 0.001 4.2E‐01 0.002 0.003 3.7E‐01 0.001 0.001 8.9E‐02 ‐ 0 ‐ 0 ‐ [TET2],[TET3 TET2,TET2‐AS1

rs4245930 4 109038654 G A 0.368 0.998 0.025 0.003 1.1E‐19 ‐0.009 0.014 6.1E‐01 ‐0.007 0.003 0 0 3.4E‐02 0.000 0.001 9.7E‐01 0.014 0.003 5.7E‐08 ‐0.003 0.001 4.3E‐02 ‐0.004 0.003 3.2E‐01 0.001 0.001 1.5E‐01 ‐ 0 ‐ 0 ‐ SGMS2 (‐206 LEF1

rs749512116 4 113956908 CAGAT C 0.816 0.981 0.033 0.004 6.9E‐20 ‐0.039 0.018 4.0E‐02 ‐0.003 0.004 0 0 4.9E‐01 0.004 0.002 9.8E‐02 0.009 0.003 2.2E‐03 ‐0.002 0.002 3.8E‐01 ‐0.001 0.004 8.6E‐01 0.001 0.001 2.7E‐01 ‐ 0 ‐ 1 ANK2 (+65kb), [ANK2],MI 3 ANK2

rs371162363 4 177614117 G A 0.904 0.898 0.039 0.005 5.6E‐15 0.026 0.025 3.3E‐01 ‐0.009 0.005 0 0 2.1E‐02 ‐0.002 0.003 3.2E‐01 0.022 0.005 1.8E‐06 ‐0.001 0.002 4.6E‐01 ‐0.006 0.005 1.4E‐01 ‐0.002 0.002 1.9E‐01 ‐ 0 ‐ 0 ‐ [VEGFC], 1 VEGFC

rs112694713 5 35247932 A G 0.986 0.947 0.107 0.012 2.4E‐19 0.023 0.061 8.0E‐01 0.013 0.014 1 0 2.8E‐01 ‐0.008 0.006 2.9E‐01 0.058 0.011 3.2E‐07 0.006 0.006 2.0E‐01 0.008 0.014 4.6E‐01 0.007 0.004 7.0E‐02 ‐ 0 ‐ 0 ‐ DNAJC21 (‐3 PRLR (‐17kb)

rs9687846 5 55861894 G A 0.800 1.000 0.026 0.004 3.6E‐12 0.025 0.017 1.1E‐01 0.015 0.004 1 0 5.6E‐05 0.014 0.002 5.2E‐15 0.001 0.003 9.6E‐01 0.010 0.002 1.2E‐10 ‐0.003 0.004 2.6E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ LINC019483 C5orf67

rs4431325 5 76461706 T C 0.059 0.977 0.050 0.006 8.5E‐18 0.007 0.029 7.2E‐01 0.018 0.006 1 0 1.7E‐02 0.001 0.003 8.4E‐01 0.026 0.005 4.6E‐07 0.005 0.003 1.9E‐01 0.011 0.006 1.5E‐01 0.001 0.002 4.7E‐01 ‐ 0 ‐ 0 ‐ S100Z (‐24 8 ZBED3‐AS1 (‐18kb)

rs1119208 5 76488613 C T 0.648 0.994 0.030 0.003 9.8E‐26 0.018 0.014 2.1E‐01 0.000 0.003 1 0 7.5E‐01 ‐0.001 0.001 5.6E‐01 0.017 0.003 1.2E‐11 0.000 0.001 8.8E‐01 ‐0.001 0.003 9.9E‐01 0.001 0.001 3.2E‐01 ‐ 0 ‐ 0 ‐ S100Z (‐27 8 PDE8B (+18kb)

rs784420 5 77987524 G A 0.289 1.000 0.039 0.003 1.2E‐39 ‐0.004 0.015 8.0E‐01 ‐0.001 0.003 0 0 8.9E‐01 ‐0.001 0.002 4.0E‐01 0.019 0.003 1.7E‐12 0.002 0.001 1.7E‐01 ‐0.002 0.003 8.2E‐01 0.003 0.001 5.1E‐04 ‐ 0 ‐ 0 ‐ SCAMP1 (‐ 3 LHFPL2 (‐43kb)

rs11948639 5 122741746 T C 0.434 0.999 0.017 0.003 3.2E‐09 ‐0.057 0.014 5.6E‐05 ‐0.004 0.003 0 0 2.9E‐01 0.000 0.001 6.9E‐01 0.007 0.003 9.8E‐03 ‐0.002 0.001 8.4E‐02 0.002 0.003 5.4E‐01 0.000 0.001 7.5E‐01 CEP120 0 ‐ 0 ‐ PRDM6 (‐23 CEP120

rs12658172 5 124205385 G C 0.842 0.971 0.052 0.004 5.8E‐41 0.030 0.019 1.3E‐01 ‐0.001 0.004 0 0 9.2E‐01 ‐0.004 0.002 4.1E‐02 0.030 0.004 1.8E‐18 ‐0.002 0.002 3.6E‐01 0.004 0.004 3.2E‐01 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ ZNF608 (‐12 ZNF608 (‐125kb)

rs13184921 5 127870642 T C 0.753 0.976 0.025 0.003 7.6E‐16 0.000 0.016 8.8E‐01 ‐0.004 0.004 0 0 2.5E‐01 ‐0.003 0.002 3.7E‐02 0.016 0.003 2.9E‐08 ‐0.003 0.001 9.4E‐02 0.001 0.004 8.8E‐01 0.001 0.001 1.5E‐01 ‐ 0 ‐ 1 FBN2 (‐76kb), [FBN2], 1 FBN2

rs3776299 5 142507651 G A 0.549 0.992 0.017 0.003 3.6E‐10 ‐0.004 0.014 8.1E‐01 ‐0.003 0.003 0 0 7.3E‐01 0.001 0.001 4.6E‐01 0.010 0.003 2.8E‐05 0.000 0.001 5.7E‐01 ‐0.004 0.003 2.9E‐01 ‐0.001 0.001 2.1E‐01 ‐ 0 ‐ 0 ‐ [ARHGAP2 4 ARHGAP26

rs34632394 5 142819900 CAT C 0.538 0.966 0.017 0.003 3.1E‐10 ‐0.038 0.014 5.2E‐03 0.006 0.003 1 0 2.4E‐02 ‐0.001 0.001 2.3E‐01 0.009 0.003 1.1E‐04 0.002 0.001 7.0E‐02 0.007 0.003 3.8E‐02 0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ ARHGAP264 NR3C1 (‐5kb)

rs33959428 5 158252500 G GA 0.328 0.957 0.018 0.003 8.3E‐09 0.017 0.015 3.0E‐01 0.004 0.003 1 0 3.8E‐01 ‐0.002 0.002 9.2E‐02 0.011 0.003 4.5E‐05 0.000 0.001 2.7E‐01 0.005 0.003 2.1E‐01 0.002 0.001 2.3E‐02 ‐ 0 ‐ 0 ‐ [EBF1],LOC2 EBF1

rs13153019 5 176782218 C T 0.249 0.982 0.024 0.003 1.5E‐14 0.017 0.016 3.2E‐01 0.004 0.004 1 0 4.3E‐01 ‐0.003 0.002 1.4E‐01 0.018 0.003 2.3E‐09 0.002 0.001 1.6E‐01 0.003 0.004 4.5E‐01 0.001 0.001 2.9E‐01 ‐ 0 ‐ 1 RGS14 (+10kb), ZNF346 (‐222 LMAN2 (‐3kb)

rs75217853 6 1377048 A G 0.098 0.991 0.035 0.005 1.3E‐14 ‐0.013 0.023 5.1E‐01 ‐0.002 0.005 0 0 5.6E‐01 0.003 0.002 1.5E‐01 0.020 0.004 2.6E‐06 ‐0.004 0.002 4.3E‐02 0.007 0.005 1.9E‐01 0.000 0.001 8.3E‐01 ‐ 0 ‐ 0 ‐ LINC016227 FOXF2 (+13kb)

rs267190 6 7842121 G T 0.578 0.995 0.015 0.003 3.7E‐08 0.002 0.014 8.3E‐01 ‐0.003 0.003 0 0 4.5E‐01 0.000 0.001 1.0E+00 0.014 0.003 1.2E‐07 ‐0.001 0.001 5.8E‐01 ‐0.002 0.003 7.5E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ DSP (‐255k10 BMP6

rs6904345 6 24697424 T C 0.634 0.995 0.017 0.003 1.9E‐08 0.029 0.014 4.6E‐02 ‐0.004 0.003 0 0 1.2E‐01 0.001 0.001 9.1E‐01 0.005 0.003 5.9E‐02 ‐0.001 0.001 2.1E‐01 ‐0.001 0.003 6.9E‐01 0.001 0.001 2.7E‐01 ‐ 0 ‐ 0 ‐ MRS2 (‐27 10 ACOT13

rs487624 6 25879539 C A 0.568 1.000 0.019 0.003 1.4E‐12 0.031 0.014 2.5E‐02 ‐0.008 0.003 0 0 3.3E‐03 ‐0.004 0.001 1.3E‐02 0.014 0.003 5.1E‐08 ‐0.006 0.001 6.5E‐07 0.005 0.003 1.2E‐01 0.000 0.001 9.4E‐01 ‐ 0 ‐ 0 ‐ CARMIL1 (‐27 SLC17A3 (‐5kb)

rs2517582 6 30808762 T C 0.384 1.000 0.028 0.003 1.6E‐18 ‐0.012 0.014 3.9E‐01 0.017 0.003 1 0 2.7E‐05 ‐0.001 0.001 4.0E‐01 0.013 0.003 1.7E‐06 ‐0.006 0.001 7.3E‐05 0.034 0.003 1.1E‐21 0.000 0.001 6.2E‐01 VARS2 / DPCR1 0 ‐ 0 ‐ GNL1 (‐28333 LOC105375014

rs184265581 6 31900754 C G 0.012 0.992 0.132 0.013 6.4E‐27 0.049 0.063 4.1E‐01 ‐0.051 0.014 0 0 2.0E‐04 ‐0.016 0.006 7.5E‐03 0.081 0.012 1.4E‐13 ‐0.007 0.006 1.1E‐01 ‐0.033 0.014 3.1E‐02 0.005 0.004 1.5E‐01 ABHD16A / PRRC2A / MSH5 / C0 ‐ 0 ‐ PRRC2A (‐264 C2

6:34753277_G 6 34753277 G GA 0.239 0.980 0.018 0.003 2.3E‐09 0.148 0.016 1.1E‐19 0.005 0.004 1 0 3.1E‐01 0.005 0.002 4.4E‐03 0.005 0.003 5.8E‐02 0.004 0.001 1.2E‐02 0.000 0.004 7.9E‐01 0.000 0.001 9.2E‐01 ‐ 0 ‐ 0 ‐ PACSIN1 (‐ 8 UHRF1BP1 (+7kb)

rs1214761 6 43354431 G A 0.679 1.000 0.031 0.003 6.2E‐26 ‐0.049 0.015 7.9E‐04 0.008 0.003 1 0 1.5E‐02 0.002 0.002 2.6E‐01 0.018 0.003 2.8E‐12 0.001 0.001 2.8E‐01 0.007 0.003 2.1E‐02 ‐0.001 0.001 3.5E‐01 ‐ 0 ‐ 0 ‐ PTK7 (‐22521 ZNF318 (‐17kb)

rs2608652 6 52642768 T C 0.525 0.998 0.015 0.003 1.3E‐08 ‐0.018 0.014 1.7E‐01 0.001 0.003 1 0 5.3E‐01 ‐0.004 0.001 7.5E‐03 0.016 0.003 5.0E‐10 0.006 0.001 1.9E‐08 ‐0.012 0.003 8.9E‐05 0.000 0.001 8.4E‐01 ‐ 0 ‐ 0 ‐ EFHC1 (‐2814 GSTA1 (+13kb)

rs1032388 6 119171866 C T 0.779 0.998 0.054 0.003 2.5E‐61 0.028 0.017 8.3E‐02 0.002 0.004 1 0 4.0E‐01 ‐0.005 0.002 1.9E‐03 0.039 0.003 3.0E‐39 ‐0.001 0.001 3.0E‐01 0.006 0.004 4.3E‐02 0.000 0.001 7.5E‐01 ‐ 0 ‐ 0 ‐ CEP85L (‐1 7 MCM9

rs779008104 6 127205535 AAAACAGATAC A 0.566 0.986 0.024 0.003 1.9E‐18 0.026 0.014 5.3E‐02 ‐0.012 0.003 0 0 2.3E‐05 ‐0.005 0.001 9.7E‐04 0.018 0.003 5.1E‐12 ‐0.004 0.001 8.3E‐04 ‐0.005 0.003 1.5E‐01 0.001 0.001 3.8E‐01 ‐ 0 ‐ 0 ‐ RSPO3 (+231 RSPO3 (+235kb)

rs577721086 6 127440047 T C 0.950 0.972 0.055 0.007 5.8E‐17 0.148 0.032 2.2E‐06 0.007 0.007 1 0 2.8E‐01 0.014 0.003 1.3E‐05 0.012 0.006 4.4E‐02 0.004 0.003 1.4E‐01 ‐0.011 0.007 2.3E‐01 0.007 0.002 3.3E‐04 ‐ 0 ‐ 0 ‐ [RSPO3],RN3 RSPO3

6:144301525_ 6 144301525 G GT 0.660 0.935 0.028 0.003 1.9E‐19 0.043 0.015 7.0E‐03 0.000 0.003 1 0 7.5E‐01 ‐0.003 0.002 4.8E‐02 0.021 0.003 5.0E‐14 ‐0.001 0.001 3.1E‐01 0.004 0.003 2.6E‐01 0.001 0.001 1.9E‐01 ‐ 0 ‐ 0 ‐ PHACTR2 ( 7 PLAGL1

rs2473140 6 144620688 C T 0.090 1.000 0.029 0.005 7.2E‐10 ‐0.017 0.024 4.7E‐01 ‐0.005 0.005 0 0 4.8E‐01 ‐0.002 0.002 3.4E‐01 0.017 0.004 3.5E‐05 ‐0.001 0.002 6.7E‐01 ‐0.007 0.005 1.8E‐01 0.000 0.001 9.8E‐01 ‐ 0 ‐ 0 ‐ PLAGL1 (‐26 UTRN

rs287884 6 157124080 A T 0.444 0.986 0.019 0.003 2.1E‐11 0.033 0.014 2.9E‐02 0.001 0.003 1 0 7.7E‐01 ‐0.002 0.001 3.9E‐02 0.014 0.003 2.6E‐08 0.000 0.001 9.2E‐01 0.001 0.003 8.0E‐01 ‐0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ [ARID1B],M2 ARID1B

rs9457466 6 159224561 A T 0.363 0.996 0.017 0.003 1.5E‐09 ‐0.005 0.014 6.2E‐01 0.005 0.003 1 0 2.9E‐01 ‐0.001 0.001 4.9E‐01 0.006 0.003 5.0E‐03 0.002 0.001 2.7E‐01 0.002 0.003 8.1E‐01 0.001 0.001 2.7E‐01 ‐ 0 ‐ 0 ‐ TULP4 (‐2912 EZR

rs2344744 6 170588559 G T 0.415 1.000 0.018 0.003 1.3E‐09 0.013 0.014 4.1E‐01 0.003 0.003 1 0 3.4E‐01 0.002 0.001 8.7E‐02 0.008 0.003 7.5E‐04 0.003 0.001 7.7E‐03 ‐0.004 0.003 2.4E‐01 0.000 0.001 9.3E‐01 ‐ 0 ‐ 0 ‐ LOC10272410 LINC01624 (0kb)

rs28612846 7 25950880 G A 0.743 0.998 0.016 0.003 4.7E‐08 ‐0.031 0.016 4.0E‐02 ‐0.004 0.003 0 0 3.4E‐01 0.000 0.002 7.5E‐01 0.010 0.003 2.7E‐04 ‐0.004 0.001 8.5E‐03 0.002 0.003 4.1E‐01 0.001 0.001 4.7E‐01 ‐ 0 ‐ 0 ‐ MIR148A ( 4 MIR148A (+39kb)

rs11427441 7 47522085 CA C 0.654 0.998 0.020 0.003 1.3E‐11 0.015 0.015 3.2E‐01 ‐0.006 0.003 0 0 1.5E‐01 ‐0.002 0.001 1.4E‐01 0.013 0.003 1.2E‐06 ‐0.002 0.001 3.3E‐01 ‐0.005 0.003 1.8E‐01 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ [TNS3],LIN 5 TNS3

rs6460528 7 69218337 T C 0.454 0.996 0.015 0.003 4.3E‐08 0.022 0.014 1.1E‐01 ‐0.005 0.003 0 0 8.8E‐02 ‐0.002 0.001 5.9E‐02 0.007 0.003 2.1E‐03 ‐0.001 0.001 1.5E‐01 ‐0.003 0.003 3.4E‐01 0.002 0.001 1.1E‐02 ‐ 0 ‐ 0 ‐ LOC1005072 AUTS2

rs13229619 7 73030175 A G 0.129 0.997 0.054 0.004 8.3E‐39 0.056 0.021 5.5E‐03 0.007 0.005 1 0 9.6E‐02 0.001 0.002 5.0E‐01 0.028 0.004 5.0E‐14 0.011 0.002 5.3E‐10 ‐0.019 0.005 6.6E‐05 0.001 0.001 5.3E‐01 MLXIPL 0 ‐ 0 ‐ TRIM50 (‐218 MLXIPL

rs17853284 7 75610876 C T 0.995 1.000 0.304 0.021 5.3E‐49 0.275 0.103 7.3E‐03 0.036 0.023 1 0 8.7E‐02 ‐0.040 0.010 6.6E‐05 0.170 0.019 1.7E‐21 0.003 0.009 7.4E‐01 0.031 0.023 2.5E‐01 0.013 0.006 3.4E‐02 POR 0 ‐ 0 ‐ HIP1 (‐243 12 POR

7:98188671_C 7 98188671 CCTT C 0.995 0.811 0.164 0.022 1.2E‐13 ‐0.187 0.110 8.1E‐02 ‐0.011 0.024 0 0 5.3E‐01 0.019 0.011 9.0E‐02 0.070 0.020 8.4E‐04 0.002 0.010 9.1E‐01 ‐0.007 0.024 8.3E‐01 0.006 0.007 3.8E‐01 ‐ 0 ‐ 0 ‐ BRI3 (‐266k7 NPTX2 (+58kb)

rs45446698 7 99332948 T G 0.958 1.000 0.371 0.007 1.5E‐635 0.137 0.034 6.4E‐05 ‐0.031 0.008 0 0 1.3E‐05 0.009 0.004 7.0E‐04 0.161 0.006 5.1E‐148 0.001 0.003 6.7E‐01 ‐0.036 0.008 8.4E‐08 0.016 0.002 7.9E‐14 ‐ 0 ‐ 1 CYP3A7 (‐15kb), ATP5J2‐PTC22 CYP3A7‐CYP3A51P (0kb)

rs62621812 7 127015083 A G 0.020 0.943 0.053 0.010 1.3E‐08 0.133 0.051 9.0E‐03 ‐0.017 0.011 0 0 1.3E‐01 ‐0.012 0.005 1.2E‐02 0.044 0.009 6.3E‐07 ‐0.002 0.004 6.3E‐01 ‐0.010 0.011 3.3E‐01 ‐0.008 0.003 1.0E‐02 ZNF800 0 ‐ 0 ‐ GRM8 (‐129 ZNF800

rs1872930 7 137801444 T C 0.793 0.997 0.051 0.003 1.7E‐54 ‐0.013 0.017 4.7E‐01 0.007 0.004 1 0 6.8E‐02 0.003 0.002 4.0E‐02 0.023 0.003 3.6E‐13 0.003 0.002 7.3E‐02 0.003 0.004 3.8E‐01 0.002 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ DGKI (‐2705 AKR1D1

rs9638084 7 156311745 G A 0.604 0.992 0.021 0.003 1.3E‐13 ‐0.027 0.014 6.4E‐02 0.005 0.003 1 0 4.2E‐02 0.004 0.001 3.6E‐02 0.008 0.003 3.1E‐04 0.002 0.001 7.9E‐02 0.003 0.003 3.9E‐01 0.000 0.001 8.6E‐01 ‐ 0 ‐ 0 ‐ LOC2858896 LINC01006

rs17362923 8 5546824 G C 0.189 0.984 0.023 0.004 3.0E‐11 0.016 0.018 3.3E‐01 ‐0.007 0.004 0 0 9.0E‐02 ‐0.004 0.002 6.8E‐02 0.016 0.003 3.8E‐07 ‐0.002 0.002 1.4E‐01 ‐0.004 0.004 3.2E‐01 ‐0.001 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs6997799 8 10606421 C A 0.234 0.988 0.024 0.003 5.8E‐13 ‐0.062 0.016 1.5E‐04 0.007 0.004 1 0 6.4E‐02 0.006 0.002 1.3E‐04 0.006 0.003 3.6E‐02 0.004 0.001 2.9E‐03 0.001 0.004 9.6E‐01 ‐0.002 0.001 2.9E‐02 ‐ 0 ‐ 0 ‐ LINCR‐000 11 PINX1 (+16kb)

rs56109436 8 11543663 G C 0.099 0.986 0.026 0.005 6.0E‐09 0.045 0.023 8.6E‐02 ‐0.011 0.005 0 0 3.6E‐02 ‐0.009 0.002 7.1E‐04 0.021 0.004 1.0E‐06 ‐0.004 0.002 3.3E‐02 ‐0.004 0.005 4.6E‐01 ‐0.002 0.001 1.2E‐01 ‐ 0 ‐ 0 ‐ FAM167A‐ 12 GATA4

rs199787521 8 23400588 TTTA T 0.240 0.992 0.029 0.003 8.5E‐20 ‐0.051 0.016 2.4E‐03 ‐0.003 0.004 0 0 4.0E‐01 ‐0.002 0.002 9.6E‐02 0.017 0.003 6.9E‐10 ‐0.003 0.001 1.3E‐02 0.001 0.004 5.8E‐01 0.000 0.001 6.2E‐01 ‐ 0 ‐ 0 ‐ CHMP7 (‐29 SLC25A37

rs17053931 8 25417528 A G 0.199 0.997 0.021 0.004 4.5E‐09 0.012 0.017 5.0E‐01 ‐0.005 0.004 0 0 3.4E‐01 ‐0.003 0.002 4.2E‐02 0.016 0.003 5.2E‐07 ‐0.004 0.002 2.2E‐02 0.003 0.004 2.4E‐01 0.001 0.001 5.1E‐01 CDCA2 0 ‐ 0 ‐ DOCK5 (‐146 CDCA2 (‐52kb)

rs11782259 8 37532984 A G 0.911 1.000 0.031 0.005 1.1E‐10 0.026 0.024 2.4E‐01 0.002 0.005 1 0 5.9E‐01 ‐0.005 0.002 5.1E‐02 0.018 0.004 8.8E‐06 ‐0.001 0.002 3.2E‐01 0.008 0.005 9.7E‐02 0.000 0.001 9.1E‐01 ‐ 0 ‐ 0 ‐ LINC0160512 ZNF703 (+20kb)

rs11778724 8 49549726 C A 0.013 0.892 0.070 0.013 1.5E‐08 ‐0.091 0.064 1.5E‐01 ‐0.006 0.014 0 0 5.4E‐01 ‐0.016 0.007 1.3E‐02 0.062 0.012 5.2E‐08 0.003 0.006 8.5E‐01 ‐0.005 0.014 7.1E‐01 0.004 0.004 3.3E‐01 ‐ 0 ‐ 0 ‐ [LOC101924 LOC101929268

rs10108398 8 59440824 G A 0.279 0.982 0.018 0.003 1.1E‐08 0.040 0.016 8.4E‐03 ‐0.013 0.003 0 0 1.5E‐04 ‐0.009 0.002 1.1E‐08 0.017 0.003 5.7E‐09 ‐0.011 0.001 3.7E‐14 0.005 0.003 9.5E‐02 ‐0.002 0.001 2.3E‐02 ‐ 0 ‐ 0 ‐ LOC1019296 SDCBP (+25kb)

rs13269725 8 72459889 A G 0.921 0.997 0.030 0.005 1.8E‐08 0.029 0.026 2.2E‐01 0.003 0.006 1 0 6.6E‐01 0.017 0.003 1.6E‐10 ‐0.002 0.005 5.4E‐01 0.007 0.002 2.8E‐03 ‐0.012 0.006 4.2E‐02 0.004 0.002 1.2E‐02 ‐ 0 ‐ 0 ‐ EYA1 (‐1853 EYA1 (‐185kb)

rs1660322 8 101277640 T C 0.687 0.998 0.023 0.003 4.5E‐15 ‐0.016 0.015 3.2E‐01 ‐0.002 0.003 0 0 3.9E‐01 0.003 0.002 7.4E‐02 0.007 0.003 1.4E‐02 ‐0.003 0.001 4.3E‐02 0.004 0.003 1.5E‐01 0.000 0.001 6.4E‐01 ‐ 0 ‐ 1 RNF19A (+31kb), RGS22 (‐158 RNF19A

rs11774829 8 105978368 A T 0.101 0.974 0.056 0.005 5.8E‐32 ‐0.061 0.023 7.6E‐03 0.005 0.005 1 0 2.8E‐01 ‐0.005 0.002 2.0E‐02 0.033 0.004 4.8E‐16 0.005 0.002 2.7E‐02 ‐0.003 0.005 6.3E‐01 ‐0.002 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs4736359 8 143987427 T G 0.443 0.999 0.037 0.003 6.2E‐40 ‐0.020 0.014 1.9E‐01 ‐0.002 0.003 0 0 6.2E‐01 0.002 0.001 8.1E‐02 0.019 0.003 3.0E‐14 0.001 0.001 2.9E‐01 ‐0.005 0.003 2.1E‐01 0.002 0.001 6.5E‐02 ‐ 2 LYNX1 (‐135kb),RP1 RP11‐273G15.2 (+94ARC (‐292k19 CYP11B2 (+5kb)

rs12683780 9 16252807 A C 0.668 0.939 0.031 0.003 7.5E‐26 0.050 0.015 1.6E‐03 0.002 0.003 1 0 6.3E‐01 ‐0.001 0.002 4.8E‐01 0.018 0.003 4.7E‐12 0.001 0.001 6.2E‐01 0.000 0.003 9.3E‐01 0.000 0.001 8.0E‐01 ‐ 0 ‐ 0 ‐ CCDC171 ( 3 C9orf92

rs4961485 9 16360889 T C 0.934 1.000 0.039 0.006 8.9E‐14 0.035 0.028 2.4E‐01 0.005 0.006 1 0 5.6E‐01 ‐0.003 0.003 2.3E‐01 0.015 0.005 1.7E‐03 0.001 0.002 8.0E‐01 0.002 0.006 8.0E‐01 ‐0.001 0.002 4.9E‐01 ‐ 0 ‐ 0 ‐ C9orf92 (‐82 BNC2 (+49kb)

rs61237993 9 34130435 A G 0.128 0.997 0.040 0.004 6.9E‐23 0.066 0.021 1.2E‐03 0.003 0.005 1 0 4.8E‐01 ‐0.003 0.002 1.8E‐01 0.029 0.004 1.6E‐15 ‐0.001 0.002 5.5E‐01 0.006 0.005 2.8E‐01 ‐0.002 0.001 1.1E‐01 DCAF12 0 ‐ 0 ‐ UBE2R2 (‐211 DCAF12 (‐4kb)

rs10821415 9 97713459 C A 0.579 1.000 0.015 0.003 1.6E‐08 0.014 0.014 3.1E‐01 ‐0.001 0.003 0 0 6.0E‐01 0.001 0.001 5.7E‐01 0.006 0.003 1.3E‐02 0.000 0.001 9.1E‐01 ‐0.001 0.003 4.5E‐01 0.001 0.001 4.1E‐01 ‐ 0 ‐ 0 ‐ [C9orf3],M8 C9orf3

rs1547308 9 114603240 C T 0.800 0.993 0.032 0.004 9.2E‐21 ‐0.020 0.017 2.4E‐01 0.008 0.004 1 0 3.5E‐02 ‐0.001 0.002 6.7E‐01 0.013 0.003 9.5E‐06 0.003 0.002 1.4E‐01 0.004 0.004 1.8E‐01 0.001 0.001 4.6E‐01 ‐ 0 ‐ 0 ‐ ZNF483 (‐210 C9orf84 (‐46kb)

rs10817260 9 114828332 C T 0.810 0.956 0.043 0.004 9.3E‐35 ‐0.010 0.018 5.5E‐01 ‐0.002 0.004 0 0 8.7E‐01 0.001 0.002 4.9E‐01 0.021 0.003 4.5E‐12 ‐0.001 0.002 8.4E‐01 ‐0.001 0.004 9.0E‐01 0.001 0.001 5.2E‐01 ‐ 0 ‐ 0 ‐ C9orf84 (‐25 SUSD1

9:127663551_ 9 127663551 AT A 0.582 0.967 0.018 0.003 2.6E‐10 0.000 0.014 9.5E‐01 0.003 0.003 1 0 3.1E‐01 0.002 0.001 2.3E‐01 0.008 0.003 6.7E‐04 0.002 0.001 4.2E‐01 0.000 0.003 9.1E‐01 0.001 0.001 3.2E‐01 ARPC5L / GOLGA1 0 ‐ 0 ‐ NR6A1 (‐1313 GOLGA1

rs776074878 9 130327143 CA C 0.691 0.853 0.021 0.003 4.4E‐10 ‐0.004 0.016 7.6E‐01 0.005 0.004 1 0 1.4E‐01 0.003 0.002 4.9E‐02 0.006 0.003 4.0E‐02 0.002 0.001 3.8E‐01 0.004 0.004 2.9E‐01 0.001 0.001 4.3E‐01 ‐ 0 ‐ 0 ‐ GARNL3 (‐120 FAM129B

rs494242 9 136145118 C T 0.659 1.000 0.017 0.003 1.7E‐08 ‐0.027 0.015 8.5E‐02 0.009 0.003 1 0 6.9E‐03 0.007 0.002 1.4E‐06 ‐0.002 0.003 4.4E‐01 0.001 0.001 6.1E‐01 0.008 0.003 8.0E‐03 0.008 0.001 8.7E‐21 ‐ 0 ‐ 0 ‐ GFI1B (‐27829 ABO

rs35249079 10 1037737 T G 0.531 0.997 0.022 0.003 1.4E‐15 ‐0.014 0.014 3.0E‐01 ‐0.004 0.003 0 0 2.2E‐01 0.000 0.001 9.8E‐01 0.013 0.003 3.9E‐07 0.000 0.001 8.5E‐01 ‐0.003 0.003 2.6E‐01 0.000 0.001 9.7E‐01 AL359878.1 0 ‐ 1 GTPBP4 (+12kb), LARP4B (‐69 GTPBP4

10:5034014_A 10 5034014 ATTAC A 0.994 0.856 0.183 0.019 2.4E‐21 ‐0.066 0.096 4.6E‐01 0.088 0.021 1 0 1.5E‐05 0.013 0.010 7.8E‐02 0.072 0.018 2.5E‐05 0.004 0.008 5.3E‐01 0.085 0.021 2.5E‐05 0.015 0.006 8.0E‐03 ‐ 0 ‐ 0 ‐ AKR1E2 (‐17 AKR1C2

rs36032941 10 5062752 C A 0.704 0.977 0.063 0.003 3.0E‐94 0.026 0.015 7.5E‐02 0.007 0.003 1 0 1.9E‐02 ‐0.003 0.002 1.1E‐01 0.034 0.003 4.5E‐36 0.002 0.001 1.2E‐01 0.003 0.003 2.6E‐01 0.003 0.001 1.8E‐03 ‐ 0 ‐ 0 ‐ AKR1E2 (‐17 AKR1C2 (‐3kb)

rs1171617 10 61467182 T G 0.767 0.996 0.052 0.003 5.5E‐57 0.025 0.016 1.3E‐01 ‐0.001 0.004 0 0 9.8E‐01 ‐0.003 0.002 9.1E‐02 0.030 0.003 3.6E‐23 ‐0.003 0.001 3.0E‐02 0.003 0.004 3.2E‐01 0.002 0.001 3.8E‐02 ‐ 0 ‐ 0 ‐ [SLC16A9],4 SLC16A9

rs10740131 10 65271488 T A 0.473 0.996 0.028 0.003 2.1E‐25 ‐0.063 0.014 2.9E‐06 0.108 0.003 1 1 2.7E‐296 0.045 0.001 1.4E‐245 ‐0.029 0.003 3.3E‐31 0.063 0.001 3.7E‐625 ‐0.001 0.003 7.2E‐01 0.004 0.001 1.4E‐05 JMJD1C 0 ‐ 0 ‐ [JMJD1C],M5 JMJD1C

rs674486 10 69819917 C T 0.350 0.997 0.018 0.003 1.1E‐08 ‐0.011 0.015 4.3E‐01 0.023 0.003 1 1 1.8E‐12 0.005 0.001 1.2E‐03 0.005 0.003 6.5E‐02 0.010 0.001 9.6E‐16 0.006 0.003 7.9E‐02 0.001 0.001 1.0E‐01 ‐ 0 ‐ 0 ‐ DNAJC12 (‐9 HERC4

rs35199395 10 70983936 C G 0.694 0.997 0.017 0.003 7.4E‐09 0.022 0.015 1.3E‐01 ‐0.005 0.003 0 0 1.5E‐01 0.010 0.002 2.0E‐13 ‐0.003 0.003 2.8E‐01 ‐0.003 0.001 7.1E‐02 ‐0.003 0.003 3.0E‐01 0.000 0.001 7.2E‐01 ‐ 0 ‐ 0 ‐ DDX50 (‐2711 LOC101928994,HKDC1

rs2147419 10 90759916 T G 0.718 0.991 0.018 0.003 1.6E‐09 ‐0.002 0.015 1.0E+00 ‐0.003 0.003 0 0 5.3E‐01 ‐0.002 0.002 2.3E‐01 0.012 0.003 2.3E‐05 ‐0.002 0.001 2.0E‐01 0.002 0.003 4.9E‐01 ‐0.001 0.001 2.6E‐01 ‐ 0 ‐ 2 FAS (+3kb),RP11‐399LIPK (‐247k13 FAS

rs745932882 10 94441992 AG A 0.546 0.986 0.027 0.003 6.7E‐22 0.029 0.014 2.3E‐02 ‐0.002 0.003 0 0 4.4E‐01 0.001 0.001 5.2E‐01 0.011 0.003 1.1E‐05 0.001 0.001 7.6E‐01 ‐0.003 0.003 3.3E‐01 0.001 0.001 3.7E‐01 ‐ 0 ‐ 0 ‐ MARK2P9  5 HHEX (+8kb)

rs111328885 10 96823812 C A 0.878 0.999 0.033 0.004 1.5E‐14 ‐0.015 0.021 5.0E‐01 0.006 0.005 1 0 1.4E‐01 0.003 0.002 6.2E‐02 0.013 0.004 7.1E‐04 0.003 0.002 9.5E‐02 ‐0.005 0.005 3.0E‐01 ‐0.001 0.001 2.3E‐01 CYP2C8 / CYP2C9 0 ‐ 0 ‐ CYP2C19 (‐6 CYP2C8

rs11191421 10 104623053 C G 0.758 1.000 0.037 0.003 4.2E‐31 ‐0.041 0.016 2.1E‐02 0.012 0.004 1 0 1.0E‐04 ‐0.003 0.002 1.7E‐01 0.023 0.003 7.0E‐15 ‐0.004 0.001 6.6E‐04 0.023 0.004 1.0E‐11 0.001 0.001 4.0E‐01 ‐ 0 ‐ 1 C10orf32 (‐4kb), SUFU (‐23011 BORCS7,BORCS7‐ASMT

rs11191801 10 105532165 A C 0.708 0.998 0.023 0.003 8.7E‐16 0.001 0.015 9.7E‐01 0.004 0.003 1 0 1.8E‐01 0.001 0.002 2.9E‐01 0.008 0.003 1.3E‐03 0.004 0.001 4.7E‐04 ‐0.004 0.003 3.3E‐01 0.002 0.001 5.1E‐02 ‐ 0 ‐ 0 ‐ CALHM3 (‐9 SH3PXD2A

10:126834851 10 126834851 A AT 0.497 0.906 0.016 0.003 1.0E‐08 ‐0.022 0.014 1.1E‐01 0.004 0.003 1 0 1.7E‐01 ‐0.001 0.001 5.3E‐01 0.008 0.003 1.8E‐03 ‐0.001 0.001 7.8E‐01 0.004 0.003 1.4E‐01 0.000 0.001 7.8E‐01 ‐ 0 ‐ 0 ‐ ZRANB1 (‐13 CTBP2

rs440150 11 2936657 G A 0.093 0.984 0.026 0.005 2.2E‐08 0.041 0.024 9.8E‐02 ‐0.001 0.005 0 0 8.0E‐01 0.000 0.002 8.3E‐01 0.012 0.004 6.9E‐03 ‐0.003 0.002 3.6E‐01 0.009 0.005 1.0E‐01 ‐0.002 0.001 2.0E‐01 ‐ 0 ‐ 0 ‐ KCNQ1 (‐6612 SLC22A18

rs11024458 11 18082483 A G 0.728 0.993 0.019 0.003 2.3E‐10 ‐0.001 0.016 9.1E‐01 0.003 0.003 1 0 6.3E‐01 0.002 0.002 3.7E‐01 0.006 0.003 2.2E‐02 0.000 0.001 8.7E‐01 0.002 0.003 6.4E‐01 0.000 0.001 9.8E‐01 SAAL1 0 ‐ 0 ‐ KCNC1 (‐2714 SAAL1 (+19kb)

rs10501081 11 27236061 G C 0.138 0.992 0.022 0.004 1.3E‐08 0.032 0.020 1.1E‐01 0.012 0.004 1 0 6.0E‐03 ‐0.002 0.002 3.3E‐01 0.012 0.004 7.9E‐04 0.001 0.002 5.0E‐01 0.006 0.004 2.5E‐01 0.000 0.001 7.1E‐01 ‐ 0 ‐ 0 ‐ FIBIN (‐2178 BBOX1‐AS1

rs11031005 11 30226356 C T 0.143 0.993 0.033 0.004 7.2E‐17 0.003 0.020 9.9E‐01 0.002 0.004 1 0 7.1E‐01 ‐0.008 0.002 1.8E‐05 0.023 0.004 1.5E‐10 ‐0.001 0.002 5.9E‐01 0.002 0.004 7.0E‐01 0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ LINC016165 FSHB (+26kb)

rs1939769 11 62914202 A G 0.066 0.985 0.083 0.006 1.3E‐51 0.055 0.028 5.3E‐02 0.007 0.006 1 0 1.5E‐01 ‐0.004 0.003 5.0E‐02 0.049 0.005 1.5E‐22 0.000 0.002 8.8E‐01 0.004 0.006 3.0E‐01 0.005 0.002 6.4E‐03 SLC22A25 0 ‐ 0 ‐ SNHG1 (‐2917 SLC22A24 (‐3kb)

rs35008345 11 64323613 C T 0.995 1.000 0.183 0.019 1.2E‐20 ‐0.034 0.096 7.4E‐01 ‐0.016 0.021 0 0 5.1E‐01 ‐0.016 0.010 2.3E‐01 0.131 0.017 9.1E‐14 0.002 0.009 9.3E‐01 ‐0.029 0.021 2.0E‐01 0.002 0.006 7.0E‐01 SLC22A11 0 ‐ 0 ‐ PLCB3 (‐2824 SLC22A11

rs312023 11 68097049 G A 0.472 0.990 0.028 0.003 3.0E‐24 ‐0.044 0.014 1.5E‐03 ‐0.010 0.003 0 0 4.2E‐04 ‐0.003 0.001 3.7E‐02 0.015 0.003 9.7E‐10 ‐0.004 0.001 2.9E‐04 ‐0.005 0.003 6.4E‐02 0.001 0.001 2.3E‐01 ‐ 0 ‐ 1 LRP5 (+51kb), NDUFS8 (‐210 LRP5

rs171021 11 72317557 C T 0.703 0.994 0.038 0.003 4.2E‐35 ‐0.050 0.015 7.7E‐04 0.007 0.003 1 0 1.9E‐02 0.001 0.002 4.3E‐01 0.018 0.003 1.2E‐10 0.000 0.001 6.0E‐01 0.009 0.003 1.1E‐02 0.000 0.001 6.6E‐01 ‐ 0 ‐ 0 ‐ CLPB (‐1729 PDE2A

rs11235688 11 72947934 G A 0.583 0.990 0.022 0.003 3.7E‐16 0.002 0.014 9.8E‐01 0.000 0.003 0 0 8.8E‐01 ‐0.004 0.001 5.7E‐03 0.016 0.003 7.0E‐12 0.001 0.001 3.7E‐01 ‐0.003 0.003 3.8E‐01 0.002 0.001 4.5E‐02 ‐ 0 ‐ 0 ‐ FCHSD2 (‐96 P2RY2

11:110176972 11 110176972 CT C 0.528 0.958 0.017 0.003 8.7E‐10 ‐0.001 0.014 9.6E‐01 0.003 0.003 1 0 1.9E‐01 0.000 0.001 7.8E‐01 0.009 0.003 1.4E‐03 ‐0.001 0.001 9.7E‐01 0.004 0.003 1.2E‐01 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ ZC3H12C (‐5 RDX (‐10kb)

rs75848431 11 123325111 T C 0.152 0.994 0.032 0.004 4.2E‐15 ‐0.017 0.019 4.1E‐01 0.002 0.004 1 0 6.8E‐01 ‐0.001 0.002 5.1E‐01 0.019 0.004 1.1E‐07 0.000 0.002 9.6E‐01 ‐0.001 0.004 7.6E‐01 ‐0.002 0.001 1.3E‐01 ‐ 0 ‐ 0 ‐ CLMP (‐2596 GRAMD1B (+55kb)

11:123438708 11 123438708 T TGAG 0.112 0.972 0.048 0.005 4.9E‐28 0.044 0.022 4.7E‐02 0.000 0.005 1 0 9.0E‐01 ‐0.004 0.002 4.4E‐02 0.034 0.004 1.6E‐17 ‐0.002 0.002 2.3E‐01 0.007 0.005 1.6E‐01 0.001 0.001 4.0E‐01 ‐ 0 ‐ 0 ‐ MIR4493 (‐6 GRAMD1B

rs76299412 11 128269098 A G 0.153 0.980 0.035 0.004 2.0E‐20 0.000 0.019 9.6E‐01 0.006 0.004 1 0 1.4E‐01 0.007 0.002 5.8E‐04 0.008 0.004 7.4E‐03 0.002 0.002 1.8E‐01 0.002 0.004 6.6E‐01 0.000 0.001 9.9E‐01 ‐ 0 ‐ 0 ‐ ETS1 (+60k6 ETS1 (+60kb)

rs56196860 12 2908330 C A 0.969 1.000 0.058 0.008 3.7E‐12 ‐0.024 0.040 4.4E‐01 ‐0.301 0.009 0 1 5.1E‐276 ‐0.018 0.004 2.5E‐05 0.048 0.007 1.4E‐10 ‐0.022 0.004 6.6E‐11 ‐0.321 0.009 5.4E‐310 ‐0.021 0.002 2.6E‐18 FKBP4 0 ‐ 0 ‐ CACNA1C (13 FKBP4

rs881613 12 12738486 A G 0.301 0.965 0.017 0.003 3.1E‐08 0.027 0.015 6.8E‐02 0.002 0.003 1 0 6.9E‐01 0.001 0.002 4.4E‐01 0.009 0.003 8.4E‐04 0.001 0.001 3.0E‐01 0.001 0.003 7.5E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ MANSC1 (‐11 DUSP16 (‐23kb)

rs4149056 12 21331549 C T 0.151 1.000 0.029 0.004 1.1E‐14 ‐0.033 0.019 1.0E‐01 ‐0.054 0.004 0 1 1.3E‐39 ‐0.027 0.002 4.1E‐45 0.043 0.004 3.0E‐35 ‐0.032 0.002 5.3E‐87 0.005 0.004 2.3E‐01 ‐0.001 0.001 4.6E‐01 SLCO1B1 0 ‐ 0 ‐ SLCO1B3 (‐7 SLCO1B1

rs117913411 12 48254353 T A 0.966 0.962 0.048 0.008 3.3E‐10 ‐0.014 0.039 7.7E‐01 ‐0.005 0.008 0 0 3.8E‐01 0.005 0.004 2.9E‐01 0.021 0.007 9.2E‐04 0.006 0.003 6.3E‐02 ‐0.026 0.008 6.0E‐04 0.002 0.002 3.3E‐01 ‐ 0 ‐ 0 ‐ RPAP3 (‐1512 VDR

rs35801460 12 49180828 G A 0.797 0.997 0.020 0.003 6.4E‐09 ‐0.051 0.017 2.5E‐03 ‐0.001 0.004 0 0 6.8E‐01 ‐0.002 0.002 2.4E‐01 0.015 0.003 1.7E‐06 0.000 0.002 7.3E‐01 0.003 0.004 4.1E‐01 0.001 0.001 4.9E‐01 ‐ 0 ‐ 0 ‐ C12orf54 ( 26 ADCY6

12:49441189_ 12 49441189 CT C 0.977 0.832 0.061 0.010 1.1E‐09 0.092 0.050 5.8E‐02 0.003 0.011 1 0 7.3E‐01 0.005 0.005 3.2E‐01 0.027 0.009 1.3E‐03 0.007 0.004 9.0E‐02 ‐0.008 0.011 3.7E‐01 0.001 0.003 6.9E‐01 ‐ 0 ‐ 0 ‐ LINC0093526 KMT2D

rs7977247 12 107259470 T C 0.578 0.995 0.018 0.003 3.9E‐11 0.013 0.014 2.4E‐01 0.000 0.003 1 0 9.7E‐01 0.004 0.001 6.1E‐03 0.002 0.003 2.8E‐01 ‐0.002 0.001 2.0E‐01 0.005 0.003 1.2E‐01 0.000 0.001 7.2E‐01 ‐ 0 ‐ 0 ‐ LOC1002877 RIC8B

rs35427 12 115556307 T G 0.617 0.950 0.017 0.003 3.4E‐10 0.005 0.015 7.1E‐01 0.002 0.003 1 0 3.0E‐01 0.005 0.001 2.5E‐04 0.004 0.003 1.6E‐01 0.001 0.001 4.0E‐01 0.002 0.003 5.7E‐01 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs1169289 12 121416622 G C 0.440 0.982 0.019 0.003 2.5E‐11 ‐0.012 0.014 4.0E‐01 ‐0.022 0.003 0 1 9.7E‐14 ‐0.008 0.001 1.9E‐09 0.017 0.003 1.2E‐10 ‐0.017 0.001 2.6E‐43 0.010 0.003 3.7E‐03 0.001 0.001 3.1E‐01 ‐ 0 ‐ 0 ‐ MLEC (‐27713 HNF1A

12:123639761 12 123639761 TAAATA T 0.186 0.987 0.019 0.004 2.2E‐08 ‐0.024 0.018 2.3E‐01 0.000 0.004 1 0 9.7E‐01 0.004 0.002 4.1E‐03 0.006 0.003 9.8E‐02 ‐0.005 0.002 8.6E‐04 0.009 0.004 1.5E‐02 0.000 0.001 6.7E‐01 SBNO1 0 ‐ 0 ‐ HIP1R (‐29 15 MPHOSPH9 (+1kb)

rs837493 12 125075660 G A 0.452 0.993 0.016 0.003 1.1E‐08 ‐0.011 0.014 4.2E‐01 ‐0.005 0.003 0 0 8.5E‐02 0.000 0.001 9.3E‐01 0.009 0.003 3.0E‐04 ‐0.002 0.001 1.3E‐01 0.000 0.003 9.8E‐01 ‐0.001 0.001 2.5E‐01 ‐ 0 ‐ 0 ‐ ZNF664‐RF5 NCOR2 (‐24kb)

rs9506725 13 22314146 T C 0.629 1.000 0.052 0.003 4.8E‐73 0.022 0.014 1.2E‐01 0.009 0.003 1 0 7.8E‐03 0.002 0.001 1.9E‐01 0.028 0.003 4.0E‐28 0.002 0.001 3.5E‐02 0.006 0.003 3.9E‐02 ‐0.001 0.001 3.5E‐01 ‐ 0 ‐ 0 ‐ ZDHHC20 (4 FGF9 (‐36kb)

rs9552597 13 22690127 A G 0.191 1.000 0.035 0.004 5.2E‐24 ‐0.005 0.018 7.3E‐01 0.003 0.004 1 0 4.7E‐01 0.001 0.002 4.2E‐01 0.018 0.003 1.3E‐09 ‐0.002 0.002 6.0E‐01 0.005 0.004 2.7E‐01 0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ LINC004242 LINC00540 (+94kb)

rs4943729 13 32353100 A C 0.518 0.998 0.015 0.003 1.1E‐08 ‐0.031 0.014 2.0E‐02 0.001 0.003 1 0 7.3E‐01 0.002 0.001 5.2E‐02 0.007 0.003 4.2E‐03 0.000 0.001 6.2E‐01 0.001 0.003 5.7E‐01 0.000 0.001 7.6E‐01 ‐ 0 ‐ 0 ‐ [RXFP2],EE4 RXFP2

rs17764067 13 33728353 G A 0.780 0.973 0.021 0.003 5.5E‐10 ‐0.006 0.017 7.2E‐01 ‐0.005 0.004 0 0 1.7E‐01 ‐0.002 0.002 1.5E‐01 0.012 0.003 6.6E‐05 ‐0.001 0.002 6.0E‐01 ‐0.001 0.004 6.8E‐01 ‐0.001 0.001 4.8E‐01 STARD13 0 ‐ 0 ‐ LINC004234 STARD13

rs17245822 13 73131694 C A 0.373 0.978 0.028 0.003 2.3E‐23 0.024 0.014 7.4E‐02 ‐0.002 0.003 0 0 5.4E‐01 0.000 0.001 7.3E‐01 0.014 0.003 3.6E‐08 0.002 0.001 5.4E‐02 ‐0.006 0.003 2.1E‐02 0.000 0.001 7.4E‐01 ‐ 0 ‐ 0 ‐ MZT1 (+154 MZT1 (+151kb)

rs9599996 13 73203811 T G 0.599 0.986 0.017 0.003 2.1E‐10 0.011 0.014 4.4E‐01 ‐0.008 0.003 0 0 5.3E‐03 ‐0.001 0.001 6.3E‐01 0.010 0.003 5.8E‐05 ‐0.001 0.001 5.8E‐01 ‐0.008 0.003 5.0E‐03 0.000 0.001 8.7E‐01 ‐ 0 ‐ 0 ‐ MZT1 (+794 MZT1 (+79kb)

rs72660136 13 109960307 T C 0.966 1.000 0.060 0.008 4.9E‐16 0.064 0.038 9.6E‐02 0.005 0.008 1 0 5.2E‐01 0.002 0.004 8.8E‐01 0.030 0.007 7.9E‐06 ‐0.008 0.003 5.2E‐02 0.019 0.008 2.4E‐02 0.002 0.002 3.1E‐01 ‐ 0 ‐ 0 ‐ MYO16 (‐13 LINC00399 (+93kb)

rs7342537 14 21555063 G A 0.018 0.987 0.107 0.011 2.8E‐24 ‐0.047 0.052 3.6E‐01 ‐0.011 0.012 0 0 2.2E‐01 0.002 0.005 7.6E‐01 0.048 0.010 1.0E‐07 ‐0.004 0.005 2.9E‐01 ‐0.012 0.012 1.4E‐01 0.001 0.003 6.3E‐01 ‐ 0 ‐ 0 ‐ RNASE1 (‐222 ARHGEF40

rs59397130 14 64898076 G A 0.026 0.991 0.056 0.009 2.3E‐10 ‐0.013 0.043 8.6E‐01 ‐0.004 0.010 0 0 8.9E‐01 ‐0.004 0.004 7.7E‐01 0.032 0.008 4.9E‐05 ‐0.005 0.004 2.4E‐01 0.008 0.010 2.5E‐01 0.004 0.003 1.4E‐01 ‐ 0 ‐ 0 ‐ SYNE2 (‐2011 MTHFD1

rs61987429 14 65606248 C T 0.649 0.983 0.017 0.003 9.2E‐10 ‐0.008 0.015 5.1E‐01 ‐0.001 0.003 0 0 6.9E‐01 0.000 0.001 9.4E‐01 0.007 0.003 6.3E‐03 ‐0.002 0.001 3.4E‐02 0.003 0.003 3.8E‐01 ‐0.001 0.001 3.4E‐01 ‐ 0 ‐ 0 ‐ CHURC1 (‐212 MAX (‐37kb)

rs1314911 14 68698230 A G 0.859 0.998 0.026 0.004 7.2E‐10 0.021 0.020 2.7E‐01 ‐0.005 0.004 0 0 3.2E‐01 ‐0.002 0.002 4.4E‐01 0.016 0.004 5.9E‐06 0.003 0.002 1.0E‐01 ‐0.005 0.004 2.3E‐01 ‐0.001 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ [RAD51B], 1 RAD51B

rs72731535 14 69237902 G A 0.822 0.999 0.025 0.004 9.1E‐12 ‐0.006 0.018 7.9E‐01 ‐0.005 0.004 0 0 3.0E‐01 ‐0.002 0.002 1.8E‐01 0.016 0.003 2.0E‐07 ‐0.001 0.002 8.4E‐01 ‐0.001 0.004 8.8E‐01 ‐0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ RAD51B (‐86 ZFP36L1 (+16kb)

rs112635299 14 94838142 G T 0.979 1.000 0.062 0.010 2.9E‐11 0.037 0.049 3.3E‐01 ‐0.209 0.011 0 1 1.5E‐88 ‐0.060 0.005 2.8E‐32 0.102 0.009 1.1E‐31 ‐0.131 0.004 1.3E‐216 0.019 0.011 3.4E‐02 ‐0.001 0.003 6.7E‐01 ‐ 0 ‐ 0 ‐ DDX24 (‐2916 SERPINA2 (‐5kb)

rs12436785 14 98550490 C T 0.417 1.000 0.030 0.003 2.8E‐26 ‐0.031 0.014 1.6E‐02 0.001 0.003 1 0 8.8E‐01 0.002 0.001 1.9E‐01 0.016 0.003 8.8E‐11 0.000 0.001 8.7E‐01 0.000 0.003 9.1E‐01 0.001 0.001 1.8E‐01 ‐ 0 ‐ 0 ‐ LINC015501 LINC01550 (‐106kb)

rs10147094 14 99727591 A G 0.614 0.978 0.022 0.003 6.9E‐16 ‐0.034 0.014 1.2E‐02 0.003 0.003 1 0 3.2E‐01 0.002 0.001 1.3E‐01 0.008 0.003 1.3E‐03 0.000 0.001 8.5E‐01 0.002 0.003 4.7E‐01 0.000 0.001 6.1E‐01 ‐ 0 ‐ 0 ‐ [BCL11B],S4 BCL11B

rs12893790 14 101178804 G C 0.816 0.992 0.021 0.004 1.0E‐09 0.039 0.018 3.1E‐02 ‐0.004 0.004 0 0 1.7E‐01 ‐0.003 0.002 7.8E‐02 0.015 0.003 2.4E‐06 0.001 0.002 8.0E‐01 ‐0.007 0.004 5.9E‐02 0.000 0.001 8.2E‐01 ‐ 0 ‐ 0 ‐ WDR25 (‐160 DLK1 (+14kb)

rs77432559 14 106875550 G C 0.079 0.781 0.037 0.006 4.2E‐11 ‐0.006 0.029 7.5E‐01 0.013 0.006 1 0 6.9E‐02 ‐0.005 0.003 9.8E‐02 0.024 0.005 3.4E‐06 0.000 0.003 7.4E‐01 0.013 0.006 7.9E‐02 ‐0.002 0.002 2.5E‐01 ‐ 0 ‐ 0 ‐ LINC002262 LINC00221 (+63kb)

rs11638521 15 40360314 T C 0.347 0.998 0.064 0.003 2.6E‐110 0.022 0.015 1.4E‐01 0.000 0.003 0 0 9.2E‐01 0.003 0.001 2.6E‐02 0.028 0.003 1.1E‐26 ‐0.004 0.001 7.7E‐04 0.007 0.003 3.7E‐02 0.000 0.001 8.5E‐01 ‐ 0 ‐ 0 ‐ FSIP1 (‐28517 SRP14‐AS1 (‐1kb)

rs61661087 15 40720543 C T 0.524 1.000 0.028 0.003 1.6E‐24 ‐0.010 0.014 5.2E‐01 ‐0.007 0.003 0 0 2.7E‐02 ‐0.004 0.001 1.2E‐02 0.019 0.003 1.4E‐13 ‐0.003 0.001 8.1E‐03 ‐0.004 0.003 2.3E‐01 0.000 0.001 5.9E‐01 ‐ 0 ‐ 0 ‐ BUB1B (‐2020 IVD (‐7kb)

rs34584018 15 41531518 G GT 0.590 0.936 0.016 0.003 1.0E‐08 ‐0.011 0.015 4.6E‐01 ‐0.008 0.003 0 0 7.6E‐03 ‐0.003 0.001 7.2E‐02 0.011 0.003 7.0E‐05 ‐0.001 0.001 2.0E‐01 ‐0.010 0.003 2.3E‐03 0.001 0.001 9.3E‐02 ‐ 0 ‐ 0 ‐ CHAC1 (‐2812 CHP1

rs72738949 15 50668999 T A 0.420 0.988 0.019 0.003 3.2E‐12 0.021 0.014 1.0E‐01 0.002 0.003 1 0 3.7E‐01 ‐0.002 0.001 2.7E‐01 0.009 0.003 1.3E‐03 ‐0.002 0.001 1.6E‐01 0.007 0.003 8.6E‐03 ‐0.001 0.001 2.1E‐01 ‐ 0 ‐ 2 GABPB1‐AS1 (‐15kb)ATP8B4 (‐210 MIR4712 (‐16kb)

rs2113944 15 60977882 T C 0.223 0.985 0.027 0.003 2.7E‐15 ‐0.055 0.017 1.2E‐03 0.002 0.004 1 0 4.5E‐01 0.002 0.002 1.7E‐01 0.008 0.003 1.5E‐02 ‐0.002 0.001 1.8E‐01 0.004 0.004 1.4E‐01 0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ ANXA2 (‐285 RORA,RORA‐AS2

15:66049600_ 15 66049600 TG T 0.562 0.984 0.019 0.003 2.6E‐11 ‐0.011 0.014 5.5E‐01 0.000 0.003 1 0 8.5E‐01 ‐0.002 0.001 9.9E‐02 0.014 0.003 2.5E‐08 ‐0.003 0.001 8.1E‐03 0.007 0.003 2.1E‐02 0.001 0.001 2.2E‐01 ‐ 0 ‐ 0 ‐ DPP8 (‐2409 DENND4A

rs12708515 15 75454879 G C 0.364 0.991 0.021 0.003 2.1E‐14 ‐0.024 0.014 1.4E‐01 0.005 0.003 1 0 5.8E‐02 ‐0.001 0.001 7.8E‐01 0.014 0.003 4.0E‐08 0.000 0.001 4.0E‐01 0.004 0.003 1.6E‐01 0.002 0.001 8.4E‐03 ‐ 1 MAN2C1 (+199kb)1 MAN2C1 (+199kb), SCAMP2 (‐ 16 C15orf39 (+39kb)

rs4464040 15 79840557 C T 0.850 0.990 0.045 0.004 4.4E‐32 ‐0.013 0.019 5.4E‐01 0.000 0.004 0 0 8.0E‐01 0.000 0.002 8.4E‐01 0.025 0.004 4.2E‐13 0.002 0.002 2.9E‐01 ‐0.004 0.004 3.2E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 1 KIAA1024 (‐96kb), ANKRD34C6 KIAA1024 (‐76kb)

rs12900736 15 85558140 C T 0.830 1.000 0.040 0.004 1.9E‐27 0.020 0.018 2.7E‐01 0.001 0.004 1 0 7.2E‐01 0.000 0.002 9.4E‐01 0.020 0.003 1.2E‐09 ‐0.001 0.002 3.8E‐01 0.005 0.004 2.2E‐01 ‐0.001 0.001 6.5E‐01 ‐ 0 ‐ 0 ‐ SEC11A (‐27 PDE8A

rs2074585 15 91009484 A G 0.514 1.000 0.016 0.003 8.8E‐09 ‐0.017 0.014 2.3E‐01 ‐0.009 0.003 0 0 1.2E‐03 0.000 0.001 8.7E‐01 0.009 0.003 3.5E‐04 ‐0.001 0.001 1.7E‐01 ‐0.010 0.003 6.6E‐04 ‐0.001 0.001 1.6E‐01 CRTC3 0 ‐ 0 ‐ SEMA4B (‐ 12 IQGAP1

rs437115 16 4156423 T C 0.565 0.983 0.028 0.003 4.2E‐24 0.056 0.014 7.5E‐05 ‐0.002 0.003 0 0 6.4E‐01 ‐0.002 0.001 1.2E‐01 0.015 0.003 1.4E‐09 0.001 0.001 9.9E‐01 ‐0.002 0.003 7.1E‐01 0.001 0.001 4.4E‐01 ‐ 0 ‐ 0 ‐ CREBBP (‐212 ADCY9

rs8045779 16 12907061 T C 0.836 0.992 0.026 0.004 1.4E‐11 0.011 0.019 4.7E‐01 ‐0.005 0.004 0 0 2.3E‐01 0.002 0.002 3.7E‐01 0.010 0.003 2.3E‐03 0.000 0.002 8.6E‐01 ‐0.009 0.004 3.6E‐02 0.001 0.001 3.9E‐01 CPPED1 0 ‐ 0 ‐ SNX29 (‐234 CPPED1 (‐9kb)

rs534645300 16 30813454 AT A 0.244 0.960 0.021 0.003 7.5E‐11 0.100 0.016 1.5E‐09 ‐0.011 0.004 0 0 2.4E‐03 ‐0.002 0.002 2.1E‐01 0.018 0.003 1.1E‐09 0.001 0.001 2.5E‐01 ‐0.010 0.004 4.9E‐03 0.002 0.001 5.7E‐02 PRR14 0 ‐ 0 ‐ ITGAL (‐27934 ZNF629 (‐15kb)

rs8044588 16 67420328 C G 0.089 1.000 0.028 0.005 1.5E‐09 ‐0.036 0.024 1.1E‐01 0.006 0.005 1 0 1.9E‐01 ‐0.002 0.002 6.3E‐01 0.018 0.004 1.7E‐04 0.006 0.002 2.6E‐03 ‐0.003 0.005 3.0E‐01 0.001 0.001 3.3E‐01 ‐ 0 ‐ 0 ‐ CBFB (‐28533 LRRC36 (‐1kb)

rs58072681 16 81590541 C T 0.070 0.985 0.108 0.006 7.9E‐86 0.021 0.027 4.6E‐01 ‐0.004 0.006 0 0 2.8E‐01 ‐0.006 0.003 1.6E‐02 0.061 0.005 8.3E‐36 ‐0.001 0.002 3.9E‐01 0.002 0.006 9.2E‐01 0.003 0.002 1.1E‐01 ‐ 0 ‐ 0 ‐ BCO1 (‐2668 CMIP

rs187370584 17 2309972 A G 0.987 0.975 0.066 0.012 1.5E‐08 ‐0.023 0.061 6.9E‐01 0.013 0.013 1 0 2.6E‐01 ‐0.010 0.006 1.4E‐01 0.033 0.011 2.2E‐03 0.002 0.005 3.8E‐01 0.016 0.013 2.3E‐01 ‐0.004 0.004 2.8E‐01 SGSM2 0 ‐ 0 ‐ SMG6 (‐10 13 LOC284009 (+0kb)

rs9898480 17 6525861 T C 0.569 1.000 0.018 0.003 9.8E‐12 0.024 0.014 6.9E‐02 0.003 0.003 1 0 5.6E‐01 0.000 0.001 9.5E‐01 0.010 0.003 3.6E‐05 0.001 0.001 6.0E‐01 0.005 0.003 3.7E‐01 ‐0.001 0.001 1.3E‐01 KIAA0753 0 ‐ 0 ‐ AIPL1 (‐18715 KIAA0753

rs62059839 17 7533015 T C 0.261 0.994 0.032 0.003 9.5E‐24 0.019 0.016 2.8E‐01 0.196 0.003 1 1 1.5E‐738 0.100 0.002 3.6E‐896 ‐0.090 0.003 2.0E‐218 0.120 0.001 1.8E‐1786 ‐0.034 0.003 1.1E‐22 0.006 0.001 2.2E‐10 ‐ 0 ‐ 0 ‐ ACAP1 (‐2746 SHBG

rs2270445 17 8219478 G A 0.487 0.983 0.017 0.003 4.6E‐10 ‐0.041 0.014 5.2E‐03 0.007 0.003 1 0 4.1E‐03 0.002 0.001 2.4E‐01 0.008 0.003 2.7E‐03 0.003 0.001 1.2E‐02 0.003 0.003 2.5E‐01 0.002 0.001 4.8E‐02 ARHGEF15 0 ‐ 0 ‐ GUCY2D (‐ 27 ARHGEF15

rs34557412 17 16852187 A G 0.993 1.000 0.107 0.017 1.8E‐10 ‐0.153 0.082 7.2E‐02 0.015 0.018 1 0 3.9E‐01 0.004 0.008 6.5E‐01 0.060 0.015 3.9E‐05 0.012 0.007 4.3E‐02 ‐0.011 0.018 5.8E‐01 0.007 0.005 1.7E‐01 TNFRSF13B 0 ‐ 0 ‐ ZNF624 (‐210 TNFRSF13B

rs1242518 17 17387899 T C 0.747 0.997 0.020 0.003 4.8E‐10 0.056 0.016 2.5E‐04 0.013 0.003 1 0 1.0E‐04 0.008 0.002 5.5E‐07 0.002 0.003 6.8E‐01 0.004 0.001 5.8E‐04 0.005 0.004 1.7E‐01 0.002 0.001 7.0E‐02 PEMT 0 ‐ 0 ‐ MPRIP (‐2912 MED9

17:53371413_ 17 53371413 TA T 0.377 0.980 0.019 0.003 3.8E‐11 ‐0.022 0.014 1.5E‐01 ‐0.001 0.003 0 0 5.4E‐01 ‐0.002 0.001 2.1E‐01 0.016 0.003 8.9E‐10 ‐0.001 0.001 1.5E‐01 0.002 0.003 8.2E‐01 ‐0.001 0.001 2.6E‐01 ‐ 0 ‐ 0 ‐ STXBP4 (‐13 HLF

rs232159 17 63708321 C T 0.349 0.987 0.018 0.003 1.1E‐08 0.013 0.015 4.0E‐01 ‐0.007 0.003 0 0 2.4E‐02 ‐0.003 0.001 1.9E‐02 0.015 0.003 5.1E‐08 ‐0.002 0.001 5.9E‐02 ‐0.006 0.003 5.2E‐02 0.001 0.001 4.2E‐01 ‐ 0 ‐ 0 ‐ CRAT40 (‐23 CEP112

rs34931250 17 66879927 C T 0.939 1.000 0.054 0.006 3.2E‐21 0.013 0.029 6.5E‐01 ‐0.023 0.006 0 0 1.1E‐03 ‐0.011 0.003 1.2E‐04 0.040 0.005 3.1E‐15 ‐0.011 0.002 2.9E‐05 ‐0.007 0.006 4.8E‐01 0.000 0.002 9.7E‐01 ‐ 0 ‐ 0 ‐ FAM20A (‐ 9 ABCA8

rs532213132 17 81058362 GC G 0.646 0.942 0.016 0.003 2.1E‐08 0.007 0.015 6.8E‐01 ‐0.002 0.003 0 0 3.5E‐01 ‐0.002 0.001 6.6E‐02 0.012 0.003 1.1E‐06 0.001 0.001 6.5E‐01 ‐0.002 0.003 3.8E‐01 0.000 0.001 8.4E‐01 ‐ 0 ‐ 0 ‐ TBCD (‐1575 METRNL (‐5kb)

rs28421540 18 3818842 A C 0.714 0.986 0.031 0.003 1.9E‐24 0.027 0.015 7.4E‐02 ‐0.002 0.003 0 0 4.0E‐01 ‐0.004 0.002 1.2E‐02 0.018 0.003 1.3E‐10 ‐0.002 0.001 1.7E‐01 0.000 0.003 8.9E‐01 0.000 0.001 6.5E‐01 ‐ 0 ‐ 1 DLGAP1 (+157kb), [DLGAP1],D6 DLGAP1

rs2186945 18 13921536 C T 0.162 0.984 0.025 0.004 2.0E‐10 ‐0.013 0.019 4.8E‐01 ‐0.004 0.004 0 0 2.9E‐01 0.001 0.002 9.7E‐01 0.008 0.003 1.8E‐02 ‐0.003 0.002 4.3E‐02 0.002 0.004 5.8E‐01 ‐0.001 0.001 6.0E‐01 ‐ 0 ‐ 0 ‐ LDLRAD4 (‐7 MC2R (‐6kb)

rs34163044 18 51851616 A C 0.419 0.985 0.017 0.003 2.7E‐09 ‐0.032 0.014 2.1E‐02 0.004 0.003 1 0 2.6E‐01 ‐0.001 0.001 5.0E‐01 0.008 0.003 9.4E‐04 0.000 0.001 9.9E‐01 0.002 0.003 5.1E‐01 ‐0.001 0.001 4.7E‐01 ‐ 0 ‐ 0 ‐ MBD2 (‐105 STARD6

rs112367565 18 71883232 A C 0.046 1.000 0.049 0.007 1.3E‐13 0.029 0.033 3.3E‐01 0.002 0.007 1 0 9.5E‐01 ‐0.003 0.003 4.1E‐01 0.028 0.006 7.0E‐06 0.001 0.003 7.2E‐01 0.000 0.007 9.2E‐01 0.003 0.002 1.8E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐67 CYB5A (+37kb)

rs9319895 18 71896469 A G 0.515 0.923 0.023 0.003 2.8E‐15 0.011 0.014 4.8E‐01 ‐0.001 0.003 0 0 6.6E‐01 0.000 0.001 6.4E‐01 0.012 0.003 2.2E‐06 0.000 0.001 9.0E‐01 ‐0.002 0.003 4.0E‐01 0.000 0.001 9.9E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐87 CYB5A (+24kb)

rs117327231 18 71916636 A C 0.023 1.000 0.173 0.009 6.8E‐82 0.055 0.047 2.4E‐01 ‐0.021 0.010 0 0 5.8E‐02 ‐0.005 0.005 4.4E‐01 0.097 0.008 2.8E‐31 ‐0.002 0.004 5.7E‐01 ‐0.024 0.010 3.6E‐02 0.002 0.003 4.9E‐01 ‐ 0 ‐ 0 ‐ FBXO15 (‐18 CYB5A (+4kb)

rs12977787 19 1814025 A G 0.541 0.996 0.015 0.003 7.2E‐09 0.086 0.014 5.8E‐10 ‐0.003 0.003 0 0 2.4E‐01 ‐0.004 0.001 5.2E‐03 0.015 0.003 8.0E‐10 0.000 0.001 8.2E‐01 ‐0.007 0.003 1.8E‐02 ‐0.001 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ PLK5 (‐279 21 REXO1 (+1kb)

rs8111359 19 10471462 C T 0.905 0.970 0.060 0.005 1.1E‐35 0.046 0.024 5.5E‐02 ‐0.001 0.005 0 0 6.6E‐01 0.000 0.002 8.9E‐01 0.034 0.004 8.4E‐16 0.000 0.002 7.3E‐01 0.001 0.005 7.4E‐01 0.000 0.001 8.9E‐01 ‐ 0 ‐ 0 ‐ C3P1 (‐28734 TYK2

rs4804181 19 12509536 C A 0.221 0.974 0.037 0.003 1.3E‐26 0.020 0.017 2.1E‐01 0.007 0.004 1 0 4.7E‐02 0.009 0.002 3.4E‐07 0.012 0.003 1.5E‐04 0.005 0.002 6.2E‐05 0.002 0.004 8.7E‐01 0.000 0.001 6.1E‐01 ‐ 0 ‐ 0 ‐ ZNF788 (‐221 ZNF799

rs10686842 19 18394549 TAAA T 0.632 0.996 0.028 0.003 1.2E‐22 ‐0.027 0.014 8.4E‐02 0.013 0.003 1 0 5.5E‐05 0.009 0.001 3.7E‐10 0.001 0.003 4.9E‐01 0.007 0.001 3.9E‐09 ‐0.002 0.003 4.4E‐01 0.002 0.001 6.4E‐02 ‐ 0 ‐ 0 ‐ KCNN1 (‐2825 JUND (‐2kb)

rs11673591 19 41985931 A T 0.252 0.996 0.028 0.003 5.7E‐19 ‐0.003 0.016 8.4E‐01 0.011 0.004 1 0 1.8E‐03 0.000 0.002 8.9E‐01 0.014 0.003 1.4E‐06 0.002 0.001 2.6E‐01 0.007 0.004 2.4E‐02 ‐0.001 0.001 1.4E‐01 ‐ 0 ‐ 0 ‐ CYP2S1 (‐219 PCAT19

rs138983180 19 42914668 A G 0.006 1.000 0.162 0.019 2.0E‐17 0.060 0.093 5.1E‐01 0.054 0.021 1 0 1.2E‐02 ‐0.012 0.010 3.1E‐01 0.110 0.017 4.8E‐11 0.022 0.008 2.6E‐02 0.042 0.021 3.3E‐02 0.007 0.006 2.2E‐01 LIPE 0 ‐ 0 ‐ POU2F2 (‐220 LIPE‐AS1,LIPE

rs7256920 19 46203083 G A 0.515 0.987 0.019 0.003 5.5E‐11 0.071 0.014 2.0E‐07 ‐0.002 0.003 0 0 6.7E‐01 ‐0.001 0.001 4.6E‐01 0.010 0.003 9.1E‐05 ‐0.001 0.001 7.6E‐01 ‐0.002 0.003 4.6E‐01 0.000 0.001 9.5E‐01 ‐ 0 ‐ 0 ‐ PPP1R13L  31 QPCTL

rs774224295 19 47715837 T TC 0.681 0.924 0.019 0.003 1.4E‐10 ‐0.017 0.015 2.7E‐01 0.005 0.003 1 0 1.2E‐01 0.002 0.002 2.9E‐01 0.009 0.003 9.9E‐04 0.005 0.001 1.2E‐03 ‐0.001 0.003 6.8E‐01 0.002 0.001 3.4E‐02 ‐ 0 ‐ 0 ‐ ARHGAP3518 SAE1 (‐2kb)

rs2879910 19 48335029 C T 0.481 0.974 0.016 0.003 1.7E‐08 0.010 0.014 5.4E‐01 0.009 0.003 1 0 2.1E‐03 0.001 0.001 1.8E‐01 0.006 0.003 2.4E‐02 0.001 0.001 5.0E‐01 0.009 0.003 1.4E‐03 ‐0.002 0.001 1.2E‐02 ‐ 0 ‐ 0 ‐ ZNF541 (‐226 CRX

rs75287599 19 49517140 T C 0.077 0.994 0.043 0.005 1.7E‐17 0.002 0.026 9.7E‐01 0.018 0.006 1 0 1.2E‐03 0.002 0.003 6.3E‐01 0.021 0.005 7.2E‐07 0.000 0.002 9.8E‐01 0.019 0.006 4.1E‐04 0.005 0.002 2.7E‐03 LHB 0 ‐ 0 ‐ MAMSTR ( 38 RUVBL2

rs11697333 20 31189078 T C 0.674 0.972 0.019 0.003 1.8E‐10 0.019 0.015 2.7E‐01 0.002 0.003 1 0 6.2E‐01 ‐0.001 0.002 2.5E‐01 0.010 0.003 3.9E‐05 ‐0.002 0.001 1.2E‐01 0.008 0.003 2.4E‐02 0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ KIF3B (‐2669 LOC149950

rs1883711 20 39179822 G C 0.968 0.960 0.050 0.008 2.0E‐09 0.134 0.040 9.2E‐04 ‐0.019 0.009 0 0 4.1E‐02 0.019 0.004 3.5E‐07 0.002 0.007 9.8E‐01 ‐0.009 0.004 2.8E‐03 ‐0.008 0.009 4.0E‐01 0.004 0.002 8.9E‐02 ‐ 0 ‐ 0 ‐ MAFB (+131 MAFB (+135kb)

rs6020423 20 48909667 C T 0.760 1.000 0.040 0.003 1.1E‐36 0.004 0.016 8.1E‐01 ‐0.012 0.004 0 0 4.7E‐04 ‐0.004 0.002 1.0E‐02 0.025 0.003 2.3E‐18 ‐0.006 0.001 2.5E‐04 ‐0.002 0.004 4.8E‐01 0.002 0.001 1.5E‐02 ‐ 0 ‐ 0 ‐ TRERNA1 ( 13 LINC01270

rs6127099 20 52731402 A T 0.721 0.949 0.018 0.003 1.1E‐08 0.011 0.016 4.9E‐01 0.001 0.003 1 0 6.4E‐01 ‐0.002 0.002 3.0E‐01 0.009 0.003 1.2E‐03 0.001 0.001 4.0E‐01 0.000 0.003 9.1E‐01 0.001 0.001 2.4E‐01 ‐ 0 ‐ 0 ‐ SUMO1P1 5 CYP24A1 (+39kb)

rs6100174 20 57280575 C T 0.625 0.998 0.020 0.003 1.7E‐13 0.005 0.014 7.5E‐01 0.003 0.003 1 0 3.8E‐01 0.002 0.001 3.2E‐01 0.007 0.003 5.2E‐03 0.000 0.001 7.3E‐01 0.001 0.003 6.3E‐01 0.000 0.001 8.7E‐01 ‐ 0 ‐ 0 ‐ VAPB (‐25415 STX16‐NPEPL1,NPEPL1

20:60691366_ 20 60691366 C CT 0.775 0.892 0.019 0.004 3.4E‐08 0.041 0.018 1.7E‐02 0.000 0.004 0 0 9.7E‐01 0.003 0.002 9.0E‐02 0.006 0.003 6.1E‐02 0.001 0.002 5.5E‐01 ‐0.004 0.004 2.3E‐01 0.002 0.001 3.5E‐02 ‐ 0 ‐ 0 ‐ CDH4 (‐17617 LSM14B (+6kb)

rs8126001 20 62711459 T C 0.490 0.993 0.020 0.003 6.3E‐13 0.045 0.014 9.6E‐04 0.010 0.003 1 0 4.8E‐04 0.005 0.001 4.9E‐04 0.004 0.003 1.4E‐01 0.001 0.001 3.8E‐01 0.006 0.003 3.7E‐02 0.003 0.001 3.0E‐03 ‐ 0 ‐ 1 OPRL1 (+10kb), ZBTB46 (‐228 RGS19 (0kb),OPRL1

rs2824138 21 18294462 C T 0.182 0.994 0.026 0.004 1.7E‐13 ‐0.010 0.018 6.0E‐01 ‐0.007 0.004 0 0 1.0E‐01 0.000 0.002 7.4E‐01 0.016 0.003 1.9E‐06 ‐0.001 0.002 5.2E‐01 ‐0.008 0.004 5.5E‐02 ‐0.001 0.001 2.9E‐01 ‐ 0 ‐ 0 ‐ MIR99AHG1 MIR99AHG (‐290kb)

rs74652944 21 33750632 C T 0.008 0.964 0.183 0.016 3.7E‐31 0.018 0.079 8.0E‐01 0.016 0.017 1 0 2.8E‐01 ‐0.011 0.008 2.0E‐01 0.106 0.014 1.8E‐13 0.002 0.007 6.3E‐01 0.010 0.017 3.8E‐01 0.003 0.005 4.9E‐01 ‐ 0 ‐ 0 ‐ LINC0015910 URB1

21:40645556_ 21 40645556 A AAGGCTGAGAT 0.211 0.958 0.021 0.004 3.4E‐10 0.020 0.017 2.7E‐01 ‐0.002 0.004 0 0 4.6E‐01 ‐0.004 0.002 1.1E‐02 0.014 0.003 4.6E‐06 ‐0.003 0.002 5.6E‐02 0.005 0.004 2.1E‐01 ‐0.001 0.001 5.7E‐01 ‐ 0 ‐ 0 ‐ LINC0170011 BRWD1

21:43349613_ 21 43349613 G GC 0.087 0.907 0.033 0.005 9.1E‐12 0.018 0.026 4.8E‐01 ‐0.001 0.006 0 0 7.6E‐01 0.000 0.003 7.8E‐01 0.018 0.005 7.5E‐05 ‐0.003 0.002 1.3E‐01 0.009 0.006 8.5E‐02 ‐0.001 0.002 5.2E‐01 ‐ 0 ‐ 0 ‐ LINC0011113 C2CD2

rs12185851 21 43372219 C T 0.231 0.992 0.021 0.003 3.2E‐11 ‐0.001 0.017 9.7E‐01 0.008 0.004 1 0 8.7E‐03 ‐0.001 0.002 5.9E‐01 0.009 0.003 1.1E‐03 0.003 0.001 1.5E‐01 0.003 0.004 3.5E‐01 0.001 0.001 3.6E‐01 ‐ 0 ‐ 0 ‐ LINC0011113 C2CD2

rs9611014 22 22453513 C T 0.784 0.970 0.023 0.003 3.1E‐12 ‐0.009 0.017 5.0E‐01 0.011 0.004 1 0 8.8E‐04 0.002 0.002 2.1E‐01 0.013 0.003 3.1E‐05 ‐0.001 0.002 7.9E‐01 0.012 0.004 6.1E‐04 0.001 0.001 1.6E‐01 IGLV8‐61 0 ‐ 0 ‐ MAPK1 (‐2 6 PRAMENP (‐55kb)

rs8184986 22 29127224 A T 0.866 0.984 0.023 0.004 2.4E‐08 0.011 0.021 6.5E‐01 0.002 0.005 1 0 6.2E‐01 ‐0.004 0.002 6.3E‐02 0.018 0.004 9.8E‐07 0.000 0.002 9.7E‐01 0.006 0.005 1.5E‐01 0.000 0.001 9.2E‐01 XBP1 0 ‐ 0 ‐ TTC28 (‐518 CHEK2

rs12628709 22 29647854 G A 0.109 0.991 0.026 0.005 1.8E‐09 ‐0.023 0.022 3.8E‐01 ‐0.002 0.005 0 0 6.8E‐01 0.001 0.002 5.2E‐01 0.010 0.004 1.0E‐02 0.002 0.002 3.0E‐01 ‐0.006 0.005 2.0E‐01 0.003 0.001 3.8E‐02 ‐ 0 ‐ 0 ‐ ZNRF3 (‐1916 EMID1

rs4820829 22 30524248 C T 0.977 0.995 0.058 0.009 4.1E‐10 0.086 0.046 6.2E‐02 0.016 0.010 1 0 3.2E‐01 0.000 0.005 9.0E‐01 0.028 0.008 3.8E‐04 0.005 0.004 3.6E‐01 0.013 0.010 3.4E‐01 0.011 0.003 2.6E‐04 ‐ 0 ‐ 0 ‐ ASCC2 (‐2915 HORMAD2

22:31626042_ 22 31626042 CTT C 0.421 0.971 0.016 0.003 4.5E‐08 0.040 0.014 3.8E‐03 ‐0.002 0.003 0 0 5.6E‐01 ‐0.003 0.001 5.6E‐02 0.012 0.003 1.6E‐06 ‐0.001 0.001 2.7E‐01 ‐0.002 0.003 5.7E‐01 0.000 0.001 9.6E‐01 ‐ 0 ‐ 0 ‐ MORC2 (‐216 LIMK2

rs5751229 22 42545221 A G 0.228 0.980 0.025 0.003 6.1E‐14 ‐0.065 0.017 8.1E‐05 0.009 0.004 1 0 1.5E‐02 0.003 0.002 7.0E‐02 0.006 0.003 3.4E‐02 0.002 0.001 2.1E‐01 0.007 0.004 2.4E‐02 0.000 0.001 9.9E‐01 CYP2D6 / CYP2D7P / TCF20 0 ‐ 0 ‐ SREBF2 (‐2 20 CYP2D7 (‐5kb)

rs6008259 22 46633782 G A 0.821 0.997 0.034 0.004 2.2E‐22 ‐0.038 0.018 3.4E‐02 0.002 0.004 1 0 5.5E‐01 ‐0.002 0.002 3.6E‐01 0.021 0.003 5.3E‐11 0.000 0.002 8.1E‐01 0.003 0.004 3.4E‐01 0.002 0.001 1.1E‐01 CDPF1 0 ‐ 1 PKDREJ (+22kb), WNT7B (‐218 PPARA

rs7291444 22 46656246 T G 0.852 1.000 0.033 0.004 2.9E‐19 ‐0.038 0.020 5.3E‐02 0.001 0.004 1 0 7.0E‐01 ‐0.002 0.002 2.4E‐01 0.021 0.004 9.8E‐10 0.001 0.002 6.4E‐01 0.003 0.004 4.1E‐01 0.001 0.001 4.4E‐01 PKDREJ 0 ‐ 1 PKDREJ (‐1kb), WNT7B (‐218 PKDREJ

rs12837203 23 70334233 G A 0.676 0.984 0.019 0.003 1.8E‐11 ‐0.007 0.015 7.1E‐01 ‐0.003 0.002 0 0 9.3E‐02 ‐0.001 0.002 3.9E‐01 0.010 0.003 3.9E‐04 0.002 0.001 5.2E‐02 ‐0.007 0.002 1.8E‐03 0.000 0.001 6.3E‐01 ‐ 0 ‐ 0 ‐ TEX11 (‐2013 IL2RG (‐3kb)

rs7884765 23 109883765 T C 0.393 0.985 0.024 0.003 2.2E‐17 0.055 0.014 7.0E‐05 0.061 0.002 1 1 2.9E‐177 0.024 0.001 1.5E‐66 ‐0.014 0.003 3.0E‐08 0.039 0.001 1.3E‐456 ‐0.007 0.002 7.9E‐04 0.003 0.001 4.5E‐06 ‐ 0 ‐ 0 ‐ AMMECR14 DL1 (+33kb)

rs67596711 23 152638744 T G 0.501 0.998 0.039 0.003 2.0E‐43 0.032 0.014 5.0E‐02 0.001 0.002 1 0 9.4E‐01 ‐0.004 0.001 1.6E‐02 0.026 0.003 8.6E‐24 0.002 0.001 1.7E‐01 ‐0.001 0.002 5.7E‐01 0.002 0.001 7.5E‐04 ‐ 0 ‐ 0 ‐ PNMA6A (‐13 LOC105373378 (‐13kb)



UGT1A5,UGT1A4



Supplementary Table S8: GWAS significant results for bioavailable testosterone in men and women combined.

Effects in other GWAS

Bioavailable testosterone in men and women combined BMI men and women combined Bioavailable testosterone men Bioavailable testosterone women Gene annotation

SNP CHR BP Effect_AlleleOther_AlleleEffect_Freq INFO Effect SE P_BOLT_LMM Matched_BETA SE P_BOLT_LMM Matched_Beta SE P_BOLT_LMM Matched_Beta SE P_BOLT_LMM NS_Gene Liver_eQTL_Hits Liver_eQTLMuscle/AdMuscle/AdGenes Gene_Count Nearest_Gene

rs11588341 1 16,498,048 A G 0.428 0.986 0.012 0.002 2.3E‐09 0.017 0.009 8.8E‐02 0.010 0.003 5.6E‐04 0.012 0.003 6.2E‐06 ‐ 0 ‐ ‐ ‐ SPEN (‐23115 EPHA2 (‐15kb)

rs114165349 1 27,021,913 C G 0.023 0.985 0.053 0.007 4.0E‐16 ‐0.068 0.031 2.9E‐02 0.006 0.010 4.8E‐01 0.093 0.008 3.8E‐28 ‐ 0 ‐ ‐ ‐ LIN28A (‐2 17 LOC101928728 (‐1kb)

rs4655598 1 65,932,185 T A 0.449 0.998 0.011 0.002 2.3E‐08 0.042 0.009 2.6E‐06 0.025 0.003 1.2E‐17 0.000 0.003 9.8E‐01 ‐ 0 ‐ ‐ ‐ AK4 (‐234k4 LEPR

rs2392239 1 101,735,917 T C 0.308 0.987 0.019 0.002 2.9E‐19 ‐0.001 0.010 9.5E‐01 ‐0.004 0.003 1.4E‐01 0.040 0.003 6.0E‐48 ‐ 0 ‐ ‐ ‐ SLC30A7 (‐ 6 S1PR1 (‐29kb)

rs140584594 1 110,232,983 G A 0.730 1.000 0.017 0.002 1.4E‐13 ‐0.009 0.010 5.3E‐01 0.012 0.003 3.4E‐04 0.021 0.003 2.4E‐13 GSTM1 0 ‐ ‐ ‐ SORT1 (‐2919 GSTM1

rs41264945 1 155,640,115 T C 0.055 1.000 0.024 0.004 1.9E‐08 ‐0.015 0.020 3.5E‐01 0.034 0.007 2.2E‐06 0.013 0.006 1.1E‐02 YY1AP1 0 ‐ ‐ ‐ ASH1L (‐1018 YY1AP1

rs2248979 1 179,310,700 T C 0.255 0.977 0.016 0.002 2.4E‐12 0.020 0.011 5.7E‐02 ‐0.006 0.004 6.9E‐02 0.031 0.003 1.4E‐26 ‐ 0 ‐ ‐ ‐ FAM20B (‐ 7 SOAT1

rs11240695 1 204,158,132 A C 0.247 0.992 0.018 0.002 1.8E‐15 ‐0.009 0.011 4.2E‐01 0.040 0.004 2.1E‐31 0.002 0.003 7.3E‐01 KISS1 0 ‐ ‐ ‐ LINC0030311 KISS1 (+1kb)

rs13028479 2 11,712,075 G T 0.447 0.988 0.018 0.002 3.2E‐20 0.024 0.009 6.8E‐03 0.031 0.003 2.7E‐24 0.005 0.003 3.7E‐02 ‐ 0 ‐ ‐ ‐ ROCK2 (‐229 GREB1

rs113017476 2 31,989,359 A G 0.039 0.981 0.087 0.005 7.8E‐65 ‐0.034 0.024 1.4E‐01 0.182 0.008 2.9E‐122 ‐0.001 0.007 8.2E‐01 ‐ 0 ‐ ‐ ‐ SRD5A2 (‐14 MEMO1 (+104kb)

rs35319517 2 43,806,172 C T 0.805 0.999 0.014 0.003 4.7E‐09 ‐0.014 0.012 2.0E‐01 0.007 0.004 1.8E‐01 0.017 0.003 8.7E‐08 THADA 0 ‐ ‐ ‐ [THADA],P 6 THADA

rs12713012 2 48,904,550 C T 0.290 1.000 0.012 0.002 3.1E‐08 0.005 0.010 6.0E‐01 0.009 0.003 1.1E‐02 0.011 0.003 2.8E‐04 ‐ 0 ‐ ‐ ‐ FOXN2 (‐297 STON1‐GTF2A1L,GTF2A1L

rs3832126 2 64,906,752 CT C 0.726 0.952 0.017 0.002 5.5E‐14 0.021 0.011 3.6E‐02 0.001 0.003 6.9E‐01 0.032 0.003 3.5E‐29 ‐ 0 ‐ ‐ ‐ LGALSL (‐2 8 SERTAD2 (‐26kb)

rs590097 2 111,934,107 G T 0.647 0.992 0.019 0.002 1.1E‐19 0.020 0.010 6.4E‐02 0.001 0.003 5.9E‐01 0.034 0.003 4.9E‐38 ‐ 0 ‐ ‐ ‐ ACOXL (‐585 BCL2L11 (‐8kb)

rs10192634 2 180,500,950 T C 0.269 0.990 0.017 0.002 4.5E‐13 0.020 0.010 5.3E‐02 0.032 0.003 7.5E‐22 0.002 0.003 6.2E‐01 ‐ 0 ‐ ‐ ‐ [ZNF385B],2 ZNF385B

2:227075969_AT 2 227,075,969 A AT 0.673 0.980 0.014 0.002 2.6E‐10 ‐0.021 0.010 2.8E‐02 0.016 0.003 2.8E‐07 0.015 0.003 1.1E‐08 ‐ 0 ‐ ‐ ‐ LOC6467361 LOC646736 (‐31kb)

rs2011425 2 234,627,608 T G 0.921 0.986 0.038 0.004 8.9E‐25 0.004 0.017 7.4E‐01 0.050 0.006 6.4E‐20 0.026 0.005 3.3E‐08 UGT1A8 / UGT1A5 / UGT1A0 ‐ ‐ ‐ DGKD (‐24717 UGT1A8,UGT1A10,UGT1A9,UGT1A7,UGT1A6,UGT1A5,UGT1A4

rs62260729 3 49,889,919 C T 0.324 0.991 0.014 0.002 3.0E‐10 0.070 0.010 8.8E‐13 0.008 0.003 1.5E‐02 0.017 0.003 2.3E‐10 ‐ 0 ‐ ‐ ‐ BSN‐AS2 (‐ 20 TRAIP

rs11707420 3 53,815,865 G A 0.317 0.997 0.012 0.002 3.1E‐08 0.041 0.010 3.8E‐05 0.017 0.003 2.5E‐08 0.007 0.003 3.9E‐03 ‐ 0 ‐ ‐ ‐ [CACNA1D 5 CACNA1D

rs66956368 3 61,279,726 T A 0.703 0.897 0.017 0.002 1.5E‐13 0.013 0.011 2.4E‐01 0.034 0.004 8.1E‐23 0.001 0.003 7.0E‐01 ‐ 0 ‐ ‐ ‐ FHIT (‐43kb2 FHIT (‐43kb)

rs11919691 3 86,782,582 A G 0.620 0.998 0.013 0.002 2.9E‐10 0.005 0.010 5.1E‐01 0.012 0.003 2.9E‐05 0.013 0.003 1.5E‐06 ‐ 0 ‐ ‐ ‐ LINC020702 VGLL3 (+205kb)

rs11425772 3 88,217,876 C CA 0.229 0.808 0.015 0.003 1.3E‐08 ‐0.066 0.012 5.8E‐08 0.028 0.004 5.3E‐13 0.006 0.003 7.1E‐02 ‐ 0 ‐ ‐ ‐ HTR1F (‐174 C3orf38 (‐11kb)

3:135900763_AA 3 135,900,763 A AAAAT 0.701 0.982 0.022 0.002 1.1E‐23 0.082 0.010 5.2E‐16 0.009 0.003 8.7E‐03 0.035 0.003 3.0E‐36 ‐ 0 ‐ ‐ ‐ PPP2R3A (‐4 MSL2

rs7626226 3 138,234,576 C T 0.532 0.997 0.012 0.002 3.5E‐10 ‐0.008 0.009 4.1E‐01 0.024 0.003 2.7E‐14 0.001 0.003 5.4E‐01 CEP70 0 ‐ ‐ ‐ ARMC8 (‐27 CEP70

rs7610095 3 152,035,637 G A 0.548 0.999 0.016 0.002 2.1E‐15 0.020 0.009 3.7E‐02 0.023 0.003 3.8E‐14 0.010 0.003 8.7E‐05 ‐ 0 ‐ ‐ ‐ LOC1019284 MBNL1

rs13108218 4 3,443,931 G A 0.617 0.982 0.018 0.002 1.7E‐17 ‐0.021 0.010 2.5E‐02 0.003 0.003 3.0E‐01 0.021 0.003 1.1E‐16 ‐ 0 ‐ ‐ ‐ HTT (‐198k8 HGFAC

rs7679843 4 22,028,079 G C 0.095 0.948 0.024 0.003 1.9E‐11 ‐0.034 0.016 2.4E‐02 0.050 0.005 3.8E‐22 0.004 0.004 4.1E‐01 ‐ 0 ‐ ‐ ‐ KCNIP4 (‐7 2 KCNIP4 (‐78kb)

rs55644315 4 69,945,771 G GA 0.551 0.999 0.016 0.002 2.5E‐16 ‐0.006 0.009 4.7E‐01 0.018 0.003 3.9E‐09 0.015 0.003 3.8E‐09 UGT2B7 0 ‐ ‐ ‐ UGT2B10 ( 6 UGT2B7 (+16kb)

rs6854749 4 87,968,798 T A 0.201 1.000 0.014 0.002 3.8E‐09 0.015 0.012 1.6E‐01 0.009 0.004 3.2E‐02 0.019 0.003 9.9E‐10 ‐ 0 ‐ ‐ ‐ PTPN13 (‐29 AFF1

rs188539658 4 103,712,252 C T 0.984 0.922 0.053 0.008 3.2E‐11 ‐0.031 0.038 3.8E‐01 0.120 0.012 3.2E‐23 ‐0.008 0.010 4.5E‐01 ‐ 0 ‐ ‐ ‐ LOC10537710 LOC102723704

rs528845403 4 104,780,790 A AATGTGT 0.990 0.852 0.143 0.011 9.7E‐41 0.108 0.050 6.3E‐02 0.289 0.016 1.7E‐70 0.009 0.014 3.6E‐01 ‐ 0 ‐ ‐ ‐ TACR3 (‐141 TACR3 (‐140kb)

rs12658172 5 124,205,385 G C 0.842 0.971 0.019 0.003 3.3E‐12 0.035 0.013 6.8E‐03 0.004 0.004 3.2E‐01 0.030 0.004 1.8E‐18 ‐ 0 ‐ ‐ ‐ ZNF608 (‐12 ZNF608 (‐125kb)

rs2312064 5 155,807,256 C G 0.447 0.993 0.011 0.002 4.2E‐08 0.031 0.009 3.9E‐04 0.013 0.003 4.0E‐05 0.010 0.003 1.4E‐04 ‐ 0 ‐ ‐ ‐ [SGCD], 1 SGCD

rs34192788 6 17,416,258 T A 0.690 0.975 0.013 0.002 1.1E‐09 ‐0.003 0.010 7.5E‐01 0.020 0.003 4.2E‐09 0.006 0.003 1.4E‐02 ‐ 0 ‐ ‐ ‐ STMND1 (‐7 CAP2

rs72834698 6 26,176,517 G A 0.858 0.992 0.018 0.003 8.0E‐11 0.071 0.013 2.2E‐08 0.016 0.004 3.4E‐04 0.019 0.004 1.2E‐07 ‐ 0 ‐ ‐ ‐ SLC17A2 (‐ 43 HIST1H2BD (‐5kb)

rs1264332 6 30,845,563 C G 0.353 1.000 0.023 0.002 2.2E‐22 ‐0.017 0.010 9.2E‐02 0.038 0.003 2.3E‐25 0.013 0.003 2.3E‐05 DPCR1 / VARS2 0 ‐ ‐ ‐ ABCF1 (‐2835 DDR1 (+5kb)

rs9272777 6 32,610,281 T C 0.411 0.915 0.018 0.002 3.1E‐15 ‐0.009 0.010 4.0E‐01 0.021 0.003 5.0E‐09 0.015 0.003 3.8E‐08 ‐ 0 ‐ ‐ ‐ LOC10192922 HLA‐DQA1

rs2504791 6 39,838,496 T C 0.597 1.000 0.011 0.002 4.1E‐08 0.024 0.009 7.0E‐03 0.009 0.003 5.4E‐03 0.009 0.003 2.5E‐04 ‐ 0 ‐ ‐ ‐ KIF6 (‐145k4 DAAM2

rs6912283 6 43,364,494 A G 0.562 0.998 0.014 0.002 1.4E‐12 ‐0.042 0.009 8.9E‐06 0.012 0.003 1.9E‐05 0.015 0.003 1.6E‐09 CRIP3 0 ‐ ‐ ‐ PTK7 (‐23521 ZNF318 (‐27kb)

rs11155076 6 100,226,858 G A 0.789 0.994 0.018 0.002 3.6E‐13 0.022 0.011 6.4E‐02 0.033 0.004 7.5E‐19 0.003 0.003 4.3E‐01 ‐ 0 ‐ ‐ ‐ USP45 (‐265 PRDM13 (‐163kb)

rs9322822 6 105,369,598 C T 0.679 0.997 0.023 0.002 8.9E‐27 0.023 0.010 1.7E‐02 0.049 0.003 2.1E‐52 ‐0.001 0.003 4.8E‐01 ‐ 0 ‐ ‐ ‐ HACE1 (‐626 LIN28B‐AS1 (+15kb)

rs794614 6 119,284,884 A G 0.780 0.995 0.023 0.002 3.7E‐22 0.017 0.011 1.2E‐01 0.006 0.004 3.4E‐02 0.039 0.003 4.9E‐39 ‐ 0 ‐ ‐ ‐ CEP85L (‐2 7 FAM184A

6:144301525_GT 6 144,301,525 G GT 0.660 0.935 0.013 0.002 4.8E‐10 0.027 0.010 7.1E‐03 0.004 0.003 2.6E‐01 0.021 0.003 5.0E‐14 ‐ 0 ‐ ‐ ‐ PHACTR2 ( 7 PLAGL1

rs9986829 7 15,019,259 A G 0.507 0.991 0.028 0.002 4.2E‐43 0.008 0.009 5.0E‐01 0.056 0.003 2.8E‐76 0.003 0.003 3.3E‐01 ‐ 0 ‐ ‐ ‐ DGKB (‐1382 DGKB (‐138kb)

rs10279715 7 40,870,935 A G 0.537 0.995 0.014 0.002 1.3E‐12 0.011 0.009 3.4E‐01 0.022 0.003 3.1E‐13 0.005 0.003 5.4E‐02 ‐ 0 ‐ ‐ ‐ [SUGCT],LI 3 SUGCT

rs799158 7 73,019,074 C T 0.957 0.997 0.028 0.005 2.4E‐08 0.081 0.023 2.5E‐04 0.013 0.008 1.3E‐01 0.039 0.006 1.7E‐10 ‐ 0 ‐ ‐ ‐ NSUN5 (‐2919 MLXIPL

rs17853284 7 75,610,876 C T 0.995 1.000 0.112 0.015 3.0E‐14 0.205 0.069 2.5E‐03 0.031 0.023 2.5E‐01 0.170 0.019 1.7E‐21 POR 0 ‐ ‐ ‐ HIP1 (‐243 12 POR

rs6950023 7 97,915,635 T G 0.185 0.995 0.018 0.003 1.1E‐12 0.022 0.012 7.5E‐02 ‐0.004 0.004 3.3E‐01 0.036 0.003 1.3E‐29 ‐ 1 BRI3 (‐6kb)‐ ‐ OCM2 (‐296 BRI3

rs45446698 7 99,332,948 T G 0.958 1.000 0.059 0.005 1.2E‐32 0.134 0.023 1.7E‐08 ‐0.036 0.008 8.4E‐08 0.161 0.006 5.1E‐148 ‐ 0 ‐ ‐ ‐ ATP5J2‐PTC22 CYP3A7‐CYP3A51P (0kb)

rs7780066 7 137,801,915 A G 0.793 1.000 0.013 0.002 3.3E‐08 ‐0.001 0.011 8.5E‐01 0.003 0.004 3.4E‐01 0.023 0.003 3.1E‐13 ‐ 0 ‐ ‐ ‐ DGKI (‐2705 AKR1D1

rs9987289 8 9,183,358 A G 0.092 1.000 0.025 0.003 2.0E‐13 0.000 0.016 9.0E‐01 0.004 0.005 3.4E‐01 0.034 0.004 5.5E‐15 ‐ 0 ‐ ‐ ‐ ERI1 (‐293k6 LOC157273

rs13261573 8 25,248,615 G A 0.752 0.999 0.016 0.002 2.3E‐12 0.028 0.011 8.8E‐03 0.023 0.004 4.0E‐12 0.011 0.003 5.3E‐04 GNRH1 0 ‐ ‐ ‐ [DOCK5],M5 DOCK5

rs2081687 8 59,388,565 T C 0.337 1.000 0.013 0.002 7.2E‐10 0.012 0.010 1.5E‐01 0.007 0.003 3.6E‐02 0.016 0.003 4.8E‐09 ‐ 0 ‐ ‐ ‐ LOC1019295 CYP7A1 (+14kb)

rs4237037 8 61,731,073 A C 0.758 0.998 0.016 0.002 6.7E‐13 0.011 0.011 4.3E‐01 0.032 0.004 5.1E‐20 0.003 0.003 3.7E‐01 ‐ 0 ‐ ‐ ‐ RAB2A (‐193 CHD7

rs71529289 8 77,879,487 C T 0.748 0.990 0.017 0.002 1.8E‐13 0.000 0.011 7.7E‐01 0.036 0.003 2.0E‐25 ‐0.001 0.003 9.5E‐01 ‐ 0 ‐ ‐ ‐ ZFHX4‐AS14 MIR3149 (0kb)

8:81418150_ATT 8 81,418,150 ATTTT A 0.738 0.985 0.016 0.002 1.2E‐12 0.042 0.011 1.3E‐04 0.009 0.003 3.7E‐02 0.023 0.003 1.2E‐16 ‐ 0 ‐ ‐ ‐ MIR5708 (‐3 ZBTB10

rs1851292 8 105,956,843 C T 0.332 0.989 0.012 0.002 2.9E‐09 ‐0.004 0.010 5.7E‐01 0.009 0.003 7.0E‐03 0.016 0.003 3.8E‐10 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs34706136 9 4,294,707 TG T 0.351 0.984 0.012 0.002 2.7E‐08 ‐0.021 0.010 2.5E‐02 0.014 0.003 4.2E‐05 0.010 0.003 2.1E‐04 ‐ 0 ‐ ‐ ‐ [GLIS3],SLC2 GLIS3

rs1318995 9 24,911,674 G T 0.481 0.995 0.012 0.002 3.7E‐09 0.009 0.009 3.1E‐01 0.020 0.003 1.4E‐10 0.004 0.003 7.6E‐02 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs61237993 9 34,130,435 A G 0.127 0.997 0.018 0.003 9.4E‐10 0.048 0.014 2.8E‐04 0.006 0.005 2.8E‐01 0.029 0.004 1.6E‐15 DCAF12 0 ‐ ‐ ‐ UBE2R2 (‐211 DCAF12 (‐4kb)

rs148262335 9 77,222,516 TTA T 0.339 0.989 0.018 0.002 9.6E‐17 ‐0.005 0.010 6.6E‐01 0.041 0.003 2.6E‐38 ‐0.001 0.003 4.1E‐01 ‐ 0 ‐ ‐ ‐ LOC1019274 RORB

rs3180887 9 86,553,589 G A 0.756 0.995 0.016 0.002 1.1E‐12 0.023 0.011 4.1E‐02 0.001 0.004 6.9E‐01 0.028 0.003 1.7E‐22 KIF27 / RMI1 0 ‐ ‐ ‐ IDNK (‐29510 C9orf64

rs10978435 9 108,949,159 T C 0.684 0.997 0.018 0.002 4.8E‐16 ‐0.029 0.010 2.9E‐03 0.031 0.003 4.0E‐21 0.006 0.003 5.0E‐02 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs10982156 9 117,088,064 A T 0.070 0.916 0.026 0.004 3.7E‐10 0.038 0.019 3.9E‐02 0.048 0.006 4.5E‐14 0.001 0.005 8.3E‐01 ‐ 0 ‐ ‐ ‐ ZNF618 (‐211 ORM1

10:5034014_ATT 10 5034014 ATTAC A 0.994 0.856 0.082 0.014 3.4E‐09 ‐0.027 0.065 7.3E‐01 0.085 0.021 2.5E‐05 0.072 0.018 2.5E‐05 ‐ 0 ‐ ‐ ‐ AKR1E2 (‐17 AKR1C2

rs1937883 10 5,062,212 G A 0.704 0.977 0.018 0.002 3.2E‐16 0.011 0.010 2.6E‐01 0.003 0.003 2.6E‐01 0.034 0.003 6.5E‐36 ‐ 0 ‐ ‐ ‐ AKR1E2 (‐17 AKR1C2 (‐2kb)

rs11510917 10 61,403,131 A G 0.833 0.996 0.018 0.003 5.0E‐12 0.011 0.012 4.6E‐01 0.006 0.004 1.4E‐01 0.030 0.003 2.0E‐19 ‐ 0 ‐ ‐ ‐ FAM13C (‐ 4 SLC16A9 (+7kb)

10:65224458_CA 10 65,224,458 CA C 0.480 0.954 0.018 0.002 1.6E‐17 0.062 0.010 1.8E‐11 0.003 0.003 4.1E‐01 0.032 0.003 2.5E‐36 JMJD1C 0 ‐ ‐ ‐ [JMJD1C],M5 JMJD1C

rs7912521 10 67,262,089 C T 0.415 0.998 0.031 0.002 1.0E‐51 ‐0.003 0.009 8.9E‐01 0.061 0.003 6.2E‐94 0.002 0.003 4.1E‐01 ‐ 0 ‐ ‐ ‐ LINC015151 LINC01515 (+69kb)

rs4565819 10 93,646,268 G A 0.171 0.991 0.016 0.003 2.3E‐09 0.036 0.012 2.1E‐03 0.003 0.004 4.7E‐01 0.025 0.003 1.9E‐14 ‐ 0 ‐ ‐ ‐ HECTD2‐AS7 FGFBP3 (+20kb)

rs11441374 10 104,619,292 A AC 0.759 1.000 0.024 0.002 1.0E‐25 ‐0.019 0.011 1.0E‐01 0.023 0.004 6.5E‐12 0.023 0.003 1.2E‐14 ‐ 1 C10orf32 ( ‐ ‐ SUFU (‐22611 BORCS7,BORCS7‐ASMT

rs34304273 10 135,031,413 T C 0.040 0.956 0.030 0.005 5.6E‐09 0.005 0.024 9.6E‐01 0.039 0.008 8.2E‐07 0.018 0.007 8.8E‐03 ‐ 0 ‐ ‐ ‐ CFAP46 (‐223 KNDC1

rs202190491 11 28454718 TG T 0.552 0.954 0.011 0.002 2.3E‐08 ‐0.006 0.010 3.7E‐01 0.013 0.003 3.5E‐05 0.009 0.003 4.0E‐04 ‐ 0 ‐ ‐ ‐ METTL15 ( 2 MIR8068 (+44kb)

rs559777577 11 29158818 A G 0.993 0.653 0.087 0.015 1.7E‐09 ‐0.022 0.067 7.1E‐01 0.177 0.022 1.2E‐15 ‐0.013 0.019 5.7E‐01 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs1994721 11 29,204,531 G A 0.852 0.993 0.034 0.003 5.9E‐33 0.057 0.013 5.6E‐06 0.073 0.004 7.0E‐67 ‐0.001 0.004 8.1E‐01 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs564036233 11 30,319,008 GA G 0.168 0.970 0.015 0.003 2.6E‐08 ‐0.023 0.013 5.5E‐02 0.005 0.004 3.0E‐01 0.019 0.003 2.5E‐08 ‐ 0 ‐ ‐ ‐ KCNA4 (‐284 ARL14EP (+26kb)

rs112295236 11 62,915,346 G C 0.064 0.989 0.031 0.004 2.3E‐14 0.055 0.019 3.4E‐03 0.007 0.006 1.6E‐01 0.049 0.005 4.0E‐21 SLC22A25 0 ‐ ‐ ‐ SNHG1 (‐2917 SLC22A24 (‐4kb)

rs7395670 11 66,119,563 C T 0.594 0.997 0.012 0.002 2.8E‐09 0.019 0.009 5.2E‐02 0.009 0.003 2.7E‐03 0.015 0.003 2.2E‐09 CD248 0 ‐ ‐ ‐ SF3B2 (‐28 27 LOC102724064

rs171021 11 72,317,557 C T 0.703 0.994 0.013 0.002 7.6E‐09 ‐0.037 0.010 2.6E‐04 0.009 0.003 1.1E‐02 0.018 0.003 1.2E‐10 ‐ 0 ‐ ‐ ‐ CLPB (‐1729 PDE2A

rs12796488 11 94,131,557 C A 0.824 1.000 0.025 0.003 3.7E‐21 ‐0.018 0.012 1.8E‐01 0.056 0.004 6.9E‐46 ‐0.006 0.003 1.1E‐01 ‐ 0 ‐ ‐ ‐ HEPHL1 (‐211 GPR83

rs10892924 11 122,773,715 T A 0.568 0.982 0.019 0.002 3.0E‐21 ‐0.036 0.009 1.8E‐04 0.039 0.003 2.8E‐37 0.001 0.003 4.6E‐01 ‐ 0 ‐ ‐ ‐ UBASH3B (10 C11orf63

11:123438708_T 11 123438708 T TGAG 0.112 0.972 0.021 0.003 5.1E‐11 0.031 0.015 2.5E‐02 0.007 0.005 1.6E‐01 0.034 0.004 1.6E‐17 ‐ 0 ‐ ‐ ‐ MIR4493 (‐6 GRAMD1B

rs618888 11 125,081,521 T G 0.283 0.990 0.016 0.002 7.1E‐13 ‐0.012 0.010 1.8E‐01 0.028 0.003 1.4E‐18 0.005 0.003 7.3E‐02 ‐ 0 ‐ ‐ ‐ HEPACAM 9 PKNOX2

rs56196860 12 2,908,330 A C 0.031 1.000 0.128 0.006 4.8E‐112 0.055 0.027 3.6E‐02 0.321 0.009 5.4E‐310 ‐0.048 0.007 1.4E‐10 FKBP4 0 ‐ ‐ ‐ CACNA1C (13 FKBP4

rs76895963 12 4,384,844 T G 0.979 0.812 0.066 0.008 3.6E‐18 ‐0.204 0.036 7.1E‐09 0.060 0.012 1.1E‐06 0.088 0.010 5.5E‐21 ‐ 0 ‐ ‐ ‐ [CCND2‐AS7 CCND2‐AS1,CCND2

rs4149056 12 21,331,549 C T 0.151 1.000 0.023 0.003 2.2E‐16 ‐0.008 0.013 6.0E‐01 0.005 0.004 2.3E‐01 0.043 0.004 3.0E‐35 SLCO1B1 0 ‐ ‐ ‐ SLCO1B3 (‐7 SLCO1B1

rs34138930 12 57,359,261 C CA 0.887 0.974 0.020 0.003 2.9E‐10 0.012 0.015 4.0E‐01 0.038 0.005 3.6E‐15 0.001 0.004 9.8E‐01 HBCBP / GPR182 0 ‐ ‐ ‐ PTGES3 (‐221 RDH16 (‐6kb)

rs998616 12 93,998,000 G T 0.297 0.958 0.013 0.002 1.7E‐09 ‐0.003 0.010 7.6E‐01 0.010 0.003 3.2E‐03 0.015 0.003 6.7E‐08 ‐ 0 ‐ ‐ ‐ LOC6433399 SOCS2 (‐27kb)

rs10745954 12 103,483,094 G A 0.480 1.000 0.013 0.002 6.1E‐11 0.042 0.009 3.9E‐06 ‐0.001 0.003 8.6E‐01 0.024 0.003 4.6E‐21 ‐ 0 ‐ ‐ ‐ LINC004855 LOC101929058 (+63kb)

rs7314285 12 111,522,026 T G 0.932 1.000 0.025 0.004 2.0E‐10 ‐0.040 0.018 2.8E‐02 0.011 0.006 7.5E‐02 0.038 0.005 9.8E‐14 ‐ 0 ‐ ‐ ‐ CCDC63 (‐17 CUX2

rs12810788 12 116,196,322 G A 0.201 0.951 0.015 0.003 2.9E‐09 ‐0.037 0.012 1.8E‐03 0.027 0.004 1.1E‐11 0.001 0.003 1.0E+00 ‐ 0 ‐ ‐ ‐ MED13L (+1 MED13L (+200kb)

rs7979473 12 121,420,260 A G 0.385 0.985 0.017 0.002 1.4E‐17 ‐0.002 0.010 9.1E‐01 0.010 0.003 1.4E‐03 0.022 0.003 4.2E‐16 HNF1A 0 ‐ ‐ ‐ MLEC (‐28113 HNF1A

rs6486542 12 130,952,209 C T 0.571 0.983 0.016 0.002 3.3E‐15 0.007 0.009 4.4E‐01 0.026 0.003 2.9E‐18 0.007 0.003 2.2E‐02 ‐ 0 ‐ ‐ ‐ PIWIL1 (‐952 RIMBP2

rs629042 13 22,318,506 C G 0.607 0.992 0.017 0.002 4.2E‐18 0.000 0.010 9.2E‐01 0.005 0.003 7.6E‐02 0.028 0.003 7.4E‐29 ‐ 0 ‐ ‐ ‐ ZDHHC20 (4 FGF9 (‐40kb)

rs2038695 13 100,559,123 C A 0.449 0.981 0.011 0.002 5.3E‐09 0.021 0.009 1.0E‐02 0.023 0.003 2.6E‐15 0.000 0.003 9.9E‐01 ‐ 0 ‐ ‐ ‐ [CLYBL],MI10 CLYBL,LOC101927437

rs11621792 14 24,871,926 T C 0.453 0.984 0.013 0.002 2.1E‐10 ‐0.004 0.009 8.2E‐01 0.004 0.003 1.5E‐01 0.025 0.003 1.4E‐22 ‐ 0 ‐ ‐ ‐ PCK2 (‐29938 NYNRIN

rs2350892 14 60,792,103 G A 0.383 0.984 0.014 0.002 1.3E‐12 0.028 0.010 4.1E‐03 0.027 0.003 3.2E‐17 0.002 0.003 4.2E‐01 SIX6 0 ‐ ‐ ‐ LRRC9 (‐266 PPM1A (‐26kb)

rs2781379 14 64,663,083 T C 0.650 0.996 0.012 0.002 1.7E‐08 0.006 0.010 5.4E‐01 0.016 0.003 1.0E‐07 0.010 0.003 2.3E‐04 ‐ 0 ‐ ‐ ‐ [SYNE2],M 7 SYNE2

rs1812755 14 90,007,637 T C 0.800 0.970 0.014 0.003 4.2E‐08 ‐0.001 0.012 9.8E‐01 0.034 0.004 5.1E‐19 ‐0.004 0.003 1.9E‐01 ‐ 0 ‐ ‐ ‐ [FOXN3],FO4 FOXN3

rs28929474 14 94,844,947 C T 0.980 1.000 0.092 0.007 9.5E‐39 0.096 0.033 1.7E‐03 0.020 0.011 4.1E‐02 0.104 0.009 1.7E‐31 SERPINA1 0 ‐ ‐ ‐ DDX24 (‐2916 SERPINA1

rs17580 14 94847262 T A 0.952 1.000 0.027 0.005 9.9E‐09 0.001 0.022 9.6E‐01 ‐0.004 0.007 4.2E‐01 0.040 0.006 6.9E‐12 SERPINA1 0 ‐ ‐ ‐ DDX24 (‐3016 SERPINA1

rs73367233 14 106,875,386 A T 0.070 0.689 0.025 0.005 4.3E‐08 ‐0.005 0.022 7.1E‐01 0.025 0.007 1.1E‐03 0.027 0.006 2.0E‐06 ‐ 0 ‐ ‐ ‐ LINC002262 LINC00221 (+63kb)

rs7183977 15 40,377,092 C T 0.347 0.981 0.019 0.002 7.8E‐19 0.024 0.010 1.4E‐02 0.009 0.003 9.3E‐03 0.029 0.003 7.8E‐27 ‐ 0 ‐ ‐ ‐ LOC10537017 BMF (+3kb)

rs17703883 15 51,530,097 C T 0.255 0.995 0.024 0.002 3.6E‐27 ‐0.019 0.011 9.0E‐02 0.044 0.004 7.5E‐40 0.007 0.003 1.2E‐02 ‐ 0 ‐ ‐ ‐ AP4E1 (‐239 CYP19A1

rs7496293 15 57,300,952 T C 0.564 0.990 0.012 0.002 3.7E‐09 ‐0.017 0.009 6.9E‐02 0.023 0.003 4.3E‐14 0.000 0.003 8.5E‐01 ‐ 0 ‐ ‐ ‐ ZNF280D (‐4 TCF12

rs111475133 15 75,810,807 T TA 0.804 0.937 0.018 0.003 1.4E‐11 0.025 0.012 2.7E‐02 0.009 0.004 1.6E‐02 0.026 0.003 3.2E‐15 ‐ 1 MAN2C1 (‐‐ ‐ LOC10537616 PTPN9

rs376117198 15 82,426,712 CT C 0.224 0.958 0.016 0.002 1.4E‐10 0.011 0.011 3.7E‐01 0.016 0.004 6.0E‐06 0.013 0.003 7.9E‐05 ‐ 0 ‐ ‐ ‐ MEX3B (‐8 6 EFL1

rs56332871 15 96,714,816 C A 0.728 0.991 0.018 0.002 8.5E‐16 ‐0.027 0.010 6.2E‐03 0.003 0.003 3.2E‐01 0.030 0.003 9.7E‐27 ‐ 0 ‐ ‐ ‐ [NR2F2‐AS 3 NR2F2‐AS1

rs12929087 16 9,050,639 A C 0.578 0.977 0.013 0.002 1.5E‐10 0.007 0.009 4.9E‐01 0.015 0.003 7.7E‐07 0.009 0.003 2.7E‐04 ‐ 0 ‐ ‐ ‐ ABAT (‐1726 USP7

rs2764772 16 20,060,653 A T 0.334 0.996 0.019 0.002 8.8E‐19 ‐0.019 0.010 8.6E‐02 0.037 0.003 5.4E‐33 0.003 0.003 2.6E‐01 ‐ 0 ‐ ‐ ‐ IQCK (‐191 5 GPR139

rs1104608 16 73,912,588 C G 0.425 0.980 0.012 0.002 5.8E‐09 0.007 0.009 4.7E‐01 0.018 0.003 2.5E‐08 0.005 0.003 8.6E‐02 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs76006132 16 81,588,571 T G 0.070 0.986 0.032 0.004 1.1E‐16 0.015 0.018 4.1E‐01 0.002 0.006 8.8E‐01 0.061 0.005 1.5E‐35 ‐ 0 ‐ ‐ ‐ BCO1 (‐2648 CMIP

rs11078597 17 1,618,363 T C 0.814 1.000 0.015 0.003 2.9E‐09 0.026 0.012 2.5E‐02 ‐0.005 0.004 1.8E‐01 0.019 0.003 5.0E‐09 WDR81 0 ‐ ‐ ‐ CRK (‐259k18 MIR22HG

rs545206972 17 7,491,331 T C 0.007 0.973 0.428 0.012 1.8E‐265 ‐0.059 0.057 2.6E‐01 0.252 0.019 4.0E‐43 0.565 0.016 1.7E‐291 ‐ 0 ‐ ‐ ‐ SLC2A4 (‐3 48 MPDU1

rs1799941 17 7533423 G A 0.739 0.993 0.063 0.002 5.2E‐169 ‐0.019 0.011 9.0E‐02 0.034 0.003 7.7E‐23 0.090 0.003 1.8E‐219 ‐ 0 ‐ ‐ ‐ ACAP1 (‐2746 SHBG

17:45578019_CA 17 45,578,019 CA C 0.498 0.968 0.020 0.002 3.1E‐22 ‐0.018 0.009 5.0E‐02 0.014 0.003 2.0E‐05 0.023 0.003 1.2E‐20 ‐ 1 EFCAB13 (‐‐ ‐ MYL4 (‐2779 MRPL45P2 (‐8kb)

rs11655191 17 47,452,263 C T 0.914 0.997 0.039 0.004 1.3E‐27 0.067 0.017 4.3E‐05 0.006 0.005 3.6E‐01 0.065 0.004 1.6E‐47 ‐ 0 ‐ ‐ ‐ B4GALNT2 15 LOC102724596

rs8178824 17 64,224,775 T C 0.030 0.994 0.046 0.006 5.8E‐15 ‐0.024 0.027 3.0E‐01 0.028 0.009 2.4E‐03 0.058 0.007 5.1E‐15 ‐ 0 ‐ ‐ ‐ CEP112 (‐34 APOH

rs2587507 17 77,790,135 C T 0.506 1.000 0.012 0.002 2.9E‐09 ‐0.040 0.009 1.2E‐05 0.012 0.003 1.1E‐04 0.014 0.003 9.6E‐09 CBX8 0 ‐ ‐ ‐ RBFOX3 (‐213 CBX4 (+17kb)

rs6502026 17 80,921,029 T G 0.831 0.990 0.015 0.003 2.3E‐08 0.006 0.012 6.1E‐01 0.020 0.004 6.0E‐06 0.007 0.003 3.7E‐02 ‐ 0 ‐ ‐ ‐ RAB40B (‐210 B3GNTL1

rs561968051 18 44,678,186 A AT 0.558 0.897 0.014 0.002 1.4E‐11 0.042 0.010 2.6E‐05 0.027 0.003 6.7E‐18 0.002 0.003 4.2E‐01 ‐ 0 ‐ ‐ ‐ PIAS2 (‐18110 HDHD2 (‐1kb)

rs73969326 18 71,915,785 A T 0.108 0.997 0.023 0.003 1.2E‐12 0.009 0.015 6.7E‐01 0.000 0.005 8.5E‐01 0.038 0.004 1.1E‐21 ‐ 0 ‐ ‐ ‐ FBXO15 (‐18 CYB5A (+5kb)

rs7248104 19 7,224,431 G A 0.585 1.000 0.013 0.002 1.1E‐10 ‐0.005 0.009 6.9E‐01 0.011 0.003 1.6E‐04 0.016 0.003 4.5E‐10 ‐ 0 ‐ ‐ ‐ ADGRE1 (‐210 INSR

rs8111359 19 10,471,462 C T 0.905 0.970 0.021 0.003 4.7E‐10 0.015 0.016 3.3E‐01 0.001 0.005 7.4E‐01 0.034 0.004 8.4E‐16 ‐ 0 ‐ ‐ ‐ C3P1 (‐28734 TYK2

rs202200760 19 17,346,854 G C 0.961 0.837 0.040 0.006 8.3E‐13 0.031 0.026 2.8E‐01 0.011 0.009 2.3E‐01 0.063 0.007 2.3E‐19 AC010646.3 0 ‐ ‐ ‐ CPAMD8 (‐23 NR2F6

rs55714647 19 35,546,307 G GA 0.067 0.961 0.027 0.004 2.4E‐11 0.016 0.019 4.3E‐01 ‐0.009 0.006 2.0E‐01 0.041 0.005 3.0E‐16 ‐ 0 ‐ ‐ ‐ ZNF599 (‐224 HPN

rs148664256 19 42,922,291 T C 0.006 0.949 0.076 0.013 7.3E‐09 0.009 0.062 7.5E‐01 0.049 0.020 1.4E‐02 0.109 0.017 8.8E‐11 ‐ 0 ‐ ‐ ‐ POU2F2 (‐220 LIPE‐AS1,LIPE

19:45413234_GG 19 45,413,234 GGT G 0.865 0.885 0.017 0.003 3.1E‐08 0.118 0.014 5.9E‐16 0.012 0.005 1.4E‐02 0.022 0.004 9.6E‐09 ‐ 0 ‐ ‐ ‐ IGSF23 (‐2727 APOE (‐1kb)

rs11403123 19 48,369,565 CT C 0.760 0.801 0.015 0.003 2.5E‐09 0.023 0.012 6.2E‐02 0.026 0.004 2.6E‐11 0.007 0.003 1.3E‐02 ‐ 1 CTD‐3098H‐ ‐ GLTSCR1 (‐25 SULT2A1 (+4kb)

rs7256062 19 49,517,293 C G 0.568 0.996 0.013 0.002 1.8E‐10 ‐0.007 0.009 3.4E‐01 0.019 0.003 1.5E‐10 0.009 0.003 2.3E‐04 ‐ 0 ‐ ‐ ‐ MAMSTR ( 38 RUVBL2

rs6142206 20 33,212,055 A G 0.421 1.000 0.013 0.002 5.2E‐11 0.028 0.009 2.3E‐03 0.016 0.003 2.4E‐07 0.009 0.003 1.9E‐04 ‐ 0 ‐ ‐ ‐ ITCH (‐112 10 PIGU

rs10212007 22 28,560,148 G C 0.090 0.997 0.020 0.003 3.1E‐08 0.007 0.016 7.0E‐01 0.020 0.005 4.5E‐04 0.018 0.004 1.1E‐05 ‐ 0 ‐ ‐ ‐ PITPNB (‐2 6 TTC28

rs6009583 22 49,677,646 T C 0.267 0.994 0.018 0.002 2.7E‐16 0.001 0.011 1.0E+00 0.040 0.003 1.0E‐31 ‐0.001 0.003 5.2E‐01 ‐ 0 ‐ ‐ ‐ C22orf34 ( 2 C22orf34 (+131kb)

rs112265145 23 8,906,893 C A 0.266 0.998 0.085 0.002 5.2E‐462 ‐0.021 0.009 2.4E‐02 0.132 0.002 3.9E‐670 ‐0.005 0.003 6.7E‐02 ‐ 0 ‐ ‐ ‐ ANOS1 (‐203 FAM9B (+85kb)

rs138271349 23 11,209,184 T C 0.049 1.000 0.023 0.004 4.4E‐10 ‐0.001 0.018 9.9E‐01 0.028 0.005 6.2E‐09 0.007 0.006 1.8E‐01 ‐ 0 ‐ ‐ ‐ HCCS (‐68k4 ARHGAP6

rs4826645 23 50,383,045 T C 0.364 0.975 0.009 0.002 3.9E‐08 ‐0.006 0.008 4.1E‐01 0.012 0.002 2.0E‐08 0.003 0.003 2.8E‐01 ‐ 0 ‐ ‐ ‐ CCNB3 (‐284 SHROOM4

rs769712707 23 54,487,309 C G 0.994 0.633 0.071 0.013 1.7E‐08 0.064 0.059 3.8E‐01 0.091 0.016 1.3E‐08 0.002 0.019 9.1E‐01 ‐ 0 ‐ ‐ ‐ FAM120C (6 FGD1

rs138430382 23 56,931,684 C CA 0.202 0.940 0.037 0.002 8.7E‐69 0.025 0.010 1.1E‐02 0.053 0.003 2.7E‐89 0.006 0.003 4.2E‐02 ‐ 0 ‐ ‐ ‐ NBDY (‐86k5 SPIN3 (+71kb)

rs776715248 23 66,920,179 C T 0.001 0.501 0.410 0.028 5.1E‐50 ‐0.231 0.129 6.1E‐02 0.648 0.037 1.8E‐73 ‐0.030 0.041 3.2E‐01 ‐ 0 ‐ ‐ ‐ [AR], 1 AR

rs147676232 23 67,932,642 C T 0.987 0.705 0.046 0.008 1.0E‐08 0.062 0.038 9.3E‐02 0.067 0.010 1.6E‐11 0.001 0.013 9.1E‐01 ‐ 0 ‐ ‐ ‐ OPHN1 (‐2 4 STARD8

rs4828043 23 99,936,147 A G 0.363 0.993 0.013 0.002 4.9E‐13 0.028 0.008 3.5E‐04 0.016 0.002 4.0E‐12 0.005 0.003 7.2E‐02 ‐ 0 ‐ ‐ ‐ PCDH19 (‐29 SYTL4

rs1180894 23 102,750,889 A G 0.276 0.978 0.011 0.002 1.2E‐09 0.036 0.009 3.3E‐05 0.011 0.002 5.8E‐06 0.010 0.003 2.9E‐04 ‐ 0 ‐ ‐ ‐ BEX4 (‐27917 RAB40A (+4kb)

rs41306249 23 109,697,443 T C 0.953 1.000 0.022 0.004 6.5E‐09 ‐0.027 0.018 1.5E‐01 0.042 0.005 2.0E‐16 ‐0.014 0.006 1.5E‐02 RGAG1 0 ‐ ‐ ‐ TMEM164 6 RGAG1

rs73241342 23 133,691,738 A G 0.039 0.966 0.029 0.004 2.8E‐11 0.013 0.020 4.2E‐01 0.041 0.006 1.2E‐13 0.010 0.007 2.4E‐01 ‐ 0 ‐ ‐ ‐ PHF6 (‐12913 LINC00629

rs67952556 23 135,869,176 T G 0.522 0.910 0.016 0.002 2.8E‐20 0.054 0.008 1.5E‐12 0.016 0.002 2.9E‐14 0.015 0.003 9.0E‐09 ‐ 0 ‐ ‐ ‐ BRS3 (‐29510 ARHGEF6 (‐6kb)

rs5905042 23 146,444,527 C A 0.690 0.956 0.017 0.002 4.1E‐22 ‐0.005 0.008 6.1E‐01 0.023 0.002 4.3E‐22 0.004 0.003 7.4E‐02 ‐ 0 ‐ ‐ ‐ MIR513C (‐15 MIR514A3 (‐78kb)

rs5970021 23 150,526,665 C T 0.474 0.968 0.011 0.002 5.3E‐12 ‐0.002 0.008 6.4E‐01 0.010 0.002 4.4E‐06 0.009 0.003 7.8E‐04 ‐ 0 ‐ ‐ ‐ MIR4330 (‐6 VMA21 (+39kb)



Supplementary Table S9: GWAS significant results for bioavailable testosterone in men.

Effects in other GWAS

Bioavailable testosterone men BMI men Bioavailable testosterone women SHBG not adjusted for BMI in men Total testosterone men Estradiol men SHBG not adjusted for BMI in womeTotal testosterone women Gene annotation

SNP CHR BP Effect_AlleOther_AlleEffect_FreqINFO Effect SE P_BOLT_LMMMatched_BSE P_BOLT_LMMatched_BESE P_BOLT_LMM Matched_BETSE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BETSE P_BOLT_LMMatched_BESE P_BOLT_LMNS_Gene Liver_eQTLLiver_eQTLMuscle/AdMuscle/AdGenes Gene_CounNearest_Gene

rs72664935 1 32,274,901 C T 0.575 0.988 0.019 0.003 1.7E‐09 ‐0.027 0.013 3.1E‐02 ‐0.002 0.003 5.2E‐01 0.001 0.001 4.2E‐01 0.016 0.003 6.8E‐08 0.001 0.001 4.6E‐01 0.002 0.001 1.1E‐01 0.000 0.003 9.2E‐01 ‐ 0 ‐ 0 ‐ LINC0122613 SPOCD1

rs12410063 1 65,921,318 C T 0.444 0.992 0.026 0.003 4.5E‐18 0.034 0.013 5.9E‐03 ‐0.001 0.003 6.5E‐01 ‐0.004 0.001 2.2E‐03 0.017 0.003 1.5E‐09 0.000 0.001 7.0E‐01 0.000 0.001 9.9E‐01 ‐0.005 0.003 4.8E‐02 ‐ 0 ‐ 0 ‐ AK4 (‐223k4 LEPR

rs71519251 1 163,251,833 A G 0.167 0.967 0.024 0.004 1.5E‐09 0.000 0.017 9.2E‐01 0.000 0.003 9.0E‐01 0.003 0.002 6.4E‐02 0.025 0.004 1.6E‐10 0.002 0.001 4.1E‐02 0.002 0.002 3.9E‐01 ‐0.001 0.004 8.6E‐01 ‐ 0 ‐ 0 ‐ RGS4 (‐2055 RGS5

rs35737316 1 204,161,534 T C 0.246 0.992 0.040 0.004 4.7E‐32 ‐0.023 0.014 1.6E‐01 0.001 0.003 9.2E‐01 0.003 0.001 5.4E‐02 0.036 0.004 3.5E‐27 0.003 0.001 3.5E‐03 0.002 0.002 2.3E‐01 0.001 0.003 9.5E‐01 KISS1 0 ‐ 0 ‐ LINC0030311 KISS1

rs13028479 2 11,712,075 G T 0.446 0.988 0.031 0.003 2.7E‐24 0.022 0.013 6.0E‐02 0.005 0.003 3.7E‐02 ‐0.005 0.001 3.9E‐06 0.015 0.003 1.3E‐06 0.001 0.001 2.1E‐01 ‐0.006 0.001 5.7E‐06 0.001 0.003 9.4E‐01 ‐ 0 ‐ 0 ‐ ROCK2 (‐229 GREB1

rs6729954 2 18,286,651 T A 0.435 0.978 0.019 0.003 3.3E‐10 0.000 0.013 9.9E‐01 ‐0.002 0.003 4.2E‐01 ‐0.002 0.001 7.1E‐02 0.011 0.003 3.5E‐04 0.000 0.001 6.6E‐01 0.001 0.001 6.0E‐01 ‐0.002 0.003 5.6E‐01 ‐ 0 ‐ 0 ‐ MSGN1 (‐22 KCNS3 (‐172kb)

rs829593 2 30,641,234 G A 0.687 0.992 0.018 0.003 1.5E‐08 0.024 0.013 9.0E‐02 0.005 0.003 8.3E‐02 ‐0.003 0.001 2.9E‐02 0.011 0.003 9.0E‐04 0.000 0.001 8.3E‐01 0.001 0.002 7.3E‐01 0.006 0.003 7.4E‐02 ‐ 0 ‐ 0 ‐ YPEL5 (‐25 4 LCLAT1 (+29kb)

rs113017476 2 31,989,359 A G 0.039 0.981 0.182 0.008 2.9E‐122 ‐0.018 0.032 5.8E‐01 ‐0.001 0.007 8.2E‐01 0.023 0.003 1.6E‐12 0.190 0.008 7.0E‐134 0.025 0.002 1.8E‐29 0.005 0.004 2.7E‐01 ‐0.006 0.007 4.9E‐01 ‐ 0 ‐ 0 ‐ SRD5A2 (‐14 MEMO1 (+104kb)

rs2438086 2 105,871,129 G A 0.576 1.000 0.022 0.003 6.9E‐13 0.005 0.013 6.9E‐01 ‐0.001 0.003 7.2E‐01 ‐0.002 0.001 6.0E‐02 0.014 0.003 2.1E‐06 0.001 0.001 2.4E‐01 0.000 0.001 6.8E‐01 ‐0.002 0.003 4.4E‐01 ‐ 0 ‐ 0 ‐ LOC1027248 TGFBRAP1

rs2594948 2 177,526,156 T C 0.689 1.000 0.018 0.003 1.9E‐08 ‐0.012 0.013 4.9E‐01 ‐0.010 0.003 2.0E‐04 0.000 0.001 6.9E‐01 0.016 0.003 1.7E‐06 ‐0.002 0.001 1.0E‐02 0.001 0.002 3.4E‐01 ‐0.007 0.003 3.1E‐03 ‐ 0 ‐ 0 ‐ MIR1246 (‐3 LINC01117 (‐5kb)

rs6718154 2 180,497,923 T C 0.275 0.990 0.032 0.003 1.2E‐22 0.001 0.014 7.1E‐01 0.002 0.003 7.2E‐01 ‐0.002 0.001 5.3E‐02 0.023 0.003 4.0E‐11 0.000 0.001 7.5E‐01 ‐0.004 0.002 9.8E‐02 ‐0.003 0.003 3.6E‐01 ‐ 0 ‐ 0 ‐ [ZNF385B],2 ZNF385B

rs2011425 2 234,627,608 T G 0.920 0.986 0.050 0.006 6.4E‐20 ‐0.024 0.023 2.3E‐01 0.026 0.005 3.3E‐08 0.004 0.002 4.8E‐02 0.048 0.006 1.9E‐18 0.007 0.002 1.0E‐05 ‐0.005 0.003 5.2E‐02 0.033 0.005 6.6E‐11 UGT1A8 / U0 ‐ 0 ‐ DGKD (‐24717 UGT1A8,UGT1A10,U

rs1112195 3 24,085,166 G A 0.495 0.983 0.018 0.003 4.7E‐10 ‐0.030 0.012 1.6E‐02 ‐0.001 0.003 6.1E‐01 ‐0.001 0.001 2.7E‐01 0.012 0.003 6.1E‐05 ‐0.001 0.001 4.7E‐01 ‐0.001 0.001 2.9E‐01 0.000 0.003 9.7E‐01 ‐ 0 ‐ 0 ‐ UBE2E1‐AS8 LINC00691 (+56kb)

rs9824196 3 28,807,441 T G 0.721 0.994 0.026 0.003 4.1E‐16 ‐0.018 0.014 1.8E‐01 ‐0.002 0.003 4.5E‐01 ‐0.001 0.001 5.4E‐01 0.021 0.003 2.8E‐11 0.000 0.001 9.6E‐01 0.001 0.002 9.7E‐01 ‐0.002 0.003 3.7E‐01 ‐ 0 ‐ 0 ‐ ZCWPW2 ( 2 LINC00693 (‐8kb)

rs3821866 3 53,805,577 G C 0.622 0.993 0.022 0.003 4.1E‐14 ‐0.008 0.013 6.1E‐01 0.001 0.003 6.1E‐01 ‐0.002 0.001 1.1E‐01 0.014 0.003 7.7E‐07 0.000 0.001 8.0E‐01 0.000 0.001 9.6E‐01 0.001 0.003 3.5E‐01 ‐ 0 ‐ 0 ‐ [CACNA1D 5 CACNA1D

rs66956368 3 61,279,726 T A 0.703 0.897 0.034 0.004 8.1E‐23 0.004 0.014 6.1E‐01 0.001 0.003 7.0E‐01 0.001 0.001 4.6E‐01 0.030 0.004 2.1E‐19 0.002 0.001 7.8E‐02 ‐0.001 0.002 4.3E‐01 0.000 0.003 8.9E‐01 ‐ 0 ‐ 0 ‐ FHIT (‐43kb2 FHIT (‐43kb)

rs13065463 3 61,662,996 G A 0.869 1.000 0.032 0.005 8.8E‐13 ‐0.008 0.018 4.5E‐01 ‐0.001 0.004 8.2E‐01 ‐0.001 0.002 6.8E‐01 0.026 0.005 4.4E‐09 0.001 0.001 2.6E‐01 0.003 0.002 1.5E‐01 0.007 0.004 1.3E‐01 ‐ 0 ‐ 0 ‐ [PTPRG], 1 PTPRG

rs10510939 3 65,507,808 C T 0.375 0.991 0.017 0.003 1.6E‐08 ‐0.008 0.013 2.9E‐01 0.002 0.003 4.6E‐01 ‐0.002 0.001 1.5E‐01 0.011 0.003 3.9E‐04 0.002 0.001 7.8E‐02 0.000 0.001 9.4E‐01 0.004 0.003 2.2E‐01 ‐ 0 ‐ 0 ‐ [MAGI1], 1 MAGI1

3:88173922_GT_ 3 88,173,922 GT G 0.155 0.970 0.032 0.004 2.8E‐15 ‐0.107 0.017 2.6E‐10 0.002 0.004 4.6E‐01 0.005 0.002 6.9E‐04 0.033 0.004 2.6E‐16 0.002 0.001 4.7E‐02 0.005 0.002 6.9E‐02 0.002 0.004 5.3E‐01 ZNF654 0 ‐ 0 ‐ HTR1F (‐134 CGGBP1

rs34040779 3 107,235,109 T C 0.924 0.942 0.035 0.006 2.2E‐09 0.002 0.024 9.9E‐01 0.003 0.005 7.5E‐01 0.002 0.002 5.6E‐01 0.034 0.006 5.3E‐09 0.006 0.002 6.1E‐04 0.001 0.003 3.3E‐01 0.007 0.005 9.9E‐02 ‐ 0 ‐ 0 ‐ LINC008826 BBX (+7kb)

rs4678408 3 138,053,187 G A 0.630 0.984 0.026 0.003 7.6E‐17 ‐0.001 0.013 9.6E‐01 ‐0.004 0.003 2.4E‐01 0.004 0.001 1.8E‐03 0.031 0.003 1.1E‐21 0.002 0.001 3.4E‐02 0.006 0.001 2.3E‐05 0.006 0.003 2.0E‐02 ‐ 0 ‐ 1 FAIM (+287DZIP1L (‐219 NME9 (‐4kb)

3:152149372_CT 3 152,149,372 C CTT 0.101 0.993 0.038 0.005 1.0E‐14 0.008 0.021 8.0E‐01 ‐0.016 0.004 6.0E‐05 0.002 0.002 2.2E‐01 0.034 0.005 1.0E‐12 0.002 0.001 3.0E‐01 0.004 0.002 3.8E‐02 ‐0.026 0.005 1.0E‐08 ‐ 0 ‐ 0 ‐ LOC1019284 MBNL1

rs61762319 3 154,801,978 G A 0.029 1.000 0.050 0.009 2.7E‐08 ‐0.046 0.037 2.9E‐01 ‐0.009 0.008 1.3E‐01 0.010 0.004 1.2E‐02 0.061 0.009 1.4E‐11 0.003 0.003 2.1E‐01 0.006 0.004 2.3E‐01 0.012 0.008 2.0E‐01 MME 0 ‐ 0 ‐ [MME],LIN3 MME

rs7679843 4 22,028,079 G C 0.095 0.948 0.050 0.005 3.8E‐22 ‐0.040 0.022 5.3E‐02 0.004 0.004 4.1E‐01 0.001 0.002 4.5E‐01 0.043 0.005 1.2E‐17 0.003 0.001 6.5E‐02 0.000 0.002 8.7E‐01 ‐0.001 0.005 6.2E‐01 ‐ 0 ‐ 0 ‐ KCNIP4 (‐7 2 KCNIP4 (‐78kb)

rs4274916 4 69,988,378 C T 0.542 0.999 0.017 0.003 3.2E‐09 ‐0.018 0.012 1.2E‐01 0.014 0.003 1.1E‐08 0.006 0.001 8.2E‐06 0.023 0.003 9.3E‐15 0.007 0.001 9.8E‐18 0.000 0.001 6.4E‐01 0.027 0.003 1.2E‐21 UGT2B7 0 ‐ 0 ‐ UGT2B10 ( 6 UGT2B7 (‐10kb)

rs17254118 4 103,651,441 C T 0.981 1.000 0.109 0.011 5.1E‐24 ‐0.048 0.046 3.0E‐01 ‐0.012 0.009 2.1E‐01 ‐0.009 0.005 3.4E‐02 0.072 0.011 6.8E‐11 0.007 0.003 2.3E‐02 0.001 0.005 7.8E‐01 ‐0.017 0.010 9.8E‐02 ‐ 0 ‐ 0 ‐ LOC1053779 MANBA

rs565931739 4 104,590,005 C CA 0.836 0.949 0.047 0.004 1.1E‐29 ‐0.020 0.017 2.5E‐01 0.002 0.003 8.0E‐01 ‐0.001 0.002 8.2E‐01 0.039 0.004 3.2E‐20 0.003 0.001 2.3E‐02 0.002 0.002 1.8E‐01 0.002 0.004 8.1E‐01 ‐ 0 ‐ 0 ‐ LOC1019292 TACR3

rs528845403 4 104,780,790 A AATGTGT 0.990 0.852 0.289 0.016 1.7E‐70 0.094 0.067 1.8E‐01 0.009 0.014 3.6E‐01 ‐0.021 0.007 9.7E‐04 0.199 0.016 3.7E‐34 0.014 0.005 1.8E‐03 ‐0.004 0.008 3.1E‐01 0.002 0.015 7.9E‐01 ‐ 0 ‐ 0 ‐ TACR3 (‐141 TACR3 (‐140kb)

rs532320857 4 106,230,148 C T 0.996 0.670 0.171 0.029 4.0E‐09 0.106 0.121 2.9E‐01 0.009 0.025 6.9E‐01 ‐0.009 0.012 3.3E‐01 0.114 0.029 3.3E‐04 0.000 0.008 9.9E‐01 ‐0.005 0.014 5.6E‐01 0.007 0.028 9.7E‐01 ‐ 0 ‐ 0 ‐ TET2 (‐29k 5 TET2‐AS1

rs375286460 4 169,077,371 ATAT A 0.562 0.981 0.019 0.003 2.0E‐10 0.000 0.013 8.9E‐01 ‐0.001 0.003 5.3E‐01 0.000 0.001 6.8E‐01 0.016 0.003 1.6E‐07 0.000 0.001 6.6E‐01 0.001 0.001 5.9E‐01 ‐0.003 0.003 4.3E‐01 ANXA10 0 ‐ 0 ‐ [ANXA10],D3 ANXA10

rs72774885 5 95,840,231 C T 0.166 0.958 0.027 0.004 3.5E‐10 ‐0.090 0.017 7.4E‐08 ‐0.002 0.003 6.4E‐01 0.001 0.002 8.3E‐01 0.025 0.004 3.3E‐09 0.000 0.001 6.2E‐01 0.002 0.002 3.2E‐01 0.007 0.004 9.3E‐02 ‐ 0 ‐ 0 ‐ [LOC101924 LOC101929710

rs3733897 5 134,223,593 A G 0.866 1.000 0.025 0.004 3.8E‐09 ‐0.040 0.018 3.7E‐02 ‐0.002 0.004 7.8E‐01 ‐0.001 0.002 2.8E‐01 0.020 0.004 5.7E‐06 0.001 0.001 2.6E‐01 0.003 0.002 1.5E‐01 ‐0.005 0.004 3.5E‐01 ‐ 0 ‐ 0 ‐ SAR1B (‐2512 TXNDC15

rs950716 5 135,680,540 A G 0.863 0.999 0.034 0.004 3.1E‐14 ‐0.021 0.018 2.0E‐01 ‐0.002 0.004 5.6E‐01 0.003 0.002 1.6E‐01 0.030 0.004 1.5E‐10 0.003 0.001 5.4E‐03 0.004 0.002 1.6E‐01 0.004 0.004 2.8E‐01 ‐ 0 ‐ 0 ‐ TGFBI (‐28 7 TRPC7

rs2961853 5 165,932,048 C T 0.469 0.996 0.019 0.003 3.2E‐10 ‐0.010 0.012 3.0E‐01 0.005 0.003 5.3E‐02 0.000 0.001 9.5E‐01 0.017 0.003 5.1E‐08 0.000 0.001 7.8E‐01 ‐0.002 0.001 1.1E‐01 0.000 0.003 9.3E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs34192788 6 17,416,258 T A 0.690 0.975 0.020 0.003 4.2E‐09 ‐0.003 0.014 8.9E‐01 0.006 0.003 1.4E‐02 ‐0.002 0.001 2.2E‐01 0.011 0.003 1.3E‐03 0.001 0.001 1.5E‐01 0.000 0.002 1.0E+00 0.004 0.003 7.0E‐02 ‐ 0 ‐ 0 ‐ STMND1 (‐7 CAP2

rs79310511 6 27,496,598 G A 0.048 0.982 0.043 0.007 6.5E‐10 ‐0.107 0.029 4.9E‐04 0.004 0.006 4.1E‐01 ‐0.002 0.003 3.5E‐01 0.029 0.007 2.9E‐05 0.003 0.002 9.9E‐02 0.000 0.003 7.6E‐01 0.003 0.007 7.0E‐01 ‐ 0 ‐ 0 ‐ PRSS16 (‐2 14 ZNF184 (‐56kb)

rs1611581 6 29,850,827 C T 0.682 0.915 0.019 0.003 4.7E‐08 ‐0.033 0.014 1.4E‐02 ‐0.001 0.003 9.8E‐01 ‐0.001 0.001 3.2E‐01 0.011 0.003 2.1E‐03 0.001 0.001 1.6E‐01 0.002 0.002 2.3E‐01 0.007 0.003 2.5E‐02 ‐ 0 ‐ 0 ‐ OR2H2 (‐2926 HLA‐H (+5kb)

rs539017487 6 30,903,445 GT G 0.366 0.951 0.039 0.003 4.0E‐26 ‐0.008 0.013 4.3E‐01 0.011 0.003 5.3E‐04 ‐0.005 0.001 8.4E‐04 0.022 0.003 4.0E‐09 ‐0.001 0.001 3.9E‐01 0.000 0.002 7.1E‐01 0.022 0.003 4.4E‐11 DPCR1 / VA0 ‐ 0 ‐ ATAT1 (‐2832 SFTA2 (‐3kb)

rs204995 6 32,154,285 A G 0.736 1.000 0.027 0.003 3.2E‐13 ‐0.050 0.014 2.1E‐04 0.001 0.003 7.7E‐01 0.001 0.001 1.6E‐01 0.023 0.003 1.2E‐09 ‐0.001 0.001 3.7E‐01 0.003 0.002 9.6E‐02 0.018 0.003 6.8E‐08 ‐ 0 ‐ 1 RNF5 (‐5kbEHMT2 (‐2 36 PBX2

rs11751920 6 34,655,818 G C 0.978 0.997 0.061 0.010 4.6E‐09 ‐0.189 0.043 1.5E‐05 ‐0.011 0.009 2.1E‐01 ‐0.023 0.004 2.1E‐07 0.014 0.010 1.4E‐01 ‐0.001 0.003 7.1E‐01 ‐0.008 0.005 9.4E‐02 ‐0.013 0.010 6.9E‐02 ZNF76 0 ‐ 0 ‐ NUDT3 (‐2911 C6orf106

rs7454964 6 52,728,059 T C 0.428 0.993 0.017 0.003 1.8E‐08 ‐0.001 0.013 8.3E‐01 ‐0.016 0.003 6.9E‐10 ‐0.007 0.001 4.7E‐10 0.002 0.003 7.3E‐01 0.000 0.001 6.7E‐01 0.005 0.001 1.9E‐03 ‐0.015 0.003 7.7E‐08 ‐ 0 ‐ 0 ‐ TRAM2 (‐2 14 GSTA5 (‐17kb)

6:100108564_TG 6 100,108,564 T TG 0.454 0.994 0.029 0.003 2.9E‐22 0.037 0.013 5.8E‐03 0.000 0.003 9.5E‐01 ‐0.002 0.001 2.1E‐01 0.022 0.003 4.3E‐14 0.000 0.001 9.0E‐01 ‐0.002 0.001 1.1E‐01 ‐0.005 0.003 8.4E‐02 ‐ 0 ‐ 0 ‐ COQ3 (‐2667 PRDM13 (‐45kb)

rs9322822 6 105,369,598 C T 0.679 0.997 0.049 0.003 2.1E‐52 0.043 0.013 1.7E‐03 ‐0.001 0.003 4.8E‐01 ‐0.002 0.001 1.0E‐01 0.037 0.003 1.0E‐32 0.002 0.001 1.4E‐02 0.006 0.002 2.8E‐05 0.003 0.003 4.2E‐01 ‐ 0 ‐ 0 ‐ HACE1 (‐626 LIN28B‐AS1 (+15kb)

rs2184968 6 126,760,994 C T 0.451 0.998 0.020 0.003 9.1E‐11 ‐0.041 0.013 1.1E‐03 0.000 0.003 8.4E‐01 ‐0.005 0.001 1.9E‐04 0.008 0.003 2.0E‐03 0.001 0.001 4.0E‐01 ‐0.003 0.001 1.6E‐02 ‐0.005 0.003 2.7E‐02 ‐ 0 ‐ 0 ‐ [CENPW],M2 CENPW

rs71753454 6 131,929,309 A AC 0.784 0.996 0.020 0.004 3.6E‐08 ‐0.065 0.015 6.6E‐06 ‐0.003 0.003 2.2E‐01 0.003 0.002 2.4E‐02 0.023 0.004 3.8E‐11 ‐0.001 0.001 4.9E‐01 0.002 0.002 8.3E‐02 0.001 0.003 7.8E‐01 ‐ 0 ‐ 0 ‐ ARG1 (‐24k7 MED23

rs190930099 6 152,140,576 G A 0.005 0.992 0.135 0.021 8.1E‐11 0.078 0.086 3.9E‐01 0.020 0.017 4.5E‐01 ‐0.023 0.009 6.1E‐03 0.073 0.021 4.8E‐04 0.011 0.006 6.3E‐02 ‐0.011 0.010 3.3E‐01 0.015 0.019 2.2E‐01 ESR1 0 ‐ 0 ‐ CCDC170 ( 2 ESR1

rs112714881 6 152,343,950 T TAC 0.675 0.972 0.019 0.003 6.5E‐09 ‐0.006 0.013 6.0E‐01 ‐0.003 0.003 4.6E‐01 0.002 0.001 6.1E‐02 0.017 0.003 2.4E‐08 0.001 0.001 4.6E‐01 0.001 0.002 5.5E‐01 0.003 0.003 4.9E‐01 ‐ 0 ‐ 0 ‐ [ESR1],SYN2 ESR1

rs9986829 7 15,019,259 A G 0.507 0.991 0.056 0.003 2.8E‐76 ‐0.004 0.012 6.9E‐01 0.003 0.003 3.3E‐01 ‐0.002 0.001 2.0E‐01 0.041 0.003 5.2E‐45 0.003 0.001 4.5E‐04 0.001 0.001 6.0E‐01 ‐0.001 0.003 5.5E‐01 ‐ 0 ‐ 0 ‐ DGKB (‐1382 DGKB (‐138kb)

rs10279715 7 40,870,935 A G 0.538 0.995 0.022 0.003 3.1E‐13 ‐0.003 0.013 6.3E‐01 0.005 0.003 5.4E‐02 0.000 0.001 8.6E‐01 0.018 0.003 9.9E‐10 0.000 0.001 6.3E‐01 0.002 0.001 1.6E‐01 0.009 0.003 7.1E‐04 ‐ 0 ‐ 0 ‐ [SUGCT],LI 3 SUGCT

rs1178947 7 72,850,178 T C 0.796 0.992 0.024 0.004 5.6E‐10 ‐0.062 0.015 9.1E‐05 ‐0.016 0.003 9.8E‐07 ‐0.009 0.002 3.8E‐09 0.001 0.004 7.3E‐01 ‐0.001 0.001 5.6E‐01 ‐0.005 0.002 7.2E‐03 ‐0.036 0.003 6.7E‐26 ‐ 0 ‐ 0 ‐ GTF2IP4 (‐216 FZD9

7:78482336_AG_ 7 78,482,336 AG A 0.964 0.816 0.075 0.009 3.7E‐19 ‐0.008 0.037 8.4E‐01 ‐0.005 0.008 5.8E‐01 ‐0.004 0.004 3.3E‐01 0.052 0.009 2.5E‐10 0.004 0.002 9.3E‐02 0.001 0.004 9.3E‐01 ‐0.012 0.008 1.7E‐01 ‐ 0 ‐ 0 ‐ [MAGI2],M2 MAGI2

rs55795858 7 146,123,500 C T 0.329 0.966 0.018 0.003 1.5E‐08 ‐0.011 0.013 5.1E‐01 ‐0.002 0.003 3.7E‐01 ‐0.001 0.001 7.7E‐01 0.015 0.003 2.6E‐06 0.000 0.001 6.9E‐01 ‐0.001 0.002 6.0E‐01 ‐0.003 0.003 2.2E‐01 ‐ 0 ‐ 0 ‐ [CNTNAP2]1 CNTNAP2

rs2631864 8 21,112,084 G A 0.104 0.992 0.033 0.005 8.3E‐12 ‐0.034 0.021 9.0E‐02 0.004 0.004 5.6E‐01 0.001 0.002 4.4E‐01 0.026 0.005 8.8E‐09 0.000 0.001 7.9E‐01 ‐0.002 0.002 6.8E‐01 0.000 0.005 8.0E‐01 ‐ 0 ‐ 0 ‐ LOC1024673 LOC101929172 (+44k

rs4872310 8 25,247,181 G A 0.753 1.000 0.023 0.004 3.7E‐12 0.029 0.014 4.9E‐02 0.011 0.003 5.6E‐04 ‐0.004 0.001 1.7E‐02 0.012 0.004 3.7E‐05 0.001 0.001 2.5E‐01 0.000 0.002 7.6E‐01 0.012 0.003 3.5E‐04 GNRH1 0 ‐ 0 ‐ [DOCK5],M5 DOCK5

rs4503095 8 34,837,357 G A 0.910 0.997 0.030 0.005 1.6E‐08 ‐0.005 0.022 9.5E‐01 0.001 0.004 5.7E‐01 ‐0.003 0.002 1.5E‐01 0.020 0.005 3.0E‐04 0.002 0.001 2.0E‐01 ‐0.004 0.002 9.1E‐02 ‐0.001 0.005 8.0E‐01 ‐ 0 ‐ 0 ‐ LINC012882 LINC01288 (‐115kb)

rs4562360 8 61,704,817 G A 0.757 0.999 0.032 0.004 3.6E‐20 ‐0.009 0.015 5.9E‐01 0.003 0.003 4.1E‐01 ‐0.005 0.001 1.1E‐03 0.020 0.004 2.1E‐08 0.001 0.001 4.6E‐01 ‐0.003 0.002 1.2E‐01 0.000 0.003 9.7E‐01 ‐ 0 ‐ 0 ‐ RAB2A (‐163 CHD7

rs71529289 8 77,879,487 C T 0.748 0.990 0.036 0.003 2.0E‐25 ‐0.005 0.014 6.5E‐01 ‐0.001 0.003 9.5E‐01 0.003 0.001 4.3E‐02 0.032 0.003 2.3E‐21 0.001 0.001 1.5E‐01 0.002 0.002 2.5E‐01 0.004 0.003 2.6E‐01 ‐ 0 ‐ 0 ‐ ZFHX4‐AS14 MIR3149 (0kb)

rs4483209 9 1,960,629 T G 0.472 0.989 0.017 0.003 4.3E‐09 0.006 0.013 6.0E‐01 0.005 0.003 3.5E‐02 ‐0.004 0.001 1.9E‐03 0.005 0.003 3.9E‐02 0.000 0.001 9.2E‐01 ‐0.002 0.001 2.3E‐01 0.005 0.003 7.7E‐02 ‐ 0 ‐ 0 ‐ SMARCA2  1 SMARCA2 (+55kb)

rs745486 9 11,242,155 C T 0.719 0.995 0.021 0.003 1.2E‐10 0.014 0.014 3.2E‐01 ‐0.001 0.003 7.5E‐01 ‐0.002 0.001 2.1E‐01 0.015 0.003 2.0E‐06 0.002 0.001 3.5E‐02 0.001 0.002 3.2E‐01 ‐0.001 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs10738700 9 24,973,797 A G 0.569 0.992 0.020 0.003 5.6E‐11 0.005 0.013 6.2E‐01 0.005 0.003 7.6E‐02 ‐0.001 0.001 2.4E‐01 0.013 0.003 4.2E‐05 0.000 0.001 6.6E‐01 ‐0.003 0.001 2.7E‐02 0.002 0.003 5.1E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs912202 9 77,225,603 C G 0.343 0.998 0.040 0.003 2.5E‐38 0.002 0.013 7.2E‐01 ‐0.001 0.003 4.1E‐01 ‐0.005 0.001 3.0E‐04 0.026 0.003 3.0E‐17 0.003 0.001 2.4E‐04 ‐0.004 0.001 1.4E‐02 ‐0.005 0.003 9.1E‐02 ‐ 0 ‐ 0 ‐ LOC1019274 RORB

rs2090409 9 108,967,088 C A 0.684 1.000 0.031 0.003 1.7E‐21 ‐0.028 0.013 2.8E‐02 0.006 0.003 6.6E‐02 0.000 0.001 5.5E‐01 0.026 0.003 2.2E‐16 0.001 0.001 1.9E‐01 ‐0.001 0.002 4.6E‐01 0.002 0.003 4.4E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs10982156 9 117,088,064 A T 0.070 0.916 0.048 0.006 4.5E‐14 0.064 0.025 1.1E‐02 0.001 0.005 8.3E‐01 ‐0.003 0.003 3.3E‐01 0.037 0.006 1.4E‐09 0.003 0.002 7.8E‐02 0.001 0.003 4.5E‐01 0.000 0.006 8.2E‐01 ‐ 0 ‐ 0 ‐ ZNF618 (‐211 ORM1

rs7872329 9 131,956,152 A T 0.689 0.985 0.017 0.003 3.8E‐08 0.002 0.014 6.9E‐01 0.002 0.003 5.6E‐01 ‐0.003 0.001 1.1E‐02 0.009 0.003 3.3E‐03 0.001 0.001 4.4E‐01 ‐0.001 0.002 6.7E‐01 0.004 0.003 3.6E‐01 ‐ 0 ‐ 0 ‐ LRRC8A (‐214 IER5L (‐16kb)

9:140774721_T_ 9 140,774,721 C T 0.489 1.000 0.023 0.003 6.8E‐14 ‐0.016 0.012 2.3E‐01 ‐0.001 0.003 7.2E‐01 ‐0.001 0.001 8.5E‐01 0.017 0.003 1.9E‐08 0.000 0.001 6.9E‐01 ‐0.001 0.001 5.3E‐01 0.001 0.003 6.4E‐01 ‐ 0 ‐ 0 ‐ ZMYND19  11 LOC100133077,CACN

rs7912521 10 67,262,089 C T 0.416 0.998 0.061 0.003 6.2E‐94 ‐0.009 0.013 5.4E‐01 0.002 0.003 4.1E‐01 0.000 0.001 6.6E‐01 0.049 0.003 2.6E‐61 0.003 0.001 1.7E‐04 ‐0.001 0.001 4.3E‐01 0.005 0.003 1.8E‐01 ‐ 0 ‐ 0 ‐ LINC015151 LINC01515 (+69kb)

rs796177770 10 101,746,911 C CA 0.604 0.936 0.019 0.003 2.0E‐09 0.003 0.013 7.9E‐01 0.001 0.003 6.5E‐01 ‐0.003 0.001 4.2E‐02 0.011 0.003 2.7E‐04 0.001 0.001 5.9E‐01 ‐0.001 0.001 6.9E‐01 0.004 0.003 1.3E‐01 ‐ 0 ‐ 0 ‐ ENTPD7 (‐212 DNMBP

rs4919686 10 104,592,249 A C 0.710 1.000 0.023 0.003 3.9E‐13 ‐0.002 0.014 8.0E‐01 0.020 0.003 2.3E‐13 ‐0.005 0.001 4.8E‐05 0.011 0.003 2.1E‐04 0.000 0.001 6.6E‐01 ‐0.004 0.002 4.9E‐02 0.031 0.003 9.5E‐25 ‐ 0 ‐ 0 ‐ SUFU (‐19911 CYP17A1

rs7915430 10 121,660,465 T G 0.798 0.996 0.021 0.004 9.7E‐09 0.006 0.016 5.6E‐01 ‐0.005 0.003 9.8E‐02 0.003 0.002 8.2E‐02 0.025 0.004 2.3E‐12 0.002 0.001 5.1E‐02 0.004 0.002 1.0E‐02 0.002 0.003 6.5E‐01 ‐ 0 ‐ 0 ‐ BAG3 (‐2235 SEC23IP

rs11389722 11 28,077,708 G GT 0.512 0.938 0.020 0.003 1.2E‐10 ‐0.003 0.013 7.9E‐01 0.002 0.003 3.4E‐01 ‐0.002 0.001 1.8E‐01 0.013 0.003 3.5E‐06 0.001 0.001 4.0E‐01 0.003 0.001 9.1E‐02 0.010 0.003 3.2E‐04 METTL15 0 ‐ 0 ‐ [KIF18A],M3 KIF18A

rs116923389 11 29,184,521 T C 0.981 0.988 0.098 0.011 5.5E‐19 0.036 0.046 3.6E‐01 ‐0.019 0.009 5.6E‐02 ‐0.006 0.005 2.6E‐01 0.074 0.011 4.3E‐12 0.005 0.003 1.4E‐01 0.011 0.005 5.7E‐02 0.006 0.010 4.8E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs2035837 11 29,200,527 T C 0.852 0.994 0.073 0.004 6.7E‐67 0.071 0.018 6.8E‐05 ‐0.001 0.004 8.0E‐01 ‐0.007 0.002 4.8E‐05 0.049 0.004 2.6E‐32 0.004 0.001 2.2E‐03 ‐0.001 0.002 7.9E‐01 ‐0.002 0.004 7.6E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs55765314 11 72,360,935 C A 0.838 0.991 0.025 0.004 4.6E‐10 ‐0.065 0.017 6.1E‐05 ‐0.002 0.003 6.0E‐01 0.000 0.002 6.1E‐01 0.020 0.004 1.1E‐07 0.001 0.001 3.7E‐01 0.001 0.002 4.3E‐01 ‐0.001 0.004 7.3E‐01 ‐ 0 ‐ 0 ‐ CLPB (‐2159 PDE2A

rs12796488 11 94,131,557 C A 0.823 1.000 0.056 0.004 6.9E‐46 ‐0.006 0.016 5.8E‐01 ‐0.006 0.003 1.1E‐01 ‐0.003 0.002 1.2E‐01 0.041 0.004 2.0E‐26 0.003 0.001 6.0E‐03 0.002 0.002 2.2E‐01 ‐0.006 0.004 1.0E‐01 ‐ 0 ‐ 0 ‐ HEPHL1 (‐211 GPR83

rs503542 11 118,590,743 G A 0.450 0.987 0.018 0.003 5.8E‐10 ‐0.004 0.013 7.8E‐01 0.005 0.003 7.5E‐02 ‐0.002 0.001 1.7E‐01 0.011 0.003 7.6E‐05 ‐0.002 0.001 6.8E‐02 0.000 0.001 9.3E‐01 0.010 0.003 5.1E‐04 ‐ 0 ‐ 0 ‐ KMT2A (‐1 20 DDX6 (+28kb)

rs10892924 11 122,773,715 T A 0.568 0.982 0.039 0.003 2.8E‐37 ‐0.030 0.013 3.6E‐02 0.001 0.003 4.6E‐01 0.000 0.001 7.0E‐01 0.032 0.003 7.6E‐26 0.002 0.001 7.4E‐02 0.003 0.001 6.5E‐02 0.005 0.003 4.6E‐02 ‐ 0 ‐ 0 ‐ UBASH3B (10 C11orf63

rs618888 11 125,081,521 T G 0.283 0.990 0.028 0.003 1.4E‐18 ‐0.029 0.014 2.9E‐02 0.005 0.003 7.3E‐02 0.002 0.001 1.2E‐01 0.023 0.003 1.3E‐12 0.000 0.001 5.7E‐01 ‐0.001 0.002 3.5E‐01 0.007 0.003 1.2E‐02 ‐ 0 ‐ 0 ‐ HEPACAM 9 PKNOX2

rs56196860 12 2,908,330 A C 0.032 1.000 0.321 0.009 5.4E‐310 0.084 0.036 2.5E‐02 ‐0.048 0.007 1.4E‐10 0.022 0.004 6.6E‐11 0.301 0.009 5.1E‐276 0.021 0.002 2.6E‐18 0.018 0.004 2.5E‐05 ‐0.058 0.008 3.7E‐12 FKBP4 0 ‐ 0 ‐ CACNA1C (13 FKBP4

rs34138930 12 57,359,261 C CA 0.886 0.974 0.038 0.005 3.6E‐15 0.006 0.020 8.5E‐01 0.001 0.004 9.8E‐01 ‐0.007 0.002 1.8E‐03 0.023 0.005 1.9E‐07 0.001 0.001 3.0E‐01 0.001 0.002 2.3E‐01 0.004 0.004 4.4E‐01 HBCBP / G 0 ‐ 0 ‐ PTGES3 (‐221 RDH16 (‐6kb)

rs61932784 12 114,132,310 C A 0.783 0.990 0.022 0.004 4.0E‐09 0.021 0.015 1.9E‐01 ‐0.003 0.003 2.7E‐01 0.000 0.001 9.4E‐01 0.016 0.004 2.1E‐06 ‐0.001 0.001 2.0E‐01 0.003 0.002 1.1E‐01 0.002 0.003 8.0E‐01 ‐ 0 ‐ 0 ‐ SDS (‐291k 6 LINC01234 (+50kb)

rs12810788 12 116,196,322 G A 0.201 0.951 0.027 0.004 1.1E‐11 ‐0.062 0.016 5.6E‐05 0.001 0.003 1.0E+00 0.002 0.002 2.7E‐01 0.025 0.004 1.5E‐10 0.002 0.001 1.1E‐01 ‐0.001 0.002 9.3E‐01 ‐0.004 0.004 2.5E‐01 ‐ 0 ‐ 0 ‐ MED13L (+1 MED13L (+200kb)

rs6486542 12 130,952,209 C T 0.571 0.983 0.026 0.003 2.9E‐18 0.016 0.013 1.6E‐01 0.007 0.003 2.2E‐02 0.001 0.001 9.0E‐01 0.021 0.003 1.3E‐11 0.003 0.001 2.0E‐04 ‐0.003 0.001 5.7E‐02 0.002 0.003 4.1E‐01 ‐ 0 ‐ 0 ‐ PIWIL1 (‐952 RIMBP2

rs2038695 13 100,559,123 C A 0.450 0.981 0.023 0.003 2.6E‐15 0.028 0.013 1.6E‐02 0.000 0.003 9.9E‐01 0.000 0.001 9.5E‐01 0.021 0.003 1.1E‐12 0.002 0.001 3.9E‐02 0.001 0.001 3.3E‐01 0.005 0.003 8.7E‐02 ‐ 0 ‐ 0 ‐ [CLYBL],MI10 CLYBL,LOC10192743

rs137969745 13 112,723,111 C CGGGCGT 0.911 0.948 0.045 0.005 7.4E‐17 ‐0.033 0.022 1.5E‐01 ‐0.002 0.005 8.4E‐01 ‐0.003 0.002 5.5E‐01 0.030 0.005 1.8E‐09 0.000 0.002 8.2E‐01 0.002 0.003 5.3E‐01 0.004 0.005 4.4E‐01 SOX1 0 ‐ 0 ‐ LINC003548 LINC00403,SOX1

rs10137488 14 35,797,122 C T 0.027 0.988 0.053 0.010 2.1E‐08 ‐0.100 0.039 7.9E‐03 0.000 0.008 9.5E‐01 ‐0.003 0.004 5.3E‐01 0.042 0.009 6.8E‐06 ‐0.001 0.003 6.5E‐01 0.003 0.004 7.9E‐01 ‐0.011 0.009 2.2E‐01 ‐ 0 ‐ 0 ‐ SRP54 (‐299 PSMA6 (‐10kb)

rs1272131 14 60,886,150 C T 0.387 0.985 0.027 0.003 1.4E‐17 0.022 0.013 1.3E‐01 0.001 0.003 6.7E‐01 ‐0.005 0.001 1.9E‐04 0.013 0.003 7.8E‐05 0.001 0.001 3.5E‐01 ‐0.002 0.001 8.5E‐02 ‐0.001 0.003 7.9E‐01 SIX6 0 ‐ 1 SIX6 (+91k PCNX4 (‐288 C14orf39 (+17kb)

rs1812755 14 90,007,637 T C 0.800 0.970 0.034 0.004 5.1E‐19 0.005 0.016 7.8E‐01 ‐0.004 0.003 1.9E‐01 0.000 0.002 7.6E‐01 0.026 0.004 1.5E‐11 0.002 0.001 6.0E‐02 0.000 0.002 9.6E‐01 ‐0.001 0.004 5.5E‐01 ‐ 0 ‐ 0 ‐ [FOXN3],FO4 FOXN3

rs1454836 15 47,551,054 T A 0.601 0.996 0.017 0.003 3.4E‐08 ‐0.018 0.013 1.3E‐01 ‐0.004 0.003 1.1E‐01 0.000 0.001 7.1E‐01 0.013 0.003 1.7E‐05 0.001 0.001 8.4E‐02 0.001 0.001 5.1E‐01 0.000 0.003 7.4E‐01 ‐ 0 ‐ 0 ‐ [SEMA6D], 1 SEMA6D

rs17703883 15 51,530,097 C T 0.255 0.995 0.044 0.004 7.5E‐40 ‐0.030 0.014 4.5E‐02 0.007 0.003 1.2E‐02 ‐0.004 0.001 3.2E‐03 0.028 0.003 2.2E‐17 ‐0.016 0.001 4.2E‐63 ‐0.002 0.002 3.6E‐01 0.013 0.003 1.1E‐05 ‐ 0 ‐ 0 ‐ AP4E1 (‐239 CYP19A1

rs7496293 15 57,300,952 T C 0.563 0.990 0.023 0.003 4.3E‐14 0.011 0.013 3.8E‐01 0.000 0.003 8.5E‐01 ‐0.001 0.001 5.3E‐01 0.016 0.003 1.3E‐06 0.001 0.001 3.5E‐01 0.000 0.001 9.0E‐01 ‐0.002 0.003 6.7E‐01 ‐ 0 ‐ 0 ‐ ZNF280D (‐4 TCF12

rs12907068 15 60,759,011 G A 0.137 0.996 0.023 0.004 1.8E‐08 ‐0.038 0.018 5.4E‐02 0.005 0.004 2.5E‐01 0.000 0.002 9.7E‐01 0.021 0.004 1.0E‐07 0.000 0.001 7.1E‐01 ‐0.001 0.002 9.0E‐01 0.010 0.004 1.4E‐02 ‐ 0 ‐ 0 ‐ ANXA2 (‐695 ICE2

rs13835 15 89,056,040 A C 0.424 0.996 0.019 0.003 4.9E‐10 ‐0.028 0.013 2.8E‐02 ‐0.001 0.003 8.7E‐01 ‐0.002 0.001 1.4E‐01 0.013 0.003 1.5E‐05 0.000 0.001 9.3E‐01 ‐0.002 0.001 1.2E‐01 ‐0.006 0.003 7.7E‐02 ‐ 0 ‐ 0 ‐ NTRK3 (‐2512 DET1

rs2764772 16 20,060,653 A T 0.334 0.996 0.037 0.003 5.4E‐33 ‐0.008 0.013 6.1E‐01 0.003 0.003 2.6E‐01 0.001 0.001 5.3E‐01 0.032 0.003 2.5E‐24 0.003 0.001 2.1E‐03 0.000 0.002 6.4E‐01 0.002 0.003 5.5E‐01 ‐ 0 ‐ 0 ‐ IQCK (‐191 5 GPR139

rs8061590 16 28,895,130 A G 0.597 0.998 0.029 0.003 3.4E‐21 ‐0.119 0.013 7.0E‐21 ‐0.009 0.003 7.9E‐04 0.006 0.001 5.2E‐06 0.034 0.003 2.2E‐28 0.000 0.001 6.3E‐01 0.005 0.001 1.9E‐03 ‐0.008 0.003 1.9E‐03 NPIPB8 / A1 CDC37P1 (‐4 SULT1A2 (‐SGF29 (‐2920 ATP2A1

16:53822169_AT 16 53,822,169 AT A 0.653 0.990 0.018 0.003 1.1E‐08 ‐0.342 0.013 4.3E‐151 ‐0.007 0.003 1.0E‐02 0.005 0.001 5.7E‐04 0.021 0.003 1.0E‐10 ‐0.001 0.001 2.9E‐01 0.010 0.002 2.0E‐12 0.003 0.003 3.0E‐01 ‐ 0 ‐ 0 ‐ RBL2 (‐2975 FTO

rs62041532 16 73,922,719 G T 0.213 0.997 0.023 0.004 1.6E‐10 0.027 0.015 7.5E‐02 0.003 0.003 5.0E‐01 ‐0.002 0.002 1.5E‐01 0.014 0.004 1.5E‐05 0.003 0.001 1.0E‐02 ‐0.003 0.002 9.2E‐02 0.002 0.003 4.3E‐01 ‐ 0 ‐ 0 ‐ ‐ 0 ‐

rs545206972 17 7,491,331 T C 0.007 0.973 0.252 0.019 4.0E‐43 ‐0.109 0.077 2.0E‐01 0.565 0.016 1.7E‐291 ‐0.621 0.007 4.9E‐1613 ‐0.730 0.019 2.5E‐353 ‐0.023 0.005 6.8E‐06 ‐0.690 0.009 1.2E‐1464 ‐0.150 0.017 1.4E‐19 ‐ 0 ‐ 0 ‐ SLC2A4 (‐3 48 MPDU1

rs1799941 17 7,533,423 G A 0.739 0.993 0.034 0.003 7.7E‐23 ‐0.021 0.014 1.7E‐01 0.090 0.003 1.8E‐219 ‐0.121 0.001 4.1E‐1795 ‐0.197 0.003 9.1E‐742 ‐0.006 0.001 2.7E‐10 ‐0.100 0.002 2.2E‐898 ‐0.032 0.003 1.2E‐23 ‐ 0 ‐ 0 ‐ ACAP1 (‐2746 SHBG

rs58879558 17 44,095,467 C T 0.230 0.998 0.023 0.004 2.4E‐09 0.011 0.015 4.6E‐01 ‐0.010 0.003 8.5E‐04 0.006 0.001 5.0E‐05 0.030 0.004 1.6E‐17 0.000 0.001 6.7E‐01 0.003 0.002 8.1E‐02 ‐0.010 0.003 2.5E‐03 KANSL1 / C2 RP11‐259G2 KANSL1‐ASCRHR1‐IT1 11 MAPT

rs8076703 17 75,612,643 C T 0.296 0.992 0.024 0.003 1.0E‐12 0.000 0.014 9.6E‐01 0.000 0.003 7.7E‐01 ‐0.002 0.001 2.0E‐01 0.016 0.003 3.8E‐07 0.002 0.001 8.7E‐03 0.001 0.002 6.6E‐01 0.000 0.003 7.0E‐01 ‐ 0 ‐ 0 ‐ SEPT9 (‐11 5 LOC100507351 (‐52k

rs2668776 18 44,750,365 C T 0.469 0.996 0.029 0.003 1.7E‐22 0.029 0.013 2.2E‐02 ‐0.002 0.003 5.5E‐01 ‐0.001 0.001 5.9E‐01 0.023 0.003 6.8E‐14 0.001 0.001 3.0E‐01 0.002 0.001 3.7E‐01 0.003 0.003 2.1E‐01 SKOR2 0 ‐ 1 HDHD2 (‐9 PIAS2 (‐25310 SKOR2

19:48369728_AT 19 48,369,728 A ATTT 0.853 0.934 0.028 0.004 1.9E‐11 0.015 0.018 4.1E‐01 0.007 0.004 3.6E‐02 ‐0.003 0.002 7.4E‐02 0.018 0.004 5.8E‐05 ‐0.008 0.001 2.1E‐10 0.002 0.002 2.6E‐01 0.017 0.004 1.7E‐05 ‐ 1 CTD‐3098H0 ‐ GLTSCR1 (‐25 SULT2A1 (+4kb)

rs6521 19 49,519,873 C G 0.567 0.996 0.019 0.003 1.3E‐10 ‐0.014 0.013 2.7E‐01 0.009 0.003 2.7E‐04 0.000 0.001 5.8E‐01 0.016 0.003 3.2E‐07 0.002 0.001 4.2E‐03 0.001 0.001 2.9E‐01 0.017 0.003 1.0E‐09 ‐ 0 ‐ 0 ‐ MAMSTR ( 38 LHB

rs2327121 20 8,878,250 C G 0.657 0.988 0.018 0.003 1.3E‐08 ‐0.029 0.013 3.0E‐02 ‐0.003 0.003 2.9E‐01 ‐0.001 0.001 4.7E‐01 0.015 0.003 2.2E‐06 0.001 0.001 4.8E‐01 0.002 0.002 4.0E‐01 0.001 0.003 8.1E‐01 ‐ 0 ‐ 0 ‐ PLCB1 (‐133 PLCB1 (‐13kb)

rs7265992 20 33,525,407 G A 0.821 0.976 0.032 0.004 4.0E‐16 0.047 0.016 4.0E‐03 0.002 0.003 4.7E‐01 ‐0.003 0.002 8.7E‐02 0.019 0.004 1.2E‐06 0.001 0.001 2.8E‐01 ‐0.001 0.002 4.8E‐01 0.001 0.004 8.2E‐01 ‐ 0 ‐ 0 ‐ PIGU (‐26014 GSS

22:31358580_CA 22 31,358,580 C CA 0.346 0.958 0.018 0.003 4.9E‐08 0.002 0.013 8.2E‐01 0.000 0.003 9.9E‐01 ‐0.002 0.001 1.9E‐01 0.013 0.003 1.3E‐04 0.001 0.001 3.9E‐01 0.001 0.002 7.7E‐01 ‐0.001 0.003 9.0E‐01 OSBP2 0 ‐ 0 ‐ SLC35E4 (‐ 14 MORC2

rs11703376 22 49,678,713 T C 0.270 0.989 0.040 0.003 5.9E‐32 0.000 0.014 9.1E‐01 ‐0.001 0.003 5.3E‐01 0.001 0.001 8.3E‐01 0.034 0.003 2.7E‐23 0.003 0.001 1.5E‐03 0.000 0.002 9.4E‐01 ‐0.002 0.003 6.5E‐01 ‐ 0 ‐ 0 ‐ C22orf34 ( 2 C22orf34 (+129kb)

rs111386834 23 8,906,695 C T 0.268 0.998 0.132 0.002 3.0E‐670 ‐0.016 0.010 1.5E‐01 ‐0.005 0.003 6.7E‐02 ‐0.007 0.001 7.0E‐13 0.098 0.002 1.5E‐372 0.008 0.001 1.5E‐35 0.002 0.002 2.6E‐01 ‐0.003 0.003 2.4E‐01 ‐ 0 ‐ 0 ‐ ANOS1 (‐203 FAM9B (+86kb)

rs138271349 23 11,209,184 T C 0.050 1.000 0.028 0.005 6.2E‐09 0.002 0.020 9.1E‐01 0.007 0.006 1.8E‐01 0.000 0.002 6.6E‐01 0.025 0.005 1.3E‐06 0.001 0.001 6.5E‐01 ‐0.003 0.003 4.1E‐01 0.011 0.007 5.6E‐02 ‐ 0 ‐ 0 ‐ HCCS (‐68k4 ARHGAP6

rs1034948 23 30,331,349 G A 0.867 1.000 0.018 0.003 3.7E‐09 0.013 0.013 3.8E‐01 ‐0.003 0.004 4.1E‐01 ‐0.003 0.001 1.0E‐02 0.011 0.003 7.7E‐04 0.001 0.001 2.0E‐01 0.002 0.002 4.2E‐01 ‐0.003 0.004 5.6E‐01 ‐ 0 ‐ 0 ‐ MAGEB2 (‐6 NR0B1 (‐4kb)

rs5915287 23 50,372,904 G T 0.391 0.957 0.012 0.002 1.2E‐08 ‐0.017 0.009 6.8E‐02 0.001 0.003 5.7E‐01 ‐0.001 0.001 7.4E‐01 0.008 0.002 5.7E‐05 0.000 0.001 7.6E‐01 0.000 0.001 9.6E‐01 0.000 0.003 9.7E‐01 ‐ 0 ‐ 0 ‐ CCNB3 (‐274 SHROOM4

rs140498714 23 53,317,280 C T 0.983 0.545 0.054 0.010 2.3E‐08 ‐0.053 0.040 2.3E‐01 ‐0.021 0.012 9.9E‐02 0.003 0.004 7.9E‐01 0.046 0.010 4.3E‐06 0.003 0.003 2.9E‐01 0.000 0.007 9.2E‐01 ‐0.025 0.013 5.1E‐02 ‐ 0 ‐ 0 ‐ FAM156A (15 IQSEC2

X:54424009_CT_ 23 54,424,009 CT C 0.912 0.545 0.027 0.005 4.8E‐10 ‐0.014 0.019 4.6E‐01 ‐0.004 0.005 4.8E‐01 ‐0.004 0.002 5.2E‐02 0.015 0.005 4.3E‐04 ‐0.002 0.001 1.8E‐01 0.004 0.003 2.6E‐01 0.004 0.006 4.4E‐01 ‐ 0 ‐ 0 ‐ FAM120C (5 WNK3 (‐40kb)

rs5913997 23 56,815,741 G C 0.196 0.994 0.053 0.003 8.7E‐90 0.003 0.011 8.6E‐01 0.005 0.003 7.8E‐02 ‐0.005 0.001 1.8E‐06 0.032 0.003 1.9E‐35 0.001 0.001 1.1E‐01 ‐0.005 0.002 6.9E‐03 0.001 0.004 7.6E‐01 ‐ 0 ‐ 0 ‐ UBQLN2 (‐ 4 NBDY

rs146225865 23 63,265,012 G A 0.987 0.949 0.094 0.010 3.0E‐25 ‐0.045 0.039 2.6E‐01 ‐0.005 0.012 3.9E‐01 ‐0.003 0.004 9.7E‐01 0.073 0.010 3.5E‐16 0.002 0.003 4.7E‐01 ‐0.001 0.007 7.5E‐01 ‐0.016 0.013 3.2E‐01 ‐ 0 ‐ 0 ‐ ARHGEF9 ( 5 AMER1 (+140kb)

rs73221538 23 65,883,683 C T 0.877 0.987 0.056 0.003 1.9E‐67 0.026 0.014 1.0E‐01 ‐0.010 0.004 5.3E‐03 0.002 0.001 5.6E‐02 0.050 0.003 2.1E‐57 0.005 0.001 2.4E‐09 0.005 0.002 2.7E‐02 ‐0.006 0.004 1.4E‐01 ‐ 0 ‐ 0 ‐ EDA2R (‐251 EDA2R (‐25kb)

rs776715248 23 66,920,179 C T 0.001 0.501 0.648 0.037 1.8E‐73 ‐0.067 0.150 5.7E‐01 ‐0.030 0.041 3.2E‐01 ‐0.013 0.015 2.4E‐01 0.534 0.036 5.5E‐53 0.076 0.010 7.5E‐14 0.025 0.023 2.5E‐01 ‐0.017 0.046 6.9E‐01 ‐ 0 ‐ 0 ‐ [AR], 1 AR

rs147676232 23 67,932,642 C T 0.987 0.705 0.067 0.010 1.6E‐11 0.063 0.043 1.5E‐01 0.001 0.013 9.1E‐01 ‐0.003 0.004 4.2E‐01 0.055 0.010 4.3E‐08 0.001 0.003 8.5E‐01 ‐0.003 0.007 6.7E‐01 ‐0.008 0.014 6.1E‐01 ‐ 0 ‐ 0 ‐ OPHN1 (‐2 4 STARD8

rs6616174 23 99,946,825 G A 0.359 0.993 0.016 0.002 2.0E‐12 0.025 0.009 4.1E‐03 0.004 0.003 1.4E‐01 ‐0.002 0.001 1.6E‐01 0.010 0.002 1.7E‐06 0.000 0.001 8.4E‐01 0.000 0.001 6.9E‐01 0.006 0.003 3.6E‐02 ‐ 0 ‐ 0 ‐ PCDH19 (‐29 SYTL4

rs41306249 23 109,697,443 T C 0.954 1.000 0.042 0.005 2.0E‐16 ‐0.033 0.021 1.0E‐01 ‐0.014 0.006 1.5E‐02 ‐0.002 0.002 1.9E‐01 0.026 0.005 7.2E‐07 ‐0.003 0.001 2.1E‐02 0.002 0.003 5.8E‐01 ‐0.010 0.007 1.4E‐01 RGAG1 0 ‐ 0 ‐ TMEM164 6 RGAG1

rs243466 23 131,802,339 C G 0.296 0.965 0.013 0.002 4.8E‐08 ‐0.027 0.010 5.9E‐03 0.001 0.003 7.7E‐01 0.000 0.001 6.6E‐01 0.011 0.002 2.6E‐06 0.001 0.001 1.2E‐01 0.001 0.002 7.7E‐01 ‐0.001 0.003 6.0E‐01 ‐ 0 ‐ 0 ‐ RAP2C‐AS14 HS6ST2,HS6ST2‐AS1

rs757309 23 133,680,547 A G 0.641 0.967 0.018 0.002 9.9E‐16 ‐0.010 0.009 2.4E‐01 ‐0.003 0.003 2.8E‐01 0.002 0.001 2.7E‐02 0.018 0.002 4.3E‐16 0.002 0.001 4.9E‐03 0.005 0.002 5.4E‐03 0.004 0.003 2.9E‐01 ‐ 0 ‐ 0 ‐ PHF6 (‐11813 MIR503HG

X:135998134_CA 23 135,998,134 CA C 0.512 0.930 0.017 0.002 1.1E‐15 0.035 0.009 5.5E‐05 0.011 0.003 6.6E‐06 ‐0.003 0.001 1.0E‐03 0.009 0.002 1.2E‐06 0.002 0.001 2.3E‐04 ‐0.005 0.001 2.7E‐04 0.008 0.003 4.6E‐03 ‐ 0 ‐ 0 ‐ LINC008926 RBMX (‐35kb)

rs5905042 23 146,444,527 C A 0.691 0.956 0.023 0.002 4.3E‐22 ‐0.004 0.010 7.1E‐01 0.004 0.003 7.4E‐02 ‐0.001 0.001 2.4E‐01 0.017 0.002 3.9E‐13 ‐0.002 0.001 1.3E‐04 0.001 0.002 2.9E‐01 0.009 0.003 8.5E‐03 ‐ 0 ‐ 0 ‐ MIR513C (‐15 MIR514A3 (‐78kb)

rs10218066 23 150,343,248 G T 0.785 0.942 0.015 0.003 2.5E‐08 0.010 0.011 4.3E‐01 0.000 0.003 9.3E‐01 ‐0.003 0.001 4.1E‐03 0.006 0.003 7.5E‐03 0.000 0.001 8.2E‐01 0.000 0.002 5.3E‐01 0.006 0.003 1.0E‐01 ‐ 0 ‐ 0 ‐ CD99L2 (‐26 GPR50‐AS1 (+0kb)



GT1A9,UGT1A7,UGT1A6,UGT1A5,UGT1A4

kb)

NA1B

7

kb)



Supplementary Table S11: GWAS significant results for estradiol in men.

Estradiol in men SHBG men Total testosterone men Bioavailable testosterone men SHBG women Total testosterone women Bioavailable testosterone womenGene annotation

SNP CHR BP Effect_Allele Other_Allele Effect_Freq INFO Effect SE P_BOLT_LMMMatched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BESE P_BOLT_LMMatched_BSE P_BOLT_LMMatched_BSE P_BOLT_LMNS_Gene Liver_eQTLLiver_eQTLs Muscle/Adrenal_eQTL_HitsMuscle/AdGenes Gene_CounNearest_Gene

rs1260326 2 27,730,940 C T 0.606 1.000 0.006 0.001 9.6E‐11 0.038 0.001 3.3E‐219 0.062 0.003 2.7E‐91 ‐0.010 0.003 1.2E‐03 0.034 0.001 3.0E‐134 0.037 0.003 4.7E‐39 ‐0.013 0.003 8.2E‐08 0 ‐ ‐ SLC5A6 (‐2 29 GCKR

rs559555 2 31,810,974 T A 0.440 0.993 0.006 0.001 5.7E‐11 0.004 0.001 1.7E‐03 0.021 0.003 6.3E‐12 0.017 0.003 1.9E‐08 ‐0.001 0.001 5.7E‐01 ‐0.013 0.003 2.1E‐06 ‐0.008 0.003 1.1E‐03 ‐ 0 ‐ ‐ ‐ XDH (‐173k3 SRD5A2 (‐5kb)

rs1128811 2 31,982,811 G C 0.039 0.981 0.025 0.002 5.6E‐30 0.023 0.003 1.6E‐12 0.190 0.008 6.2E‐133 0.182 0.008 1.6E‐121 0.005 0.004 2.6E‐01 ‐0.006 0.007 4.9E‐01 ‐0.001 0.007 8.3E‐01 ‐ 0 ‐ ‐ ‐ SRD5A2 (‐13 MEMO1 (+110kb)

4:6995868 4 69,958,680 GA G 0.488 0.972 0.007 0.001 2.5E‐18 0.006 0.001 6.6E‐07 0.021 0.003 1.5E‐11 0.012 0.003 7.8E‐05 0.000 0.001 9.4E‐01 0.023 0.003 1.3E‐15 0.013 0.003 3.4E‐07 UGT2B7 0 ‐ ‐ ‐ UGT2B10 ( 6 UGT2B7 (+4kb)

5:3598328 5 35,983,283 C CA 0.141 0.987 0.008 0.001 9.6E‐11 0.003 0.002 1.5E‐02 0.001 0.004 4.3E‐01 ‐0.006 0.004 2.6E‐01 0.002 0.002 6.3E‐01 0.018 0.004 2.7E‐06 0.010 0.004 2.6E‐03 UGT3A1 0 ‐ ‐ ‐ SPEF2 (‐16 11 UGT3A1

rs1889827 7 72,951,216 A G 0.003 0.632 0.055 0.010 1.2E‐08 0.020 0.014 5.8E‐02 0.046 0.035 1.8E‐01 0.057 0.035 1.0E‐01 ‐0.014 0.017 6.7E‐01 ‐0.015 0.033 6.2E‐01 0.002 0.029 8.8E‐01 ‐ 0 ‐ ‐ ‐ NSUN5 (‐2 18 BCL7B

rs4544669 7 99,332,948 T G 0.958 1.000 0.016 0.002 7.9E‐14 0.001 0.003 6.7E‐01 ‐0.031 0.008 1.3E‐05 ‐0.036 0.008 8.4E‐08 0.009 0.004 7.0E‐04 0.371 0.007 1.5E‐635 0.161 0.006 5.1E‐148 ‐ 0 ‐ ‐ ‐ ATP5J2‐PTC22 CYP3A7‐CYP3A51P (0kb)

rs5707540 8 111,067,889 G A 0.002 0.928 0.052 0.010 4.7E‐08 0.019 0.014 2.1E‐01 0.057 0.034 4.3E‐02 0.033 0.034 3.6E‐01 0.013 0.016 4.4E‐01 ‐0.018 0.032 6.9E‐01 ‐0.007 0.029 8.0E‐01 ‐ 0 ‐ ‐ ‐ KCNV1 (‐801 KCNV1 (‐80kb)

rs657152 9 136,139,265 C A 0.661 1.000 0.008 0.001 5.5E‐21 0.001 0.001 6.5E‐01 0.009 0.003 6.4E‐03 0.008 0.003 7.0E‐03 0.007 0.002 1.7E‐06 0.017 0.003 3.3E‐08 ‐0.002 0.003 3.9E‐01 ‐ 0 ‐ ‐ ‐ GFI1B (‐27 28 ABO

rs5619686 12 2,908,330 A C 0.031 1.000 0.021 0.002 2.6E‐18 0.022 0.004 6.6E‐11 0.301 0.009 5.1E‐276 0.321 0.009 5.4E‐310 0.018 0.004 2.5E‐05 ‐0.058 0.008 3.7E‐12 ‐0.048 0.007 1.4E‐10 FKBP4 0 ‐ ‐ ‐ CACNA1C (13 FKBP4

rs7818587 14 106,424,289 TG T 0.365 0.653 0.008 0.001 7.6E‐15 ‐0.002 0.002 1.9E‐01 0.000 0.004 8.8E‐01 0.002 0.004 7.6E‐01 0.001 0.002 7.8E‐01 0.001 0.004 5.4E‐01 0.001 0.003 5.0E‐01 ‐ 2 IGHV3‐9 (+128kb),IGHV1‐8 (+115kb ‐ ‐ ELK2AP (‐27 ADAM6 (+12kb)

rs3401914 14 106,527,500 G A 0.564 0.976 0.012 0.001 6.9E‐42 0.002 0.001 1.2E‐01 0.003 0.003 3.5E‐01 ‐0.001 0.003 5.9E‐01 ‐0.002 0.001 1.0E‐01 ‐0.003 0.003 4.3E‐01 0.002 0.003 5.1E‐01 ‐ 2 IGHV3‐9 (+25kb),IGHV1‐8 (+12kb), ‐ ‐ MIR4539 (‐7 ADAM6 (‐89kb)

rs7173595 15 51,533,736 T C 0.649 0.997 0.016 0.001 3.6E‐72 0.003 0.001 2.9E‐02 ‐0.028 0.003 4.2E‐19 ‐0.040 0.003 4.3E‐39 0.001 0.001 5.8E‐01 ‐0.012 0.003 9.5E‐06 ‐0.005 0.003 1.3E‐02 ‐ 0 ‐ ‐ ‐ AP4E1 (‐239 CYP19A1

rs3751591 15 51,606,710 G A 0.167 1.000 0.008 0.001 6.6E‐12 0.002 0.002 2.0E‐01 ‐0.007 0.004 5.9E‐02 ‐0.012 0.004 1.3E‐03 ‐0.001 0.002 4.8E‐01 ‐0.003 0.004 3.9E‐01 ‐0.001 0.003 6.1E‐01 ‐ 0 ‐ ‐ ‐ TNFAIP8L37 CYP19A1

rs727428 17 7,537,792 C T 0.557 1.000 0.006 0.001 1.8E‐11 0.098 0.001 4.9E‐1506 0.153 0.003 8.0E‐581 ‐0.031 0.003 5.1E‐24 0.100 0.001 1.2E‐1141 0.019 0.003 9.4E‐12 ‐0.095 0.003 0.0E+00 ‐ 0 ‐ ‐ ‐ ACAP1 (‐2848 SHBG (‐1kb)

rs1130479 18 20,585,399 C T 0.931 0.985 0.010 0.002 8.7E‐09 ‐0.002 0.002 9.2E‐01 0.003 0.006 7.2E‐01 0.002 0.006 9.6E‐01 0.001 0.003 5.2E‐01 ‐0.007 0.006 3.5E‐01 ‐0.004 0.005 4.8E‐01 ‐ 0 ‐ ‐ ‐ LOC1019275 RBBP8

rs2016872 18 27,520,799 T A 0.675 0.710 0.006 0.001 1.8E‐08 ‐0.001 0.002 7.2E‐01 0.002 0.004 6.2E‐01 0.003 0.004 4.3E‐01 0.003 0.002 1.0E‐01 ‐0.001 0.004 7.5E‐01 ‐0.001 0.003 5.8E‐01 ‐ 0 ‐ ‐ ‐ ‐ 0 ‐

rs1042562 19 48,384,648 C T 0.165 1.000 0.008 0.001 2.7E‐11 0.003 0.002 8.9E‐02 ‐0.016 0.004 9.6E‐05 ‐0.025 0.004 1.5E‐10 ‐0.003 0.002 2.3E‐01 ‐0.018 0.004 7.4E‐07 ‐0.007 0.003 2.9E‐02 ‐ 1 CTD‐3098H1.2 (‐17kb), ‐ ‐ GLTSCR1 (‐26 SULT2A1

rs1178265 22 46,770,756 T C 0.034 0.919 0.014 0.002 2.7E‐08 0.004 0.004 2.5E‐01 0.002 0.009 6.6E‐01 ‐0.010 0.009 3.6E‐01 0.003 0.004 3.6E‐01 0.015 0.008 3.4E‐02 0.006 0.007 3.7E‐01 CELSR1 0 ‐ ‐ ‐ MIRLET7BH14 CELSR1

rs5933688 23 8,880,680 G A 0.276 0.997 0.009 0.001 2.6E‐37 ‐0.007 0.001 1.4E‐13 0.094 0.002 2.4E‐351 0.128 0.002 1.5E‐644 0.001 0.002 4.5E‐01 ‐0.003 0.003 2.4E‐01 ‐0.004 0.003 1.2E‐01 ‐ 0 ‐ ‐ ‐ ANOS1 (‐183 FAM9A (‐111kb)

rs1285085 23 65,852,279 G C 0.810 0.990 0.005 0.001 4.6E‐11 0.005 0.001 5.7E‐07 0.041 0.003 1.8E‐55 0.040 0.003 4.6E‐49 0.006 0.002 1.3E‐03 ‐0.003 0.004 4.8E‐01 ‐0.011 0.003 5.9E‐04 ‐ 0 ‐ ‐ ‐ [EDA2R], 1 EDA2R

rs7767152 23 66,920,179 C T 0.001 0.501 0.076 0.010 7.5E‐14 ‐0.013 0.015 2.4E‐01 0.534 0.036 5.5E‐53 0.648 0.037 1.8E‐73 0.025 0.023 2.5E‐01 ‐0.017 0.046 6.9E‐01 ‐0.030 0.041 3.2E‐01 ‐ 0 ‐ ‐ ‐ [AR], 1 AR



)



Supplementary Table S12: Results of two sample Mendelian randomization analysis of sex hormone genetic instruments on sex hormone outcomes in the Twins UK GWAS.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Exposure sex Outcome Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants

Total testosterone Females DHEAS 0.5 (0.42,0.57) 3.0E‐28 0.7 (0.56,0.85) 1.0E‐18 9.2E‐04 0.56 (0.44,0.68) 5.2E‐20 231 0.51 (0.42,0.59) 1.6E‐23 0.67 (0.51,0.83) 1.5E‐14 0.02 0.56 (0.43,0.69) 3.3E‐17 179

Total testosterone Females FAI 0.4 (0.27,0.53) 5.6E‐09 0.4 (0.15,0.65) 2.2E‐03 0.98 0.33 (0.13,0.53) 1.4E‐03 231 0.41 (0.27,0.55) 3.4E‐08 0.37 (0.1,0.63) 6.8E‐03 0.72 0.3 (0.09,0.52) 5.7E‐03 179

Total testosterone Females FSH ‐0.05 (‐0.2,0.11) 0.53 ‐0.03 (‐0.33,0.27) 0.83 0.90 ‐0.1 (‐0.39,0.19) 0.50 231 ‐0.04 (‐0.2,0.11) 0.59 0 (‐0.29,0.29) 0.99 0.75 ‐0.1 (‐0.4,0.19) 0.50 179

Total testosterone Females LH ‐0.04 (‐0.18,0.1) 0.61 ‐0.05 (‐0.32,0.22) 0.73 0.93 ‐0.01 (‐0.26,0.24) 0.93 231 ‐0.04 (‐0.18,0.11) 0.59 ‐0.08 (‐0.36,0.19) 0.56 0.72 ‐0.01 (‐0.29,0.27) 0.96 179

Total testosterone Females Estradiol 0.12 (0.02,0.23) 0.02 0.04 (‐0.16,0.25) 0.67 0.37 0.21 (0.01,0.41) 0.04 231 0.12 (0.01,0.24) 0.04 0.1 (‐0.12,0.32) 0.36 0.81 0.2 (0,0.41) 0.05 179

Total testosterone Females Progesterone 0.53 (0.43,0.63) 2.4E‐21 0.72 (0.53,0.91) 2.4E‐12 0.03 0.58 (0.42,0.73) 3.5E‐13 231 0.55 (0.44,0.66) 1.7E‐18 0.73 (0.52,0.93) 9.3E‐11 0.05 0.58 (0.41,0.76) 4.8E‐11 179

Total testosterone Females Prolactin 0 (‐0.06,0.06) 1.00 0.03 (‐0.09,0.14) 0.64 0.58 ‐0.05 (‐0.17,0.07) 0.44 231 0.01 (‐0.05,0.08) 0.65 0.01 (‐0.11,0.13) 0.87 0.93 ‐0.04 (‐0.17,0.08) 0.51 179

Total testosterone Females SHBG 0.05 (‐0.03,0.13) 0.24 0.14 (‐0.02,0.3) 0.08 0.18 0.05 (‐0.06,0.17) 0.37 231 0.04 (‐0.05,0.13) 0.36 0.13 (‐0.03,0.3) 0.11 0.18 0.05 (‐0.07,0.17) 0.42 179

Total testosterone Females Testosterone 0.45 (0.36,0.53) 4.3E‐21 0.53 (0.36,0.69) 1.2E‐09 0.27 0.46 (0.32,0.6) 4.4E‐11 230 0.44 (0.35,0.53) 2.3E‐17 0.51 (0.34,0.69) 2.6E‐08 0.32 0.42 (0.27,0.57) 1.4E‐08 178

Bioavailable testosterone Females DHEAS 0.48 (0.35,0.61) 2.1E‐11 0.29 (0.06,0.52) 0.01 0.04 0.21 (0.04,0.37) 0.01 160 0.51 (0.36,0.65) 3.5E‐10 0.3 (0.05,0.54) 0.02 0.03 0.21 (0.02,0.4) 0.03 122

Bioavailable testosterone Females FAI 0.76 (0.6,0.93) 2.3E‐16 0.75 (0.46,1.04) 1.2E‐06 0.89 0.71 (0.44,0.98) 2.0E‐07 160 0.72 (0.54,0.9) 1.0E‐12 0.79 (0.49,1.09) 9.0E‐07 0.56 0.7 (0.43,0.97) 2.4E‐07 122

Bioavailable testosterone Females FSH ‐0.2 (‐0.41,0.02) 0.07 ‐0.11 (‐0.49,0.27) 0.56 0.60 ‐0.19 (‐0.55,0.16) 0.28 160 ‐0.16 (‐0.38,0.06) 0.15 ‐0.09 (‐0.47,0.28) 0.62 0.66 ‐0.15 (‐0.48,0.19) 0.38 122

Bioavailable testosterone Females LH ‐0.01 (‐0.21,0.19) 0.91 0.01 (‐0.34,0.36) 0.97 0.90 0.02 (‐0.27,0.32) 0.88 160 ‐0.05 (‐0.24,0.15) 0.63 0.01 (‐0.32,0.33) 0.97 0.69 0.02 (‐0.29,0.34) 0.88 122

Bioavailable testosterone Females Estradiol 0.1 (‐0.05,0.24) 0.19 0.23 (‐0.03,0.49) 0.08 0.22 0.2 (‐0.05,0.45) 0.12 160 0.12 (‐0.05,0.28) 0.17 0.24 (‐0.04,0.52) 0.09 0.28 0.2 (‐0.07,0.47) 0.14 122

Bioavailable testosterone Females Progesterone 0.42 (0.26,0.58) 4.0E‐07 0.4 (0.12,0.68) 5.7E‐03 0.83 0.11 (‐0.13,0.35) 0.38 160 0.43 (0.26,0.61) 4.2E‐06 0.41 (0.11,0.71) 8.3E‐03 0.84 0.09 (‐0.16,0.34) 0.47 122

Bioavailable testosterone Females Prolactin 0.01 (‐0.08,0.1) 0.80 0.12 (‐0.04,0.27) 0.13 0.10 0.08 (‐0.08,0.23) 0.32 160 0.01 (‐0.08,0.1) 0.82 0.1 (‐0.06,0.25) 0.22 0.17 0.07 (‐0.09,0.24) 0.39 122

Bioavailable testosterone Females SHBG ‐0.45 (‐0.57,‐0.33) 2.9E‐12 ‐0.59 (‐0.8,‐0.39) 5.0E‐08 0.09 ‐0.59 (‐0.75,‐0.42) 2.5E‐12 160 ‐0.41 (‐0.54,‐0.28) 9.6E‐09 ‐0.63 (‐0.84,‐0.42) 4.4E‐08 0.01 ‐0.57 (‐0.76,‐0.39) 8.8E‐10 122

Bioavailable testosterone Females Testosterone 0.27 (0.12,0.41) 3.2E‐04 0.15 (‐0.1,0.4) 0.25 0.27 0.14 (‐0.07,0.34) 0.20 160 0.28 (0.12,0.44) 5.7E‐04 0.18 (‐0.08,0.45) 0.17 0.37 0.15 (‐0.07,0.37) 0.18 122

Testosterone cluster Females DHEAS 0.49 (0.41,0.56) 3.6E‐28 0.68 (0.55,0.82) 4.1E‐19 1.1E‐03 0.55 (0.42,0.67) 1.3E‐18 219 0.49 (0.4,0.57) 1.7E‐23 0.66 (0.51,0.81) 1.9E‐15 6.9E‐03 0.54 (0.42,0.67) 4.1E‐17 176

Testosterone cluster Females FAI 0.39 (0.27,0.52) 7.7E‐09 0.37 (0.13,0.62) 2.7E‐03 0.85 0.31 (0.09,0.52) 4.6E‐03 219 0.39 (0.25,0.52) 4.3E‐08 0.32 (0.07,0.57) 0.01 0.55 0.28 (0.06,0.49) 0.01 176

Testosterone cluster Females FSH ‐0.05 (‐0.21,0.11) 0.53 ‐0.07 (‐0.36,0.22) 0.62 0.85 ‐0.1 (‐0.38,0.18) 0.48 219 ‐0.05 (‐0.2,0.11) 0.56 0 (‐0.29,0.28) 0.99 0.71 ‐0.1 (‐0.39,0.19) 0.49 176

Testosterone cluster Females LH ‐0.03 (‐0.17,0.12) 0.71 ‐0.09 (‐0.36,0.18) 0.51 0.59 ‐0.01 (‐0.27,0.25) 0.94 219 ‐0.05 (‐0.2,0.1) 0.51 ‐0.08 (‐0.36,0.19) 0.54 0.76 ‐0.01 (‐0.29,0.27) 0.96 176

Testosterone cluster Females Estradiol 0.09 (‐0.02,0.2) 0.09 0.02 (‐0.18,0.22) 0.83 0.42 0.17 (‐0.03,0.36) 0.09 219 0.09 (‐0.02,0.21) 0.12 0.08 (‐0.14,0.29) 0.48 0.87 0.2 (0,0.4) 0.05 176

Testosterone cluster Females Progesterone 0.53 (0.43,0.64) 7.2E‐20 0.71 (0.52,0.9) 7.6E‐12 0.03 0.58 (0.42,0.74) 1.7E‐12 219 0.53 (0.42,0.65) 3.0E‐17 0.69 (0.49,0.9) 4.0E‐10 0.07 0.58 (0.41,0.75) 1.9E‐11 176

Testosterone cluster Females Prolactin 0.02 (‐0.04,0.08) 0.57 0.02 (‐0.09,0.14) 0.71 0.94 ‐0.05 (‐0.16,0.07) 0.44 219 0.03 (‐0.04,0.09) 0.45 0.01 (‐0.11,0.13) 0.87 0.77 ‐0.04 (‐0.17,0.09) 0.55 176

Testosterone cluster Females SHBG 0.03 (‐0.04,0.1) 0.41 0.11 (‐0.02,0.25) 0.11 0.16 0.05 (‐0.06,0.17) 0.37 219 0.03 (‐0.05,0.11) 0.43 0.15 (0.01,0.29) 0.04 0.06 0.05 (‐0.07,0.17) 0.39 176

Testosterone cluster Females Testosterone 0.43 (0.34,0.52) 2.2E‐19 0.49 (0.33,0.65) 5.6E‐09 0.35 0.39 (0.25,0.53) 6.3E‐08 218 0.42 (0.33,0.51) 9.5E‐17 0.5 (0.33,0.66) 2.6E‐08 0.30 0.38 (0.23,0.53) 1.1E‐06 175

SHBG Females DHEAS ‐0.07 (‐0.18,0.04) 0.23 0.02 (‐0.14,0.17) 0.83 0.13 ‐0.03 (‐0.22,0.16) 0.77 327 ‐0.03 (‐0.15,0.09) 0.62 0.02 (‐0.14,0.18) 0.82 0.37 ‐0.03 (‐0.23,0.17) 0.77 200

SHBG Females FAI ‐0.73 (‐0.91,‐0.55) 2.2E‐14 ‐0.66 (‐0.91,‐0.41) 5.4E‐07 0.44 ‐0.66 (‐0.96,‐0.36) 1.6E‐05 327 ‐0.69 (‐0.88,‐0.49) 4.5E‐11 ‐0.69 (‐0.95,‐0.43) 5.4E‐07 0.98 ‐0.66 (‐0.97,‐0.35) 2.6E‐05 200

SHBG Females FSH 0.04 (‐0.19,0.27) 0.74 0.04 (‐0.29,0.37) 0.82 0.99 ‐0.02 (‐0.41,0.37) 0.92 327 0.02 (‐0.25,0.29) 0.88 0.04 (‐0.32,0.41) 0.81 0.84 ‐0.02 (‐0.42,0.38) 0.92 200

SHBG Females LH ‐0.12 (‐0.32,0.08) 0.24 ‐0.09 (‐0.37,0.19) 0.52 0.79 ‐0.03 (‐0.36,0.3) 0.86 327 ‐0.15 (‐0.36,0.07) 0.18 ‐0.08 (‐0.36,0.21) 0.59 0.48 ‐0.03 (‐0.38,0.32) 0.87 200

SHBG Females Estradiol 0.01 (‐0.14,0.17) 0.86 ‐0.02 (‐0.24,0.2) 0.85 0.63 ‐0.14 (‐0.41,0.12) 0.28 327 ‐0.03 (‐0.2,0.14) 0.71 ‐0.07 (‐0.3,0.16) 0.57 0.64 ‐0.15 (‐0.44,0.14) 0.31 200

SHBG Females Progesterone 0.02 (‐0.13,0.17) 0.78 ‐0.04 (‐0.25,0.17) 0.71 0.42 ‐0.04 (‐0.3,0.22) 0.76 327 0.05 (‐0.12,0.21) 0.58 ‐0.02 (‐0.24,0.2) 0.87 0.39 ‐0.03 (‐0.28,0.22) 0.84 200

SHBG Females Prolactin 0 (‐0.1,0.09) 0.93 ‐0.06 (‐0.19,0.08) 0.41 0.28 ‐0.07 (‐0.22,0.09) 0.42 327 ‐0.03 (‐0.14,0.08) 0.57 ‐0.06 (‐0.21,0.08) 0.40 0.53 ‐0.07 (‐0.24,0.1) 0.45 200

SHBG Females SHBG 0.85 (0.75,0.95) 8.2E‐44 0.82 (0.68,0.97) 6.8E‐25 0.62 0.85 (0.69,1.01) 6.9E‐26 327 0.8 (0.68,0.91) 2.8E‐31 0.83 (0.68,0.98) 9.3E‐22 0.56 0.75 (0.57,0.94) 1.1E‐15 200

SHBG Females Testosterone 0.22 (0.09,0.35) 1.3E‐03 0.2 (0.01,0.39) 0.04 0.81 0.12 (‐0.1,0.34) 0.27 327 0.21 (0.07,0.35) 4.4E‐03 0.17 (‐0.03,0.36) 0.09 0.53 0.12 (‐0.11,0.35) 0.30 200

SHBG cluster Females DHEAS ‐0.09 (‐0.2,0.02) 0.11 0.06 (‐0.09,0.21) 0.44 5.9E‐03 ‐0.03 (‐0.22,0.16) 0.77 339 ‐0.06 (‐0.19,0.06) 0.33 0.06 (‐0.1,0.23) 0.45 0.02 ‐0.03 (‐0.22,0.16) 0.77 211

SHBG cluster Females FAI ‐0.75 (‐0.92,‐0.57) 2.0E‐15 ‐0.63 (‐0.88,‐0.38) 8.7E‐07 0.20 ‐0.66 (‐0.97,‐0.35) 2.4E‐05 339 ‐0.71 (‐0.91,‐0.52) 6.8E‐12 ‐0.67 (‐0.93,‐0.41) 8.0E‐07 0.59 ‐0.66 (‐0.97,‐0.35) 2.4E‐05 211

SHBG cluster Females FSH 0.02 (‐0.22,0.25) 0.88 0.05 (‐0.28,0.38) 0.76 0.78 ‐0.02 (‐0.41,0.36) 0.90 339 0 (‐0.27,0.26) 0.98 0.08 (‐0.28,0.44) 0.66 0.49 ‐0.02 (‐0.43,0.39) 0.91 211

SHBG cluster Females LH ‐0.11 (‐0.31,0.08) 0.26 ‐0.08 (‐0.36,0.2) 0.60 0.70 ‐0.03 (‐0.37,0.31) 0.87 339 ‐0.14 (‐0.35,0.07) 0.20 ‐0.04 (‐0.32,0.25) 0.80 0.29 ‐0.03 (‐0.37,0.31) 0.87 211

SHBG cluster Females Estradiol 0 (‐0.15,0.16) 0.98 ‐0.04 (‐0.26,0.18) 0.74 0.61 ‐0.15 (‐0.41,0.11) 0.25 339 ‐0.04 (‐0.21,0.13) 0.65 ‐0.06 (‐0.29,0.17) 0.59 0.75 ‐0.16 (‐0.45,0.14) 0.30 211

SHBG cluster Females Progesterone ‐0.01 (‐0.16,0.14) 0.90 0.01 (‐0.2,0.21) 0.95 0.82 ‐0.04 (‐0.3,0.22) 0.76 339 0.01 (‐0.15,0.17) 0.87 0.04 (‐0.18,0.26) 0.71 0.71 ‐0.03 (‐0.28,0.22) 0.83 211

SHBG cluster Females Prolactin ‐0.01 (‐0.1,0.09) 0.85 ‐0.07 (‐0.2,0.06) 0.31 0.21 ‐0.07 (‐0.22,0.09) 0.42 339 ‐0.03 (‐0.14,0.07) 0.52 ‐0.07 (‐0.21,0.07) 0.33 0.45 ‐0.07 (‐0.22,0.09) 0.41 211

SHBG cluster Females SHBG 0.85 (0.75,0.95) 1.1E‐44 0.81 (0.67,0.96) 6.2E‐25 0.46 0.85 (0.68,1.02) 3.8E‐23 339 0.8 (0.68,0.91) 5.9E‐32 0.82 (0.67,0.97) 4.0E‐22 0.60 0.75 (0.58,0.93) 1.2E‐17 211

SHBG cluster Females Testosterone 0.21 (0.08,0.35) 2.1E‐03 0.24 (0.04,0.43) 0.02 0.73 0.12 (‐0.1,0.34) 0.27 339 0.19 (0.04,0.33) 0.01 0.2 (0,0.39) 0.05 0.92 0.12 (‐0.11,0.35) 0.31 211

Total testosterone Males DHEAS 0.01 (‐0.07,0.08) 0.89 0.02 (‐0.1,0.14) 0.69 0.70 ‐0.02 (‐0.14,0.1) 0.74 196 0.01 (‐0.07,0.09) 0.87 0.02 (‐0.11,0.15) 0.78 0.82 ‐0.02 (‐0.14,0.1) 0.74 168

Total testosterone Males FAI ‐0.31 (‐0.43,‐0.2) 2.9E‐07 ‐0.42 (‐0.61,‐0.24) 1.2E‐05 0.14 ‐0.4 (‐0.61,‐0.2) 1.1E‐04 196 ‐0.32 (‐0.44,‐0.19) 1.3E‐06 ‐0.45 (‐0.64,‐0.26) 8.8E‐06 0.08 ‐0.41 (‐0.6,‐0.21) 6.0E‐05 168

Total testosterone Males FSH 0.01 (‐0.13,0.15) 0.89 0.05 (‐0.18,0.28) 0.65 0.64 ‐0.09 (‐0.32,0.14) 0.44 196 0.05 (‐0.1,0.2) 0.49 0.06 (‐0.17,0.3) 0.60 0.91 ‐0.07 (‐0.32,0.17) 0.55 168

Total testosterone Males LH ‐0.01 (‐0.13,0.11) 0.87 0.03 (‐0.16,0.22) 0.77 0.61 ‐0.01 (‐0.22,0.2) 0.91 196 0.03 (‐0.09,0.16) 0.58 0.02 (‐0.18,0.21) 0.85 0.84 ‐0.01 (‐0.21,0.19) 0.90 168

Total testosterone Males Estradiol 0.11 (0.01,0.21) 0.04 0.01 (‐0.15,0.18) 0.88 0.14 0.19 (0.03,0.35) 0.02 196 0.07 (‐0.03,0.18) 0.18 0.02 (‐0.14,0.18) 0.80 0.43 0.16 (‐0.01,0.33) 0.06 168

Total testosterone Males Progesterone 0 (‐0.09,0.09) 0.98 0.03 (‐0.12,0.17) 0.70 0.61 0.06 (‐0.09,0.2) 0.46 196 0.03 (‐0.07,0.13) 0.56 0.03 (‐0.12,0.18) 0.69 0.97 0.06 (‐0.1,0.22) 0.49 168

Total testosterone Males Prolactin 0 (‐0.05,0.06) 0.92 ‐0.04 (‐0.13,0.05) 0.38 0.23 ‐0.04 (‐0.14,0.05) 0.37 196 ‐0.01 (‐0.07,0.05) 0.76 ‐0.05 (‐0.14,0.04) 0.30 0.27 ‐0.05 (‐0.15,0.05) 0.36 168

Total testosterone Males SHBG 0.41 (0.34,0.48) 3.6E‐22 0.51 (0.4,0.63) 1.3E‐15 0.03 0.56 (0.44,0.68) 1.9E‐20 196 0.4 (0.32,0.47) 6.5E‐19 0.53 (0.41,0.65) 1.9E‐15 4.9E‐03 0.56 (0.44,0.69) 2.1E‐19 168

Total testosterone Males Testosterone 0.13 (0.05,0.21) 1.7E‐03 0.13 (0,0.26) 0.04 0.96 0.13 (0,0.27) 0.06 196 0.12 (0.03,0.2) 7.1E‐03 0.11 (‐0.02,0.25) 0.09 0.95 0.13 (‐0.01,0.26) 0.07 168

Bioavailable testosterone Males DHEAS 0.11 (‐0.01,0.22) 0.07 0.1 (‐0.15,0.34) 0.44 0.94 0.07 (‐0.09,0.23) 0.40 99 0.11 (0,0.23) 0.06 0.09 (‐0.16,0.34) 0.48 0.85 0.07 (‐0.1,0.24) 0.42 95

Bioavailable testosterone Males FAI 0.25 (0.07,0.44) 6.4E‐03 0.27 (‐0.13,0.66) 0.18 0.95 0.21 (‐0.06,0.49) 0.13 99 0.25 (0.07,0.44) 7.3E‐03 0.28 (‐0.12,0.69) 0.16 0.87 0.21 (‐0.06,0.49) 0.12 95

Bioavailable testosterone Males FSH 0.2 (‐0.03,0.42) 0.09 ‐0.03 (‐0.52,0.46) 0.91 0.31 0.12 (‐0.23,0.46) 0.50 99 0.18 (‐0.04,0.41) 0.11 ‐0.02 (‐0.51,0.47) 0.93 0.35 0.1 (‐0.24,0.44) 0.57 95

Bioavailable testosterone Males LH 0.21 (0.02,0.4) 0.03 ‐0.1 (‐0.51,0.31) 0.62 0.07 0.12 (‐0.17,0.42) 0.41 99 0.19 (0,0.38) 0.05 ‐0.08 (‐0.49,0.34) 0.72 0.11 0.11 (‐0.19,0.41) 0.46 95

Bioavailable testosterone Males Estradiol ‐0.04 (‐0.2,0.11) 0.60 ‐0.07 (‐0.41,0.27) 0.70 0.88 0.08 (‐0.16,0.32) 0.53 99 ‐0.06 (‐0.21,0.1) 0.45 ‐0.03 (‐0.37,0.3) 0.84 0.87 0.07 (‐0.18,0.33) 0.56 95

Bioavailable testosterone Males Progesterone 0.09 (‐0.05,0.23) 0.22 ‐0.06 (‐0.36,0.24) 0.70 0.24 0.07 (‐0.14,0.27) 0.52 99 0.1 (‐0.04,0.24) 0.17 ‐0.07 (‐0.38,0.23) 0.64 0.17 0.07 (‐0.14,0.28) 0.51 95

Bioavailable testosterone Males Prolactin 0.08 (‐0.02,0.18) 0.11 0.06 (‐0.15,0.27) 0.58 0.83 0.1 (‐0.04,0.23) 0.17 99 0.09 (‐0.01,0.19) 0.08 0.04 (‐0.18,0.25) 0.72 0.60 0.1 (‐0.04,0.23) 0.16 95

Bioavailable testosterone Males SHBG ‐0.15 (‐0.29,‐0.02) 0.02 ‐0.39 (‐0.67,‐0.11) 7.5E‐03 0.07 ‐0.16 (‐0.33,0.01) 0.05 99 ‐0.16 (‐0.29,‐0.02) 0.03 ‐0.4 (‐0.69,‐0.11) 8.0E‐03 0.07 ‐0.16 (‐0.33,0) 0.05 95

Bioavailable testosterone Males Testosterone 0.12 (‐0.01,0.24) 0.07 ‐0.16 (‐0.43,0.11) 0.25 0.02 0.08 (‐0.1,0.27) 0.37 99 0.11 (‐0.01,0.24) 0.08 ‐0.14 (‐0.42,0.13) 0.30 0.03 0.08 (‐0.11,0.28) 0.38 95

Testosterone cluster Males DHEAS 0.13 (‐0.06,0.31) 0.17 0.09 (‐0.25,0.43) 0.62 0.78 0.02 (‐0.2,0.24) 0.84 94 0.17 (0.02,0.32) 0.03 0.14 (‐0.13,0.42) 0.31 0.84 0.03 (‐0.2,0.27) 0.77 90

Testosterone cluster Males FAI 0.26 (0.03,0.49) 0.03 0.15 (‐0.28,0.58) 0.49 0.56 0.27 (‐0.1,0.63) 0.15 94 0.27 (0.03,0.51) 0.03 0.15 (‐0.31,0.6) 0.52 0.53 0.33 (‐0.05,0.7) 0.08 90

Testosterone cluster Males FSH 0.03 (‐0.26,0.31) 0.85 ‐0.12 (‐0.65,0.4) 0.65 0.47 ‐0.16 (‐0.59,0.27) 0.47 94 0.05 (‐0.24,0.34) 0.75 ‐0.08 (‐0.63,0.46) 0.76 0.54 ‐0.11 (‐0.55,0.33) 0.61 90

Testosterone cluster Males LH 0.18 (‐0.07,0.43) 0.16 ‐0.03 (‐0.49,0.43) 0.90 0.27 ‐0.03 (‐0.4,0.35) 0.89 94 0.13 (‐0.12,0.39) 0.30 ‐0.11 (‐0.59,0.37) 0.65 0.18 ‐0.15 (‐0.54,0.25) 0.46 90

Testosterone cluster Males Estradiol ‐0.03 (‐0.23,0.18) 0.81 ‐0.08 (‐0.47,0.3) 0.68 0.73 0.1 (‐0.22,0.42) 0.54 94 ‐0.01 (‐0.23,0.21) 0.92 ‐0.05 (‐0.45,0.35) 0.80 0.81 0.1 (‐0.25,0.46) 0.56 90

Testosterone cluster Males Progesterone 0.05 (‐0.15,0.25) 0.64 ‐0.1 (‐0.47,0.28) 0.61 0.36 ‐0.07 (‐0.37,0.23) 0.63 94 0.1 (‐0.09,0.29) 0.29 ‐0.05 (‐0.4,0.31) 0.80 0.26 0.01 (‐0.29,0.31) 0.95 90

Testosterone cluster Males Prolactin 0.04 (‐0.07,0.16) 0.46 0.13 (‐0.09,0.35) 0.25 0.36 0.04 (‐0.14,0.23) 0.66 94 0.04 (‐0.08,0.16) 0.53 0.12 (‐0.11,0.35) 0.29 0.39 0.04 (‐0.16,0.24) 0.69 90

Testosterone cluster Males SHBG ‐0.09 (‐0.22,0.04) 0.18 ‐0.1 (‐0.35,0.15) 0.41 0.91 ‐0.2 (‐0.43,0.03) 0.09 94 ‐0.08 (‐0.21,0.06) 0.28 ‐0.09 (‐0.35,0.17) 0.49 0.90 ‐0.2 (‐0.43,0.03) 0.08 90

Testosterone cluster Males Testosterone 0.14 (‐0.03,0.31) 0.11 ‐0.04 (‐0.35,0.27) 0.81 0.18 0.1 (‐0.16,0.36) 0.45 94 0.17 (0,0.34) 0.05 ‐0.03 (‐0.34,0.29) 0.87 0.12 0.11 (‐0.16,0.38) 0.42 90

SHBG Males DHEAS ‐0.04 (‐0.16,0.07) 0.46 0.02 (‐0.14,0.17) 0.83 0.26 ‐0.04 (‐0.21,0.14) 0.68 305 ‐0.04 (‐0.16,0.08) 0.54 0.01 (‐0.15,0.17) 0.88 0.35 ‐0.04 (‐0.21,0.13) 0.67 250

SHBG Males FAI ‐0.72 (‐0.9,‐0.53) 2.6E‐13 ‐0.69 (‐0.94,‐0.44) 1.5E‐07 0.72 ‐0.65 (‐0.94,‐0.37) 4.7E‐06 305 ‐0.74 (‐0.92,‐0.55) 4.3E‐13 ‐0.74 (‐1,‐0.49) 2.3E‐08 0.94 ‐0.65 (‐0.96,‐0.35) 2.1E‐05 250

SHBG Males FSH 0.04 (‐0.19,0.26) 0.74 0.07 (‐0.23,0.38) 0.64 0.74 ‐0.09 (‐0.46,0.27) 0.62 305 0.08 (‐0.15,0.32) 0.49 0.06 (‐0.26,0.38) 0.70 0.84 ‐0.09 (‐0.49,0.31) 0.66 250

SHBG Males LH ‐0.07 (‐0.27,0.12) 0.46 0 (‐0.27,0.27) 0.98 0.38 ‐0.02 (‐0.32,0.29) 0.91 305 ‐0.06 (‐0.26,0.15) 0.57 0.01 (‐0.26,0.29) 0.92 0.42 ‐0.02 (‐0.33,0.3) 0.91 250

SHBG Males Estradiol 0.11 (‐0.06,0.27) 0.20 0.06 (‐0.16,0.28) 0.60 0.53 ‐0.02 (‐0.29,0.26) 0.91 305 0.06 (‐0.11,0.22) 0.50 0.03 (‐0.19,0.25) 0.78 0.73 ‐0.16 (‐0.46,0.13) 0.28 250

SHBG Males Progesterone ‐0.01 (‐0.17,0.15) 0.92 0.01 (‐0.21,0.22) 0.96 0.86 ‐0.04 (‐0.26,0.17) 0.69 305 0 (‐0.17,0.17) 0.98 0.03 (‐0.19,0.26) 0.76 0.63 ‐0.04 (‐0.27,0.18) 0.70 250

SHBG Males Prolactin ‐0.01 (‐0.1,0.08) 0.83 ‐0.06 (‐0.19,0.06) 0.32 0.21 ‐0.07 (‐0.22,0.08) 0.34 305 ‐0.05 (‐0.15,0.05) 0.32 ‐0.06 (‐0.19,0.07) 0.33 0.72 ‐0.07 (‐0.22,0.07) 0.31 250

SHBG Males SHBG 0.87 (0.76,0.97) 4.0E‐43 0.86 (0.71,1) 7.6E‐27 0.80 0.79 (0.63,0.96) 4.1E‐21 305 0.86 (0.75,0.97) 4.4E‐37 0.86 (0.72,1.01) 1.2E‐24 0.89 0.79 (0.61,0.97) 2.1E‐18 250

SHBG Males Testosterone 0.27 (0.12,0.41) 3.2E‐04 0.23 (0.03,0.42) 0.03 0.53 0.21 (‐0.04,0.46) 0.10 305 0.24 (0.09,0.39) 2.0E‐03 0.19 (‐0.01,0.4) 0.06 0.51 0.2 (‐0.04,0.44) 0.11 250

SHBG cluster Males DHEAS ‐0.06 (‐0.17,0.06) 0.35 0.03 (‐0.13,0.18) 0.74 0.13 ‐0.04 (‐0.21,0.14) 0.68 311 ‐0.05 (‐0.17,0.08) 0.45 0.02 (‐0.15,0.18) 0.84 0.24 ‐0.04 (‐0.21,0.14) 0.67 256

SHBG cluster Males FAI ‐0.71 (‐0.9,‐0.53) 3.4E‐13 ‐0.68 (‐0.94,‐0.43) 1.9E‐07 0.74 ‐0.65 (‐0.94,‐0.37) 6.8E‐06 311 ‐0.73 (‐0.92,‐0.54) 4.8E‐13 ‐0.73 (‐0.99,‐0.48) 2.9E‐08 0.94 ‐0.65 (‐0.96,‐0.35) 1.9E‐05 256

SHBG cluster Males FSH 0.04 (‐0.19,0.27) 0.73 0.11 (‐0.21,0.43) 0.50 0.52 ‐0.09 (‐0.48,0.29) 0.63 311 0.1 (‐0.14,0.34) 0.43 0.09 (‐0.24,0.42) 0.59 0.94 ‐0.09 (‐0.5,0.32) 0.67 256

SHBG cluster Males LH ‐0.09 (‐0.28,0.11) 0.38 0.02 (‐0.25,0.28) 0.91 0.25 ‐0.02 (‐0.33,0.3) 0.91 311 ‐0.07 (‐0.27,0.13) 0.50 0.02 (‐0.25,0.3) 0.87 0.30 ‐0.02 (‐0.33,0.3) 0.91 256

SHBG cluster Males Estradiol 0.12 (‐0.04,0.27) 0.16 0.05 (‐0.17,0.27) 0.65 0.38 0 (‐0.29,0.29) 0.99 311 0.07 (‐0.1,0.23) 0.42 0.02 (‐0.2,0.24) 0.85 0.54 ‐0.15 (‐0.45,0.15) 0.32 256

SHBG cluster Males Progesterone ‐0.02 (‐0.17,0.14) 0.85 0.02 (‐0.19,0.24) 0.84 0.62 ‐0.04 (‐0.26,0.18) 0.69 311 0 (‐0.17,0.17) 0.99 0.04 (‐0.18,0.26) 0.72 0.58 ‐0.04 (‐0.28,0.19) 0.72 256

SHBG cluster Males Prolactin ‐0.01 (‐0.1,0.08) 0.86 ‐0.06 (‐0.19,0.06) 0.34 0.21 ‐0.07 (‐0.22,0.07) 0.33 311 ‐0.05 (‐0.14,0.05) 0.35 ‐0.06 (‐0.19,0.06) 0.32 0.64 ‐0.07 (‐0.22,0.08) 0.33 256

SHBG cluster Males SHBG 0.87 (0.77,0.98) 4.5E‐44 0.85 (0.71,0.99) 1.4E‐26 0.61 0.79 (0.62,0.96) 7.3E‐20 311 0.86 (0.75,0.97) 1.2E‐37 0.86 (0.71,1.01) 1.0E‐24 0.91 0.79 (0.62,0.97) 1.6E‐19 256

SHBG cluster Males Testosterone 0.27 (0.13,0.42) 1.9E‐04 0.22 (0.02,0.42) 0.03 0.43 0.21 (‐0.04,0.46) 0.10 311 0.24 (0.1,0.39) 1.3E‐03 0.19 (‐0.01,0.39) 0.06 0.46 0.2 (‐0.04,0.45) 0.11 256

Estradiol Males DHEAS 0.41 (‐2.86,3.68) 0.79 2.66 (‐5.33,10.65) 0.48 0.51 ‐0.08 (‐1.68,1.52) 0.91 12 ‐0.76 (‐3.78,2.26) 0.56 0.97 (‐6.29,8.23) 0.76 0.55 ‐0.14 (‐1.99,1.71) 0.86 7

Estradiol Males FAI ‐0.45 (‐2.39,1.5) 0.62 1.38 (‐3.26,6.03) 0.53 0.35 ‐0.9 (‐3.47,1.66) 0.44 12 ‐0.57 (‐3.1,1.96) 0.60 0.02 (‐5.79,5.83) 0.99 0.58 ‐1.05 (‐4.2,2.1) 0.41 7

Estradiol Males FSH ‐1.12 (‐3.51,1.27) 0.33 ‐1.29 (‐6.98,4.4) 0.63 0.94 ‐1.14 (‐4.25,1.98) 0.42 12 ‐0.84 (‐4.41,2.72) 0.58 ‐0.8 (‐9.72,8.12) 0.84 0.99 ‐0.27 (‐4.1,3.55) 0.86 7

Estradiol Males LH ‐1.05 (‐3.15,1.05) 0.29 0.66 (‐4.33,5.66) 0.78 0.36 ‐0.21 (‐3.1,2.69) 0.87 12 ‐0.25 (‐2.98,2.49) 0.83 0.38 (‐5.86,6.62) 0.89 0.79 0.89 (‐2.48,4.25) 0.52 7

Estradiol Males Estradiol 3.46 (1.52,5.41) 2.4E‐03 2.86 (‐1.97,7.69) 0.22 0.77 3 (0.57,5.43) 6.6E‐03 12 3.68 (0.61,6.75) 0.03 2.39 (‐5.13,9.91) 0.47 0.66 2.87 (‐0.1,5.83) 0.02 7

Estradiol Males Progesterone 1.84 (‐1.43,5.12) 0.24 2.49 (‐5.67,10.66) 0.52 0.85 0.76 (‐1.43,2.95) 0.45 12 1.18 (‐1.06,3.42) 0.24 ‐1 (‐5.95,3.94) 0.64 0.28 0.65 (‐1.82,3.12) 0.52 7

Estradiol Males Prolactin 0.45 (‐0.62,1.52) 0.38 0.66 (‐2,3.32) 0.60 0.85 1.25 (‐0.13,2.64) 0.05 12 0.91 (‐0.38,2.2) 0.14 0.87 (‐2.07,3.82) 0.50 0.98 1.27 (‐0.36,2.9) 0.06 7

Estradiol Males SHBG 1.42 (‐1.09,3.93) 0.24 ‐1.68 (‐7.48,4.11) 0.54 0.22 0.72 (‐0.84,2.28) 0.31 12 0.13 (‐1.35,1.61) 0.84 0.39 (‐2.98,3.76) 0.79 0.81 0.72 (‐1.07,2.52) 0.33 7

Estradiol Males Testosterone 1.9 (‐0.36,4.15) 0.09 0.33 (‐5.18,5.83) 0.90 0.50 0.98 (‐0.92,2.88) 0.25 12 0.44 (‐1.38,2.26) 0.57 0.05 (‐4.11,4.21) 0.98 0.80 0.45 (‐1.79,2.69) 0.63 7

Estradiol cluster Males DHEAS 0.62 (‐4.43,5.66) 0.78 5.21 (‐10.74,21.16) 0.47 0.50 ‐0.22 (‐2.11,1.67) 0.78 8 ‐0.77 (‐5.42,3.88) 0.67 0.69 (‐14.23,15.6) 0.91 0.79 ‐0.15 (‐2.38,2.07) 0.85 5

Estradiol cluster Males FAI ‐0.22 (‐2.64,2.2) 0.84 ‐1.06 (‐8.44,6.32) 0.75 0.66 ‐0.96 (‐3.93,2.01) 0.44 8 ‐0.96 (‐4.23,2.31) 0.46 ‐1.81 (‐10.99,7.38) 0.62 0.47 ‐1.11 (‐4.89,2.66) 0.41 5

Estradiol cluster Males FSH ‐0.24 (‐3.23,2.74) 0.85 ‐0.97 (‐10.06,8.11) 0.81 0.82 ‐0.15 (‐3.76,3.45) 0.92 8 0.58 (‐3.45,4.61) 0.71 ‐0.96 (‐12.29,10.36) 0.83 0.71 0.94 (‐3.44,5.32) 0.55 5

Estradiol cluster Males LH ‐0.28 (‐2.89,2.34) 0.81 2.16 (‐5.81,10.14) 0.54 0.43 0.88 (‐2.52,4.29) 0.54 8 0.84 (‐2.7,4.37) 0.55 1.27 (‐8.68,11.21) 0.75 0.85 0.94 (‐3.06,4.94) 0.51 5

Estradiol cluster Males Estradiol 3.46 (1.3,5.62) 6.8E‐03 7.38 (0.9,13.87) 0.04 0.14 3.48 (0.74,6.21) 2.6E‐03 8 3.75 (0.16,7.33) 0.04 7.25 (‐2.71,17.21) 0.14 0.37 3.62 (0.29,6.95) 2.6E‐03 5

Estradiol cluster Males Progesterone 2.57 (‐2.29,7.44) 0.25 3.22 (‐12.78,19.22) 0.65 0.92 1.12 (‐1.34,3.58) 0.28 8 1.49 (‐1.87,4.85) 0.28 ‐1.43 (‐11.1,8.25) 0.71 0.44 0.84 (‐2.2,3.87) 0.44 5

Estradiol cluster Males Prolactin 0.41 (‐1.01,1.82) 0.52 1.61 (‐2.89,6.1) 0.43 0.53 1.26 (‐0.41,2.93) 0.07 8 1.01 (‐0.75,2.77) 0.19 1.66 (‐3.95,7.27) 0.47 0.75 1.27 (‐0.6,3.15) 0.06 5

Estradiol cluster Males SHBG 0.75 (‐0.86,2.36) 0.31 3.3 (‐1.31,7.91) 0.14 0.22 0.77 (‐1.08,2.61) 0.33 8 0.49 (‐1.42,2.4) 0.51 1.88 (‐3.51,7.26) 0.40 0.34 0.82 (‐1.33,2.98) 0.29 5

Estradiol cluster Males Testosterone 1.68 (‐1.47,4.83) 0.25 2.86 (‐7.45,13.16) 0.54 0.78 1.25 (‐1.02,3.52) 0.19 8 0.43 (‐2.11,2.97) 0.66 0.38 (‐7.86,8.63) 0.91 0.99 0.56 (‐2.17,3.28) 0.57 5

DHEAS = dehydroepiandrosterone

FAI = free androgen index

FSH = follicle stimulating hormone

LH = luteinizing hormone



Supplementary Table S13: Two sample Mendelian randomization results of male sex hormone genetic instruments on the same sex hormone in females as outcome.

Inverse variance weighted Egger Weighted median

Exposure genetic instrument Exposure sex Outcome sex Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants

Bioavailable testosterone Male Female 0.05 (‐0.02,0.12) 0.19 0.03 (‐0.09,0.15) 0.58 0.77 ‐0.02 (‐0.05,0.01) 0.14 125

SHBG Male Female 0.87 (0.84,0.9) 2.3E‐178 0.9 (0.86,0.95) 3.5E‐140 0.02 0.83 (0.8,0.86) 0.0E+00 357

Total testosterone Male Female 0.07 (0.03,0.1) 1.1E‐03 0.08 (0.02,0.14) 0.01 0.63 0.12 (0.09,0.15) 1.1E‐14 231

Note: P values<0.05 are in bold.



Supplementary Table S14: Two sample Mendelian randomization results of female sex hormone genetic instruments on the same sex hormone in males as outcome.

Inverse variance weighted Egger Weighted median

Exposure genetic instrument Exposure sex Outcome sex Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants

Bioavailable testosterone Female Male 0.09 (0.02,0.16) 0.02 0.16 (0.02,0.29) 0.02 0.23 0.09 (0.05,0.13) 8.5E‐06 180

SHBG Female Male 0.86 (0.83,0.9) 1.6E‐165 0.97 (0.92,1.01) 4.2E‐139 1.4E‐09 0.9 (0.87,0.93) 0.0E+00 359

Total testosterone Female Male 0.06 (‐0.02,0.15) 0.13 ‐0.02 (‐0.17,0.13) 0.80 0.20 ‐0.01 (‐0.04,0.02) 0.52 254

Note: P values<0.05 are in bold.



Supplementary Table S15: Pairwise correlations between raw sex hormone measures within the same sex in UK Biobank.

Sex Hormone Total testosterone Bioavailable testosterone SHBG Estradiol

Males Total testosterone 1.000

Bioavailable testosterone 0.672 1.000

SHBG 0.557 ‐0.196 1.000

Estradiol ‐0.014 0.001 0.012 1.000

Females Total testosterone 1.000

Bioavailable testosterone 0.851 1.000

SHBG ‐0.022 ‐0.414 1.000

Estradiol 0.076 ‐0.031 0.186 1.000



Supplementary Table S16: Allocation of GWAS signals to clusters used as genetic instruments with relevant weights and proxy variants. 

Cluster Signal Trait_raising Other_allele Weight SE_weight 1KG_proxy 1KG_Trait_raising 1KG_Other_allele 1KG_Weight 1KG_SE_weight HM_proxy HM_Trait_raising HM_Other_allele HM_Weight HM_SE_weight

Female SHBG cluster 1:221048577_TGA_T T TGA 0.009 0.002 rs72353756 T TGA 0.009 0.002 No HM proxy

Female SHBG cluster 1:23747996_GA_G G GA 0.011 0.002 rs11340914 G GA 0.011 0.002 rs2077066 T C 0.009 0.002

Female SHBG cluster 1:57170378_AATC_A A AATC 0.011 0.002 rs5774298 A AATC 0.011 0.002 rs2746347 T C 0.011 0.002

Female SHBG cluster 1:93787087_TA_T T TA 0.009 0.002 rs113348816 T TA 0.009 0.002 rs2391251 T C 0.009 0.002

Female SHBG cluster 10:65158772_AAAG_A A AAAG 0.047 0.001 rs150036478 A AAAG 0.047 0.001 rs7912893 A T 0.046 0.001

Female SHBG cluster 12:103483327_AT_A AT A 0.026 0.001 rs5800562 AT A 0.026 0.001 rs10745954 A G 0.026 0.001

Female SHBG cluster 12:12562340_GT_G G GT 0.010 0.002 rs56268462 G GT 0.010 0.002 rs6488523 G C 0.009 0.002

Female SHBG cluster 12:26614614_CAT_C C CAT 0.010 0.002 rs10599348 C CAT 0.010 0.002 rs17395011 T C 0.010 0.002

Female SHBG cluster 13:50565104_ACT_A A ACT 0.038 0.005 rs201736780 A ACT 0.038 0.005 rs2812208 C G 0.037 0.005

Female SHBG cluster 15:43025006_CT_C CT C 0.117 0.018 No 1KG proxy No HM proxy

Female SHBG cluster 15:43674414_AAAAAAG_A A AAAAAAG 0.011 0.003 rs535287577 A AAAAAAG 0.011 0.003 rs3213990 C A 0.004 0.002

Female SHBG cluster 15:51052455_CT_C C CT 0.008 0.002 rs10717809 C CT 0.008 0.002 rs12593469 T C 0.008 0.001

Female SHBG cluster 15:53094375_TTTTG_T TTTTG T 0.028 0.002 rs142760249 TTTTG T 0.028 0.002 rs8025128 C T 0.027 0.002

Female SHBG cluster 17:48627860_CCT_C C CCT 0.009 0.002 rs10586811 C CCT 0.009 0.002 rs1132414 G A 0.009 0.002

Female SHBG cluster 19:7223973_TTTG_T TTTG T 0.018 0.001 rs4804414 C T 0.018 0.001 rs4804416 T G 0.018 0.001

Female SHBG cluster 2:191559843_GT_G GT G 0.011 0.002 rs34400883 GT G 0.011 0.002 rs10202868 T C 0.010 0.002

Female SHBG cluster 2:208469213_ATCTT_A ATCTT A 0.012 0.002 rs34171849 ATCTT A NA NA rs2551928 A G 0.012 0.002

Female SHBG cluster 3:122361173_TTTTTC_T TTTTTC T 0.010 0.002 rs2668335 C T 0.010 0.002 rs2668332 C T 0.009 0.002

Female SHBG cluster 4:103877471_TA_T T TA 0.009 0.001 rs35614802 T TA 0.009 0.001 rs3974604 C T 0.009 0.001

Female SHBG cluster 4:69468698_ATAGAGGAAGGCATAGAGGAAGGCCAA 0.006 0.002 rs146290882 ATAGAGGAAGGCCAA 0.006 0.002 rs4860985 T C 0.004 0.002

Female SHBG cluster 6:130386212_GGAGA_G GGAGA G 0.009 0.002 rs71822536 GGAGA G 0.009 0.002 rs9375703 T G 0.009 0.002

Female SHBG cluster 7:130438531_CTTTTTT_C C CTTTTTT 0.010 0.001 rs559324308 C CTTTTTT 0.010 0.001 rs13241538 C G 0.009 0.001

Female SHBG cluster 8:59415339_TTG_T T TTG 0.011 0.001 rs201812242 T TTG 0.011 0.001 rs8192870 G T 0.010 0.001

Female SHBG cluster 8:81457499_CA_C C CA 0.026 0.002 rs200988859 C CA 0.026 0.002 rs440837 G A 0.026 0.002

Female SHBG cluster 9:127474886_CA_C CA C 0.007 0.001 rs5900623 CA C 0.007 0.001 rs722477 A G 0.006 0.001

Female SHBG cluster rs1005421 C T 0.009 0.001 Signal in 1KG No HM proxy

Female SHBG cluster rs10095380 G C 0.010 0.002 Signal in 1KG rs10110651 T C 0.010 0.002

Female SHBG cluster rs10095930 C T 0.011 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs10108150 A G 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs10153315 T C 0.009 0.001 Signal in 1KG rs7342974 T C 0.009 0.001

Female SHBG cluster rs10189479 A C 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs10238028 G A 0.019 0.003 Signal in 1KG rs868564 T C 0.018 0.003

Female SHBG cluster rs1033667 T C 0.011 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1037169 T C 0.015 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10461018 T C 0.010 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs1047891 A C 0.014 0.002 Signal in 1KG rs7422339 NA NA NA NA

Female SHBG cluster rs10486782 A G 0.007 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10489206 C T 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10511002 A C 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10622246 ATTTT A 0.010 0.001 Signal in 1KG rs849142 C T 0.009 0.001

Female SHBG cluster rs10757893 G A 0.005 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs10774095 A G 0.007 0.002 Signal in 1KG rs933420 T C 0.007 0.002

Female SHBG cluster rs10815276 G A 0.009 0.001 Signal in 1KG rs10758706 G C 0.008 0.001

Female SHBG cluster rs10857228 T C 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10880868 C T 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10883451 C T 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs10893876 C T 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs10939934 A G 0.007 0.001 Signal in 1KG rs4700486 A G 0.007 0.001

Female SHBG cluster rs10961205 A G 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs11021232 T C 0.013 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs11047237 A T 0.030 0.004 Signal in 1KG rs9634098 C T 0.028 0.004

Female SHBG cluster rs11054861 A G 0.022 0.004 rs1388046179 A G 0.022 0.004 rs11054604 A G 0.022 0.005

Female SHBG cluster rs11078597 C T 0.017 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs11079685 A G 0.008 0.001 Signal in 1KG rs9303516 G A 0.007 0.001

Female SHBG cluster rs11103377 G A 0.008 0.001 Signal in 1KG rs3780190 G A 0.007 0.001

Female SHBG cluster rs111270317 CGTGT C 0.009 0.002 Signal in 1KG rs2241165 C T 0.008 0.002

Female SHBG cluster rs111288118 C CTT 0.013 0.002 Signal in 1KG rs11666281 C T 0.013 0.002

Female SHBG cluster rs11130982 T G 0.007 0.002 Signal in 1KG rs4504165 C T 0.006 0.002

Female SHBG cluster rs111475133 TA T 0.008 0.002 Signal in 1KG rs7163907 C T 0.006 0.002

Female SHBG cluster rs11186719 A C 0.012 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs11188601 C T 0.010 0.001 Signal in 1KG rs11188604 G T 0.010 0.001

Female SHBG cluster rs112332688 A G 0.008 0.002 Signal in 1KG rs17372936 T C 0.008 0.002

Female SHBG cluster rs1126161 G A 0.007 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1128249 T G 0.017 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs112966033 TACACAC T 0.016 0.001 Signal in 1KG rs11656665 A G 0.014 0.001

Female SHBG cluster rs113347955 A G 0.011 0.005 Signal in 1KG rs6468492 C G 0.006 0.004

Female SHBG cluster rs113408476 A ACTTTTTC 0.012 0.002 Signal in 1KG rs1211184 T C 0.011 0.002

Female SHBG cluster rs11376788 AC A 0.008 0.002 Signal in 1KG rs194742 T C 0.007 0.002

Female SHBG cluster rs114165349 G C 0.070 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs114303452 G A 0.064 0.007 Signal in 1KG No HM proxy

Female SHBG cluster rs114816312 T C 0.082 0.008 Signal in 1KG No HM proxy

Female SHBG cluster rs114949263 C T 0.015 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs115209326 T C 0.076 0.012 Signal in 1KG No HM proxy

Female SHBG cluster rs11539938 C T 0.009 0.001 Signal in 1KG No HM proxy

Female SHBG cluster rs11556924 T C 0.012 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs11601507 A C 0.016 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs11621792 C T 0.025 0.001 Signal in 1KG rs2332328 C T 0.021 0.001

Female SHBG cluster rs116279971 C T 0.041 0.007 Signal in 1KG No HM proxy

Female SHBG cluster rs11641834 C T 0.011 0.001 Signal in 1KG rs11641548 A C 0.011 0.001

Female SHBG cluster rs11664106 T A 0.006 0.002 Signal in 1KG rs3810068 C T 0.006 0.001

Female SHBG cluster rs11666245 G A 0.017 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs11668201 T A 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs11688682 C G 0.009 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs11720108 T C 0.007 0.002 Signal in 1KG rs7613951 T C 0.007 0.002

Female SHBG cluster rs11738093 A G 0.012 0.002 Signal in 1KG rs12654393 G T 0.012 0.002

Female SHBG cluster rs117522510 A G 0.050 0.010 Signal in 1KG No HM proxy

Female SHBG cluster rs11774700 C T 0.006 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs11780978 A G 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs11791747 G A 0.011 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs11830764 C G 0.040 0.003 Signal in 1KG rs7314285 G T 0.040 0.003

Female SHBG cluster rs11967262 C G 0.009 0.001 Signal in 1KG rs998584 C A 0.009 0.001

Female SHBG cluster rs12012896 A G 0.025 0.001 Signal in 1KG rs5985281 C T 0.025 0.001

Female SHBG cluster rs12135478 A G 0.009 0.002 Signal in 1KG rs12142033 G A 0.008 0.001

Female SHBG cluster rs12138803 C T 0.008 0.002 Signal in 1KG rs17369123 C T 0.008 0.002

Female SHBG cluster rs1223796 G C 0.013 0.002 Signal in 1KG rs1223792 T C 0.013 0.002

Female SHBG cluster rs12280075 G T 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1229498 T G 0.011 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs12311848 G A 0.011 0.002 Signal in 1KG rs7975482 G A 0.011 0.002

Female SHBG cluster rs12438742 G C 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs12454712 C T 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs12543287 C G 0.011 0.001 Signal in 1KG rs10808961 A G 0.010 0.002

Female SHBG cluster rs12593818 T C 0.010 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1260326 C T 0.034 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs12613243 T C 0.015 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs12624244 A G 0.021 0.003 Signal in 1KG rs7568216 C T 0.021 0.003

Female SHBG cluster rs12787996 C A 0.007 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs12797706 A G 0.014 0.002 Signal in 1KG rs3814707 A G 0.014 0.002

Female SHBG cluster rs12804411 T C 0.015 0.002 Signal in 1KG rs612611 G A 0.013 0.002

Female SHBG cluster rs12864658 T C 0.015 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs12906447 C T 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs12977787 G A 0.004 0.001 Signal in 1KG rs732310 G T 0.004 0.001

Female SHBG cluster rs13018007 G A 0.012 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs13020003 A C 0.006 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs13042148 C T 0.014 0.002 Signal in 1KG rs1074683 C G 0.007 0.002

Female SHBG cluster rs13072623 A G 0.007 0.001 Signal in 1KG rs6804701 A T 0.006 0.001

Female SHBG cluster rs13108218 A G 0.022 0.001 Signal in 1KG rs6818397 T G 0.016 0.001

Female SHBG cluster rs13150068 A G 0.017 0.001 Signal in 1KG rs10440319 C G 0.017 0.001

Female SHBG cluster rs13200245 A G 0.008 0.002 Signal in 1KG rs4472353 C T 0.008 0.002

Female SHBG cluster rs13237750 C T 0.017 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs1330307 A C 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs13303359 C A 0.007 0.001 Signal in 1KG rs2821231 C T 0.007 0.001

Female SHBG cluster rs13379043 C T 0.010 0.002 Signal in 1KG rs2159176 G T 0.008 0.002

Female SHBG cluster rs13394092 C T 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs138204164 C G 0.011 0.002 Signal in 1KG rs1511021 T G 0.011 0.002

Female SHBG cluster rs139974673 T C 0.048 0.004 Signal in 1KG rs481837 C T 0.021 0.004

Female SHBG cluster rs140302625 T G 0.067 0.002 Signal in 1KG rs11650087 A T 0.067 0.002

Female SHBG cluster rs140312320 G A 0.016 0.003 Signal in 1KG rs1057050 G A 0.016 0.003

Female SHBG cluster rs140584594 A G 0.015 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs1418652 C T 0.007 0.001 Signal in 1KG rs823105 G A 0.007 0.001

Female SHBG cluster rs1433210 C A 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs143378550 A C 0.020 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs144293483 AC A 0.014 0.003 Signal in 1KG No HM proxy

Female SHBG cluster rs146104952 CCAAAAAATA C 0.011 0.002 Signal in 1KG rs16832501 C T 0.010 0.002

Female SHBG cluster rs147153202 G GA 0.013 0.002 Signal in 1KG rs17790453 G C 0.013 0.002

Female SHBG cluster rs148911629 G C 0.041 0.007 Signal in 1KG No HM proxy

Female SHBG cluster rs150115323 G C 0.005 0.001 Signal in 1KG rs4946230 A C 0.004 0.001

Female SHBG cluster rs150584036 TAC T 0.009 0.002 Signal in 1KG rs10888695 T C 0.009 0.002

Female SHBG cluster rs1530439 T G 0.012 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1634791 A G 0.010 0.001 Signal in 1KG rs2249742 C T 0.009 0.001

Female SHBG cluster rs1650527 C T 0.011 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs1684608 C A 0.009 0.002 Signal in 1KG rs3848375 T C 0.009 0.002

Female SHBG cluster rs1688043 T C 0.030 0.003 Signal in 1KG Signal in HM



Female SHBG cluster rs16995626 C T 0.017 0.003 Signal in 1KG rs6091237 C A 0.017 0.003

Female SHBG cluster rs17128091 C G 0.012 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs17202341 G A 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs1730862 G A 0.021 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs1738386 C T 0.009 0.001 Signal in 1KG rs851972 A G 0.008 0.001

Female SHBG cluster rs1741344 T C 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs174537 G T 0.014 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs17492269 G A 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs17580 A T 0.023 0.003 Signal in 1KG No HM proxy

Female SHBG cluster rs17583875 A G 0.027 0.005 Signal in 1KG Signal in HM

Female SHBG cluster rs17616365 G A 0.026 0.004 Signal in 1KG Signal in HM

Female SHBG cluster rs17669311 G A 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs1782652 T A 0.012 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs17887160 C T 0.009 0.002 Signal in 1KG rs1882551 G C 0.009 0.002

Female SHBG cluster rs1801282 G C 0.020 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs183015141 G A 0.029 0.005 Signal in 1KG rs2051792 C T 0.028 0.006

Female SHBG cluster rs185044544 T G 0.021 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs1870927 A T 0.008 0.001 Signal in 1KG rs2615799 T C 0.007 0.002

Female SHBG cluster rs1872992 A G 0.006 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs191591035 G C 0.113 0.017 Signal in 1KG No HM proxy

Female SHBG cluster rs1962883 C T 0.006 0.001 Signal in 1KG No HM proxy

Female SHBG cluster rs198358 C T 0.006 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs199607859 T G 0.010 0.001 Signal in 1KG rs668459 T C 0.010 0.001

Female SHBG cluster rs199746610 A C 0.026 0.004 Signal in 1KG rs16889714 T A 0.024 0.004

Female SHBG cluster rs2009310 T G 0.006 0.001 Signal in 1KG rs17677199 C G 0.004 0.001

Female SHBG cluster rs201468966 C CA 0.016 0.002 Signal in 1KG rs4660808 C T 0.016 0.002

Female SHBG cluster rs2018519 C T 0.019 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs201874554 A ACC 0.015 0.003 rs200289656 A ACC 0.015 0.003 rs9828746 C T 0.015 0.003

Female SHBG cluster rs202021413 TA T 0.010 0.001 rs61377352 TA T 0.010 0.001 rs11240358 G A 0.010 0.001

Female SHBG cluster rs202200760 C G 0.079 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs2057655 A G 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2064074 A G 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2068888 A G 0.011 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2176040 A G 0.015 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2207132 G A 0.023 0.004 Signal in 1KG Signal in HM

Female SHBG cluster rs2239222 G A 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2246223 T C 0.007 0.001 Signal in 1KG rs2251188 G A 0.007 0.001

Female SHBG cluster rs2282248 C T 0.004 0.002 Signal in 1KG rs10857859 G C 0.004 0.002

Female SHBG cluster rs2288926 A G 0.005 0.002 Signal in 1KG rs10416529 C T 0.005 0.002

Female SHBG cluster rs2299055 A G 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2364717 T C 0.007 0.001 Signal in 1KG rs6726395 G A 0.007 0.001

Female SHBG cluster rs2438109 C T 0.008 0.002 Signal in 1KG rs710628 C A 0.008 0.001

Female SHBG cluster rs2498786 C G 0.013 0.001 Signal in 1KG rs4983559 G A 0.011 0.001

Female SHBG cluster rs2525570 G A 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2587507 T C 0.003 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2608652 C T 0.004 0.001 Signal in 1KG rs2608659 T G 0.005 0.001

Female SHBG cluster rs267733 A G 0.014 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2723555 T A 0.006 0.001 Signal in 1KG rs2723572 T C 0.006 0.001

Female SHBG cluster rs275177 C T 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs28360642 A C 0.020 0.002 Signal in 1KG rs6916515 G A 0.020 0.002

Female SHBG cluster rs28459049 C T 0.007 0.002 Signal in 1KG rs17144574 T C 0.006 0.002

Female SHBG cluster rs28636815 G A 0.011 0.001 Signal in 1KG rs1946959 A G 0.011 0.001

Female SHBG cluster rs28712547 G A 0.010 0.002 Signal in 1KG rs1364907 C T 0.010 0.002

Female SHBG cluster rs28925904 C T 0.028 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs28929470 A G 0.054 0.011 Signal in 1KG No HM proxy

Female SHBG cluster rs28929474 T C 0.063 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs2915023 G A 0.010 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2924808 C G 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2925979 C T 0.013 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs2954111 T C 0.005 0.001 Signal in 1KG rs2466145 C T 0.004 0.001

Female SHBG cluster rs2970871 T C 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs2986669 A G 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs3001032 C T 0.012 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs3018695 A C 0.008 0.001 Signal in 1KG rs3019748 G A 0.006 0.001

Female SHBG cluster rs34154818 A AT 0.009 0.001 Signal in 1KG rs2276936 A C 0.009 0.001

Female SHBG cluster rs34184867 C G 0.008 0.001 rs7147511 C T 0.008 0.001 rs12897338 C T 0.007 0.001

Female SHBG cluster rs34255979 T C 0.027 0.002 Signal in 1KG rs17651629 T C 0.024 0.002

Female SHBG cluster rs34311866 T C 0.010 0.002 Signal in 1KG rs11248059 C G 0.010 0.002

Female SHBG cluster rs34331968 T C 0.012 0.001 Signal in 1KG rs10922096 T C 0.012 0.001

Female SHBG cluster rs34341 A T 0.011 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs34385891 AT A 0.008 0.001 Signal in 1KG rs7240326 C T 0.008 0.001

Female SHBG cluster rs34499031 T TAA 0.009 0.002 Signal in 1KG rs7756992 A G 0.009 0.002

Female SHBG cluster rs34651 T C 0.009 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs35143646 T C 0.008 0.002 Signal in 1KG rs5982926 G A 0.007 0.001

Female SHBG cluster rs35198068 T C 0.008 0.002 Signal in 1KG rs7903146 C T 0.008 0.002

Female SHBG cluster rs35233014 C A 0.014 0.002 Signal in 1KG rs10881583 C T 0.014 0.002

Female SHBG cluster rs35475471 CAT C 0.008 0.002 Signal in 1KG rs3114652 C T 0.009 0.002

Female SHBG cluster rs35568851 CT C 0.008 0.001 Signal in 1KG rs873308 A G 0.007 0.001

Female SHBG cluster rs35696875 TCA T 0.011 0.002 Signal in 1KG rs2394529 C G 0.010 0.002

Female SHBG cluster rs3733321 T G 0.007 0.001 Signal in 1KG rs7661888 G A 0.007 0.001

Female SHBG cluster rs3747207 A G 0.019 0.002 Signal in 1KG rs738408 T C 0.019 0.002

Female SHBG cluster rs3747367 A C 0.007 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs3749228 C G 0.013 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs3751129 A G 0.010 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs3768420 C T 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs3782735 A G 0.011 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs390408 A G 0.015 0.002 rs131658 G C 0.014 0.002 rs140489 A G 0.014 0.002

Female SHBG cluster rs40270 A C 0.019 0.002 Signal in 1KG rs30000 G A 0.017 0.002

Female SHBG cluster rs4077285 G C 0.014 0.002 Signal in 1KG rs11673628 G C 0.013 0.002

Female SHBG cluster rs4092465 G A 0.011 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs4122352 A G 0.011 0.002 Signal in 1KG rs11644601 C T 0.011 0.002

Female SHBG cluster rs41280463 G A 0.010 0.002 Signal in 1KG rs17369400 A G 0.009 0.002

Female SHBG cluster rs4149056 T C 0.027 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs4264433 T A 0.019 0.001 Signal in 1KG rs11870935 A G 0.018 0.001

Female SHBG cluster rs4307773 T C 0.013 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs4450871 G A 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs4530527 C A 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs4563785 G T 0.014 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs469721 C T 0.013 0.002 Signal in 1KG rs469772 C T 0.013 0.002

Female SHBG cluster rs4709746 T C 0.009 0.002 Signal in 1KG rs17630640 G A 0.008 0.002

Female SHBG cluster rs4810580 T G 0.010 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs4830411 G A 0.008 0.001 Signal in 1KG rs5741879 C T 0.007 0.001

Female SHBG cluster rs4837794 T C 0.012 0.002 Signal in 1KG rs10985009 T C 0.011 0.002

Female SHBG cluster rs4871015 A G 0.007 0.001 Signal in 1KG rs11785664 T C 0.006 0.001

Female SHBG cluster rs4876993 T C 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs494242 C T 0.007 0.002 Signal in 1KG rs643434 G A 0.007 0.002

Female SHBG cluster rs4976033 A G 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs5112 G C 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs5117 C T 0.012 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs528350911 C G 0.058 0.010 Signal in 1KG No HM proxy

Female SHBG cluster rs528806375 A AT 0.009 0.001 Signal in 1KG rs301033 T C 0.008 0.001

Female SHBG cluster rs548235873 ATTT A 0.007 0.002 Signal in 1KG rs10883795 C T 0.006 0.002

Female SHBG cluster rs549664712 C CA 0.013 0.002 Signal in 1KG rs2291542 C T 0.013 0.002

Female SHBG cluster rs550767741 ATTTTTTTTTTTTTTT A 0.022 0.002 Signal in 1KG rs2741990 T C 0.022 0.002

Female SHBG cluster rs555234816 T TA 0.017 0.003 Signal in 1KG rs10101067 G C 0.017 0.003

Female SHBG cluster rs555754 A G 0.016 0.001 Signal in 1KG rs668871 T C 0.016 0.001

Female SHBG cluster rs560436873 A T 0.119 0.018 No 1KG proxy No HM proxy

Female SHBG cluster rs56332871 A C 0.038 0.002 Signal in 1KG rs8023580 C T 0.037 0.002

Female SHBG cluster rs568656 C A 0.011 0.002 Signal in 1KG rs2791757 C A 0.009 0.001

Female SHBG cluster rs571084788 C T 0.006 0.002 Signal in 1KG rs10864316 G A 0.006 0.002

Female SHBG cluster rs57158761 A G 0.007 0.001 Signal in 1KG rs4686683 T G 0.004 0.001

Female SHBG cluster rs5750131 G A 0.006 0.001 Signal in 1KG rs7293 C T 0.005 0.001

Female SHBG cluster rs5753111 T C 0.014 0.002 Signal in 1KG rs5749082 T A 0.014 0.002

Female SHBG cluster rs5791099 TA T 0.006 0.002 Signal in 1KG rs11606433 T C 0.005 0.002

Female SHBG cluster rs5813220 G GT 0.013 0.002 Signal in 1KG rs11630468 A G 0.013 0.001

Female SHBG cluster rs5820605 CT C 0.007 0.001 Signal in 1KG rs7225002 G A 0.006 0.001

Female SHBG cluster rs58321169 C T 0.008 0.002 Signal in 1KG rs4273712 A G 0.008 0.002

Female SHBG cluster rs58489806 C T 0.011 0.003 Signal in 1KG rs10401969 T C 0.010 0.003

Female SHBG cluster rs59774409 T C 0.016 0.003 Signal in 1KG rs2878342 T C 0.014 0.003

Female SHBG cluster rs59837038 T C 0.008 0.002 Signal in 1KG rs17608660 A G 0.008 0.002

Female SHBG cluster rs60018147 G A 0.014 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs6058067 G T 0.009 0.002 Signal in 1KG rs2424993 G C 0.009 0.002

Female SHBG cluster rs6073431 T C 0.017 0.001 Signal in 1KG rs6073435 T A 0.015 0.001

Female SHBG cluster rs6088776 T C 0.012 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs6129778 A C 0.013 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs61755050 T C 0.130 0.009 Signal in 1KG No HM proxy

Female SHBG cluster rs61830291 C A 0.014 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs62128735 A G 0.009 0.002 Signal in 1KG rs2974238 A G 0.010 0.002

Female SHBG cluster rs62186584 C T 0.007 0.002 Signal in 1KG rs6739772 G A 0.006 0.002

Female SHBG cluster rs62271373 T A 0.022 0.003 Signal in 1KG rs9844972 G C 0.021 0.003

Female SHBG cluster rs62303689 C A 0.009 0.002 Signal in 1KG rs3792603 A G 0.005 0.002

Female SHBG cluster rs62486442 G A 0.007 0.002 Signal in 1KG rs4474021 G T 0.006 0.002

Female SHBG cluster rs62515079 G A 0.031 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs6258 C T 0.674 0.008 Signal in 1KG Signal in HM

Female SHBG cluster rs62580766 T C 0.011 0.002 Signal in 1KG rs17806063 G A 0.011 0.002



Female SHBG cluster rs6531735 G A 0.006 0.001 Signal in 1KG rs7676961 T C 0.006 0.001

Female SHBG cluster rs6538437 A T 0.007 0.002 Signal in 1KG rs11107124 G C 0.007 0.002

Female SHBG cluster rs6546096 A G 0.028 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs6706 T C 0.018 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs6736913 A G 0.034 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs67651018 A G 0.008 0.002 Signal in 1KG rs4316741 G A 0.008 0.002

Female SHBG cluster rs67890964 C T 0.009 0.001 Signal in 1KG rs4782568 G C 0.009 0.001

Female SHBG cluster rs6792725 G A 0.017 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs67952556 G T 0.006 0.001 rs5974638 A G 0.005 0.001 No HM proxy

Female SHBG cluster rs68002561 G A 0.013 0.002 Signal in 1KG rs16835135 G A 0.015 0.003

Female SHBG cluster rs6803518 T C 0.007 0.002 Signal in 1KG rs13085868 A G 0.004 0.002

Female SHBG cluster rs6831257 G A 0.008 0.001 Signal in 1KG rs2602856 C A 0.008 0.001

Female SHBG cluster rs6860245 C G 0.011 0.002 Signal in 1KG rs17764730 T C 0.011 0.002

Female SHBG cluster rs687339 C T 0.036 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs6879874 T A 0.008 0.002 Signal in 1KG rs6885410 A C 0.007 0.002

Female SHBG cluster rs696825 T C 0.025 0.002 Signal in 1KG rs2780103 T C 0.025 0.002

Female SHBG cluster rs7139079 A G 0.013 0.001 Signal in 1KG rs7953249 A G 0.013 0.001

Female SHBG cluster rs71468663 A AC 0.017 0.003 Signal in 1KG rs11231698 C T 0.011 0.003

Female SHBG cluster rs71531849 CT C 0.011 0.002 Signal in 1KG rs2718167 C T 0.009 0.001

Female SHBG cluster rs7250869 C T 0.010 0.002 Signal in 1KG rs731839 A G 0.009 0.002

Female SHBG cluster rs7252372 G C 0.007 0.001 Signal in 1KG rs10421262 T G 0.006 0.001

Female SHBG cluster rs72648854 C T 0.018 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs72681869 C G 0.059 0.007 Signal in 1KG No HM proxy

Female SHBG cluster rs72766607 T G 0.027 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs72782727 G T 0.009 0.002 Signal in 1KG rs12599036 A G 0.009 0.002

Female SHBG cluster rs72844546 C T 0.010 0.001 Signal in 1KG rs11656524 G A 0.009 0.001

Female SHBG cluster rs7298820 T A 0.014 0.002 Signal in 1KG rs11045237 C A 0.013 0.002

Female SHBG cluster rs7301634 G A 0.009 0.002 Signal in 1KG rs7964231 C T 0.006 0.002

Female SHBG cluster rs73036519 G C 0.012 0.002 Signal in 1KG rs17356664 C T 0.011 0.002

Female SHBG cluster rs7321688 C A 0.007 0.002 Signal in 1KG rs7324744 A G 0.007 0.002

Female SHBG cluster rs73519353 A T 0.075 0.013 No 1KG proxy No HM proxy

Female SHBG cluster rs73670309 C A 0.011 0.002 Signal in 1KG rs4266553 C G 0.009 0.002

Female SHBG cluster rs738409 G C 0.019 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs740516 C G 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs740893 G C 0.009 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs74090351 A G 0.016 0.003 Signal in 1KG rs17377267 G T 0.016 0.003

Female SHBG cluster rs7475279 A C 0.021 0.002 Signal in 1KG rs7908297 G A 0.021 0.002

Female SHBG cluster rs7481219 A G 0.009 0.002 Signal in 1KG rs1058900 T C 0.007 0.001

Female SHBG cluster rs7484541 T A 0.014 0.002 Signal in 1KG rs11614506 C T 0.014 0.002

Female SHBG cluster rs75077113 C A 0.010 0.002 Signal in 1KG rs1034528 C G 0.010 0.002

Female SHBG cluster rs75130744 G C 0.026 0.003 Signal in 1KG rs12320328 A G 0.022 0.003

Female SHBG cluster rs7567544 C G 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs764029425 TG T 0.038 0.002 rs77032872 TG T 0.038 0.002 rs3779196 C T 0.038 0.002

Female SHBG cluster rs76491020 C G 0.011 0.003 Signal in 1KG rs7939376 T G 0.014 0.003

Female SHBG cluster rs76767219 A C 0.047 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs768159759 A AG 0.014 0.003 rs113165924 A AG 0.014 0.003 No HM proxy

Female SHBG cluster rs76895963 G T 0.073 0.005 Signal in 1KG No HM proxy

Female SHBG cluster rs7696472 A G 0.006 0.001 Signal in 1KG No HM proxy

Female SHBG cluster rs770971500 C CTTTT 0.010 0.002 rs140871704 G GTTTC NA NA rs12786104 G T 0.009 0.002

Female SHBG cluster rs771193934 AGGCATGCTGCCAAA 0.010 0.002 rs139153780 AGGCATGCTGCCAAA 0.010 0.002 No HM proxy

Female SHBG cluster rs775181992 A AGCCCT 0.014 0.002 rs76976306 A AGCCCT 0.014 0.002 No HM proxy

Female SHBG cluster rs778571122 GTGTTTTTTTTGTTTTG 0.011 0.001 rs67805125 GTGTTTTTTTTGTTTTG 0.011 0.001 rs1401454 C T 0.011 0.001

Female SHBG cluster rs78057960 T C 0.009 0.002 Signal in 1KG rs8076052 C A 0.009 0.002

Female SHBG cluster rs78058190 G A 0.023 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs781996653 TTATTTTATTG T 0.009 0.001 rs199649980 TTATTTTATTG T 0.009 0.001 rs7801259 A T 0.008 0.001

Female SHBG cluster rs784504 C G 0.010 0.002 Signal in 1KG rs1274963 G A 0.008 0.002

Female SHBG cluster rs78890745 A G 0.022 0.002 Signal in 1KG rs17288007 G A 0.018 0.003

Female SHBG cluster rs79237700 T C 0.019 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs79287178 G A 0.028 0.004 Signal in 1KG No HM proxy

Female SHBG cluster rs79391862 A C 0.074 0.006 Signal in 1KG No HM proxy

Female SHBG cluster rs799157 T C 0.021 0.003 Signal in 1KG Signal in HM

Female SHBG cluster rs80126506 A G 0.008 0.001 Signal in 1KG rs7870251 G A 0.008 0.001

Female SHBG cluster rs80235628 G A 0.021 0.003 Signal in 1KG rs2130779 G T 0.017 0.003

Female SHBG cluster rs8027064 A G 0.026 0.004 Signal in 1KG Signal in HM

Female SHBG cluster rs8107967 G A 0.010 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs8176741 G A 0.016 0.003 Signal in 1KG rs8176743 C T 0.016 0.003

Female SHBG cluster rs8178824 C T 0.042 0.004 Signal in 1KG rs1801689 A C 0.041 0.004

Female SHBG cluster rs820504 G A 0.013 0.002 Signal in 1KG rs820506 G A 0.011 0.002

Female SHBG cluster rs848476 G A 0.007 0.002 Signal in 1KG rs848487 C T 0.007 0.002

Female SHBG cluster rs858519 C T 0.100 0.001 Signal in 1KG rs727428 C T 0.100 0.001

Female SHBG cluster rs868655 C A 0.008 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs8756 C A 0.009 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs879619 A G 0.008 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs892225 G A 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs899865 T C 0.006 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs921153 A G 0.009 0.002 Signal in 1KG rs17007989 C T 0.008 0.002

Female SHBG cluster rs925098 G A 0.010 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs9366291 C G 0.008 0.001 Signal in 1KG rs10946313 T C 0.007 0.001

Female SHBG cluster rs9379084 G A 0.015 0.002 Signal in 1KG No HM proxy

Female SHBG cluster rs9426829 C T 0.014 0.001 Signal in 1KG rs7531982 T A 0.014 0.001

Female SHBG cluster rs9461793 A C 0.009 0.002 Signal in 1KG rs2858312 G C 0.008 0.002

Female SHBG cluster rs9556403 G A 0.007 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs9697210 G A 0.016 0.002 Signal in 1KG Signal in HM

Female SHBG cluster rs9834503 A C 0.008 0.001 Signal in 1KG Signal in HM

Female SHBG cluster rs9872754 C T 0.009 0.002 Signal in 1KG rs9864898 C T 0.009 0.002

Female SHBG cluster rs9987289 G A 0.022 0.002 Signal in 1KG Signal in HM

Female testosterone cluster 1:150186390_AG_A A AG 0.017 0.003 rs11303226 A AG 0.017 0.003 rs6665499 C T 0.016 0.003

Female testosterone cluster 1:155867257_CAA_C C CAA 0.015 0.003 rs66756214 C CAA 0.015 0.003 rs12563627 C T 0.016 0.003

Female testosterone cluster 10:126834851_AT_A A AT 0.016 0.003 rs34558482 A AT 0.016 0.003 No HM proxy

Female testosterone cluster 10:5034014_ATTAC_A ATTAC A 0.183 0.019 rs199669245 ATTAC A 0.183 0.019 No HM proxy

Female testosterone cluster 11:110176972_CT_C CT C 0.017 0.003 rs34750130 CT C 0.017 0.003 rs1618597 C T 0.016 0.003

Female testosterone cluster 11:123438708_TGAG_T T TGAG 0.048 0.005 rs146910549 T TGAG 0.048 0.005 rs850293 C A 0.047 0.004

Female testosterone cluster 12:123639761_TAAATA_T TAAATA T 0.019 0.004 rs142398365 TAAATA T 0.019 0.004 rs1727315 G A 0.017 0.003

Female testosterone cluster 12:49441189_CT_C CT C 0.061 0.010 rs550005425 CT C 0.061 0.010 No HM proxy

Female testosterone cluster 15:66049600_TG_T TG T 0.019 0.003 rs557277320 TG T 0.019 0.003 rs6494537 C T 0.018 0.003

Female testosterone cluster 17:53371413_TA_T TA T 0.019 0.003 rs11287227 TA T 0.019 0.003 rs10852974 G C 0.018 0.003

Female testosterone cluster 2:135432074_CGCGCGCTACCAC CGCGCGCTACCATAT 0.017 0.003 rs55920206 T C 0.016 0.003 rs4954160 C A 0.016 0.003

Female testosterone cluster 2:32504650_AT_A A AT 0.017 0.003 rs11316138 A AT 0.017 0.003 No HM proxy

Female testosterone cluster 20:60691366_CT_C C CT 0.019 0.004 rs35952104 C CT 0.019 0.004 rs6089650 T C 0.019 0.004

Female testosterone cluster 21:40645556_AAGGCTGAGAT A AAGGCTGAGATGGG 0.021 0.004 rs78610475 A AAGGCTGAGATGGG 0.021 0.004 No HM proxy

Female testosterone cluster 21:43349613_GC_G G GC 0.033 0.005 rs35497661 G GC 0.033 0.005 rs11702562 C T 0.035 0.005

Female testosterone cluster 22:31626042_CTT_C CTT C 0.016 0.003 rs139901221 CTT C 0.016 0.003 rs5997919 A G 0.015 0.003

Female testosterone cluster 3:119786083_CA_C CA C 0.017 0.003 rs67515346 CA C 0.017 0.003 rs334563 C A 0.016 0.003

Female testosterone cluster 3:156851624_CA_C C CA 0.019 0.003 rs11327349 C CA 0.019 0.003 rs12487629 C T 0.018 0.003

Female testosterone cluster 3:20085213_CTT_C C CTT 0.021 0.004 rs75154183 A G 0.019 0.004 rs2365366 T G 0.020 0.004

Female testosterone cluster 3:27554392_CT_C C CT 0.054 0.009 rs71087617 C CT 0.054 0.009 rs9823830 A G 0.054 0.009

Female testosterone cluster 4:57746479_TA_T TA T 0.020 0.003 rs5858399 TA T 0.020 0.003 rs2170073 A G 0.019 0.003

Female testosterone cluster 6:144301525_GT_G G GT 0.028 0.003 rs71024882 G GT 0.028 0.003 rs9399469 A T 0.027 0.003

Female testosterone cluster 6:34753277_GA_G G GA 0.018 0.003 rs200893385 G GA 0.018 0.003 rs6457792 G A 0.015 0.003

Female testosterone cluster 7:98188671_CCTT_C CCTT C 0.164 0.022 No 1KG proxy No HM proxy

Female testosterone cluster 9:127663551_AT_A AT A 0.018 0.003 rs35565039 AT A 0.018 0.003 rs4838236 G A 0.017 0.003

Female testosterone cluster rs1009360 C T 0.018 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs10147094 A G 0.022 0.003 Signal in 1KG rs2614462 G C 0.016 0.003

Female testosterone cluster rs10168169 T C 0.033 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs1032388 C T 0.054 0.003 Signal in 1KG rs2295709 T C 0.054 0.003

Female testosterone cluster rs10501081 G C 0.022 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs10687319 AAG A 0.015 0.003 Signal in 1KG rs4234100 T C 0.011 0.003

Female testosterone cluster rs10747689 C T 0.008 0.003 rs4759319 G T 0.008 0.003 Signal in HM

Female testosterone cluster rs10799713 G C 0.027 0.003 Signal in 1KG rs7521867 T C 0.027 0.003

Female testosterone cluster rs10817260 C T 0.043 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs10821415 C A 0.015 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs10865479 T C 0.022 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs10910476 C T 0.017 0.003 Signal in 1KG No HM proxy

Female testosterone cluster rs11024458 A G 0.019 0.003 Signal in 1KG rs11024460 C T 0.019 0.003

Female testosterone cluster rs11031005 C T 0.033 0.004 Signal in 1KG rs11031006 A G 0.033 0.004

Female testosterone cluster rs11125180 A T 0.033 0.005 Signal in 1KG Signal in HM

Female testosterone cluster rs111328885 C A 0.033 0.004 Signal in 1KG rs11572082 C G 0.033 0.004

Female testosterone cluster rs111882448 CA C 0.017 0.003 Signal in 1KG rs1925953 T A 0.016 0.003

Female testosterone cluster rs11191801 A C 0.023 0.003 Signal in 1KG rs1107300 T C 0.023 0.003

Female testosterone cluster rs1119208 C T 0.030 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs11235688 G A 0.022 0.003 Signal in 1KG rs1783596 T C 0.020 0.003

Female testosterone cluster rs112367565 A C 0.049 0.007 Signal in 1KG rs9959639 T C 0.047 0.007

Female testosterone cluster rs112694713 A G 0.107 0.012 Signal in 1KG No HM proxy

Female testosterone cluster rs113247979 T C 0.140 0.017 Signal in 1KG No HM proxy

Female testosterone cluster rs11427441 CA C 0.020 0.003 rs2941541 T C 0.020 0.003 rs2941541 T C 0.020 0.003

Female testosterone cluster rs11637595 C T 0.018 0.003 Signal in 1KG rs11634257 T A 0.018 0.003

Female testosterone cluster rs11638521 T C 0.064 0.003 Signal in 1KG rs7181230 G A 0.064 0.003

Female testosterone cluster rs11673591 A T 0.028 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs11690748 C G 0.010 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs11697333 T C 0.019 0.003 Signal in 1KG rs6087398 T C 0.019 0.003

Female testosterone cluster rs1171617 T G 0.052 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs117327231 A C 0.173 0.009 Signal in 1KG rs2276273 C T 0.135 0.008

Female testosterone cluster rs11774829 A T 0.056 0.005 Signal in 1KG Signal in HM

Female testosterone cluster rs11778724 C A 0.070 0.013 Signal in 1KG No HM proxy

Female testosterone cluster rs11782259 A G 0.031 0.005 Signal in 1KG Signal in HM



Female testosterone cluster rs117913411 T A 0.048 0.008 Signal in 1KG No HM proxy

Female testosterone cluster rs11892043 A G 0.022 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs11948639 T C 0.017 0.003 Signal in 1KG rs6595442 T C 0.017 0.003

Female testosterone cluster rs12078363 T C 0.028 0.003 Signal in 1KG rs6662137 T G 0.027 0.003

Female testosterone cluster rs1214759 G A 0.031 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs1214761 G A 0.031 0.003 Signal in 1KG rs1214759 G A 0.031 0.003

Female testosterone cluster rs12185851 C T 0.021 0.003 Signal in 1KG rs12185822 A G 0.021 0.003

Female testosterone cluster rs1229984 C T 0.049 0.009 Signal in 1KG No HM proxy

Female testosterone cluster rs1242518 T C 0.020 0.003 Signal in 1KG rs1242490 C G 0.020 0.003

Female testosterone cluster rs12436785 C T 0.030 0.003 Signal in 1KG rs897713 C T 0.030 0.003

Female testosterone cluster rs12564492 A G 0.020 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs12628709 G A 0.026 0.005 Signal in 1KG rs5763110 T A 0.026 0.005

Female testosterone cluster rs12658172 G C 0.052 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs12683780 A C 0.031 0.003 Signal in 1KG No HM proxy

Female testosterone cluster rs12708515 G C 0.021 0.003 Signal in 1KG rs4886426 A T 0.021 0.003

Female testosterone cluster rs12837203 G A 0.019 0.003 Signal in 1KG rs4523430 T C 0.019 0.003

Female testosterone cluster rs12893790 G C 0.021 0.004 Signal in 1KG rs12434496 G A 0.021 0.004

Female testosterone cluster rs12900736 C T 0.040 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs13094915 G C 0.016 0.003 Signal in 1KG rs2272088 A G 0.016 0.003

Female testosterone cluster rs1314911 A G 0.026 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs13153019 C T 0.024 0.003 Signal in 1KG rs4075958 A G 0.023 0.003

Female testosterone cluster rs13184921 T C 0.025 0.003 Signal in 1KG rs13164781 C T 0.025 0.003

Female testosterone cluster rs13229619 A G 0.054 0.004 Signal in 1KG rs13232120 T A 0.054 0.004

Female testosterone cluster rs138983180 A G 0.162 0.019 Signal in 1KG No HM proxy

Female testosterone cluster rs1547308 C T 0.032 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs1660322 T C 0.023 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs167096 T G 0.017 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs17043570 T C 0.025 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs17053931 A G 0.021 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs171021 C T 0.038 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs17201704 T C 0.043 0.004 Signal in 1KG rs6788984 A G 0.043 0.004

Female testosterone cluster rs17245822 C A 0.028 0.003 Signal in 1KG rs1337985 C T 0.028 0.003

Female testosterone cluster rs17362923 G C 0.023 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs17764067 G A 0.021 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs17853284 C T 0.304 0.021 Signal in 1KG No HM proxy

Female testosterone cluster rs184265581 C G 0.132 0.013 Signal in 1KG No HM proxy

Female testosterone cluster rs1870940 G A 0.025 0.003 Signal in 1KG rs905938 T C 0.024 0.003

Female testosterone cluster rs1872930 T C 0.051 0.003 Signal in 1KG rs2035647 G A 0.051 0.003

Female testosterone cluster rs187370584 A G 0.066 0.012 Signal in 1KG No HM proxy

Female testosterone cluster rs1939769 A G 0.083 0.006 Signal in 1KG Signal in HM

Female testosterone cluster rs200457494 CA C 0.025 0.004 Signal in 1KG rs17084051 A C 0.022 0.003

Female testosterone cluster rs2011425 T G 0.033 0.005 Signal in 1KG rs3732218 G A 0.032 0.005

Female testosterone cluster rs2062479 C G 0.016 0.003 Signal in 1KG rs10801628 C T 0.015 0.003

Female testosterone cluster rs2074585 A G 0.016 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs2113944 T C 0.027 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs2147419 T G 0.018 0.003 Signal in 1KG rs2031613 T C 0.018 0.003

Female testosterone cluster rs2186945 C T 0.025 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs2270445 G A 0.017 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs232159 C T 0.018 0.003 Signal in 1KG rs8182293 G A 0.017 0.003

Female testosterone cluster rs2344744 G T 0.018 0.003 Signal in 1KG rs9366197 T C 0.017 0.003

Female testosterone cluster rs2374456 G C 0.024 0.003 Signal in 1KG rs4953716 T A 0.023 0.003

Female testosterone cluster rs2473140 C T 0.029 0.005 Signal in 1KG Signal in HM

Female testosterone cluster rs2517582 T C 0.028 0.003 Signal in 1KG rs2844664 T C 0.024 0.003

Female testosterone cluster rs267190 G T 0.015 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs2824138 C T 0.026 0.004 Signal in 1KG rs2824140 T C 0.026 0.004

Female testosterone cluster rs28421540 A C 0.031 0.003 Signal in 1KG rs7243806 A G 0.032 0.003

Female testosterone cluster rs28484580 G A 0.021 0.004 rs2272676 T G 0.015 0.003 rs4235404 G C 0.015 0.003

Female testosterone cluster rs28612846 G A 0.016 0.003 Signal in 1KG rs12154905 G A 0.015 0.003

Female testosterone cluster rs287884 A T 0.019 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs2879910 C T 0.016 0.003 Signal in 1KG rs3760818 T A 0.014 0.003

Female testosterone cluster rs2903385 A G 0.025 0.003 Signal in 1KG rs10010325 A C 0.024 0.003

Female testosterone cluster rs2980858 C T 0.013 0.003 Signal in 1KG rs2980859 G C 0.013 0.003

Female testosterone cluster rs312023 G A 0.028 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs3136354 C T 0.024 0.003 Signal in 1KG rs7562048 G A 0.023 0.003

Female testosterone cluster rs33959428 G GA 0.018 0.003 Signal in 1KG rs31863 G A 0.015 0.003

Female testosterone cluster rs34163044 A C 0.017 0.003 Signal in 1KG rs10164112 C T 0.016 0.003

Female testosterone cluster rs34269793 C T 0.064 0.006 Signal in 1KG rs12999558 A G 0.065 0.006

Female testosterone cluster rs34557412 A G 0.107 0.017 Signal in 1KG No HM proxy

Female testosterone cluster rs34584018 G GT 0.016 0.003 Signal in 1KG rs11855102 T C 0.015 0.003

Female testosterone cluster rs34632394 CAT C 0.017 0.003 Signal in 1KG rs4128755 T C 0.016 0.003

Female testosterone cluster rs34931250 C T 0.054 0.006 Signal in 1KG No HM proxy

Female testosterone cluster rs35008345 C T 0.183 0.019 Signal in 1KG No HM proxy

Female testosterone cluster rs35249079 T G 0.022 0.003 Signal in 1KG rs2306409 A G 0.022 0.003

Female testosterone cluster rs35397738 TA T 0.020 0.003 Signal in 1KG rs12470654 G A 0.018 0.003

Female testosterone cluster rs35427 T G 0.017 0.003 Signal in 1KG rs35441 C T 0.016 0.003

Female testosterone cluster rs35801460 G A 0.020 0.003 Signal in 1KG rs11168740 A G 0.020 0.003

Female testosterone cluster rs36032941 C A 0.063 0.003 Signal in 1KG rs17134158 C T 0.060 0.003

Female testosterone cluster rs36088520 T C 0.028 0.005 Signal in 1KG rs6434887 A G 0.026 0.005

Female testosterone cluster rs371162363 G A 0.039 0.005 Signal in 1KG rs3775198 G A 0.033 0.005

Female testosterone cluster rs3771243 A G 0.029 0.003 Signal in 1KG rs3771240 C T 0.029 0.003

Female testosterone cluster rs3776299 G A 0.017 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs3849653 A T 0.019 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4067 G A 0.024 0.004 Signal in 1KG rs3821829 C T 0.024 0.004

Female testosterone cluster rs4245930 G A 0.025 0.003 Signal in 1KG rs4956037 G A 0.024 0.003

Female testosterone cluster rs4294422 G A 0.019 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4327143 A G 0.018 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs437115 T C 0.028 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs440150 G A 0.026 0.005 Signal in 1KG rs16928809 A G 0.026 0.005

Female testosterone cluster rs4431325 T C 0.050 0.006 Signal in 1KG rs4421084 T C 0.049 0.006

Female testosterone cluster rs4453027 G T 0.023 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4464040 C T 0.045 0.004 Signal in 1KG No HM proxy

Female testosterone cluster rs45446698 T G 0.371 0.007 Signal in 1KG No HM proxy

Female testosterone cluster rs4586943 A C 0.018 0.003 Signal in 1KG rs13143896 G A 0.018 0.003

Female testosterone cluster rs4632729 A G 0.028 0.003 Signal in 1KG rs11249528 C A 0.027 0.003

Female testosterone cluster rs4736359 T G 0.037 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4804669 A G 0.037 0.003 Signal in 1KG rs11666603 T C 0.034 0.003

Female testosterone cluster rs4820829 C T 0.058 0.009 Signal in 1KG Signal in HM

Female testosterone cluster rs487624 C A 0.019 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4943729 A C 0.015 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs4961485 T C 0.039 0.006 Signal in 1KG Signal in HM

Female testosterone cluster rs505237 G A 0.016 0.003 Signal in 1KG rs12140250 G A 0.015 0.003

Female testosterone cluster rs532213132 GC G 0.016 0.003 rs9897769 A G 0.016 0.003 No HM proxy

Female testosterone cluster rs534141419 A AT 0.018 0.003 Signal in 1KG rs7610906 C A 0.015 0.003

Female testosterone cluster rs534645300 AT A 0.021 0.003 Signal in 1KG rs8058961 A G 0.019 0.003

Female testosterone cluster rs56109436 G C 0.026 0.005 Signal in 1KG rs11784691 G A 0.021 0.004

Female testosterone cluster rs56196860 C A 0.058 0.008 Signal in 1KG No HM proxy

Female testosterone cluster rs569421885 CA C 0.055 0.003 Signal in 1KG rs2250477 C G 0.055 0.003

Female testosterone cluster rs5751229 A G 0.025 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs577721086 T C 0.055 0.007 Signal in 1KG No HM proxy

Female testosterone cluster rs58072681 C T 0.108 0.006 Signal in 1KG rs9319570 G A 0.109 0.006

Female testosterone cluster rs58175144 CA C 0.021 0.003 Signal in 1KG rs3768015 A G 0.014 0.003

Female testosterone cluster rs5855544 T TG 0.033 0.003 Signal in 1KG No HM proxy

Female testosterone cluster rs58723250 T C 0.035 0.004 Signal in 1KG rs2034678 A T 0.033 0.003

Female testosterone cluster rs590097 G T 0.061 0.003 Signal in 1KG rs604126 G A 0.057 0.003

Female testosterone cluster rs59397130 G A 0.056 0.009 Signal in 1KG rs10498514 C A 0.055 0.009

Female testosterone cluster rs59741822 G A 0.033 0.005 Signal in 1KG rs6734803 G A 0.032 0.005

Female testosterone cluster rs6008259 G A 0.034 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs6020423 C T 0.040 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs6100174 C T 0.020 0.003 Signal in 1KG rs6100163 T C 0.014 0.003

Female testosterone cluster rs61237993 A G 0.040 0.004 Signal in 1KG rs2050789 G A 0.024 0.004

Female testosterone cluster rs6127099 A T 0.018 0.003 Signal in 1KG rs17216707 T C 0.019 0.004

Female testosterone cluster rs61661087 C T 0.028 0.003 Signal in 1KG rs8040086 G A 0.028 0.003

Female testosterone cluster rs61987429 C T 0.017 0.003 Signal in 1KG rs10873181 A C 0.017 0.003

Female testosterone cluster rs62162863 G T 0.023 0.003 Signal in 1KG rs2341098 T G 0.018 0.003

Female testosterone cluster rs62231822 C T 0.049 0.005 Signal in 1KG rs4685148 T C 0.036 0.005

Female testosterone cluster rs62621812 A G 0.053 0.010 Signal in 1KG No HM proxy

Female testosterone cluster rs6460528 T C 0.015 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs6684361 C T 0.076 0.003 Signal in 1KG rs2392239 T C 0.076 0.003

Female testosterone cluster rs674486 C T 0.018 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs67596711 T G 0.039 0.003 Signal in 1KG rs768863 T G 0.039 0.003

Female testosterone cluster rs6904345 T C 0.017 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs6997799 C A 0.024 0.003 Signal in 1KG rs17711248 C G 0.023 0.003

Female testosterone cluster rs71624037 G GT 0.036 0.005 Signal in 1KG rs4854611 G C 0.035 0.005

Female testosterone cluster rs7239564 C T 0.071 0.004 Signal in 1KG rs4891540 G A 0.073 0.004

Female testosterone cluster rs7256920 G A 0.019 0.003 Signal in 1KG rs2302593 C G 0.019 0.003

Female testosterone cluster rs72660136 T C 0.060 0.008 Signal in 1KG No HM proxy

Female testosterone cluster rs72693130 A G 0.031 0.006 Signal in 1KG No HM proxy

Female testosterone cluster rs72738949 T A 0.019 0.003 Signal in 1KG rs17509458 T A 0.019 0.003

Female testosterone cluster rs72836346 C G 0.044 0.005 Signal in 1KG rs17484848 C T 0.041 0.005

Female testosterone cluster rs7342537 G A 0.107 0.011 Signal in 1KG No HM proxy

Female testosterone cluster rs745932882 AG A 0.027 0.003 rs57387401 AG A 0.027 0.003 rs2488087 G A 0.025 0.003

Female testosterone cluster rs74652944 C T 0.183 0.016 Signal in 1KG No HM proxy

Female testosterone cluster rs749512116 CAGAT C 0.033 0.004 rs111287576 CAGAT C 0.033 0.004 rs12643026 C A 0.032 0.004

Female testosterone cluster rs7519368 T A 0.033 0.003 Signal in 1KG rs7527076 G A 0.034 0.003

Female testosterone cluster rs75217853 A G 0.035 0.005 Signal in 1KG rs7766042 C T 0.033 0.005



Female testosterone cluster rs75287599 T C 0.043 0.005 Signal in 1KG rs1800447 G A 0.042 0.005

Female testosterone cluster rs7529520 C G 0.018 0.003 Signal in 1KG rs7535757 A G 0.018 0.003

Female testosterone cluster rs7530117 T C 0.018 0.003 Signal in 1KG No HM proxy

Female testosterone cluster rs7573187 A T 0.019 0.003 Signal in 1KG rs10202783 A T 0.019 0.003

Female testosterone cluster rs7575635 C T 0.038 0.004 Signal in 1KG rs7580013 G A 0.037 0.004

Female testosterone cluster rs75848431 T C 0.032 0.004 Signal in 1KG rs12788072 G A 0.029 0.004

Female testosterone cluster rs7618363 C G 0.037 0.004 Signal in 1KG rs6442176 T C 0.034 0.004

Female testosterone cluster rs76299412 A G 0.035 0.004 Signal in 1KG rs11605437 C T 0.035 0.004

Female testosterone cluster rs7633673 G A 0.026 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs774224295 T TC 0.019 0.003 rs884171 A T 0.017 0.003 rs884171 A T 0.017 0.003

Female testosterone cluster rs77432559 G C 0.037 0.006 Signal in 1KG rs17646414 T C 0.020 0.005

Female testosterone cluster rs776074878 CA C 0.021 0.003 rs199508240 CA C 0.021 0.003 rs2249225 T C 0.019 0.003

Female testosterone cluster rs77822621 T C 0.048 0.007 Signal in 1KG No HM proxy

Female testosterone cluster rs779008104 AAAACAGATAC A 0.024 0.003 rs79280477 AAAACAGATAC A 0.024 0.003 rs7758037 G C 0.024 0.003

Female testosterone cluster rs784420 G A 0.039 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs7977247 T C 0.018 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs8044588 C G 0.028 0.005 Signal in 1KG Signal in HM

Female testosterone cluster rs8045779 T C 0.026 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs8111359 C T 0.060 0.005 Signal in 1KG rs11673632 C T 0.050 0.005

Female testosterone cluster rs8126001 T C 0.020 0.003 Signal in 1KG rs8121509 C T 0.017 0.003

Female testosterone cluster rs8184986 A T 0.023 0.004 Signal in 1KG rs2236141 C T 0.021 0.004

Female testosterone cluster rs837493 G A 0.016 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs873779 C T 0.016 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs881613 A G 0.017 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs9319895 A G 0.023 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs9457466 A T 0.017 0.003 Signal in 1KG rs3127194 A C 0.016 0.003

Female testosterone cluster rs9506725 T C 0.052 0.003 Signal in 1KG rs629445 G A 0.051 0.003

Female testosterone cluster rs9552597 A G 0.035 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs9599996 T G 0.017 0.003 Signal in 1KG rs10507808 G A 0.013 0.003

Female testosterone cluster rs9611014 C T 0.023 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs9636441 C T 0.020 0.003 Signal in 1KG rs4671416 A G 0.021 0.003

Female testosterone cluster rs9638084 G A 0.021 0.003 Signal in 1KG rs7808966 C A 0.019 0.003

Female testosterone cluster rs9644032 G T 0.015 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs9687846 G A 0.026 0.004 Signal in 1KG Signal in HM

Female testosterone cluster rs9832502 A G 0.017 0.003 Signal in 1KG rs9870681 T C 0.017 0.003

Female testosterone cluster rs9850919 C T 0.020 0.003 Signal in 1KG Signal in HM

Female testosterone cluster rs9898480 T C 0.018 0.003 Signal in 1KG Signal in HM

Male estradiol cluster 4:69958680_GA_G GA G 0.007 0.001 rs57058697 GA G 0.007 0.001 rs4587017 T G 0.007 0.001

Male estradiol cluster 5:35983283_CA_C C CA 0.008 0.001 rs78247641 C CA 0.008 0.001 rs4869450 A T 0.007 0.001

Male estradiol cluster rs10425629 C T 0.008 0.001 Signal in 1KG rs2547231 C A 0.008 0.001

Male estradiol cluster rs113047993 C T 0.010 0.002 Signal in 1KG rs11082219 G A 0.006 0.001

Male estradiol cluster rs117826558 T C 0.014 0.002 Signal in 1KG No HM proxy

Male estradiol cluster rs188982745 A G 0.055 0.010 No 1KG proxy No HM proxy

Male estradiol cluster rs201687269 T A 0.006 0.001 Signal in 1KG No HM proxy

Male estradiol cluster rs34019140 G A 0.012 0.001 Signal in 1KG No HM proxy

Male estradiol cluster rs3751591 G A 0.008 0.001 Signal in 1KG Signal in HM

Male estradiol cluster rs45446698 T G 0.016 0.002 Signal in 1KG No HM proxy

Male estradiol cluster rs570754094 G A 0.052 0.010 Signal in 1KG No HM proxy

Male estradiol cluster rs657152 C A 0.008 0.001 Signal in 1KG Signal in HM

Male estradiol cluster rs7173595 T C 0.016 0.001 Signal in 1KG rs727479 A C 0.016 0.001

Male estradiol cluster rs781858752 TG T 0.008 0.001 rs147250649 TG T 0.008 0.001 No HM proxy

Male SHBG cluster 1:1510035_GGC_G G GGC 0.010 0.001 rs150737039 G GGC 0.010 0.001 rs7520996 C T 0.009 0.001

Male SHBG cluster 1:167851935_TGTAGTGAGAG T TGTAGTGAGAGGTA 0.007 0.001 rs67452660 T TGTAGTGAGAGGTA 0.007 0.001 rs203847 G A 0.006 0.001

Male SHBG cluster 1:196914907_AGT_A AGT A 0.010 0.001 rs201838824 AGT A 0.010 0.001 rs4085749 C T 0.010 0.001

Male SHBG cluster 1:23747996_GA_G G GA 0.008 0.001 rs11340914 G GA 0.008 0.001 rs2077066 T C 0.006 0.001

Male SHBG cluster 1:25827633_CT_C CT C 0.011 0.001 rs36046328 CT C 0.011 0.001 rs873308 A G 0.010 0.001

Male SHBG cluster 1:35734986_AAGTGCATCTTT_A AAGTGCATCTTT 0.010 0.002 rs72327719 A AAGTGCATCTTT 0.010 0.002 rs645886 G A 0.010 0.002

Male SHBG cluster 1:93033928_CT_C C CT 0.013 0.001 rs10708162 C CT 0.013 0.001 rs1556562 T G 0.013 0.001

Male SHBG cluster 11:65227616_CAAA_C CAAA C 0.007 0.001 rs67493133 CAAA C 0.007 0.001 rs1626021 A G 0.007 0.001

Male SHBG cluster 12:93632423_CA_C CA C 0.012 0.002 rs373308981 CA C 0.012 0.002 rs17790453 G C 0.012 0.002

Male SHBG cluster 13:115013423_TTCTC_T TTCTC T 0.009 0.001 rs71666677 TTCTC T 0.009 0.001 rs11617448 G A 0.009 0.001

Male SHBG cluster 14:25948829_AAC_A AAC A 0.012 0.001 rs71960108 AAC A 0.012 0.001 rs10132280 A C 0.011 0.001

Male SHBG cluster 16:1786202_TGTGTGACCATCCT TGTGTGACCATCC 0.009 0.002 rs111208278 A G 0.009 0.002 rs11248888 G C 0.009 0.002

Male SHBG cluster 17:16062400_TA_T T TA 0.006 0.001 rs35251798 T TA 0.006 0.001 rs6416868 G A 0.006 0.001

Male SHBG cluster 17:67080811_CT_C C CT 0.008 0.001 rs72013736 C CT 0.008 0.001 rs740517 C A 0.008 0.001

Male SHBG cluster 17:8567107_CA_C CA C 0.043 0.008 rs145235154 CA C 0.043 0.008 No HM proxy

Male SHBG cluster 19:35555222_GTC_G G GTC 0.019 0.002 rs10577478 G GTC 0.019 0.002 No HM proxy

Male SHBG cluster 19:7223973_TTTG_T TTTG T 0.011 0.001 rs4804414 C T 0.011 0.001 rs4804416 T G 0.011 0.001

Male SHBG cluster 2:111925731_CTTATGTT_C CTTATGTT C 0.016 0.003 rs3833441 CTTATGTT C 0.016 0.003 rs3761706 G A 0.016 0.003

Male SHBG cluster 2:191559843_GT_G GT G 0.010 0.001 rs34400883 GT G 0.010 0.001 rs10202868 T C 0.010 0.001

Male SHBG cluster 3:49562992_CT_C CT C 0.010 0.001 rs66961854 CT C 0.010 0.001 rs11130202 C T 0.009 0.001

Male SHBG cluster 4:128987952_ATT_A A ATT 0.006 0.001 rs369613185 A ATT 0.006 0.001 rs1975878 C T 0.006 0.001

Male SHBG cluster 4:69447407_GT_G GT G 0.031 0.001 rs61573189 GT G 0.031 0.001 No HM proxy

Male SHBG cluster 5:36206855_GAT_G G GAT 0.020 0.004 rs200108309 G GAT 0.020 0.004 No HM proxy

Male SHBG cluster 6:27223966_CTCTA_C C CTCTA 0.013 0.002 rs35237909 C CTCTA 0.013 0.002 rs13194491 T C 0.012 0.002

Male SHBG cluster 7:74298343_TGAGA_T T TGAGA 0.008 0.001 rs370429728 T TGAGA 0.008 0.001 rs2529273 C T 0.006 0.001

Male SHBG cluster 8:81430449_AT_A A AT 0.022 0.002 rs149972150 A AT 0.022 0.002 rs16907708 A G 0.016 0.002

Male SHBG cluster 8:81457499_CA_C C CA 0.014 0.002 rs200988859 C CA 0.014 0.002 rs440837 G A 0.014 0.002

Male SHBG cluster 9:112204335_AT_A AT A 0.010 0.002 rs143574276 AT A 0.010 0.002 No HM proxy

Male SHBG cluster 9:123780856_AAAGGAAGG_AAAAGGAAGG A 0.008 0.001 rs541538591 AAAGGAAGG A 0.008 0.001 rs7033790 T C 0.006 0.001

Male SHBG cluster 9:125949547_TA_T TA T 0.016 0.004 rs5900565 TA T 0.016 0.004 rs10985915 G A 0.009 0.002

Male SHBG cluster 9:19084633_CT_C C CT 0.009 0.001 rs7860122 G A 0.009 0.001 rs7860122 G A 0.009 0.001

Male SHBG cluster rs10027275 G C 0.013 0.001 Signal in 1KG rs2358184 A G 0.012 0.001

Male SHBG cluster rs10028954 C T 0.006 0.001 Signal in 1KG rs12503526 A T 0.006 0.001

Male SHBG cluster rs1005421 C T 0.006 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs10069690 C T 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10083137 A G 0.020 0.003 Signal in 1KG rs16927028 C A 0.019 0.003

Male SHBG cluster rs10107182 T C 0.012 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10116426 C A 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10153800 A G 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1033667 T C 0.016 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1037169 T C 0.012 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10411958 C T 0.007 0.001 Signal in 1KG rs10413329 G A 0.007 0.001

Male SHBG cluster rs10421262 T G 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1058319 T C 0.009 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs10649697 T TAGA 0.009 0.001 Signal in 1KG rs2409110 A T 0.009 0.001

Male SHBG cluster rs10657979 C CCTT 0.016 0.001 Signal in 1KG rs2160348 T C 0.016 0.001

Male SHBG cluster rs10822153 A C 0.064 0.001 Signal in 1KG rs12355784 A C 0.064 0.001

Male SHBG cluster rs10864086 C A 0.015 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10868080 T A 0.021 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10871794 A G 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs10895277 A G 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs11111274 G A 0.007 0.001 Signal in 1KG rs10860865 T G 0.007 0.001

Male SHBG cluster rs111643014 A G 0.024 0.004 Signal in 1KG rs4713766 A C 0.021 0.004

Male SHBG cluster rs111767734 T G 0.032 0.006 Signal in 1KG No HM proxy

Male SHBG cluster rs111917063 C G 0.019 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs111981233 G T 0.026 0.002 Signal in 1KG rs3810194 C T 0.024 0.002

Male SHBG cluster rs112352679 T C 0.010 0.002 Signal in 1KG rs7410318 T C 0.010 0.002

Male SHBG cluster rs112965849 A AT 0.009 0.002 Signal in 1KG rs748510 T C 0.008 0.001

Male SHBG cluster rs11398692 C CT 0.006 0.001 Signal in 1KG rs677231 T A 0.006 0.001

Male SHBG cluster rs114165349 G C 0.087 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs11419346 C CT 0.006 0.002 Signal in 1KG rs2303084 G C 0.005 0.002

Male SHBG cluster rs114949263 C T 0.019 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs11539938 C T 0.010 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs1154401 G C 0.019 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs11601507 A C 0.016 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs11621792 C T 0.013 0.001 Signal in 1KG rs2332328 C T 0.011 0.001

Male SHBG cluster rs116338429 T C 0.010 0.002 Signal in 1KG rs12019871 C T 0.009 0.002

Male SHBG cluster rs11641834 C T 0.012 0.001 Signal in 1KG rs11641548 A C 0.011 0.001

Male SHBG cluster rs116483731 A G 0.050 0.007 Signal in 1KG No HM proxy

Male SHBG cluster rs11655704 C T 0.031 0.001 Signal in 1KG rs2411984 A G 0.031 0.001

Male SHBG cluster rs11666245 G A 0.016 0.003 Signal in 1KG Signal in HM

Male SHBG cluster rs11671304 C T 0.007 0.001 Signal in 1KG rs7251104 G C 0.007 0.001

Male SHBG cluster rs11732763 A G 0.012 0.002 Signal in 1KG rs17628895 T C 0.012 0.002

Male SHBG cluster rs11734408 G A 0.008 0.001 Signal in 1KG rs17637318 C T 0.008 0.001

Male SHBG cluster rs11739158 T C 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs11743810 T C 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs11856926 G A 0.012 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs11867902 G A 0.021 0.004 Signal in 1KG Signal in HM

Male SHBG cluster rs11994858 G A 0.011 0.001 Signal in 1KG rs2202749 G A 0.011 0.001

Male SHBG cluster rs1203109 C T 0.016 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs12059956 G A 0.008 0.001 Signal in 1KG rs2266782 G A 0.008 0.001

Male SHBG cluster rs1229492 T C 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs12364060 T C 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs12454712 C T 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs12536766 T G 0.005 0.001 Signal in 1KG rs6978392 G A 0.004 0.001

Male SHBG cluster rs12543287 C G 0.011 0.001 Signal in 1KG rs10808961 A G 0.009 0.001

Male SHBG cluster rs1260326 C T 0.038 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs12690320 G A 0.005 0.001 Signal in 1KG rs11091033 C T 0.004 0.001

Male SHBG cluster rs12694450 T C 0.007 0.001 Signal in 1KG rs2030452 G C 0.006 0.001

Male SHBG cluster rs12696304 G C 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs12705095 G T 0.017 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs12797706 A G 0.012 0.001 Signal in 1KG rs3814707 A G 0.012 0.001

Male SHBG cluster rs12818938 T G 0.009 0.002 Signal in 1KG rs7315782 G A 0.009 0.002

Male SHBG cluster rs12928099 A C 0.009 0.001 Signal in 1KG rs3198697 T C 0.006 0.001



Male SHBG cluster rs12950562 T C 0.011 0.001 Signal in 1KG rs12943914 A G 0.011 0.001

Male SHBG cluster rs13042148 C T 0.012 0.002 Signal in 1KG rs1074683 C G 0.005 0.001

Male SHBG cluster rs13108218 A G 0.023 0.001 Signal in 1KG rs6818397 T G 0.014 0.001

Male SHBG cluster rs13280055 G A 0.008 0.002 Signal in 1KG rs11786272 A C 0.004 0.002

Male SHBG cluster rs13315174 G A 0.007 0.001 Signal in 1KG rs3772537 C G 0.007 0.001

Male SHBG cluster rs13379043 C T 0.008 0.001 Signal in 1KG rs2159176 G T 0.006 0.002

Male SHBG cluster rs13389219 T C 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1349852 C A 0.020 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs1351394 T C 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs139974673 T C 0.074 0.004 Signal in 1KG rs481837 C T 0.040 0.003

Male SHBG cluster rs140386498 T A 0.032 0.005 Signal in 1KG No HM proxy

Male SHBG cluster rs140584594 A G 0.012 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs141811210 GTAA G 0.007 0.001 Signal in 1KG rs12094601 A T 0.006 0.001

Male SHBG cluster rs1418334 G A 0.040 0.001 Signal in 1KG rs5942974 A G 0.040 0.001

Male SHBG cluster rs142627977 C CAAGT 0.012 0.001 Signal in 1KG rs12452315 A C 0.012 0.001

Male SHBG cluster rs142740991 C CA 0.008 0.001 rs13026220 G A 0.008 0.001 rs4972356 A G 0.008 0.001

Male SHBG cluster rs143709973 A C 0.014 0.003 Signal in 1KG rs17511686 A G 0.013 0.003

Male SHBG cluster rs144647926 A G 0.012 0.002 Signal in 1KG rs1320527 A T 0.009 0.002

Male SHBG cluster rs144794875 G A 0.010 0.002 Signal in 1KG rs12979519 T A 0.008 0.002

Male SHBG cluster rs145602600 T C 0.071 0.009 Signal in 1KG No HM proxy

Male SHBG cluster rs148082013 G C 0.054 0.010 Signal in 1KG No HM proxy

Male SHBG cluster rs148427769 G C 0.014 0.003 Signal in 1KG rs7061449 T C 0.012 0.003

Male SHBG cluster rs148911629 G C 0.044 0.006 Signal in 1KG No HM proxy

Male SHBG cluster rs149624078 C T 0.098 0.005 Signal in 1KG No HM proxy

Male SHBG cluster rs149663666 T C 0.047 0.007 Signal in 1KG No HM proxy

Male SHBG cluster rs149675684 G A 0.079 0.013 Signal in 1KG No HM proxy

Male SHBG cluster rs1567353 C G 0.006 0.001 Signal in 1KG rs7856320 C T 0.006 0.001

Male SHBG cluster rs1570516 T C 0.006 0.001 Signal in 1KG rs10513272 C T 0.006 0.001

Male SHBG cluster rs157935 G T 0.012 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1640267 C T 0.017 0.001 Signal in 1KG rs2537855 G A 0.017 0.001

Male SHBG cluster rs17036326 G A 0.017 0.002 Signal in 1KG rs17036328 C T 0.017 0.002

Male SHBG cluster rs17050272 A G 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs17145750 T C 0.011 0.002 Signal in 1KG rs11974409 G A 0.010 0.002

Male SHBG cluster rs17185536 T C 0.005 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1730865 G T 0.026 0.001 Signal in 1KG rs1730864 C T 0.026 0.001

Male SHBG cluster rs174528 T C 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs17580 A T 0.030 0.003 Signal in 1KG No HM proxy

Male SHBG cluster rs17583875 A G 0.024 0.004 Signal in 1KG Signal in HM

Male SHBG cluster rs17669311 G A 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs17747324 T C 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1782652 T A 0.013 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1788641 A G 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1799831 C T 0.009 0.002 Signal in 1KG rs2268572 G A 0.008 0.002

Male SHBG cluster rs1799941 A G 0.121 0.001 Signal in 1KG rs12150660 T G 0.116 0.001

Male SHBG cluster rs1801689 A C 0.033 0.004 Signal in 1KG Signal in HM

Male SHBG cluster rs180956060 G A 0.013 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs184640919 G A 0.096 0.019 No 1KG proxy No HM proxy

Male SHBG cluster rs185073832 C A 0.106 0.017 Signal in 1KG No HM proxy

Male SHBG cluster rs1859690 G A 0.015 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs186915841 C T 0.094 0.015 No 1KG proxy No HM proxy

Male SHBG cluster rs1870927 A T 0.006 0.001 Signal in 1KG rs2615799 T C 0.005 0.001

Male SHBG cluster rs1871395 A G 0.033 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs187325356 A T 0.065 0.007 Signal in 1KG No HM proxy

Male SHBG cluster rs187437 G A 0.008 0.001 Signal in 1KG rs41746 A T 0.008 0.001

Male SHBG cluster rs1883783 T G 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1890426 C T 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs190712692 A G 0.014 0.003 Signal in 1KG rs7254892 A G 0.014 0.004

Male SHBG cluster rs191591035 G C 0.102 0.014 Signal in 1KG No HM proxy

Male SHBG cluster rs191884522 C T 0.130 0.015 No 1KG proxy No HM proxy

Male SHBG cluster rs198384 A G 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs1991401 G A 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs199910997 A G 0.010 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs200883214 G GT 0.006 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs201764793 TTTC T 0.009 0.001 Signal in 1KG rs1983639 A G 0.009 0.001

Male SHBG cluster rs202128511 T TTG 0.013 0.001 rs1871269 C T 0.012 0.001 rs1871269 C T 0.012 0.001

Male SHBG cluster rs202200760 C G 0.071 0.003 Signal in 1KG No HM proxy

Male SHBG cluster rs2106854 T C 0.008 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs211644 C T 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2197771 G T 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2216707 C T 0.008 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs2222018 C A 0.013 0.001 Signal in 1KG rs2972144 A G 0.013 0.001

Male SHBG cluster rs2234694 A C 0.013 0.003 Signal in 1KG rs16988435 C T 0.013 0.003

Male SHBG cluster rs2238799 G A 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2239222 G A 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2247213 G A 0.014 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2259305 G A 0.012 0.001 Signal in 1KG rs1772182 G C 0.012 0.001

Male SHBG cluster rs2275560 G A 0.007 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs2277283 C T 0.008 0.001 Signal in 1KG rs3890102 G A 0.009 0.001

Male SHBG cluster rs2283760 C T 0.005 0.001 Signal in 1KG rs5987245 G A 0.005 0.001

Male SHBG cluster rs2287322 G A 0.019 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2288004 G C 0.007 0.001 Signal in 1KG rs2303222 T C 0.007 0.001

Male SHBG cluster rs234051 A G 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2431752 A G 0.010 0.002 Signal in 1KG rs299284 T C 0.010 0.002

Male SHBG cluster rs246192 G C 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2540945 G A 0.006 0.001 Signal in 1KG rs2249105 G A 0.006 0.001

Male SHBG cluster rs2564923 A G 0.008 0.001 Signal in 1KG rs2564940 G A 0.008 0.001

Male SHBG cluster rs267733 A G 0.011 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs2721195 T C 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs2820441 C A 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs28507491 A G 0.014 0.001 Signal in 1KG rs1946959 A G 0.014 0.001

Male SHBG cluster rs28562483 G T 0.011 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs28650012 G C 0.007 0.001 Signal in 1KG rs4581712 A C 0.007 0.001

Male SHBG cluster rs28929474 T C 0.138 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs2905801 T C 0.014 0.001 Signal in 1KG rs2952993 A G 0.014 0.001

Male SHBG cluster rs29681 T C 0.009 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs3006593 C G 0.008 0.001 Signal in 1KG rs2934649 G T 0.007 0.001

Male SHBG cluster rs329122 G A 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs34006916 G A 0.017 0.003 Signal in 1KG rs1106583 C T 0.018 0.003

Male SHBG cluster rs34255979 T C 0.027 0.002 Signal in 1KG rs17651629 T C 0.024 0.002

Male SHBG cluster rs34372369 A G 0.022 0.003 Signal in 1KG rs6954724 A G 0.016 0.002

Male SHBG cluster rs34390319 C T 0.015 0.002 Signal in 1KG rs12769216 T A 0.015 0.002

Male SHBG cluster rs34396520 CA C 0.009 0.001 Signal in 1KG rs3806661 G A 0.009 0.001

Male SHBG cluster rs34651 T C 0.010 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs34771269 CT C 0.012 0.001 Signal in 1KG rs10785870 T C 0.011 0.001

Male SHBG cluster rs34955534 G A 0.020 0.002 Signal in 1KG rs6996954 T C 0.019 0.002

Male SHBG cluster rs35067979 C T 0.017 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs35225944 T TA 0.010 0.001 Signal in 1KG rs7788596 C T 0.010 0.001

Male SHBG cluster rs35234337 C T 0.008 0.001 Signal in 1KG rs10972554 G A 0.005 0.001

Male SHBG cluster rs35526088 T G 0.007 0.001 Signal in 1KG rs3900628 A C 0.005 0.001

Male SHBG cluster rs35654957 T C 0.008 0.001 Signal in 1KG rs4647939 G A 0.006 0.001

Male SHBG cluster rs35824797 C T 0.016 0.002 Signal in 1KG rs12463074 G A 0.016 0.003

Male SHBG cluster rs36013981 A G 0.007 0.001 Signal in 1KG rs12946903 C T 0.007 0.001

Male SHBG cluster rs36086195 T C 0.017 0.001 Signal in 1KG rs1497406 G A 0.017 0.001

Male SHBG cluster rs36103835 T C 0.008 0.001 Signal in 1KG rs2113991 T C 0.006 0.001

Male SHBG cluster rs36108764 G A 0.010 0.002 Signal in 1KG rs2896906 T C 0.010 0.002

Male SHBG cluster rs370654105 C CT 0.007 0.001 rs11071896 A G 0.006 0.001 rs11071896 A G 0.006 0.001

Male SHBG cluster rs3742366 C T 0.009 0.001 Signal in 1KG rs8548 C A 0.009 0.001

Male SHBG cluster rs3746575 G C 0.017 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs3747647 C G 0.008 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs3780190 G A 0.013 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs3781085 T G 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs3782735 A G 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs3795128 C T 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs3809272 G A 0.007 0.001 Signal in 1KG rs1265566 T C 0.006 0.001

Male SHBG cluster rs3812275 C A 0.007 0.001 Signal in 1KG rs2718167 C T 0.007 0.001

Male SHBG cluster rs3927496 A T 0.010 0.001 Signal in 1KG rs11190401 C T 0.008 0.001

Male SHBG cluster rs40270 A C 0.014 0.001 Signal in 1KG rs30000 G A 0.013 0.001

Male SHBG cluster rs4077285 G C 0.012 0.002 Signal in 1KG rs11673628 G C 0.011 0.002

Male SHBG cluster rs41284816 T G 0.020 0.005 Signal in 1KG No HM proxy

Male SHBG cluster rs41412647 C A 0.010 0.001 rs62241124 C A 0.010 0.001 rs2739330 T C 0.010 0.001

Male SHBG cluster rs445 C T 0.014 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs45490496 A T 0.009 0.001 Signal in 1KG rs4983559 G A 0.007 0.001

Male SHBG cluster rs45512696 T C 0.021 0.002 Signal in 1KG rs11671010 C T 0.020 0.002

Male SHBG cluster rs4673528 C T 0.006 0.001 Signal in 1KG rs2287432 C T 0.005 0.001

Male SHBG cluster rs4675682 T C 0.009 0.001 Signal in 1KG rs6740584 T C 0.009 0.001

Male SHBG cluster rs4714001 G A 0.005 0.001 Signal in 1KG rs9394368 C G 0.005 0.001

Male SHBG cluster rs4715316 T C 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs4725944 C G 0.009 0.001 Signal in 1KG rs7789389 G C 0.008 0.001

Male SHBG cluster rs4762755 T C 0.007 0.001 Signal in 1KG rs4762758 A G 0.008 0.001

Male SHBG cluster rs4782568 G C 0.015 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs4809604 T G 0.006 0.001 Signal in 1KG rs1412957 A G 0.006 0.001

Male SHBG cluster rs4812336 A G 0.008 0.001 Signal in 1KG rs4810245 A G 0.008 0.001

Male SHBG cluster rs4841133 G A 0.022 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs4979372 C T 0.013 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs4988308 G A 0.005 0.001 Signal in 1KG rs7944040 T C 0.005 0.001



Male SHBG cluster rs501470 G T 0.015 0.001 Signal in 1KG rs505870 A C 0.015 0.001

Male SHBG cluster rs528350911 C G 0.042 0.008 Signal in 1KG No HM proxy

Male SHBG cluster rs540730 T C 0.018 0.001 Signal in 1KG rs1106766 T C 0.018 0.001

Male SHBG cluster rs549677458 A G 0.100 0.018 Signal in 1KG No HM proxy

Male SHBG cluster rs550628400 G A 0.075 0.008 Signal in 1KG No HM proxy

Male SHBG cluster rs55646464 G T 0.007 0.001 Signal in 1KG rs7705502 G A 0.006 0.001

Male SHBG cluster rs55855238 C T 0.009 0.001 Signal in 1KG rs4092465 G A 0.009 0.001

Male SHBG cluster rs55962409 C A 0.008 0.001 Signal in 1KG rs12599288 T C 0.008 0.001

Male SHBG cluster rs56187480 G A 0.013 0.001 Signal in 1KG rs11630468 A G 0.012 0.001

Male SHBG cluster rs56237852 C A 0.007 0.002 Signal in 1KG rs12380094 G C 0.007 0.002

Male SHBG cluster rs562609617 GT G 0.011 0.001 Signal in 1KG rs17767383 A G 0.010 0.001

Male SHBG cluster rs56332871 A C 0.030 0.001 Signal in 1KG rs8023580 C T 0.029 0.001

Male SHBG cluster rs565471584 T C 0.078 0.012 Signal in 1KG No HM proxy

Male SHBG cluster rs565728741 C CA 0.012 0.002 Signal in 1KG rs1732847 C G 0.011 0.002

Male SHBG cluster rs56853305 G A 0.011 0.002 Signal in 1KG rs1850512 C T 0.009 0.002

Male SHBG cluster rs5749082 T A 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs576009056 G GA 0.007 0.001 Signal in 1KG rs17696392 A T 0.007 0.001

Male SHBG cluster rs58321169 C T 0.008 0.001 Signal in 1KG rs4273712 A G 0.008 0.001

Male SHBG cluster rs591939 A G 0.009 0.001 Signal in 1KG rs646123 G A 0.008 0.001

Male SHBG cluster rs59194935 A G 0.007 0.001 Signal in 1KG rs1523327 T A 0.005 0.001

Male SHBG cluster rs59708846 A G 0.019 0.002 Signal in 1KG rs9970076 G A 0.020 0.002

Male SHBG cluster rs60005573 GGATTAT G 0.008 0.002 Signal in 1KG rs4927912 C A 0.007 0.002

Male SHBG cluster rs60018147 G A 0.013 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs6005840 A G 0.017 0.001 Signal in 1KG rs1547014 T C 0.017 0.001

Male SHBG cluster rs61755050 T C 0.129 0.008 Signal in 1KG No HM proxy

Male SHBG cluster rs61922185 T G 0.010 0.001 Signal in 1KG rs6487172 T C 0.010 0.001

Male SHBG cluster rs61929307 G T 0.007 0.001 Signal in 1KG rs12367370 G A 0.004 0.001

Male SHBG cluster rs62012358 G A 0.007 0.001 Signal in 1KG rs6494130 C G 0.007 0.001

Male SHBG cluster rs62134282 T C 0.007 0.001 Signal in 1KG rs2301741 T C 0.007 0.001

Male SHBG cluster rs62182125 G A 0.006 0.001 Signal in 1KG rs7607369 A G 0.006 0.001

Male SHBG cluster rs62195072 C T 0.008 0.001 Signal in 1KG rs1550532 C G 0.008 0.001

Male SHBG cluster rs62394490 T A 0.011 0.001 Signal in 1KG rs9461224 T G 0.011 0.001

Male SHBG cluster rs62442919 A G 0.007 0.001 Signal in 1KG rs10267825 G C 0.006 0.001

Male SHBG cluster rs6258 C T 0.610 0.007 Signal in 1KG Signal in HM

Male SHBG cluster rs62580766 T C 0.010 0.002 Signal in 1KG rs17806063 G A 0.009 0.002

Male SHBG cluster rs62618693 T C 0.019 0.003 Signal in 1KG No HM proxy

Male SHBG cluster rs631695 T G 0.017 0.001 Signal in 1KG rs3740643 C A 0.016 0.001

Male SHBG cluster rs6480299 C G 0.011 0.001 Signal in 1KG rs6480297 G A 0.011 0.001

Male SHBG cluster rs6595447 T C 0.008 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs6632893 A C 0.006 0.001 Signal in 1KG rs6629176 C T 0.006 0.001

Male SHBG cluster rs665731 T C 0.007 0.002 Signal in 1KG rs586486 C G 0.004 0.002

Male SHBG cluster rs6736913 A G 0.033 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs6750410 A G 0.018 0.002 Signal in 1KG rs7568216 C T 0.018 0.002

Male SHBG cluster rs67527887 T C 0.007 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs6792725 G A 0.012 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs687339 C T 0.028 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs6900473 A G 0.009 0.001 Signal in 1KG rs7451021 T C 0.009 0.001

Male SHBG cluster rs6939861 G A 0.011 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs6950023 G T 0.032 0.002 Signal in 1KG rs3779196 C T 0.031 0.002

Male SHBG cluster rs6965401 G A 0.014 0.003 Signal in 1KG Signal in HM

Male SHBG cluster rs7096937 T C 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs71115649 A AC 0.008 0.001 Signal in 1KG rs937862 C G 0.006 0.001

Male SHBG cluster rs71584764 TA T 0.010 0.002 Signal in 1KG rs3748656 T C 0.010 0.002

Male SHBG cluster rs71586027 TATCTC T 0.010 0.001 Signal in 1KG rs6699729 T A 0.010 0.001

Male SHBG cluster rs7175361 A G 0.009 0.002 Signal in 1KG rs2304580 C T 0.009 0.002

Male SHBG cluster rs7210574 C T 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs7254776 C T 0.005 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs72663907 T G 0.012 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs72683923 C T 0.034 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs72708162 T G 0.016 0.002 Signal in 1KG rs16836630 C G 0.015 0.002

Male SHBG cluster rs72729610 A G 0.010 0.002 Signal in 1KG rs17369400 A G 0.010 0.002

Male SHBG cluster rs72753908 C T 0.011 0.002 Signal in 1KG rs3914699 A G 0.007 0.002

Male SHBG cluster rs7286550 G A 0.008 0.001 Signal in 1KG rs5995498 T G 0.008 0.001

Male SHBG cluster rs72948115 C T 0.012 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs73109480 T C 0.014 0.002 Signal in 1KG rs7790348 T C 0.011 0.002

Male SHBG cluster rs7314285 G T 0.030 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs73266316 T C 0.013 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs73547906 C T 0.006 0.001 Signal in 1KG rs6648534 T C 0.005 0.001

Male SHBG cluster rs738409 G C 0.031 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs73909848 G A 0.014 0.002 Signal in 1KG rs6096186 C T 0.014 0.002

Male SHBG cluster rs7438888 C T 0.071 0.009 Signal in 1KG No HM proxy

Male SHBG cluster rs749761903 A AT 0.008 0.001 rs34783163 A AT 0.008 0.001 rs1890000 T G 0.007 0.001

Male SHBG cluster rs75130744 G C 0.030 0.002 Signal in 1KG rs12320328 A G 0.025 0.002

Male SHBG cluster rs75170914 T C 0.012 0.001 Signal in 1KG rs17128091 C G 0.012 0.001

Male SHBG cluster rs75349541 C T 0.009 0.002 Signal in 1KG rs7817760 C T 0.008 0.002

Male SHBG cluster rs753645751 G GA 0.009 0.002 rs71148383 G GA 0.009 0.002 rs1476099 A G 0.009 0.002

Male SHBG cluster rs7540115 C A 0.009 0.002 Signal in 1KG rs2153278 T C 0.008 0.001

Male SHBG cluster rs757253787 T TC 0.008 0.001 rs71470961 T TC 0.008 0.001 rs12277928 T G 0.007 0.001

Male SHBG cluster rs7623513 C A 0.009 0.002 Signal in 1KG rs11709758 C T 0.009 0.002

Male SHBG cluster rs762450647 CT C 0.007 0.001 rs5848822 CT C 0.007 0.001 rs9311403 T C 0.005 0.001

Male SHBG cluster rs7631981 G A 0.007 0.001 Signal in 1KG rs7374856 A C 0.005 0.001

Male SHBG cluster rs7655064 T C 0.008 0.002 Signal in 1KG rs1511021 T G 0.008 0.002

Male SHBG cluster rs768159759 A AG 0.013 0.002 rs113165924 A AG 0.013 0.002 No HM proxy

Male SHBG cluster rs768651403 GT G 0.008 0.001 rs563720344 GT G 0.008 0.001 rs11264422 A T 0.006 0.001

Male SHBG cluster rs76895963 G T 0.055 0.005 Signal in 1KG No HM proxy

Male SHBG cluster rs7694379 G A 0.021 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs769447487 T TTA 0.011 0.001 rs35842744 T TTA 0.011 0.001 rs2298058 T C 0.011 0.001

Male SHBG cluster rs77044968 C T 0.016 0.003 Signal in 1KG No HM proxy

Male SHBG cluster rs771193934 AGGCATGCTGCCAAA 0.006 0.001 rs139153780 AGGCATGCTGCCAAA 0.006 0.001 No HM proxy

Male SHBG cluster rs771435780 G GGA 0.012 0.001 rs10652572 G GGA 0.012 0.001 rs663892 G A 0.011 0.001

Male SHBG cluster rs7735249 C G 0.018 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs773816354 TAACAGGAGTTAAAT 0.012 0.001 rs71464658 TAACAGGAGTTAAAT 0.012 0.001 rs12882639 T C 0.011 0.001

Male SHBG cluster rs775181992 A AGCCCT 0.010 0.001 rs76976306 A AGCCCT 0.010 0.001 No HM proxy

Male SHBG cluster rs7780562 C A 0.008 0.002 Signal in 1KG rs2391211 C T 0.007 0.002

Male SHBG cluster rs780309846 AAAAAAC A 0.005 0.001 rs200092173 AAAAAAC A 0.005 0.001 rs5934229 C G 0.005 0.001

Male SHBG cluster rs7808613 C G 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs7828742 A G 0.007 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs78319058 T C 0.025 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs78444298 G A 0.026 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs78890745 A G 0.014 0.002 Signal in 1KG rs17288007 G A 0.013 0.003

Male SHBG cluster rs7892835 G A 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs79287178 G A 0.040 0.004 Signal in 1KG No HM proxy

Male SHBG cluster rs79354983 A G 0.016 0.002 Signal in 1KG rs12657064 G A 0.016 0.002

Male SHBG cluster rs79717793 G A 0.025 0.002 Signal in 1KG rs17134608 G A 0.024 0.002

Male SHBG cluster rs8030357 G T 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs8038032 G A 0.011 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs8038465 T C 0.006 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs8066941 T G 0.015 0.001 Signal in 1KG rs9906593 A C 0.015 0.001

Male SHBG cluster rs8176526 C T 0.006 0.001 Signal in 1KG rs8176528 G A 0.006 0.001

Male SHBG cluster rs820503 C A 0.011 0.002 Signal in 1KG rs820506 G A 0.009 0.002

Male SHBG cluster rs856534 A G 0.010 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs860262 A C 0.010 0.001 Signal in 1KG rs849134 G A 0.010 0.001

Male SHBG cluster rs864899 A G 0.009 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs876435 G A 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs904801 A G 0.010 0.001 Signal in 1KG rs4782367 T C 0.008 0.001

Male SHBG cluster rs907866 G A 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs9266184 T G 0.010 0.001 Signal in 1KG No HM proxy

Male SHBG cluster rs9379084 G A 0.015 0.002 Signal in 1KG No HM proxy

Male SHBG cluster rs9697210 G A 0.019 0.002 Signal in 1KG Signal in HM

Male SHBG cluster rs9738226 G A 0.019 0.001 Signal in 1KG rs2393791 T C 0.019 0.001

Male SHBG cluster rs9914426 G C 0.008 0.001 Signal in 1KG Signal in HM

Male SHBG cluster rs997907 C A 0.008 0.001 rs7920217 T C 0.008 0.001 rs2273698 A G 0.008 0.001

Male SHBG cluster X:133611871_AT_A A AT 0.009 0.001 rs17885587 A AT 0.009 0.001 rs6634988 C A 0.009 0.001

Male testosterone cluster 19:48369728_ATTT_A A ATTT 0.018 0.004 rs212101 C A 0.016 0.004 rs296381 T C 0.016 0.004

Male testosterone cluster 22:31358580_CA_C C CA 0.013 0.003 rs11317522 C CA 0.013 0.003 rs7284767 A G 0.010 0.003

Male testosterone cluster 3:152118069_ATTTATAATATGA ATTTATAATATGCCA 0.035 0.005 rs151332772 A ATTTATAATATGCCA 0.035 0.005 rs17370867 C T 0.034 0.005

Male testosterone cluster 5:135639923_GA_G GA G 0.031 0.004 rs34941172 GA G 0.031 0.004 rs11958545 C T 0.030 0.004

Male testosterone cluster 6:100108564_TG_T T TG 0.022 0.003 rs10706082 T TG 0.022 0.003 No HM proxy

Male testosterone cluster 6:28419903_GGT_G GGT G 0.003 0.003 rs34841551 GGT G 0.003 0.003 rs916403 A G 0.005 0.003

Male testosterone cluster 7:78482336_AG_A AG A 0.052 0.009 rs200907201 AG A 0.052 0.009 No HM proxy

Male testosterone cluster 9:140774721_T_C C T 0.017 0.003 rs10867084 C T 0.017 0.003 rs10867084 C T 0.017 0.003

Male testosterone cluster rs10137488 C T 0.042 0.009 Signal in 1KG Signal in HM

Male testosterone cluster rs10192634 T C 0.023 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs10218066 G T 0.006 0.003 Signal in 1KG rs5969987 T C 0.005 0.002

Male testosterone cluster rs10279715 A G 0.018 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs1034948 G A 0.011 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs10510939 C T 0.011 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs10738700 A G 0.013 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs10892924 T A 0.032 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs10982156 A T 0.037 0.006 Signal in 1KG Signal in HM

Male testosterone cluster rs1112195 G A 0.012 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs112265145 C A 0.098 0.002 Signal in 1KG rs5934505 C T 0.097 0.002

Male testosterone cluster rs112530420 C T 0.026 0.004 Signal in 1KG rs17395416 T G 0.023 0.004

Male testosterone cluster rs11389722 G GT 0.013 0.003 Signal in 1KG rs7944852 T A 0.011 0.003

Male testosterone cluster rs11433420 T TA 0.019 0.003 rs67808154 GA G NA NA rs1402398 G A 0.018 0.003



Male testosterone cluster rs11703376 T C 0.034 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs11751920 G C 0.014 0.010 Signal in 1KG No HM proxy

Male testosterone cluster rs12470971 A G 0.017 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs12796488 C A 0.041 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs12810788 G A 0.025 0.004 Signal in 1KG No HM proxy

Male testosterone cluster rs12907068 G A 0.021 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs12910403 G C 0.018 0.003 Signal in 1KG rs12900045 T C 0.018 0.003

Male testosterone cluster rs1349359 A G 0.017 0.003 Signal in 1KG rs1631380 A C 0.016 0.003

Male testosterone cluster rs138271349 T C 0.025 0.005 Signal in 1KG rs4830450 T C 0.026 0.005

Male testosterone cluster rs138529890 A G 0.191 0.008 Signal in 1KG No HM proxy

Male testosterone cluster rs140218129 T TAA 0.025 0.005 Signal in 1KG rs767602 G T 0.026 0.005

Male testosterone cluster rs140498714 C T 0.046 0.010 No 1KG proxy No HM proxy

Male testosterone cluster rs141509569 G GTA 0.020 0.003 Signal in 1KG rs7516840 C G 0.021 0.003

Male testosterone cluster rs1454836 T A 0.013 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs146447930 C T 0.071 0.009 Signal in 1KG No HM proxy

Male testosterone cluster rs147676232 C T 0.055 0.010 No 1KG proxy No HM proxy

Male testosterone cluster rs148262335 TTA T 0.026 0.003 Signal in 1KG rs912202 C G 0.026 0.003

Male testosterone cluster rs1611581 C T 0.011 0.003 Signal in 1KG rs9260599 C A 0.007 0.003

Male testosterone cluster rs1812755 T C 0.026 0.004 Signal in 1KG rs10484012 T C 0.020 0.003

Male testosterone cluster rs190930099 G A 0.073 0.021 Signal in 1KG No HM proxy

Male testosterone cluster rs1933801 T C 0.038 0.003 Signal in 1KG rs7759938 T C 0.038 0.003

Male testosterone cluster rs1994721 G A 0.049 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs200138078 C T 0.042 0.003 Signal in 1KG rs1575775 G A 0.041 0.003

Male testosterone cluster rs2012736 C A 0.048 0.006 Signal in 1KG rs3892170 G C 0.047 0.005

Male testosterone cluster rs2038695 C A 0.021 0.003 Signal in 1KG rs7338818 C T 0.021 0.003

Male testosterone cluster rs204995 A G 0.023 0.003 Signal in 1KG rs204994 C T 0.023 0.003

Male testosterone cluster rs2090409 C A 0.026 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs2156805 A G 0.001 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs2327121 C G 0.015 0.003 Signal in 1KG rs1047381 C T 0.014 0.003

Male testosterone cluster rs243466 C G 0.011 0.002 Signal in 1KG Signal in HM

Male testosterone cluster rs2438086 G A 0.014 0.003 Signal in 1KG rs6758290 C T 0.014 0.003

Male testosterone cluster rs2594948 T C 0.016 0.003 Signal in 1KG rs12693096 C G 0.016 0.003

Male testosterone cluster rs2668776 C T 0.023 0.003 Signal in 1KG rs1398217 G C 0.021 0.003

Male testosterone cluster rs2764772 A T 0.032 0.003 Signal in 1KG rs12931939 T C 0.024 0.004

Male testosterone cluster rs28892005 A AAAG 0.028 0.003 Signal in 1KG rs4775935 T G 0.028 0.003

Male testosterone cluster rs34040779 T C 0.034 0.006 Signal in 1KG rs664595 T C 0.017 0.004

Male testosterone cluster rs34138930 C CA 0.023 0.005 Signal in 1KG rs11832487 A G 0.002 0.004

Male testosterone cluster rs34192788 T A 0.011 0.003 Signal in 1KG rs17379883 G A 0.011 0.003

Male testosterone cluster rs34702488 A T 0.026 0.004 Signal in 1KG rs12740128 C T 0.025 0.004

Male testosterone cluster rs35737316 T C 0.036 0.004 Signal in 1KG rs4951318 C G 0.036 0.004

Male testosterone cluster rs3733897 A G 0.020 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs3742223 T C 0.030 0.005 Signal in 1KG rs6577061 C T 0.021 0.005

Male testosterone cluster rs3751591 A G 0.007 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs375286460 ATAT A 0.016 0.003 Signal in 1KG rs6836994 C A 0.016 0.003

Male testosterone cluster rs3808869 C A 0.017 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs3821866 G C 0.014 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs3841946 C CA 0.033 0.004 Signal in 1KG rs1006895 T C 0.033 0.004

Male testosterone cluster rs41306249 T C 0.026 0.005 Signal in 1KG No HM proxy

Male testosterone cluster rs4333851 G A 0.003 0.004 Signal in 1KG rs7528979 C T 0.002 0.004

Male testosterone cluster rs4483209 T G 0.005 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs4503095 G A 0.020 0.005 Signal in 1KG Signal in HM

Male testosterone cluster rs45446698 G T 0.031 0.008 Signal in 1KG No HM proxy

Male testosterone cluster rs4872310 G A 0.012 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs4919686 A C 0.011 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs503542 G A 0.011 0.003 Signal in 1KG rs625735 A G 0.011 0.003

Male testosterone cluster rs528845403 A AATGTGT 0.199 0.016 Signal in 1KG No HM proxy

Male testosterone cluster rs532320857 C T 0.114 0.029 Signal in 1KG No HM proxy

Male testosterone cluster rs539017487 GT G 0.022 0.003 Signal in 1KG rs2844702 A G 0.019 0.003

Male testosterone cluster rs55795858 C T 0.015 0.003 Signal in 1KG rs2888335 C T 0.013 0.003

Male testosterone cluster rs55867305 G A 0.033 0.003 Signal in 1KG rs4278125 G A 0.032 0.003

Male testosterone cluster rs55869022 C G 0.027 0.005 Signal in 1KG rs7649178 G A 0.026 0.005

Male testosterone cluster rs56196860 A C 0.301 0.009 Signal in 1KG No HM proxy

Male testosterone cluster rs565931739 C CA 0.039 0.004 Signal in 1KG rs10019555 G A 0.037 0.004

Male testosterone cluster rs573396813 CT C 0.018 0.003 Signal in 1KG rs3752210 T A 0.016 0.003

Male testosterone cluster rs5915287 G T 0.008 0.002 Signal in 1KG Signal in HM

Male testosterone cluster rs61762319 G A 0.061 0.009 Signal in 1KG No HM proxy

Male testosterone cluster rs618888 T G 0.023 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs61932784 C A 0.016 0.004 Signal in 1KG rs11612012 C T 0.012 0.004

Male testosterone cluster rs62041532 G T 0.014 0.004 Signal in 1KG rs1973619 A C 0.008 0.004

Male testosterone cluster rs6486542 C T 0.021 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs6616174 G A 0.010 0.002 Signal in 1KG rs12843846 C T 0.010 0.002

Male testosterone cluster rs66956368 T A 0.030 0.004 rs112765699 A G 0.075 0.013 rs3821866 G C 0.014 0.003

Male testosterone cluster rs6729954 T A 0.011 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs6766859 T C 0.031 0.003 Signal in 1KG rs4678408 G A 0.031 0.003

Male testosterone cluster rs7065171 G C 0.018 0.002 Signal in 1KG rs757309 A G 0.018 0.002

Male testosterone cluster rs7265992 G A 0.019 0.004 Signal in 1KG rs17092148 G T 0.018 0.004

Male testosterone cluster rs72664935 C T 0.016 0.003 Signal in 1KG rs2184202 A C 0.016 0.003

Male testosterone cluster rs73631501 C T 0.010 0.004 Signal in 1KG rs5933745 G C 0.011 0.004

Male testosterone cluster rs745486 C T 0.015 0.003 Signal in 1KG rs901992 G C 0.014 0.003

Male testosterone cluster rs754959778 C CGT 0.001 0.003 rs139427260 C CGT 0.001 0.003 rs12946718 C A 0.001 0.004

Male testosterone cluster rs7610366 T C 0.021 0.003 Signal in 1KG rs7621942 C T 0.021 0.003

Male testosterone cluster rs7679843 G C 0.043 0.005 Signal in 1KG Signal in HM

Male testosterone cluster rs776715248 C T 0.534 0.036 No 1KG proxy No HM proxy

Male testosterone cluster rs7773995 C T 0.024 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs778239811 TAC T 0.018 0.002 Signal in 1KG rs2473057 T C 0.019 0.002

Male testosterone cluster rs7835492 C T 0.025 0.004 Signal in 1KG rs10101710 A T 0.039 0.036

Male testosterone cluster rs7844586 C T 0.020 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs7872329 A T 0.009 0.003 Signal in 1KG Signal in HM

Male testosterone cluster rs7912521 C T 0.049 0.003 Signal in 1KG rs7908228 G T 0.049 0.003

Male testosterone cluster rs7915430 T G 0.025 0.004 Signal in 1KG Signal in HM

Male testosterone cluster rs79310511 G A 0.029 0.007 Signal in 1KG rs16867808 C T 0.021 0.006

Male testosterone cluster rs796177770 C CA 0.011 0.003 rs34632402 C CA 0.011 0.003 rs7897089 G A 0.010 0.003

Male testosterone cluster rs8076703 C T 0.016 0.003 Signal in 1KG rs4427867 A G 0.016 0.003

Male testosterone cluster rs829593 G A 0.011 0.003 Signal in 1KG rs829596 A C 0.011 0.003

Male testosterone cluster rs9383605 A T 0.019 0.003 Signal in 1KG rs3020418 G A 0.019 0.003

Male testosterone cluster rs9986829 A G 0.041 0.003 Signal in 1KG rs17168570 C A 0.038 0.003

Male testosterone cluster X:135998134_CA_C CA C 0.009 0.002 rs144354831 CA C 0.009 0.002 rs1190734 G A 0.007 0.002

Male testosterone cluster X:146434326_GTTT_G GTTT G 0.017 0.002 rs368611801 GTTT G 0.017 0.002 rs5951961 G C 0.016 0.002

Male testosterone cluster X:54243748_CA_C CA C 0.016 0.003 X:54243748 CA C 0.016 0.003 No HM proxy

Male testosterone cluster X:54424009_CT_C CT C 0.015 0.005 rs35118847 CT C 0.015 0.005 No HM proxy

1KG = 1000 Genomes

HM = HapMap2

NA = missing in hormone results

SE = standard error

Notes: Weights are effects from the SHBG analysis (not adjusted for BMI) for male and female SHBG clusters, the total testosterone analysis for the male and female testosterone clusters and the estradiol analysis for the male estradiol cluster.



Supplementary Table S17: Two sample Mendelian randomization results of sex hormone genetic instruments in men identified from clustering analysis on hormone outcomes in men.

Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta/OR* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants

Estradiol cluster Bioavailable testosterone ‐0.87 (‐1.79,0.06) 0.06 ‐2.39 (‐4.88,0.11) 0.06 0.18 ‐0.66 (‐1.26,‐0.06) 0.02 14

Estradiol cluster Estradiol 2.72 (2.54,2.9) 7.0E‐14 2.72 (2.26,3.27) 6.5E‐08 1.00 2.72 (2.41,3.07) 1.4E‐70 14

Estradiol cluster SHBG 0.2 (0.06,0.34) 0.01 0.16 (‐0.25,0.58) 0.41 0.85 0.17 (0.04,0.31) 4.9E‐03 14

Estradiol cluster Total testosterone ‐0.35 (‐1.18,0.49) 0.39 ‐1.87 (‐4.08,0.35) 0.09 0.14 0.08 (‐0.44,0.6) 0.74 14

SHBG cluster Bioavailable testosterone ‐0.2 (‐0.24,‐0.17) 9.4E‐24 ‐0.25 (‐0.3,‐0.2) 3.7E‐19 0.02 ‐0.27 (‐0.32,‐0.22) 1.1E‐24 362

SHBG cluster Estradiol 1.06 (1.05,1.06) 1.2E‐36 1.05 (1.04,1.06) 8.4E‐19 0.26 1.05 (1.04,1.06) 5.3E‐17 362

SHBG cluster SHBG 1 (0.99,1.01) 0.0E+00 1 (0.99,1.01) 0.0E+00 3.0E‐31 1 (0.98,1.02) 0.0E+00 362

SHBG cluster Total testosterone 1.54 (1.51,1.58) 6.2E‐255 1.49 (1.45,1.54) 4.7E‐202 1.2E‐03 1.63 (1.57,1.68) 0.0E+00 362

Testosterone cluster Bioavailable testosterone 1.23 (1.18,1.27) 1.3E‐86 1.12 (1.06,1.18) 1.1E‐66 4.0E‐06 1.22 (1.15,1.29) 9.3E‐269 122

Testosterone cluster Estradiol 1.06 (1.05,1.08) 1.0E‐12 1.09 (1.07,1.12) 2.4E‐12 3.0E‐03 1.08 (1.06,1.09) 1.1E‐40 122

Testosterone cluster SHBG 0 (‐0.03,0.02) 0.66 0.04 (0.02,0.07) 2.7E‐03 1.0E‐05 ‐0.01 (‐0.03,0.02) 0.58 122

Testosterone cluster Total testosterone 1 (0.98,1.02) 8.3E‐114 1 (0.97,1.03) 2.5E‐93 1.2E‐50 1 (0.96,1.04) 0.0E+00 122
* All effects are betas except for estradiol which is presented as an odds ratio.

Note: P values<0.05 are in bold.



Supplementary Table S18: Two sample Mendelian randomization results of sex hormone genetic instruments in women identified from clustering analysis on hormone outcomes in women.

Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta/OR* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants

SHBG cluster Bioavailable testosterone ‐0.93 (‐0.96,‐0.9) 4.2E‐182 ‐0.86 (‐0.9,‐0.81) 1.5E‐124 3.2E‐05 ‐0.92 (‐0.96,‐0.87) 0.0E+00 373

SHBG cluster SHBG 1 (0.99,1.01) 0.0E+00 1 (0.98,1.02) 9.1E‐310 4.9E‐54 1 (0.98,1.02) 0.0E+00 373

SHBG cluster Total testosterone 0.15 (0.1,0.2) 3.9E‐08 0.24 (0.16,0.31) 5.2E‐10 8.1E‐04 0.19 (0.15,0.23) 3.1E‐23 373

Testosterone cluster Bioavailable testosterone 0.52 (0.5,0.54) 1.5E‐143 0.51 (0.48,0.54) 2.3E‐88 0.43 0.52 (0.5,0.55) 0.0E+00 241

Testosterone cluster SHBG ‐0.01 (‐0.02,0.01) 0.26 ‐0.01 (‐0.04,0.01) 0.27 0.58 ‐0.01 (‐0.02,0.01) 0.48 241

Testosterone cluster Total testosterone 1 (0.99,1.01) 4.6E‐235 1 (0.98,1.02) 1.0E‐175 6.8E‐25 1 (0.96,1.04) 0.0E+00 241

Note: P values<0.05 are in bold.



Supplementary Table S19: Study details for outcome traits included in Mendelian Randomization analyses.

Trait type Outcome Phenotype details (transformation and units) GWAS consortium Male N Female N UKB included Notes Ref/DOI

Metabolic outcome BMI

Inverse normal transformed so effect size is in standard 

deviations GIANT 152,893 171,977 No European; Part of multi‐ancestry meta‐analysis

Locke AE, Kahali B, Berndt SI, Justice AE, Pers TH, Day FR, 

Powell C, Vedantam S, Buchkovich ML, Yang J, et al. Genetic 

studies of body mass index yield new insights for obesity 

biology. Nature [Internet]. 2015;518(7538):197–206. doi: 

10.1038/nature14177

Metabolic outcome Fasting glucose Measured in  mmol/L. Untransformed. MAGIC 67,506 73,089 No European

Fasting glucose and insulin variability: sex‐dimorphic genetic 

effects and novel loci. Vasiliki Lagou, Reedik Mägi, Jouke‐Jan J 

Hottenga, et al., (2019) IN PREPARATION. 

Data on glycaemic traits have been contributed by MAGIC 

investigators and have been downloaded from 

www.magicinvestigators.org

Metabolic outcome Fasting insulin Measured in pmol/L. ln transformed. MAGIC 47,806 50,404 No European

Fasting glucose and insulin variability: sex‐dimorphic genetic 

effects and novel loci. Vasiliki Lagou, Reedik Mägi, Jouke‐Jan J 

Hottenga, et al., (2019) IN PREPARATION. 

Data on glycaemic traits have been contributed by MAGIC 

investigators and have been downloaded from 

www.magicinvestigators.org

Metabolic outcome PCOS Diagnosis by NIH or Rotterdam criteria or self‐reported. NA

10,074 cases/ 

103,164 

controls No European

Day F, Karaderi T, Jones MR, Meun C, He C, Drong A, Kraft P, 

Lin N, Huang H, Broer L, et al. Large‐scale genome‐wide meta‐

analysis of polycystic ovary syndrome suggests shared genetic 

architecture for different diagnosis criteria. Cotsapas C, 

editor. PLOS Genet [Internet]. PLOS Genetics; 2018 Dec 19 

[cited 2019 May 24];14(12):e1007813. Available from: 

http://dx.plos.org/10.1371/journal.pgen.1007813

Metabolic outcome PCOS Self‐reported PCOS NA

5,184 cases/ 

82,759 controls No European

Day FR, Hinds DA, Tung JY, Stolk L, Styrkarsdottir U, Saxena R, 

Bjonnes A, Broer L, Dunger DB, Halldorsson B V., et al. Causal 

mechanisms and balancing selection inferred from genetic 

associations with polycystic ovary syndrome. Nat Commun 

[Internet]. Nature Publishing Group, a division of Macmillan 

Publishers Limited. All Rights Reserved.; 2015;6:8464. 

Available from: http://dx.doi.org/10.1038/ncomms9464

Metabolic outcome T2D NA DIAGRAM

34,990 cases / 

150,760 

controls

17,790 cases / 

243,645 

controls No

European; Provided sex‐specific betas from analyses 

excluding UK Biobank.

Mahajan A, Taliun D, Thurner M, Robertson NR, Torres JM, 

Rayner NW, Payne AJ, Steinthorsdottir V, Scott RA, Grarup N, 

et al. Fine‐mapping type 2 diabetes loci to single‐variant 

resolution using high‐density imputation and islet‐specific 

epigenome maps. Nat Genet. 2018;50(11):1505–1513. doi: 

10.1038/s41588‐018‐0241‐6

Metabolic outcome WHR adjusted for BMI

Inverse normal transformed so effect size is in standard 

deviations GIANT 93,480 116,742 No European

Shungin D, Winkler T, Croteau‐Chonka DC, Ferreira T, Locke 

AE, Mägi R, Strawbridge RJ, Pers TH, Fischer K, Justice AE, et 

al. New genetic loci link adipose and insulin biology to body 

fat distribution. Nature. 2015;518(7538):187–196. doi: 

10.1038/nature14132

Body composition Android fat

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Body composition Android lean

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Body composition Gynoid fat

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Body composition Gynoid lean

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Body composition Subcutaneous fat

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Body composition Visceral fat

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Metabolic outcome Total fat

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Metabolic outcome Total lean

Log transformed, adjusted for age and up to 10 PCs; 

residuals rank‐based inverse normal transformed

UK Biobank, 

Fenland, EPIC‐

Norfolk 9,102 10,406 Yes

Female cancer Breast cancer

Breast cancer risks obtained from meta‐GWAS of case‐

control and cohort studies. BCAC

105,974 / 

122,977 No European ancestries PMID: 29059683 Michailidou et al

Female cancer Breast cancer, ER positive subtype

Breast cancer risks obtained from meta‐GWAS of case‐

control and cohort studies, with cases restricted to 

estrogen receptor positive histological subtype. BCAC 69,501 / 95,039  No European ancestries PMID: 29059683 Michailidou et al

Female cancer Breast cancer, ER negative subtype

Breast cancer risks obtained from meta‐GWAS of case‐

control and cohort studies, with cases restricted to 

estrogen receptor negative histological subtype. BCAC

21,468 / 

100,594  No European ancestries PMID: 29059683 Michailidou et al

Female cancer Endometrial cancer

Endometrial cancer risks obtained from meta‐GWAS of 

case‐control studies.

ECAC 

(Supplementary 

Information) 12,270 / 46,126 No European ancestries PMID: 30093612 O'Mara et al

Female cancer Endometrial cancer ‐ endometrioid subtype

Endometrial cancer risks obtained from meta‐GWAS of 

case‐control studies, with cases restricted to those with 

endometrioid histology.

ECAC 

(Supplementary 

Information) 8,758 / 46,126 No European ancestries PMID: 30093612 O'Mara et al

Female cancer

Endometrial cancer ‐ non‐endometrioid 

subtype

Endometrial cancer risks obtained from meta‐GWAS of 

case‐control studies, with cases restricted to those 

known to have non‐endometrioid histology.

ECAC 

(Supplementary 

Information) 1,230 / 38,224 No European ancestries PMID: 30093612 O'Mara et al

Female cancer Ovarian cancer

Ovarian cancer risks obtained from meta‐GWAS of case‐

control studies. OCAC 25,509 / 40,941 No European ancestries PMID: 28346442 Phelan et al

Male cancer Prostate cancer

Prostate cancer risks obtained from meta‐GWAS of 

case‐control studies. PRACTICAL

67,158 / 

48,350 No European ancestries PMID: 29892016 Schumacher et al



Supplementary Table S20: Results of two sample Mendelian randomization analysis in men of sex hormone genetic instruments on metabolic outcomes.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta/OR* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants Beta/OR* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants

Total testosterone BMI ‐0.03 (‐0.08,0.03) 0.33 0.02 (‐0.06,0.1) 0.70 0.18 0 (‐0.05,0.05) 0.99 183 ‐0.02 (‐0.06,0.01) 0.19 ‐0.01 (‐0.06,0.05) 0.83 0.38 0 (‐0.05,0.05) 0.99 156

Total testosterone Fasting glucose ‐0.04 (‐0.09,0.01) 0.08 0.01 (‐0.1,0.12) 0.83 0.28 ‐0.02 (‐0.07,0.03) 0.42 109 ‐0.04 (‐0.08,‐0.01) 0.02 ‐0.05 (‐0.14,0.03) 0.19 0.75 ‐0.02 (‐0.07,0.03) 0.50 91

Total testosterone Fasting insulin ‐0.01 (‐0.05,0.03) 0.47 0.02 (‐0.05,0.09) 0.65 0.29 ‐0.01 (‐0.06,0.04) 0.58 109 ‐0.01 (‐0.04,0.02) 0.51 ‐0.03 (‐0.08,0.03) 0.37 0.53 ‐0.01 (‐0.07,0.04) 0.59 91

Total testosterone T2D 0.85 (0.77,0.95) 2.4E‐03 1.06 (0.91,1.23) 0.48 5.7E‐04 0.96 (0.87,1.06) 0.45 206 0.9 (0.82,0.98) 0.02 1 (0.88,1.14) 0.99 0.04 0.96 (0.88,1.06) 0.45 176

Total testosterone Total fat ‐0.14 (‐0.22,‐0.06) 8.9E‐04 ‐0.07 (‐0.2,0.06) 0.27 0.17 ‐0.11 (‐0.24,0.01) 0.08 210 ‐0.13 (‐0.21,‐0.05) 2.2E‐03 ‐0.11 (‐0.23,0.02) 0.09 0.66 ‐0.11 (‐0.25,0.02) 0.09 180

Total testosterone Total lean ‐0.03 (‐0.11,0.05) 0.45 0.02 (‐0.11,0.14) 0.81 0.34 ‐0.1 (‐0.23,0.03) 0.13 210 ‐0.03 (‐0.11,0.05) 0.51 ‐0.02 (‐0.15,0.1) 0.71 0.94 ‐0.1 (‐0.23,0.03) 0.13 180

Total testosterone WHR adjusted for BMI ‐0.01 (‐0.05,0.04) 0.82 ‐0.01 (‐0.09,0.08) 0.85 0.94 ‐0.03 (‐0.09,0.03) 0.32 159 ‐0.01 (‐0.06,0.03) 0.53 0.01 (‐0.08,0.09) 0.88 0.56 ‐0.03 (‐0.09,0.03) 0.33 135

Bioavailable testosterone BMI ‐0.06 (‐0.16,0.04) 0.22 0.09 (‐0.14,0.33) 0.42 0.14 0 (‐0.07,0.06) 0.92 94 ‐0.03 (‐0.09,0.03) 0.33 ‐0.02 (‐0.16,0.13) 0.79 0.87 0 (‐0.07,0.07) 0.96 90

Bioavailable testosterone Fasting glucose ‐0.07 (‐0.14,0) 0.05 ‐0.17 (‐0.37,0.03) 0.10 0.31 ‐0.03 (‐0.09,0.03) 0.36 53 ‐0.06 (‐0.13,0.01) 0.08 ‐0.21 (‐0.41,‐0.01) 0.04 0.13 ‐0.02 (‐0.08,0.05) 0.56 51

Bioavailable testosterone Fasting insulin ‐0.01 (‐0.08,0.06) 0.86 0.03 (‐0.16,0.22) 0.74 0.67 0 (‐0.07,0.08) 0.97 53 0.01 (‐0.04,0.07) 0.59 ‐0.06 (‐0.21,0.09) 0.44 0.30 0 (‐0.07,0.08) 0.93 51

Bioavailable testosterone T2D 0.91 (0.79,1.05) 0.18 1.06 (0.81,1.38) 0.66 0.18 1.04 (0.9,1.2) 0.61 99 0.94 (0.84,1.05) 0.27 0.98 (0.79,1.22) 0.87 0.63 1.04 (0.9,1.2) 0.56 95

Bioavailable testosterone Total fat ‐0.03 (‐0.17,0.12) 0.72 0.04 (‐0.21,0.29) 0.74 0.52 0.06 (‐0.13,0.25) 0.53 102 ‐0.02 (‐0.15,0.12) 0.81 0.03 (‐0.21,0.27) 0.82 0.65 0.07 (‐0.12,0.26) 0.45 98

Bioavailable testosterone Total lean 0.18 (0.03,0.33) 0.02 0.19 (‐0.07,0.46) 0.15 0.94 0.16 (‐0.05,0.37) 0.12 102 0.2 (0.05,0.35) 8.8E‐03 0.17 (‐0.09,0.43) 0.20 0.79 0.16 (‐0.05,0.38) 0.13 98

Bioavailable testosterone WHR adjusted for BMI 0.03 (‐0.03,0.1) 0.31 ‐0.01 (‐0.18,0.16) 0.93 0.62 0.02 (‐0.07,0.11) 0.66 85 0.03 (‐0.04,0.09) 0.43 0 (‐0.18,0.17) 0.97 0.72 0.02 (‐0.07,0.11) 0.66 82

Testosterone cluster BMI ‐0.01 (‐0.08,0.06) 0.79 ‐0.01 (‐0.16,0.14) 0.90 0.99 0.04 (‐0.05,0.14) 0.33 89 ‐0.03 (‐0.1,0.04) 0.44 ‐0.03 (‐0.19,0.12) 0.69 0.95 ‐0.02 (‐0.12,0.07) 0.62 86

Testosterone cluster Fasting glucose ‐0.13 (‐0.22,‐0.04) 7.3E‐03 ‐0.35 (‐0.56,‐0.14) 1.3E‐03 0.02 ‐0.09 (‐0.18,0) 0.03 47 ‐0.05 (‐0.11,0.01) 0.10 ‐0.15 (‐0.3,‐0.01) 0.03 0.11 ‐0.08 (‐0.17,0.01) 0.06 46

Testosterone cluster Fasting insulin 0 (‐0.06,0.06) 0.96 ‐0.08 (‐0.22,0.05) 0.23 0.15 ‐0.02 (‐0.11,0.08) 0.73 50 0.01 (‐0.05,0.08) 0.66 ‐0.05 (‐0.2,0.09) 0.46 0.27 0 (‐0.1,0.1) 0.97 48

Testosterone cluster T2D 0.86 (0.76,0.98) 0.02 0.88 (0.72,1.09) 0.24 0.77 1.05 (0.88,1.25) 0.59 94 0.87 (0.76,0.99) 0.04 0.85 (0.65,1.1) 0.22 0.86 0.86 (0.71,1.03) 0.10 89

Testosterone cluster Total fat ‐0.01 (‐0.17,0.15) 0.90 0.03 (‐0.22,0.29) 0.79 0.66 0.13 (‐0.12,0.37) 0.32 97 ‐0.08 (‐0.27,0.12) 0.44 ‐0.14 (‐0.55,0.27) 0.49 0.71 ‐0.06 (‐0.36,0.24) 0.69 92

Testosterone cluster Total lean 0.18 (0,0.36) 0.05 0.19 (‐0.09,0.47) 0.18 0.91 0.18 (‐0.07,0.43) 0.16 97 0.14 (‐0.07,0.36) 0.19 0.14 (‐0.31,0.59) 0.54 0.99 0.23 (‐0.05,0.51) 0.10 92

Testosterone cluster WHR adjusted for BMI 0.04 (‐0.04,0.12) 0.31 ‐0.05 (‐0.22,0.13) 0.60 0.26 ‐0.02 (‐0.14,0.11) 0.81 80 0.04 (‐0.04,0.13) 0.33 ‐0.07 (‐0.26,0.12) 0.49 0.20 ‐0.03 (‐0.16,0.1) 0.64 78

SHBG BMI 0.08 (0.01,0.14) 0.01 ‐0.01 (‐0.08,0.07) 0.84 7.4E‐04 0 (‐0.06,0.06) 0.99 283 0.04 (‐0.02,0.1) 0.17 ‐0.01 (‐0.08,0.07) 0.85 0.04 0 (‐0.06,0.06) 0.99 229

SHBG Fasting glucose ‐0.01 (‐0.09,0.07) 0.87 0.13 (‐0.01,0.28) 0.08 0.03 0 (‐0.1,0.1) 0.97 160 ‐0.05 (‐0.12,0.02) 0.16 ‐0.01 (‐0.14,0.12) 0.83 0.51 0 (‐0.09,0.1) 0.97 125

SHBG Fasting insulin ‐0.02 (‐0.09,0.06) 0.65 0.06 (‐0.06,0.17) 0.35 0.11 ‐0.02 (‐0.12,0.07) 0.64 164 ‐0.01 (‐0.08,0.06) 0.72 0 (‐0.11,0.1) 0.95 0.82 ‐0.02 (‐0.11,0.07) 0.61 125

SHBG T2D 0.73 (0.6,0.9) 2.7E‐03 1.02 (0.78,1.34) 0.89 6.2E‐04 0.94 (0.8,1.1) 0.42 319 0.78 (0.66,0.92) 2.8E‐03 0.93 (0.75,1.16) 0.54 0.02 0.94 (0.8,1.1) 0.41 263

SHBG Total fat ‐0.05 (‐0.19,0.1) 0.53 ‐0.16 (‐0.36,0.03) 0.10 0.10 ‐0.22 (‐0.46,0.03) 0.09 324 ‐0.07 (‐0.2,0.07) 0.35 ‐0.17 (‐0.36,0.02) 0.08 0.12 ‐0.22 (‐0.45,0.02) 0.07 267

SHBG Total lean ‐0.01 (‐0.15,0.14) 0.94 ‐0.01 (‐0.21,0.2) 0.96 0.99 ‐0.18 (‐0.41,0.04) 0.11 324 ‐0.03 (‐0.17,0.12) 0.71 0.01 (‐0.19,0.21) 0.91 0.58 ‐0.19 (‐0.43,0.06) 0.13 267

SHBG WHR adjusted for BMI ‐0.02 (‐0.1,0.06) 0.65 0.07 (‐0.06,0.2) 0.32 0.10 0.04 (‐0.07,0.16) 0.43 250 ‐0.03 (‐0.11,0.06) 0.53 0.07 (‐0.06,0.19) 0.28 0.05 0.04 (‐0.07,0.16) 0.46 201

SHBG cluster BMI 0.07 (0.01,0.13) 0.03 0 (‐0.08,0.08) 0.95 5.4E‐03 0 (‐0.06,0.06) 0.99 289 0.04 (‐0.02,0.1) 0.20 ‐0.01 (‐0.08,0.07) 0.88 0.06 0 (‐0.06,0.06) 0.99 235

SHBG cluster Fasting glucose ‐0.01 (‐0.08,0.07) 0.88 0.12 (‐0.02,0.27) 0.09 0.03 0 (‐0.1,0.1) 0.97 167 ‐0.05 (‐0.12,0.02) 0.18 ‐0.02 (‐0.15,0.11) 0.74 0.64 0 (‐0.1,0.1) 0.97 129

SHBG cluster Fasting insulin ‐0.02 (‐0.09,0.06) 0.67 0.06 (‐0.06,0.18) 0.31 0.10 ‐0.02 (‐0.12,0.07) 0.63 166 ‐0.01 (‐0.08,0.06) 0.83 ‐0.01 (‐0.11,0.1) 0.92 0.96 ‐0.02 (‐0.12,0.07) 0.62 126

SHBG cluster T2D 0.72 (0.59,0.89) 1.8E‐03 1.03 (0.79,1.36) 0.82 2.5E‐04 0.94 (0.8,1.09) 0.40 324 0.78 (0.66,0.92) 2.7E‐03 0.93 (0.74,1.15) 0.49 0.02 0.94 (0.79,1.11) 0.44 269

SHBG cluster Total fat ‐0.08 (‐0.22,0.06) 0.28 ‐0.16 (‐0.37,0.04) 0.11 0.23 ‐0.22 (‐0.45,0.02) 0.07 330 ‐0.09 (‐0.23,0.05) 0.19 ‐0.18 (‐0.37,0.02) 0.07 0.23 ‐0.22 (‐0.46,0.02) 0.07 274

SHBG cluster Total lean ‐0.02 (‐0.16,0.13) 0.81 0.01 (‐0.2,0.21) 0.95 0.74 ‐0.18 (‐0.41,0.04) 0.11 330 ‐0.04 (‐0.18,0.11) 0.64 0.02 (‐0.19,0.22) 0.87 0.47 ‐0.19 (‐0.43,0.05) 0.12 274

SHBG cluster WHR adjusted for BMI ‐0.01 (‐0.1,0.07) 0.73 0.06 (‐0.07,0.19) 0.39 0.16 0.04 (‐0.07,0.16) 0.43 255 ‐0.02 (‐0.1,0.06) 0.61 0.06 (‐0.07,0.18) 0.37 0.11 0.04 (‐0.08,0.17) 0.48 205

Estradiol BMI 0.4 (‐0.3,1.1) 0.23 ‐0.63 (‐2.47,1.21) 0.46 0.21 0.2 (‐0.43,0.83) 0.47 10 0.04 (‐0.6,0.68) 0.88 0.35 (‐1.31,2) 0.62 0.53 0.08 (‐0.67,0.83) 0.78 6

Estradiol Fasting glucose 0.58 (‐2.27,3.43) 0.60 ‐11.05 (‐22.23,0.12) 0.07 0.06 ‐0.31 (‐1.23,0.6) 0.34 5 ‐0.12 (‐5.78,5.55) 0.84 NA NA NA ‐0.12 (‐6.19,5.96) 0.81 2

Estradiol Fasting insulin 0.12 (‐0.95,1.19) 0.80 ‐1.71 (‐3.91,0.48) 0.11 0.08 ‐0.39 (‐1.05,0.28) 0.16 7 ‐0.12 (‐1.4,1.16) 0.78 ‐1.23 (‐3.82,1.35) 0.27 0.27 ‐0.19 (‐1.14,0.76) 0.53 4

Estradiol T2D 1.56 (0.21,11.73) 0.64 0.16 (0,12.1) 0.38 0.22 1.02 (0.24,4.37) 0.98 15 2.17 (0.24,19.2) 0.43 0.07 (0,1.73) 0.10 0.03 1.03 (0.21,5.14) 0.96 8

Estradiol Total fat ‐0.26 (‐1.5,0.99) 0.67 0.35 (‐2.65,3.35) 0.81 0.64 ‐0.61 (‐2.18,0.96) 0.41 18 ‐0.38 (‐1.9,1.14) 0.59 ‐2.01 (‐5.65,1.62) 0.25 0.30 ‐0.73 (‐2.58,1.11) 0.37 11

Estradiol Total lean 0.18 (‐0.96,1.32) 0.74 0 (‐2.77,2.76) 1.00 0.88 1.03 (‐0.53,2.59) 0.16 18 ‐0.02 (‐1.54,1.5) 0.98 ‐0.37 (‐4.22,3.48) 0.84 0.83 0.83 (‐1.03,2.69) 0.32 11

Estradiol WHR adjusted for BMI ‐1.11 (‐1.77,‐0.45) 4.1E‐03 ‐2.09 (‐3.84,‐0.34) 0.03 0.21 ‐1.33 (‐2.14,‐0.51) 2.5E‐04 10 ‐0.88 (‐1.84,0.09) 0.07 ‐2.47 (‐4.6,‐0.35) 0.04 0.05 ‐1.22 (‐2.22,‐0.22) 1.8E‐03 6

Estradiol cluster BMI 0.1 (‐0.46,0.65) 0.69 0.35 (‐1.33,2.03) 0.63 0.63 0.17 (‐0.5,0.85) 0.53 7 0.06 (‐0.67,0.78) 0.84 0.38 (‐1.64,2.4) 0.64 0.63 0.11 (‐0.69,0.92) 0.69 5

Estradiol cluster Fasting glucose ‐0.25 (‐1.13,0.63) 0.43 ‐1.71 (‐11.04,7.62) 0.62 0.57 ‐0.41 (‐1.44,0.63) 0.21 4 ‐0.12 (‐5.78,5.55) 0.84 NA NA NA ‐0.12 (‐6.01,5.78) 0.80 2

Estradiol cluster Fasting insulin ‐0.25 (‐0.88,0.39) 0.34 ‐0.72 (‐2.57,1.12) 0.36 0.48 ‐0.39 (‐1.12,0.34) 0.13 5 ‐0.29 (‐1.75,1.17) 0.49 ‐0.85 (‐5.89,4.19) 0.60 0.70 ‐0.3 (‐1.53,0.93) 0.29 3

Estradiol cluster T2D 1.3 (0.16,10.53) 0.78 0.46 (0,151.59) 0.77 0.67 1.02 (0.22,4.78) 0.97 10 2.85 (0.24,33.22) 0.32 0.13 (0,20.23) 0.36 0.16 1.11 (0.16,7.55) 0.89 6

Estradiol cluster Total fat 0.08 (‐1.22,1.39) 0.89 0.14 (‐3.88,4.15) 0.94 0.98 ‐0.5 (‐2.21,1.21) 0.53 13 ‐0.06 (‐1.7,1.59) 0.94 ‐0.67 (‐5.52,4.18) 0.76 0.76 ‐0.65 (‐2.63,1.33) 0.45 9

Estradiol cluster Total lean 0.01 (‐1.49,1.51) 0.99 ‐0.73 (‐5.32,3.86) 0.74 0.72 1.12 (‐0.7,2.94) 0.18 13 ‐0.13 (‐1.94,1.67) 0.87 0.34 (‐4.99,5.68) 0.89 0.83 1.12 (‐0.95,3.19) 0.21 9

Estradiol cluster WHR adjusted for BMI ‐1.2 (‐2.09,‐0.3) 0.02 ‐2.29 (‐4.99,0.4) 0.09 0.34 ‐1.39 (‐2.3,‐0.49) 1.7E‐04 7 ‐0.96 (‐2.1,0.18) 0.08 ‐2.66 (‐5.26,‐0.06) 0.07 0.10 ‐1.26 (‐2.37,‐0.16) 1.5E‐03 5

* All effects are betas except for T2D which is presented as an odds ratio.

Note: P values<0.05 are in bold.



Supplementary Table S21: Results of two sample Mendelian randomization analysis in women of sex hormone genetic instruments on metabolic outcomes.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta/OR
* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants Beta/OR* (95% CI) P Beta/OR* (95% CI) P Intercept P Beta/OR* (95% CI) P N variants

Total testosterone BMI 0.02 (‐0.01,0.06) 0.16 0.02 (‐0.06,0.09) 0.67 0.84 0.02 (‐0.02,0.06) 0.34 214 0.02 (‐0.01,0.06) 0.12 0.02 (‐0.06,0.09) 0.67 0.78 0.02 (‐0.02,0.07) 0.32 166

Total testosterone Fasting glucose 0.01 (‐0.03,0.04) 0.58 0.04 (‐0.04,0.13) 0.28 0.35 0 (‐0.04,0.04) 0.99 116 0 (‐0.03,0.03) 0.86 0.02 (‐0.05,0.09) 0.64 0.55 0 (‐0.04,0.05) 0.89 86

Total testosterone Fasting insulin 0.03 (‐0.02,0.07) 0.23 0.04 (‐0.08,0.16) 0.54 0.85 0.04 (‐0.02,0.1) 0.19 120 0.02 (‐0.03,0.06) 0.45 ‐0.03 (‐0.15,0.1) 0.67 0.45 0.02 (‐0.03,0.08) 0.45 94

Total testosterone PCOS 1.26 (1.13,1.41) 4.1E‐05 1.54 (1.25,1.9) 5.3E‐05 0.03 1.41 (1.2,1.64) 1.5E‐05 245 1.33 (1.19,1.48) 4.7E‐07 1.53 (1.25,1.86) 3.6E‐05 0.10 1.48 (1.26,1.73) 7.7E‐07 191

Total testosterone T2D 0.97 (0.89,1.05) 0.46 1.03 (0.88,1.21) 0.69 0.35 1.02 (0.91,1.14) 0.71 241 1 (0.92,1.08) 0.96 0.99 (0.86,1.15) 0.92 0.93 1.03 (0.92,1.15) 0.60 187

Total testosterone Total fat 0.05 (‐0.03,0.12) 0.21 0.08 (‐0.06,0.21) 0.27 0.61 0.13 (‐0.01,0.27) 0.06 240 0.06 (‐0.02,0.14) 0.12 0.04 (‐0.1,0.18) 0.57 0.68 0.13 (‐0.02,0.29) 0.09 187

Total testosterone Total lean 0.08 (0.01,0.16) 0.03 0.14 (0.01,0.28) 0.03 0.25 0.16 (0.03,0.29) 0.01 241 0.09 (0.01,0.17) 0.03 0.13 (‐0.01,0.27) 0.06 0.49 0.2 (0.06,0.34) 5.8E‐03 188

Total testosterone WHR adjusted for BMI 0.01 (‐0.04,0.05) 0.82 ‐0.04 (‐0.14,0.07) 0.52 0.41 0.04 (‐0.01,0.09) 0.13 212 0.03 (‐0.01,0.06) 0.17 0.01 (‐0.08,0.09) 0.85 0.65 0.04 (‐0.01,0.1) 0.11 165

Bioavailable testosterone BMI 0.05 (0,0.1) 0.04 ‐0.04 (‐0.12,0.04) 0.35 4.8E‐03 ‐0.02 (‐0.08,0.05) 0.61 152 0.04 (0,0.09) 0.07 ‐0.04 (‐0.11,0.02) 0.21 1.6E‐03 ‐0.02 (‐0.08,0.04) 0.57 117

Bioavailable testosterone Fasting glucose 0.06 (0.01,0.11) 0.03 0.05 (‐0.1,0.2) 0.51 0.93 0.04 (‐0.02,0.11) 0.16 88 0.02 (‐0.03,0.07) 0.41 ‐0.02 (‐0.16,0.12) 0.76 0.53 0.02 (‐0.05,0.09) 0.53 64

Bioavailable testosterone Fasting insulin 0.12 (0.06,0.18) 1.5E‐04 0.05 (‐0.15,0.24) 0.64 0.42 0.11 (0.04,0.19) 2.0E‐03 92 0.09 (0.03,0.15) 4.9E‐03 ‐0.01 (‐0.18,0.17) 0.94 0.26 0.11 (0.03,0.19) 7.7E‐03 66

Bioavailable testosterone PCOS 1.66 (1.42,1.95) 3.2E‐09 1.86 (1.39,2.5) 4.6E‐05 0.36 1.61 (1.29,2) 2.4E‐05 174 1.55 (1.32,1.82) 1.9E‐07 1.97 (1.51,2.59) 2.0E‐06 0.03 1.59 (1.29,1.97) 1.3E‐05 133

Bioavailable testosterone T2D 1.47 (1.28,1.69) 2.5E‐07 1.34 (1.04,1.72) 0.02 0.38 1.33 (1.12,1.58) 8.4E‐04 173 1.33 (1.17,1.51) 1.6E‐05 1.34 (1.08,1.66) 7.6E‐03 0.92 1.32 (1.11,1.58) 1.9E‐03 133

Bioavailable testosterone Total fat 0.03 (‐0.09,0.15) 0.64 0.02 (‐0.19,0.23) 0.87 0.90 ‐0.02 (‐0.22,0.18) 0.84 171 0.02 (‐0.1,0.14) 0.76 0.01 (‐0.2,0.22) 0.93 0.92 ‐0.03 (‐0.24,0.18) 0.78 133

Bioavailable testosterone Total lean ‐0.03 (‐0.14,0.08) 0.61 ‐0.05 (‐0.25,0.14) 0.61 0.79 ‐0.19 (‐0.39,0.01) 0.07 170 ‐0.03 (‐0.14,0.09) 0.65 ‐0.03 (‐0.23,0.17) 0.77 0.97 ‐0.2 (‐0.4,0.01) 0.06 132

Bioavailable testosterone WHR adjusted for BMI 0.06 (0.01,0.12) 0.02 0 (‐0.09,0.08) 0.94 0.05 0 (‐0.06,0.06) 0.97 152 0.04 (‐0.01,0.09) 0.09 0.02 (‐0.06,0.09) 0.65 0.39 ‐0.02 (‐0.08,0.05) 0.59 117

Testosterone cluster BMI 0.02 (‐0.01,0.06) 0.15 0.02 (‐0.05,0.09) 0.59 0.90 0.02 (‐0.02,0.06) 0.38 203 0.02 (‐0.01,0.06) 0.16 0.01 (‐0.06,0.08) 0.85 0.62 0.02 (‐0.03,0.06) 0.41 164

Testosterone cluster Fasting glucose 0 (‐0.03,0.03) 0.97 0.03 (‐0.04,0.09) 0.41 0.35 0 (‐0.04,0.04) 0.96 110 0 (‐0.03,0.03) 0.89 0.03 (‐0.04,0.09) 0.44 0.36 0 (‐0.04,0.05) 0.92 86

Testosterone cluster Fasting insulin 0.01 (‐0.03,0.06) 0.50 0.02 (‐0.1,0.13) 0.76 0.96 0.02 (‐0.04,0.07) 0.51 109 0.02 (‐0.03,0.06) 0.50 ‐0.02 (‐0.14,0.1) 0.78 0.57 0.01 (‐0.05,0.07) 0.80 90

Testosterone cluster PCOS 1.31 (1.17,1.46) 2.3E‐06 1.61 (1.32,1.96) 4.8E‐06 0.02 1.43 (1.23,1.68) 5.6E‐06 232 1.34 (1.2,1.49) 2.2E‐07 1.58 (1.3,1.92) 7.1E‐06 0.05 1.49 (1.28,1.73) 1.9E‐07 188

Testosterone cluster T2D 0.97 (0.89,1.05) 0.40 1.03 (0.89,1.21) 0.66 0.28 1.02 (0.92,1.13) 0.74 229 0.98 (0.91,1.07) 0.69 1.02 (0.88,1.18) 0.80 0.56 1.02 (0.91,1.14) 0.71 184

Testosterone cluster Total fat 0.06 (‐0.02,0.13) 0.16 0.08 (‐0.05,0.21) 0.22 0.59 0.14 (0.01,0.28) 0.04 228 0.06 (‐0.02,0.14) 0.15 0.05 (‐0.08,0.19) 0.45 0.90 0.13 (‐0.01,0.28) 0.08 184

Testosterone cluster Total lean 0.1 (0.02,0.17) 0.01 0.15 (0.02,0.28) 0.02 0.29 0.2 (0.06,0.34) 4.6E‐03 229 0.1 (0.02,0.18) 0.02 0.14 (0.01,0.28) 0.04 0.41 0.2 (0.06,0.34) 6.3E‐03 185

Testosterone cluster WHR adjusted for BMI 0.01 (‐0.03,0.06) 0.61 0.01 (‐0.09,0.11) 0.86 0.96 0.04 (‐0.01,0.09) 0.11 201 0.03 (‐0.01,0.07) 0.13 0.02 (‐0.06,0.11) 0.56 0.91 0.04 (‐0.01,0.1) 0.14 163

SHBG BMI 0.05 (0,0.1) 0.03 ‐0.02 (‐0.08,0.05) 0.62 7.2E‐04 0.02 (‐0.04,0.07) 0.51 291 0 (‐0.05,0.05) 1.00 0 (‐0.06,0.06) 0.93 0.87 0.02 (‐0.04,0.07) 0.54 178

SHBG Fasting glucose ‐0.07 (‐0.14,0.01) 0.09 0.16 (0.02,0.31) 0.02 2.3E‐04 ‐0.1 (‐0.18,‐0.03) 8.4E‐03 168 ‐0.06 (‐0.12,0) 0.04 0.01 (‐0.09,0.12) 0.82 0.10 ‐0.09 (‐0.17,0) 0.04 94

SHBG Fasting insulin ‐0.16 (‐0.24,‐0.07) 3.3E‐04 ‐0.07 (‐0.23,0.1) 0.44 0.19 ‐0.18 (‐0.28,‐0.08) 2.2E‐04 178 ‐0.11 (‐0.19,‐0.03) 6.6E‐03 ‐0.1 (‐0.24,0.05) 0.18 0.84 ‐0.13 (‐0.23,‐0.03) 0.01 99

SHBG PCOS 0.66 (0.57,0.77) 3.6E‐07 0.6 (0.48,0.75) 1.2E‐05 0.24 0.67 (0.54,0.84) 5.2E‐04 348 0.69 (0.58,0.81) 1.9E‐05 0.61 (0.48,0.77) 3.8E‐05 0.14 0.68 (0.54,0.87) 1.8E‐03 214

SHBG T2D 0.44 (0.35,0.54) 6.5E‐13 0.81 (0.6,1.09) 0.17 1.8E‐08 0.66 (0.54,0.79) 1.3E‐05 341 0.58 (0.5,0.68) 1.2E‐10 0.69 (0.56,0.86) 7.7E‐04 0.01 0.68 (0.56,0.81) 3.5E‐05 210

SHBG Total fat ‐0.09 (‐0.22,0.03) 0.14 ‐0.01 (‐0.2,0.17) 0.87 0.25 0.02 (‐0.19,0.23) 0.87 339 ‐0.13 (‐0.27,0) 0.05 ‐0.06 (‐0.25,0.12) 0.50 0.29 0.02 (‐0.21,0.24) 0.88 210

SHBG Total lean 0.01 (‐0.11,0.14) 0.85 0.11 (‐0.07,0.3) 0.23 0.15 0.16 (‐0.05,0.37) 0.13 340 0.04 (‐0.1,0.17) 0.59 0.08 (‐0.11,0.26) 0.40 0.51 0.17 (‐0.05,0.38) 0.13 211

SHBG WHR adjusted for BMI ‐0.22 (‐0.3,‐0.13) 1.0E‐06 0.01 (‐0.09,0.12) 0.81 3.1E‐11 0.03 (‐0.03,0.09) 0.38 291 ‐0.08 (‐0.14,‐0.03) 3.7E‐03 ‐0.02 (‐0.08,0.05) 0.63 9.5E‐04 0.02 (‐0.04,0.09) 0.46 178

SHBG cluster BMI 0.04 (‐0.01,0.09) 0.11 ‐0.01 (‐0.07,0.06) 0.83 0.02 0.02 (‐0.04,0.07) 0.52 302 ‐0.01 (‐0.06,0.04) 0.80 0 (‐0.06,0.06) 0.96 0.67 0.02 (‐0.04,0.07) 0.56 189

SHBG cluster Fasting glucose ‐0.07 (‐0.14,0.01) 0.09 0.15 (0.01,0.28) 0.04 4.6E‐04 ‐0.11 (‐0.18,‐0.03) 4.4E‐03 173 ‐0.06 (‐0.12,0) 0.04 0 (‐0.1,0.1) 0.99 0.15 ‐0.1 (‐0.18,‐0.01) 0.02 99

SHBG cluster Fasting insulin ‐0.16 (‐0.24,‐0.07) 2.2E‐04 ‐0.07 (‐0.23,0.08) 0.37 0.20 ‐0.17 (‐0.27,‐0.07) 6.4E‐04 189 ‐0.11 (‐0.19,‐0.04) 3.9E‐03 ‐0.09 (‐0.23,0.05) 0.20 0.65 ‐0.15 (‐0.25,‐0.06) 1.7E‐03 108

SHBG cluster PCOS 0.67 (0.57,0.78) 7.3E‐07 0.62 (0.49,0.77) 3.3E‐05 0.33 0.67 (0.54,0.84) 6.3E‐04 361 0.69 (0.59,0.82) 2.3E‐05 0.62 (0.5,0.78) 6.0E‐05 0.18 0.68 (0.54,0.86) 1.2E‐03 226

SHBG cluster T2D 0.44 (0.35,0.55) 7.5E‐13 0.8 (0.59,1.07) 0.13 5.3E‐08 0.65 (0.54,0.78) 4.9E‐06 354 0.59 (0.5,0.69) 2.5E‐10 0.68 (0.55,0.84) 4.2E‐04 0.04 0.65 (0.55,0.78) 1.9E‐06 222

SHBG cluster Total fat ‐0.06 (‐0.19,0.06) 0.33 0 (‐0.18,0.18) 0.97 0.33 0.02 (‐0.18,0.22) 0.83 350 ‐0.11 (‐0.24,0.02) 0.10 ‐0.04 (‐0.23,0.14) 0.64 0.30 0.02 (‐0.19,0.23) 0.85 221

SHBG cluster Total lean 0.03 (‐0.1,0.15) 0.69 0.11 (‐0.07,0.29) 0.24 0.22 0.19 (‐0.02,0.39) 0.07 350 0.05 (‐0.08,0.18) 0.47 0.08 (‐0.1,0.26) 0.39 0.62 0.19 (‐0.03,0.41) 0.09 221

SHBG cluster WHR adjusted for BMI ‐0.21 (‐0.29,‐0.13) 1.1E‐06 0 (‐0.1,0.1) 0.96 2.3E‐10 0.03 (‐0.03,0.09) 0.38 302 ‐0.08 (‐0.13,‐0.03) 3.7E‐03 ‐0.02 (‐0.09,0.04) 0.47 3.8E‐03 0.02 (‐0.04,0.09) 0.46 189

* All effects are betas except for T2D and PCOS which are presented as odds ratios.

Note: P values<0.05 are in bold.



Supplementary Table S22: Results of two sample Mendelian randomization analysis of sex hormone genetic instrument on number of sexual partners.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Exposure sex Outcome sex Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants Beta (95% CI) P Beta (95% CI) P Intercept PBeta (95% CI) P N variants

Total testosterone Female Female 0.02 (‐0.1,0.13) 0.77 0 (‐0.22,0.21) 0.97 0.81 0.16 (‐0.01,0.33) 0.06 254 1.17 (1.05,1.31) 3.8E‐03 1.17 (0.96,1.43) 0.12 0.99 1.04 (0.86,1.25) 0.70 194

Bioavailable testosterone Female Female 0.05 (‐0.1,0.2) 0.53 0.13 (‐0.14,0.41) 0.35 0.48 0.15 (‐0.08,0.38) 0.19 180 1.01 (0.85,1.19) 0.92 0.97 (0.69,1.35) 0.85 0.78 1.02 (0.76,1.36) 0.92 134

Testosterone cluster Female Female 0.03 (‐0.08,0.14) 0.59 0 (‐0.2,0.21) 0.96 0.76 0.15 (‐0.02,0.32) 0.07 241 0.04 (‐0.08,0.15) 0.56 0.03 (‐0.18,0.24) 0.76 0.97 0.16 (‐0.01,0.33) 0.06 196

SHBG adjusted for BMI Female Female ‐0.09 (‐0.26,0.08) 0.30 ‐0.06 (‐0.31,0.19) 0.64 0.74 ‐0.13 (‐0.38,0.13) 0.32 359 1.1 (0.88,1.38) 0.41 1.12 (0.78,1.6) 0.53 0.89 0.96 (0.68,1.36) 0.82 216

SHBG Female Female ‐0.09 (‐0.26,0.08) 0.32 ‐0.05 (‐0.3,0.19) 0.68 0.70 ‐0.13 (‐0.37,0.11) 0.30 359 1.1 (0.88,1.38) 0.39 1.13 (0.8,1.6) 0.49 0.86 0.96 (0.68,1.36) 0.83 216

SHBG cluster Female Female ‐0.09 (‐0.26,0.08) 0.28 ‐0.05 (‐0.29,0.2) 0.70 0.60 ‐0.15 (‐0.39,0.09) 0.22 373 ‐0.07 (‐0.25,0.12) 0.49 ‐0.04 (‐0.3,0.21) 0.74 0.79 ‐0.15 (‐0.4,0.1) 0.23 234

Total testosterone Male Male 0.3 (0.09,0.51) 5.0E‐03 0.45 (0.12,0.78) 7.7E‐03 0.25 0.38 (0.08,0.68) 0.01 231 0.1 (‐0.08,0.27) 0.27 ‐0.19 (‐0.47,0.09) 0.19 0.01 ‐0.01 (‐0.21,0.18) 0.89 163

Bioavailable testosterone Male Male 0.46 (0.16,0.77) 3.2E‐03 0.63 (0.14,1.11) 0.01 0.41 0.45 (0.07,0.83) 0.02 125 0.25 (‐0.06,0.55) 0.11 0.03 (‐0.61,0.67) 0.93 0.44 0.44 (0.17,0.71) 1.2E‐03 88

Testosterone cluster Male Male 0.5 (0.13,0.87) 8.4E‐03 0.63 (0.08,1.17) 0.02 0.53 0.56 (0.1,1.02) 0.02 122 0.49 (0.08,0.91) 0.02 0.71 (0.05,1.37) 0.03 0.40 0.61 (0.09,1.13) 0.02 116

SHBG adjusted for BMI Male Male 0.19 (‐0.15,0.53) 0.28 0.37 (‐0.11,0.84) 0.13 0.29 0.57 (0.07,1.08) 0.03 357 ‐0.03 (‐0.29,0.23) 0.81 ‐0.19 (‐0.59,0.2) 0.33 0.27 ‐0.24 (‐0.61,0.13) 0.19 235

SHBG Male Male 0.19 (‐0.15,0.53) 0.28 0.36 (‐0.12,0.83) 0.14 0.31 0.56 (0.02,1.11) 0.04 357 ‐0.03 (‐0.3,0.23) 0.80 ‐0.19 (‐0.58,0.19) 0.33 0.27 ‐0.24 (‐0.58,0.1) 0.16 235

SHBG cluster Male Male 0.16 (‐0.17,0.49) 0.34 0.31 (‐0.15,0.78) 0.18 0.35 0.56 (0.02,1.11) 0.04 362 0.17 (‐0.18,0.51) 0.35 0.28 (‐0.2,0.76) 0.25 0.49 0.56 (‐0.04,1.16) 0.07 297

Estradiol Male Male 2.48 (0.08,4.88) 0.04 0.75 (‐4.68,6.18) 0.78 0.47 3.07 (‐0.52,6.67) 0.08 22 ‐2.32 (‐9.4,4.75) 0.45 ‐10.96 (‐26.4,4.47) 0.14 0.19 ‐1.03 (‐3.91,1.84) 0.38 7

Estradiol cluster Male Male 0.49 (‐2.44,3.42) 0.72 ‐0.31 (‐8.54,7.92) 0.94 0.80 1.37 (‐2.84,5.57) 0.48 14 0.85 (‐2.7,4.4) 0.59 ‐2.35 (‐12.14,7.45) 0.60 0.42 1.75 (‐2.98,6.49) 0.39 9

Total testosterone Female Male 0.14 (‐0.07,0.35) 0.20 0.2 (‐0.19,0.59) 0.31 0.70 0.14 (‐0.25,0.52) 0.48 254 ‐0.01 (‐0.14,0.12) 0.89 ‐0.03 (‐0.27,0.2) 0.77 0.80 ‐0.06 (‐0.28,0.16) 0.59 169

Bioavailable testosterone Female Male ‐0.06 (‐0.34,0.23) 0.69 0.26 (‐0.25,0.77) 0.31 0.14 0.16 (‐0.27,0.59) 0.47 180 0.13 (‐0.07,0.32) 0.21 ‐0.01 (‐0.4,0.37) 0.95 0.41 0.14 (‐0.15,0.43) 0.35 119

Testosterone cluster Female Male 0.09 (‐0.12,0.29) 0.41 0.18 (‐0.19,0.55) 0.33 0.53 0.14 (‐0.25,0.53) 0.49 241 0.08 (‐0.13,0.3) 0.44 0.14 (‐0.24,0.52) 0.47 0.73 0.14 (‐0.26,0.53) 0.49 196

SHBG adjusted for BMI Female Male 0.15 (‐0.19,0.49) 0.37 0.33 (‐0.18,0.83) 0.20 0.36 ‐0.07 (‐0.57,0.44) 0.80 359 0.04 (‐0.2,0.28) 0.74 0 (‐0.37,0.38) 0.98 0.80 ‐0.15 (‐0.48,0.18) 0.37 188

SHBG Female Male 0.16 (‐0.18,0.5) 0.37 0.32 (‐0.17,0.81) 0.20 0.37 ‐0.07 (‐0.56,0.43) 0.80 359 0.03 (‐0.22,0.29) 0.80 ‐0.02 (‐0.42,0.39) 0.94 0.76 ‐0.1 (‐0.45,0.25) 0.57 188

SHBG cluster Female Male 0.17 (‐0.17,0.51) 0.33 0.28 (‐0.21,0.77) 0.27 0.55 ‐0.06 (‐0.59,0.47) 0.82 373 0.22 (‐0.18,0.62) 0.28 0.2 (‐0.35,0.75) 0.48 0.91 ‐0.07 (‐0.59,0.45) 0.79 234

Total testosterone Male Female ‐0.05 (‐0.14,0.04) 0.25 ‐0.06 (‐0.2,0.08) 0.41 0.90 ‐0.06 (‐0.19,0.07) 0.36 231 0.94 (0.85,1.05) 0.29 0.81 (0.67,0.96) 0.02 0.03 0.78 (0.66,0.92) 2.9E‐03 193

Bioavailable testosterone Male Female 0.03 (‐0.11,0.16) 0.70 0.1 (‐0.12,0.32) 0.36 0.39 0.07 (‐0.1,0.24) 0.42 125 0.97 (0.83,1.13) 0.66 0.84 (0.62,1.14) 0.26 0.29 1.1 (0.89,1.36) 0.38 116

Testosterone cluster Male Female 0.02 (‐0.13,0.18) 0.77 0.13 (‐0.11,0.36) 0.28 0.24 0.09 (‐0.14,0.32) 0.45 122 0.04 (‐0.14,0.22) 0.65 0.21 (‐0.08,0.51) 0.16 0.16 0.1 (‐0.17,0.37) 0.47 116

SHBG adjusted for BMI Male Female ‐0.15 (‐0.33,0.02) 0.09 ‐0.16 (‐0.41,0.08) 0.19 0.89 ‐0.17 (‐0.42,0.09) 0.19 357 0.89 (0.72,1.08) 0.24 0.82 (0.6,1.11) 0.19 0.48 0.65 (0.49,0.87) 3.3E‐03 279

SHBG Male Female ‐0.15 (‐0.32,0.02) 0.09 ‐0.16 (‐0.4,0.09) 0.20 0.93 ‐0.17 (‐0.41,0.08) 0.18 357 0.89 (0.73,1.09) 0.26 0.83 (0.61,1.12) 0.22 0.52 0.65 (0.49,0.87) 3.2E‐03 279

SHBG cluster Male Female ‐0.17 (‐0.34,0.01) 0.06 ‐0.16 (‐0.41,0.08) 0.19 0.97 ‐0.17 (‐0.41,0.07) 0.17 362 ‐0.08 (‐0.26,0.1) 0.37 ‐0.17 (‐0.42,0.07) 0.17 0.30 ‐0.16 (‐0.42,0.09) 0.20 297

Estradiol Male Female 0.39 (‐1,1.78) 0.57 2.2 (‐0.88,5.28) 0.15 0.19 0.57 (‐1.13,2.27) 0.48 22 1.37 (0.15,12.16) 0.75 0.45 (0,130) 0.76 0.64 2.45 (0.24,25.11) 0.39 10

Estradiol cluster Male Female 1.07 (‐0.47,2.6) 0.16 1.73 (‐2.72,6.19) 0.42 0.74 0.66 (‐1.49,2.81) 0.51 14 1.22 (‐0.93,3.37) 0.23 1.54 (‐4.8,7.87) 0.59 0.90 0.73 (‐1.76,3.23) 0.50 9



Supplementary Table S23: Results of two sample Mendelian randomization analysis in men of sex hormone genetic instruments on body composition outcomes.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants

Total testosterone Android fat ‐0.13 (‐0.21,‐0.04) 2.9E‐03 ‐0.08 (‐0.21,0.05) 0.21 0.37 ‐0.17 (‐0.3,‐0.04) 7.6E‐03 210 ‐0.11 (‐0.19,‐0.02) 0.01 ‐0.11 (‐0.24,0.02) 0.08 0.93 ‐0.17 (‐0.31,‐0.03) 0.02 180

Total testosterone Android lean ‐0.03 (‐0.11,0.05) 0.51 ‐0.01 (‐0.14,0.11) 0.84 0.77 ‐0.14 (‐0.27,‐0.01) 0.04 210 ‐0.02 (‐0.11,0.06) 0.61 ‐0.05 (‐0.18,0.08) 0.46 0.59 ‐0.14 (‐0.28,‐0.01) 0.04 180

Total testosterone Gynoid fat ‐0.13 (‐0.21,‐0.05) 2.2E‐03 ‐0.06 (‐0.19,0.07) 0.38 0.15 ‐0.1 (‐0.23,0.02) 0.11 210 ‐0.13 (‐0.21,‐0.04) 3.0E‐03 ‐0.09 (‐0.22,0.03) 0.15 0.50 ‐0.11 (‐0.25,0.02) 0.10 180

Total testosterone Gynoid lean ‐0.04 (‐0.12,0.04) 0.35 0.01 (‐0.12,0.14) 0.88 0.33 ‐0.04 (‐0.17,0.09) 0.51 210 ‐0.04 (‐0.13,0.04) 0.30 ‐0.03 (‐0.16,0.1) 0.66 0.76 ‐0.04 (‐0.18,0.09) 0.51 180

Total testosterone Subcutaneous fat ‐0.07 (‐0.15,0.01) 0.10 0 (‐0.12,0.13) 0.95 0.15 ‐0.04 (‐0.18,0.09) 0.54 209 ‐0.09 (‐0.17,‐0.01) 0.03 ‐0.06 (‐0.18,0.06) 0.32 0.59 ‐0.07 (‐0.19,0.06) 0.31 179

Total testosterone Visceral fat ‐0.13 (‐0.21,‐0.05) 1.4E‐03 ‐0.1 (‐0.23,0.03) 0.12 0.50 ‐0.15 (‐0.28,‐0.02) 0.02 208 ‐0.1 (‐0.18,‐0.02) 0.02 ‐0.11 (‐0.24,0.02) 0.09 0.84 ‐0.14 (‐0.28,‐0.01) 0.04 178

Bioavailable testosterone Android fat 0.03 (‐0.11,0.17) 0.67 0.03 (‐0.22,0.28) 0.81 0.99 0.06 (‐0.16,0.28) 0.60 102 0.04 (‐0.09,0.17) 0.55 0.01 (‐0.22,0.25) 0.91 0.79 0.06 (‐0.16,0.27) 0.59 98

Bioavailable testosterone Android lean 0.22 (0.07,0.36) 3.5E‐03 0.25 (‐0.01,0.5) 0.06 0.79 0.24 (0.04,0.44) 0.02 102 0.23 (0.08,0.37) 2.3E‐03 0.23 (‐0.03,0.48) 0.08 0.99 0.25 (0.05,0.45) 0.01 98

Bioavailable testosterone Gynoid fat ‐0.07 (‐0.22,0.08) 0.35 0.1 (‐0.15,0.36) 0.43 0.11 ‐0.06 (‐0.26,0.15) 0.57 102 ‐0.06 (‐0.2,0.09) 0.42 0.09 (‐0.16,0.34) 0.47 0.15 ‐0.05 (‐0.25,0.14) 0.59 98

Bioavailable testosterone Gynoid lean 0.17 (0.03,0.32) 0.02 0.17 (‐0.1,0.43) 0.21 0.95 0.16 (‐0.04,0.36) 0.12 102 0.19 (0.04,0.34) 0.01 0.15 (‐0.12,0.41) 0.27 0.71 0.16 (‐0.05,0.36) 0.13 98

Bioavailable testosterone Subcutaneous fat ‐0.07 (‐0.21,0.07) 0.31 0.1 (‐0.14,0.34) 0.42 0.09 ‐0.04 (‐0.23,0.15) 0.68 100 ‐0.06 (‐0.2,0.07) 0.34 0.09 (‐0.14,0.32) 0.46 0.12 ‐0.04 (‐0.23,0.14) 0.64 96

Bioavailable testosterone Visceral fat 0.09 (‐0.05,0.22) 0.21 0 (‐0.24,0.23) 0.98 0.37 ‐0.02 (‐0.22,0.18) 0.85 101 0.1 (‐0.03,0.23) 0.14 ‐0.02 (‐0.24,0.2) 0.86 0.21 ‐0.02 (‐0.23,0.19) 0.86 97

Testosterone cluster Android fat 0.04 (‐0.12,0.2) 0.59 0 (‐0.25,0.25) 0.99 0.68 0.06 (‐0.19,0.31) 0.61 97 0.05 (‐0.14,0.24) 0.60 ‐0.01 (‐0.42,0.39) 0.95 0.72 0.07 (‐0.21,0.36) 0.61 92

Testosterone cluster Android lean 0.23 (0.05,0.4) 0.01 0.28 (0,0.56) 0.05 0.64 0.13 (‐0.12,0.38) 0.30 97 0.23 (0.01,0.44) 0.04 0.41 (‐0.04,0.85) 0.07 0.36 0.39 (0.1,0.67) 7.1E‐03 92

Testosterone cluster Gynoid fat ‐0.05 (‐0.22,0.12) 0.57 0.1 (‐0.17,0.38) 0.45 0.15 0.16 (‐0.07,0.38) 0.17 97 ‐0.18 (‐0.39,0.02) 0.08 ‐0.2 (‐0.62,0.23) 0.36 0.94 ‐0.18 (‐0.48,0.12) 0.23 92

Testosterone cluster Gynoid lean 0.16 (‐0.02,0.34) 0.07 0.18 (‐0.11,0.46) 0.23 0.91 0.17 (‐0.1,0.43) 0.20 97 0.12 (‐0.1,0.34) 0.28 0.08 (‐0.38,0.54) 0.72 0.85 0.13 (‐0.14,0.41) 0.35 92

Testosterone cluster Subcutaneous fat ‐0.04 (‐0.2,0.12) 0.60 0.11 (‐0.14,0.36) 0.37 0.12 0.15 (‐0.07,0.37) 0.17 95 ‐0.15 (‐0.34,0.05) 0.13 ‐0.07 (‐0.47,0.33) 0.72 0.67 ‐0.14 (‐0.41,0.14) 0.32 90

Testosterone cluster Visceral fat 0.09 (‐0.07,0.24) 0.27 ‐0.05 (‐0.3,0.19) 0.66 0.14 ‐0.02 (‐0.28,0.24) 0.88 96 0.15 (‐0.04,0.34) 0.11 0.01 (‐0.38,0.4) 0.95 0.42 0.18 (‐0.11,0.46) 0.22 91

SHBG Android fat ‐0.08 (‐0.22,0.06) 0.28 ‐0.16 (‐0.36,0.03) 0.11 0.23 ‐0.3 (‐0.52,‐0.07) 9.6E‐03 324 ‐0.08 (‐0.22,0.05) 0.24 ‐0.16 (‐0.35,0.03) 0.10 0.25 ‐0.3 (‐0.54,‐0.06) 0.01 267

SHBG Android lean ‐0.03 (‐0.17,0.11) 0.67 ‐0.08 (‐0.28,0.12) 0.41 0.46 ‐0.23 (‐0.47,0) 0.05 324 ‐0.05 (‐0.19,0.1) 0.52 ‐0.06 (‐0.26,0.14) 0.55 0.84 ‐0.24 (‐0.48,‐0.01) 0.04 267

SHBG Gynoid fat 0 (‐0.15,0.15) 1.00 ‐0.17 (‐0.38,0.04) 0.11 0.02 ‐0.15 (‐0.39,0.09) 0.23 323 ‐0.04 (‐0.18,0.1) 0.59 ‐0.18 (‐0.38,0.02) 0.07 0.04 ‐0.16 (‐0.39,0.08) 0.20 266

SHBG Gynoid lean ‐0.02 (‐0.16,0.13) 0.82 0 (‐0.21,0.2) 0.97 0.86 ‐0.05 (‐0.29,0.18) 0.65 324 ‐0.05 (‐0.2,0.09) 0.46 0.01 (‐0.19,0.21) 0.91 0.35 ‐0.09 (‐0.34,0.16) 0.48 267

SHBG Subcutaneous fat 0.09 (‐0.06,0.24) 0.24 ‐0.03 (‐0.25,0.18) 0.75 0.10 ‐0.08 (‐0.33,0.16) 0.49 324 0.05 (‐0.09,0.2) 0.48 ‐0.08 (‐0.28,0.11) 0.41 0.05 ‐0.09 (‐0.33,0.15) 0.46 267

SHBG Visceral fat ‐0.15 (‐0.29,‐0.01) 0.03 ‐0.18 (‐0.38,0.01) 0.07 0.66 ‐0.25 (‐0.48,‐0.02) 0.03 323 ‐0.14 (‐0.28,0) 0.05 ‐0.16 (‐0.35,0.04) 0.11 0.82 ‐0.25 (‐0.49,‐0.01) 0.04 267

SHBG cluster Android fat ‐0.11 (‐0.25,0.04) 0.14 ‐0.16 (‐0.36,0.04) 0.11 0.45 ‐0.3 (‐0.53,‐0.07) 0.01 330 ‐0.11 (‐0.25,0.03) 0.12 ‐0.17 (‐0.36,0.03) 0.09 0.41 ‐0.3 (‐0.53,‐0.07) 0.01 274

SHBG cluster Android lean ‐0.04 (‐0.18,0.1) 0.58 ‐0.07 (‐0.27,0.13) 0.48 0.65 ‐0.24 (‐0.47,‐0.01) 0.04 330 ‐0.05 (‐0.2,0.09) 0.48 ‐0.06 (‐0.26,0.15) 0.59 0.98 ‐0.25 (‐0.48,‐0.01) 0.04 274

SHBG cluster Gynoid fat ‐0.03 (‐0.18,0.12) 0.67 ‐0.18 (‐0.39,0.03) 0.09 0.05 ‐0.15 (‐0.38,0.08) 0.21 329 ‐0.07 (‐0.21,0.08) 0.38 ‐0.19 (‐0.39,0.01) 0.06 0.07 ‐0.16 (‐0.4,0.07) 0.17 273

SHBG cluster Gynoid lean ‐0.02 (‐0.17,0.12) 0.74 0 (‐0.21,0.2) 0.98 0.76 ‐0.06 (‐0.3,0.19) 0.66 330 ‐0.06 (‐0.2,0.08) 0.42 0.01 (‐0.19,0.21) 0.92 0.32 ‐0.09 (‐0.33,0.15) 0.45 274

SHBG cluster Subcutaneous fat 0.06 (‐0.09,0.21) 0.40 ‐0.04 (‐0.25,0.17) 0.72 0.17 ‐0.09 (‐0.32,0.15) 0.47 330 0.03 (‐0.11,0.18) 0.65 ‐0.09 (‐0.29,0.1) 0.36 0.07 ‐0.09 (‐0.32,0.14) 0.45 274

SHBG cluster Visceral fat ‐0.18 (‐0.32,‐0.04) 0.01 ‐0.18 (‐0.38,0.02) 0.08 0.97 ‐0.25 (‐0.49,‐0.01) 0.04 329 ‐0.17 (‐0.31,‐0.03) 0.02 ‐0.16 (‐0.36,0.03) 0.10 0.96 ‐0.25 (‐0.5,0) 0.05 274

Estradiol Android fat ‐0.52 (‐1.87,0.83) 0.42 0.6 (‐2.65,3.85) 0.70 0.43 ‐0.7 (‐2.23,0.82) 0.33 17 ‐0.47 (‐2.23,1.3) 0.57 ‐1.63 (‐6.25,2.98) 0.45 0.55 ‐0.84 (‐2.68,0.99) 0.30 10

Estradiol Android lean 0.13 (‐1.05,1.3) 0.82 0.28 (‐2.56,3.12) 0.84 0.90 0.51 (‐0.99,2.01) 0.47 18 0.11 (‐1.46,1.69) 0.87 0.37 (‐3.64,4.37) 0.84 0.88 0.52 (‐1.25,2.28) 0.51 11

Estradiol Gynoid fat 0.4 (‐0.82,1.62) 0.50 0.73 (‐2.21,3.67) 0.61 0.80 0.02 (‐1.49,1.53) 0.98 18 0.1 (‐1.35,1.55) 0.88 ‐1.81 (‐5.15,1.54) 0.26 0.20 ‐0.05 (‐1.85,1.74) 0.95 11

Estradiol Gynoid lean 0.16 (‐1.04,1.35) 0.79 0.03 (‐2.87,2.92) 0.98 0.92 0.66 (‐0.95,2.28) 0.39 18 ‐0.06 (‐1.42,1.29) 0.92 ‐0.15 (‐3.43,3.12) 0.92 0.94 0.44 (‐1.37,2.25) 0.59 11

Estradiol Subcutaneous fat 0.22 (‐1.38,1.82) 0.78 ‐0.46 (‐4.32,3.39) 0.80 0.69 ‐0.02 (‐1.67,1.63) 0.98 18 0 (‐1.78,1.79) 1.00 ‐1.94 (‐6.21,2.33) 0.34 0.29 ‐0.24 (‐2.15,1.67) 0.78 11

Estradiol Visceral fat ‐0.75 (‐1.99,0.48) 0.22 0.53 (‐2.37,3.42) 0.71 0.32 ‐0.73 (‐2.26,0.79) 0.31 18 ‐0.62 (‐2.12,0.87) 0.37 ‐1.43 (‐5.17,2.31) 0.42 0.61 ‐1.12 (‐2.88,0.65) 0.16 11

Estradiol cluster Android fat ‐0.04 (‐1.51,1.43) 0.95 0.28 (‐4.23,4.8) 0.89 0.87 ‐0.6 (‐2.35,1.14) 0.45 13 ‐0.15 (‐2.06,1.75) 0.86 ‐0.57 (‐6.22,5.08) 0.82 0.86 ‐0.63 (‐2.6,1.34) 0.46 9

Estradiol cluster Android lean ‐0.08 (‐1.64,1.48) 0.91 ‐0.31 (‐5.11,4.49) 0.89 0.91 0.28 (‐1.54,2.09) 0.74 13 ‐0.07 (‐1.95,1.81) 0.93 1.03 (‐4.47,6.53) 0.68 0.64 0.28 (‐1.73,2.29) 0.75 9

Estradiol cluster Gynoid fat 0.6 (‐0.69,1.88) 0.33 ‐0.03 (‐3.83,3.77) 0.99 0.71 0.08 (‐1.69,1.86) 0.92 13 0.41 (‐1.15,1.98) 0.56 ‐0.71 (‐5.24,3.82) 0.73 0.56 0 (‐1.9,1.9) 1.00 9

Estradiol cluster Gynoid lean 0.02 (‐1.56,1.6) 0.98 ‐1.62 (‐6.36,3.11) 0.47 0.44 0.74 (‐1.08,2.56) 0.37 13 ‐0.18 (‐1.7,1.34) 0.79 ‐0.17 (‐4.6,4.27) 0.93 0.99 0.22 (‐1.89,2.33) 0.81 9

Estradiol cluster Subcutaneous fat 0.33 (‐1.29,1.94) 0.67 0.14 (‐4.83,5.11) 0.95 0.93 ‐0.02 (‐1.79,1.76) 0.98 13 0.51 (‐1.37,2.4) 0.55 ‐0.55 (‐6.04,4.95) 0.82 0.65 ‐0.07 (‐2.03,1.89) 0.93 9

Estradiol cluster Visceral fat ‐0.25 (‐1.67,1.16) 0.70 ‐0.27 (‐4.62,4.09) 0.90 0.99 ‐0.66 (‐2.43,1.12) 0.42 13 ‐0.52 (‐2.37,1.32) 0.53 ‐1.11 (‐6.55,4.34) 0.65 0.80 ‐0.82 (‐2.81,1.16) 0.34 9

Note: P values<0.05 are in bold.



Notes:

rs12150660, a proxy for the common cis‐variant rs1799941, was used where rs1799941 was not available.

rs6258 was not available for fasting glucose and fasting insulin; and rs1799941/rs12150660 was not available for fasting glucose.

Females Males

Trait type Trait Variant Variant type Effect Other a Beta/OR (95% CI) SE P Beta/OR (95% CI) SE P

Sex hormone measure Bioavailable testosterone rs1799941 Common cis‐variant G A 0.09 (0.08,0.1) 0.003 1.8E‐219 0.03 (0.03,0.04) 0.003 7.7E‐23

Sex hormone measure Bioavailable testosterone rs6258 Rare cis‐variant T C 0.55 (0.52,0.58) 0.015 7E‐286 0.25 (0.21,0.29) 0.019 5.0E‐43

Sex hormone measure Estradiol rs1799941 Common cis‐variant G A NA NA NA ‐0.01 (‐0.01,0) 0.001 2.7E‐10

Sex hormone measure Estradiol rs6258 Rare cis‐variant T C NA NA NA ‐0.02 (‐0.04,‐0.01) 0.005 1.2E‐06

Sex hormone measure SHBG rs1799941 Common cis‐variant G A ‐0.1 (‐0.1,‐0.1) 0.002 2.2E‐898 ‐0.12 (‐0.12,‐0.12) 0.001 4.1E‐1795

Sex hormone measure SHBG rs6258 Rare cis‐variant T C ‐0.67 (‐0.69,‐0.66) 0.008 1.2E‐1422 ‐0.61 (‐0.62,‐0.6) 0.007 4.6E‐1586

Sex hormone measure SHBG adjusted for BMI rs1799941 Common cis‐variant G A ‐0.1 (‐0.1,‐0.1) 0.001 1.5E‐1208 ‐0.12 (‐0.12,‐0.12) 0.001 9.2E‐2048

Sex hormone measure SHBG adjusted for BMI rs6258 Rare cis‐variant T C ‐0.66 (‐0.68,‐0.65) 0.007 7.0E‐1863 ‐0.61 (‐0.62,‐0.59) 0.007 1.2E‐1823

Sex hormone measure Total testosterone rs1799941 Common cis‐variant G A ‐0.03 (‐0.04,‐0.03) 0.003 1.2E‐23 ‐0.2 (‐0.2,‐0.19) 0.003 9.1E‐742

Sex hormone measure Total testosterone rs6258 Rare cis‐variant T C ‐0.15 (‐0.18,‐0.11) 0.017 1.1E‐18 ‐0.72 (‐0.75,‐0.68) 0.018 6.4E‐347

Metabolic BMI rs12150660 Common cis‐variant proxy G T ‐0.01 (‐0.02,0) 0.006 0.16 ‐0.01 (‐0.02,0) 0.006 0.07

Metabolic BMI rs6258 Rare cis‐variant T C ‐0.01 (‐0.05,0.02) 0.018 0.54 0 (‐0.04,0.04) 0.020 0.98

Metabolic Fasting insulin rs12150660 Common cis‐variant proxy G T 0 (‐0.01,0.01) 0.005 0.42 0 (‐0.01,0.01) 0.006 0.64

Metabolic PCOS rs1799941 Common cis‐variant G A 1.03 (0.99,1.07) 0.019 0.15 NA NA NA

Metabolic PCOS rs6258 Rare cis‐variant T C 1.31 (1.06,1.62) 0.108 0.02 NA NA NA

Metabolic T2D rs1799941 Common cis‐variant G A 1 (0.97,1.03) 0.014 0.93 1.01 (0.98,1.03) 0.013 0.57

Metabolic T2D rs6258 Rare cis‐variant T C 1.34 (1.16,1.54) 0.072 4.9E‐05 1.12 (0.98,1.27) 0.067 0.09

Metabolic Total fat rs1799941 Common cis‐variant G A ‐0.01 (‐0.05,0.02) 0.016 0.41 0.04 (0.01,0.08) 0.017 0.01

Metabolic Total fat rs6258 Rare cis‐variant T C ‐0.02 (‐0.25,0.22) 0.119 0.89 ‐0.01 (‐0.26,0.23) 0.123 0.91

Metabolic Total lean rs1799941 Common cis‐variant G A ‐0.01 (‐0.04,0.02) 0.016 0.47 0.03 (0,0.07) 0.017 0.06

Metabolic Total lean rs6258 Rare cis‐variant T C ‐0.13 (‐0.36,0.1) 0.118 0.27 0.04 (‐0.2,0.28) 0.123 0.72

Metabolic WHR adjusted for BMI rs12150660 Common cis‐variant proxy G T 0 (‐0.01,0.02) 0.006 0.46 ‐0.01 (‐0.02,0.01) 0.008 0.49

Metabolic WHR adjusted for BMI rs6258 Rare cis‐variant T C ‐0.02 (‐0.06,0.02) 0.021 0.34 NA NA NA

Body composition Android fat rs1799941 Common cis‐variant G A ‐0.02 (‐0.05,0.01) 0.016 0.25 0.04 (0,0.07) 0.017 0.03

Body composition Android fat rs6258 Rare cis‐variant T C 0.08 (‐0.15,0.32) 0.120 0.50 ‐0.02 (‐0.26,0.23) 0.123 0.90

Body composition Android lean rs1799941 Common cis‐variant G A ‐0.02 (‐0.05,0.01) 0.016 0.22 0.04 (0,0.07) 0.017 0.04

Body composition Android lean rs6258 Rare cis‐variant T C 0.01 (‐0.23,0.24) 0.119 0.95 0.11 (‐0.13,0.35) 0.123 0.37

Body composition Gynoid fat rs1799941 Common cis‐variant G A ‐0.02 (‐0.05,0.02) 0.016 0.35 0.04 (0.01,0.07) 0.017 0.02

Body composition Gynoid fat rs6258 Rare cis‐variant T C 0 (‐0.24,0.23) 0.119 0.97 0.01 (‐0.23,0.25) 0.123 0.95

Body composition Gynoid lean rs1799941 Common cis‐variant G A ‐0.02 (‐0.05,0.01) 0.016 0.27 0.04 (0,0.07) 0.017 0.04

Body composition Gynoid lean rs6258 Rare cis‐variant T C ‐0.03 (‐0.27,0.2) 0.119 0.78 0.03 (‐0.21,0.27) 0.123 0.80

Body composition Subcutaneous fat rs1799941 Common cis‐variant G A ‐0.01 (‐0.04,0.02) 0.016 0.64 0.03 (0,0.06) 0.017 0.09

Body composition Subcutaneous fat rs6258 Rare cis‐variant T C 0.05 (‐0.18,0.28) 0.119 0.69 ‐0.02 (‐0.26,0.22) 0.123 0.86

Body composition Visceral fat rs1799941 Common cis‐variant G A 0 (‐0.03,0.03) 0.016 0.97 0.03 (0,0.06) 0.017 0.08

Body composition Visceral fat rs6258 Rare cis‐variant T C 0.04 (‐0.19,0.27) 0.120 0.74 ‐0.03 (‐0.27,0.22) 0.123 0.83

Cancer Breast cancer rs1799941 Common cis‐variant G A 1.01 (0.99,1.02) 0.007 0.32 NA NA NA

Cancer Breast cancer rs6258 Rare cis‐variant T C 0.97 (0.9,1.04) 0.038 0.40 NA NA NA

Cancer Breast cancer, ER negative rs1799941 Common cis‐variant G A 1 (0.97,1.03) 0.013 0.99 NA NA NA

Cancer Breast cancer, ER negative rs6258 Rare cis‐variant T C 0.89 (0.77,1.04) 0.075 0.13 NA NA NA

Cancer Breast cancer, ER positive rs1799941 Common cis‐variant G A 1 (0.99,1.02) 0.009 0.62 NA NA NA

Cancer Breast cancer, ER positive rs6258 Rare cis‐variant T C 1 (0.92,1.09) 0.043 0.95 NA NA NA

Cancer Breast cancer, ER negative inc. BRCA1 rs1799941 Common cis‐variant G A 1 (0.98,1.02) 0.011 0.84 NA NA NA

Cancer Breast cancer, ER negative inc. BRCA1 rs6258 Rare cis‐variant T C 0.95 (0.84,1.07) 0.062 0.36 NA NA NA

Cancer Endometrial cancer rs1799941 Common cis‐variant G A 1.04 (1,1.08) 0.018 0.04 NA NA NA

Cancer Endometrial cancer rs6258 Rare cis‐variant T C 1.17 (0.98,1.39) 0.089 0.08 NA NA NA

Cancer Endometrial cancer ‐ Non‐Endometrioid rs1799941 Common cis‐variant G A 1.09 (0.98,1.2) 0.050 0.10 NA NA NA

Cancer Endometrial cancer ‐ Non‐Endometrioid rs6258 Rare cis‐variant T C 1.28 (0.73,2.24) 0.285 0.39 NA NA NA

Cancer Endometrial cancer ‐ Endometrioid rs1799941 Common cis‐variant G A 1.04 (1,1.09) 0.021 0.04 NA NA NA

Cancer Endometrial cancer ‐ Endometrioid rs6258 Rare cis‐variant T C 1.15 (0.95,1.39) 0.098 0.16 NA NA NA

Cancer Ovarian cancer rs1799941 Common cis‐variant G A 0.99 (0.96,1.02) 0.015 0.39 NA NA NA

Cancer Ovarian cancer rs6258 Rare cis‐variant T C 1.1 (0.95,1.29) 0.078 0.21 NA NA NA

Cancer Prostate cancer rs1799941 Common cis‐variant G A NA NA NA 1 (0.98,1.02) 0.010 0.69

Cancer Prostate cancer rs6258 Rare cis‐variant T C NA NA NA 1.07 (0.97,1.18) 0.052 0.19

NA =  not available

ER positive = estrogen receptor positive subtype

ER negative = estrogen receptor negative subtype

ER negative inc. BRCA1 = estrogen receptor negative subtype including BRCA1 mutation carriers

Supplementary Table S24: Results of lookup using the two  cis  variants in SHBG as an instrument for SHBG. Effects on metabolic, body composition and cancer traits are shown for the rare allele of rs6258 and the 

common allele of rs1799941, which lower total testosterone and SHBG and raise bioavailable testosterone in males and females.



Supplementary Table S25: Results of two sample Mendelian randomization analysis in men of sex hormone genetic instruments on cancer outcomes.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Cancer outcome OR (95% CI) P OR (95% CI) P Intercept P OR (95% CI) P N variants OR (95% CI) P OR (95% CI) P Intercept P OR (95% CI) P N variants

Total testosterone Prostate 1.02 (0.95,1.09) 0.66 1.04 (0.94,1.16) 0.44 0.53 1.02 (0.95,1.1) 0.60 225 1.03 (0.96,1.1) 0.44 1.04 (0.94,1.16) 0.45 0.73 1.02 (0.95,1.1) 0.58 195

Bioavailable testosterone Prostate 1.23 (1.13,1.33) 3.7E‐07 1.12 (0.98,1.28) 0.09 0.09 1.15 (1.05,1.27) 2.7E‐03 123 1.22 (1.13,1.32) 9.8E‐07 1.13 (0.99,1.29) 0.08 0.15 1.15 (1.05,1.27) 2.8E‐03 119

Testosterone cluster Prostate 1.28 (1.15,1.42) 7.2E‐06 1.05 (0.9,1.24) 0.52 2.1E‐03 1.19 (1.06,1.35) 4.3E‐03 118 1.28 (1.15,1.43) 8.2E‐06 1.06 (0.9,1.24) 0.51 2.2E‐03 1.2 (1.06,1.36) 4.1E‐03 117

SHBG Prostate 0.91 (0.8,1.04) 0.16 0.96 (0.8,1.16) 0.70 0.37 0.97 (0.85,1.1) 0.61 347 0.91 (0.79,1.05) 0.20 1 (0.83,1.22) 0.98 0.15 0.97 (0.86,1.09) 0.59 283

SHBG cluster Prostate 0.91 (0.8,1.04) 0.18 0.95 (0.79,1.14) 0.59 0.52 0.97 (0.85,1.1) 0.61 353 0.92 (0.8,1.06) 0.24 0.98 (0.81,1.19) 0.87 0.30 0.97 (0.86,1.09) 0.59 294

Estradiol Prostate 1.12 (0.54,2.33) 0.77 1.06 (0.17,6.49) 0.95 0.95 0.98 (0.42,2.25) 0.95 20 1.1 (0.49,2.47) 0.82 0.75 (0.09,6.36) 0.79 0.70 0.98 (0.39,2.45) 0.97 11

Estradiol cluster Prostate 0.78 (0.4,1.52) 0.47 2.61 (0.4,17.06) 0.32 0.18 0.93 (0.37,2.35) 0.88 13 0.78 (0.34,1.8) 0.57 1.78 (0.17,18.43) 0.63 0.46 0.95 (0.36,2.52) 0.91 8

Note: P values<0.05 are in bold.



Supplementary Table S26: Results of two sample Mendelian randomization analysis in women of sex hormone genetic instruments on body composition outcomes

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Outcome Beta (95% CI) P Beta (95% CI) P Intercept P Beta (95% CI) P N variants Beta (95% CI) P Beta (95% CI) P Intercept PBeta (95% CI) P N variants

Total testosterone Android fat 0.06 (‐0.01,0.14) 0.11 0.08 (‐0.05,0.22) 0.22 0.68 0.16 (0.03,0.3) 0.02 240 0.07 (‐0.01,0.15) 0.10 0.06 (‐0.08,0.2) 0.40 0.87 0.17 (0.03,0.3) 0.02 187

Total testosterone Android lean 0.08 (0,0.15) 0.04 0.17 (0.04,0.31) 0.01 0.07 0.1 (‐0.02,0.23) 0.10 241 0.09 (0.01,0.17) 0.03 0.17 (0.03,0.3) 0.02 0.15 0.11 (‐0.03,0.25) 0.11 188

Total testosterone Gynoid fat 0.08 (0,0.15) 0.05 0.09 (‐0.04,0.22) 0.18 0.79 0.19 (0.05,0.32) 6.1E‐03 240 0.08 (0,0.16) 0.04 0.06 (‐0.08,0.19) 0.42 0.63 0.19 (0.05,0.33) 8.8E‐03 187

Total testosterone Gynoid lean 0.09 (0.02,0.17) 0.01 0.19 (0.05,0.32) 6.3E‐03 0.10 0.16 (0.03,0.3) 0.02 241 0.1 (0.02,0.18) 0.01 0.17 (0.03,0.31) 0.01 0.24 0.18 (0.04,0.31) 9.8E‐03 188

Total testosterone Subcutaneous fat 0.06 (‐0.02,0.13) 0.12 0.05 (‐0.08,0.18) 0.45 0.88 0.13 (‐0.01,0.27) 0.06 240 0.07 (‐0.01,0.15) 0.08 0.03 (‐0.11,0.17) 0.64 0.47 0.13 (‐0.02,0.28) 0.08 187

Total testosterone Visceral fat 0.02 (‐0.06,0.09) 0.62 0.09 (‐0.04,0.22) 0.19 0.21 0.13 (‐0.02,0.28) 0.10 240 0.03 (‐0.05,0.11) 0.47 0.07 (‐0.07,0.2) 0.35 0.53 0.13 (‐0.03,0.28) 0.10 187

Bioavailable testosterone Android fat 0.07 (‐0.05,0.2) 0.24 0.1 (‐0.12,0.32) 0.36 0.75 0.14 (‐0.05,0.34) 0.15 171 0.06 (‐0.07,0.19) 0.39 0.11 (‐0.11,0.33) 0.34 0.57 0.12 (‐0.08,0.32) 0.23 133

Bioavailable testosterone Android lean ‐0.01 (‐0.12,0.09) 0.81 0.03 (‐0.17,0.22) 0.79 0.61 0 (‐0.18,0.18) 0.99 171 ‐0.01 (‐0.13,0.1) 0.83 0.03 (‐0.17,0.23) 0.75 0.56 ‐0.01 (‐0.2,0.19) 0.95 133

Bioavailable testosterone Gynoid fat 0.03 (‐0.08,0.15) 0.59 0.01 (‐0.2,0.22) 0.92 0.81 ‐0.04 (‐0.23,0.16) 0.72 171 0.04 (‐0.08,0.15) 0.55 0.01 (‐0.19,0.21) 0.93 0.75 ‐0.03 (‐0.24,0.18) 0.80 133

Bioavailable testosterone Gynoid lean 0 (‐0.11,0.11) 0.99 0.04 (‐0.16,0.24) 0.70 0.64 ‐0.06 (‐0.25,0.13) 0.53 171 0 (‐0.11,0.12) 0.95 0.06 (‐0.14,0.26) 0.55 0.49 ‐0.07 (‐0.27,0.13) 0.50 133

Bioavailable testosterone Subcutaneous fat 0.05 (‐0.07,0.17) 0.43 0.03 (‐0.19,0.25) 0.79 0.83 0.09 (‐0.09,0.27) 0.34 171 0.05 (‐0.08,0.18) 0.44 0.03 (‐0.19,0.25) 0.79 0.81 0.09 (‐0.11,0.28) 0.39 133

Bioavailable testosterone Visceral fat 0.12 (0,0.24) 0.05 0.19 (‐0.03,0.41) 0.09 0.47 0.1 (‐0.1,0.31) 0.31 171 0.09 (‐0.04,0.22) 0.16 0.18 (‐0.04,0.41) 0.11 0.33 0.1 (‐0.1,0.31) 0.32 133

Testosterone cluster Android fat 0.06 (‐0.01,0.14) 0.10 0.09 (‐0.04,0.22) 0.17 0.59 0.17 (0.02,0.31) 0.02 228 0.06 (‐0.02,0.14) 0.13 0.07 (‐0.07,0.21) 0.33 0.92 0.17 (0.02,0.31) 0.02 184

Testosterone cluster Android lean 0.1 (0.02,0.17) 0.01 0.17 (0.03,0.3) 0.01 0.16 0.11 (‐0.02,0.25) 0.10 229 0.09 (0.01,0.17) 0.02 0.16 (0.03,0.3) 0.02 0.18 0.1 (‐0.04,0.24) 0.14 185

Testosterone cluster Gynoid fat 0.08 (0,0.15) 0.05 0.09 (‐0.04,0.22) 0.17 0.76 0.19 (0.04,0.33) 9.9E‐03 228 0.07 (‐0.01,0.15) 0.08 0.07 (‐0.07,0.21) 0.34 0.94 0.19 (0.05,0.33) 8.5E‐03 184

Testosterone cluster Gynoid lean 0.11 (0.03,0.19) 5.3E‐03 0.19 (0.06,0.33) 4.0E‐03 0.11 0.18 (0.04,0.32) 0.01 229 0.11 (0.03,0.19) 7.6E‐03 0.19 (0.05,0.33) 6.9E‐03 0.16 0.18 (0.05,0.31) 8.0E‐03 185

Testosterone cluster Subcutaneous fat 0.06 (‐0.02,0.14) 0.13 0.06 (‐0.07,0.19) 0.38 0.99 0.13 (‐0.01,0.28) 0.07 228 0.06 (‐0.02,0.14) 0.14 0.04 (‐0.1,0.18) 0.57 0.71 0.13 (‐0.02,0.29) 0.09 184

Testosterone cluster Visceral fat 0.03 (‐0.04,0.11) 0.41 0.1 (‐0.04,0.23) 0.15 0.24 0.13 (‐0.02,0.27) 0.09 228 0.04 (‐0.04,0.12) 0.36 0.07 (‐0.07,0.21) 0.30 0.53 0.13 (‐0.03,0.28) 0.11 184

SHBG Android fat ‐0.17 (‐0.29,‐0.05) 6.9E‐03 ‐0.08 (‐0.26,0.1) 0.40 0.16 ‐0.12 (‐0.33,0.09) 0.25 339 ‐0.18 (‐0.32,‐0.05) 7.2E‐03 ‐0.1 (‐0.28,0.09) 0.30 0.19 ‐0.11 (‐0.33,0.11) 0.32 210

SHBG Android lean ‐0.02 (‐0.15,0.12) 0.82 0.04 (‐0.16,0.23) 0.70 0.46 ‐0.04 (‐0.25,0.17) 0.69 340 0.03 (‐0.11,0.18) 0.63 0.01 (‐0.19,0.2) 0.96 0.67 ‐0.02 (‐0.24,0.2) 0.87 211

SHBG Gynoid fat ‐0.04 (‐0.17,0.09) 0.52 ‐0.02 (‐0.2,0.17) 0.86 0.72 0.01 (‐0.21,0.23) 0.92 339 ‐0.1 (‐0.24,0.04) 0.16 ‐0.06 (‐0.26,0.13) 0.51 0.62 0.01 (‐0.21,0.23) 0.93 210

SHBG Gynoid lean ‐0.01 (‐0.14,0.12) 0.92 0.04 (‐0.15,0.23) 0.67 0.50 ‐0.01 (‐0.21,0.2) 0.96 340 0.02 (‐0.12,0.16) 0.80 0.01 (‐0.18,0.21) 0.89 0.95 ‐0.01 (‐0.21,0.2) 0.96 211

SHBG Subcutaneous fat ‐0.1 (‐0.22,0.03) 0.14 ‐0.03 (‐0.22,0.15) 0.74 0.35 ‐0.08 (‐0.28,0.12) 0.45 339 ‐0.12 (‐0.26,0.01) 0.07 ‐0.06 (‐0.25,0.12) 0.50 0.37 ‐0.08 (‐0.3,0.15) 0.50 210

SHBG Visceral fat ‐0.27 (‐0.4,‐0.15) 1.8E‐05 ‐0.14 (‐0.32,0.04) 0.13 0.05 ‐0.11 (‐0.32,0.1) 0.29 339 ‐0.24 (‐0.37,‐0.1) 5.9E‐04 ‐0.16 (‐0.34,0.03) 0.10 0.21 ‐0.11 (‐0.33,0.11) 0.32 210

SHBG cluster Android fat ‐0.13 (‐0.26,‐0.01) 0.04 ‐0.07 (‐0.25,0.11) 0.47 0.34 ‐0.11 (‐0.31,0.09) 0.30 350 ‐0.15 (‐0.29,‐0.02) 0.02 ‐0.08 (‐0.27,0.1) 0.39 0.26 ‐0.1 (‐0.31,0.12) 0.38 221

SHBG cluster Android lean ‐0.01 (‐0.14,0.13) 0.93 0.04 (‐0.16,0.23) 0.71 0.55 ‐0.01 (‐0.23,0.21) 0.93 351 0.05 (‐0.09,0.19) 0.51 0.01 (‐0.18,0.21) 0.90 0.62 ‐0.01 (‐0.23,0.21) 0.93 222

SHBG cluster Gynoid fat ‐0.02 (‐0.15,0.11) 0.79 ‐0.02 (‐0.21,0.17) 0.83 0.96 0.01 (‐0.19,0.22) 0.90 350 ‐0.08 (‐0.21,0.06) 0.27 ‐0.06 (‐0.25,0.14) 0.57 0.75 0.01 (‐0.2,0.22) 0.91 221

SHBG cluster Gynoid lean 0.01 (‐0.12,0.14) 0.92 0.03 (‐0.16,0.22) 0.74 0.71 0.06 (‐0.15,0.26) 0.57 351 0.03 (‐0.1,0.17) 0.62 0.01 (‐0.18,0.2) 0.93 0.70 0.06 (‐0.15,0.27) 0.57 222

SHBG cluster Subcutaneous fat ‐0.07 (‐0.2,0.06) 0.28 ‐0.02 (‐0.21,0.17) 0.84 0.46 ‐0.07 (‐0.27,0.14) 0.54 350 ‐0.1 (‐0.24,0.03) 0.13 ‐0.04 (‐0.23,0.14) 0.65 0.35 ‐0.06 (‐0.28,0.15) 0.56 221

SHBG cluster Visceral fat ‐0.24 (‐0.36,‐0.12) 1.7E‐04 ‐0.12 (‐0.3,0.06) 0.18 0.08 ‐0.11 (‐0.32,0.1) 0.29 350 ‐0.21 (‐0.35,‐0.08) 1.9E‐03 ‐0.13 (‐0.31,0.06) 0.17 0.19 ‐0.11 (‐0.32,0.1) 0.30 221

Note: P values<0.05 are in bold.



Supplementary Table S27: Results of two sample Mendelian randomization analysis in women of sex hormone genetic instruments on cancer outcomes.

Primary analysis Steiger filtered analysis

Inverse variance weighted Egger Weighted median Inverse variance weighted Egger Weighted median

Exposure genetic instrument Cancer outcome OR (95% CI) P OR (95% CI) P Intercept P OR (95% CI) P N variants OR (95% CI) P OR (95% CI) P Intercept P OR (95% CI) P N variants

Total testosterone Breast cancer 1.14 (1.08,1.2) 1.6E‐06 1.19 (1.08,1.31) 4.6E‐04 0.27 1.12 (1.05,1.2) 4.6E‐04 245 1.14 (1.08,1.21) 2.8E‐06 1.17 (1.06,1.29) 2.5E‐03 0.61 1.12 (1.05,1.2) 5.0E‐04 191

Total testosterone Breast cancer, ER positive 1.19 (1.12,1.26) 1.2E‐08 1.29 (1.16,1.44) 4.0E‐06 0.07 1.18 (1.09,1.28) 5.3E‐05 245 1.19 (1.12,1.26) 7.0E‐08 1.27 (1.13,1.42) 3.6E‐05 0.17 1.18 (1.09,1.28) 8.5E‐05 191

Total testosterone Breast cancer, ER negative 0.99 (0.93,1.06) 0.88 0.99 (0.88,1.13) 0.92 0.98 0.99 (0.89,1.11) 0.91 245 1 (0.93,1.08) 0.95 0.98 (0.86,1.12) 0.78 0.71 0.99 (0.88,1.1) 0.81 191

Total testosterone Endometrial cancer 1.39 (1.26,1.53) 3.4E‐11 1.68 (1.4,2.02) 2.4E‐08 0.02 1.57 (1.35,1.82) 6.5E‐09 248 1.43 (1.28,1.58) 3.2E‐11 1.64 (1.36,1.99) 4.3E‐07 0.09 1.56 (1.33,1.84) 5.8E‐08 196

Total testosterone Endometrial cancer ‐ Endometrioid 1.39 (1.24,1.55) 1.2E‐08 1.62 (1.31,2.01) 9.6E‐06 0.09 1.65 (1.38,1.97) 5.6E‐08 248 1.43 (1.27,1.62) 6.7E‐09 1.56 (1.24,1.95) 1.1E‐04 0.38 1.64 (1.36,1.99) 3.8E‐07 196

Total testosterone Endometrial cancer ‐ Non‐Endometrioid 1.26 (0.99,1.61) 0.06 1.13 (0.73,1.76) 0.58 0.57 1 (0.68,1.47) 0.99 224 1.24 (0.96,1.59) 0.10 1.25 (0.8,1.96) 0.33 0.95 0.99 (0.66,1.49) 0.97 177

Total testosterone Ovarian cancer 0.9 (0.83,0.97) 7.9E‐03 0.95 (0.82,1.1) 0.48 0.38 0.93 (0.8,1.07) 0.31 245 0.89 (0.83,0.97) 6.6E‐03 0.95 (0.82,1.1) 0.48 0.33 0.93 (0.8,1.08) 0.33 191

Bioavailable testosterone Breast cancer 1.15 (1.05,1.25) 1.6E‐03 1.12 (0.97,1.31) 0.13 0.75 1.09 (1,1.19) 0.04 176 1.15 (1.05,1.26) 2.4E‐03 1.11 (0.96,1.3) 0.17 0.62 1.03 (0.94,1.13) 0.50 136

Bioavailable testosterone Breast cancer, ER positive 1.23 (1.12,1.34) 6.1E‐06 1.19 (1.02,1.4) 0.03 0.66 1.13 (1.03,1.24) 0.01 176 1.22 (1.11,1.34) 3.5E‐05 1.18 (1.01,1.39) 0.04 0.65 1.1 (0.99,1.21) 0.08 136

Bioavailable testosterone Breast cancer, ER negative 0.94 (0.83,1.07) 0.34 0.99 (0.79,1.23) 0.90 0.63 0.99 (0.86,1.14) 0.89 176 0.97 (0.85,1.1) 0.61 0.95 (0.76,1.19) 0.64 0.83 1.01 (0.87,1.17) 0.93 136

Bioavailable testosterone Endometrial cancer 1.63 (1.43,1.87) 1.5E‐12 1.64 (1.28,2.08) 6.4E‐05 0.99 1.51 (1.22,1.87) 1.3E‐04 176 1.65 (1.42,1.92) 4.1E‐11 1.65 (1.28,2.12) 1.2E‐04 0.97 1.51 (1.21,1.89) 2.9E‐04 135

Bioavailable testosterone Endometrial cancer ‐ Endometrioid 1.62 (1.39,1.88) 3.9E‐10 1.56 (1.19,2.03) 1.1E‐03 0.73 1.43 (1.12,1.83) 3.8E‐03 176 1.63 (1.38,1.93) 1.3E‐08 1.55 (1.17,2.06) 2.4E‐03 0.68 1.44 (1.11,1.86) 5.8E‐03 135

Bioavailable testosterone Endometrial cancer ‐ Non‐Endometrioid 1.46 (1.05,2.02) 0.02 1.43 (0.81,2.54) 0.22 0.94 1.57 (0.9,2.74) 0.11 155 1.62 (1.13,2.33) 8.6E‐03 1.37 (0.75,2.52) 0.31 0.50 1.68 (0.95,2.97) 0.07 117

Bioavailable testosterone Ovarian cancer 0.92 (0.83,1.02) 0.10 1.02 (0.85,1.22) 0.85 0.18 0.97 (0.81,1.16) 0.74 176 0.9 (0.81,1.01) 0.07 1.02 (0.85,1.24) 0.82 0.11 0.97 (0.8,1.18) 0.77 136

Testosterone cluster Breast cancer 1.15 (1.09,1.22) 1.2E‐07 1.18 (1.07,1.3) 5.9E‐04 0.54 1.12 (1.06,1.2) 2.2E‐04 231 1.15 (1.09,1.22) 5.4E‐07 1.16 (1.05,1.28) 2.5E‐03 0.82 1.12 (1.06,1.2) 2.5E‐04 192

Testosterone cluster Breast cancer, ER positive 1.21 (1.14,1.28) 3.0E‐10 1.28 (1.15,1.42) 5.8E‐06 0.22 1.18 (1.09,1.27) 2.6E‐05 231 1.2 (1.13,1.28) 7.1E‐09 1.26 (1.13,1.41) 3.1E‐05 0.28 1.18 (1.09,1.28) 4.7E‐05 192

Testosterone cluster Breast cancer, ER negative 0.98 (0.92,1.06) 0.66 0.99 (0.87,1.12) 0.83 0.97 0.97 (0.87,1.09) 0.61 231 0.99 (0.92,1.07) 0.84 0.98 (0.86,1.12) 0.78 0.83 0.97 (0.87,1.09) 0.61 192

Testosterone cluster Endometrial cancer 1.37 (1.25,1.52) 1.9E‐10 1.58 (1.32,1.89) 5.7E‐07 0.07 1.53 (1.32,1.79) 4.1E‐08 235 1.39 (1.26,1.55) 3.7E‐10 1.57 (1.3,1.9) 2.1E‐06 0.13 1.53 (1.3,1.79) 1.7E‐07 197

Testosterone cluster Endometrial cancer ‐ Endometrioid 1.4 (1.25,1.56) 7.2E‐09 1.5 (1.22,1.85) 1.4E‐04 0.42 1.64 (1.37,1.97) 9.1E‐08 235 1.42 (1.26,1.6) 4.9E‐09 1.47 (1.19,1.82) 4.6E‐04 0.73 1.64 (1.36,1.98) 2.7E‐07 197

Testosterone cluster Endometrial cancer ‐ Non‐Endometrioid 1.25 (0.98,1.59) 0.07 1.16 (0.76,1.77) 0.50 0.67 1 (0.68,1.48) 0.98 211 1.22 (0.95,1.56) 0.12 1.29 (0.84,1.98) 0.25 0.77 1 (0.67,1.49) 1.00 177

Testosterone cluster Ovarian cancer 0.88 (0.81,0.95) 8.6E‐04 0.92 (0.8,1.05) 0.21 0.46 0.93 (0.81,1.07) 0.30 231 0.87 (0.81,0.95) 1.3E‐03 0.92 (0.8,1.07) 0.28 0.36 0.93 (0.8,1.07) 0.31 192

SHBG Breast cancer 0.97 (0.88,1.06) 0.48 0.96 (0.83,1.1) 0.56 0.89 1 (0.92,1.1) 0.94 343 0.96 (0.87,1.07) 0.48 0.95 (0.82,1.1) 0.50 0.81 1 (0.92,1.1) 0.96 212

SHBG Breast cancer, ER positive 0.91 (0.82,1.01) 0.07 0.93 (0.8,1.09) 0.38 0.62 0.99 (0.9,1.1) 0.91 343 0.89 (0.79,1) 0.05 0.93 (0.79,1.09) 0.35 0.46 0.99 (0.9,1.1) 0.90 212

SHBG Breast cancer, ER negative 1.14 (1.01,1.28) 0.03 1.06 (0.89,1.27) 0.50 0.29 1.16 (0.99,1.35) 0.08 343 1.16 (1.02,1.33) 0.03 1.06 (0.88,1.27) 0.53 0.15 1.16 (0.98,1.36) 0.09 212

SHBG Endometrial cancer 0.77 (0.67,0.89) 2.6E‐04 0.73 (0.6,0.89) 2.2E‐03 0.46 0.79 (0.64,0.99) 0.04 351 0.73 (0.63,0.85) 4.5E‐05 0.73 (0.6,0.89) 2.2E‐03 0.96 0.79 (0.63,0.99) 0.04 217

SHBG Endometrial cancer ‐ Endometrioid 0.78 (0.67,0.91) 1.8E‐03 0.72 (0.58,0.9) 4.4E‐03 0.36 0.79 (0.62,1.02) 0.07 351 0.74 (0.62,0.87) 4.5E‐04 0.73 (0.58,0.92) 8.2E‐03 0.97 0.79 (0.62,1.02) 0.07 217

SHBG Endometrial cancer ‐ Non‐Endometrioid 0.78 (0.55,1.11) 0.17 0.66 (0.39,1.11) 0.12 0.39 0.68 (0.38,1.21) 0.19 315 0.84 (0.57,1.25) 0.38 0.63 (0.37,1.08) 0.09 0.12 0.68 (0.37,1.26) 0.22 193

SHBG Ovarian cancer 1 (0.89,1.13) 0.96 0.94 (0.79,1.11) 0.45 0.27 1 (0.84,1.18) 0.97 343 0.99 (0.88,1.12) 0.90 0.92 (0.78,1.09) 0.34 0.21 0.91 (0.77,1.09) 0.30 212

SHBG cluster Breast cancer 0.97 (0.88,1.07) 0.52 0.96 (0.83,1.1) 0.52 0.79 1 (0.91,1.1) 0.97 355 0.97 (0.87,1.07) 0.54 0.95 (0.82,1.09) 0.46 0.67 1 (0.91,1.1) 0.99 229

SHBG cluster Breast cancer, ER positive 0.91 (0.82,1.01) 0.07 0.93 (0.8,1.07) 0.31 0.69 1 (0.9,1.11) 0.95 355 0.89 (0.8,1) 0.05 0.92 (0.79,1.08) 0.31 0.52 1 (0.9,1.11) 0.95 229

SHBG cluster Breast cancer, ER negative 1.15 (1.02,1.3) 0.02 1.06 (0.89,1.26) 0.51 0.20 1.18 (1.01,1.38) 0.04 355 1.17 (1.03,1.34) 0.02 1.04 (0.87,1.25) 0.64 0.06 1.18 (1,1.39) 0.05 229

SHBG cluster Endometrial cancer 0.75 (0.65,0.86) 3.1E‐05 0.74 (0.61,0.9) 2.6E‐03 0.95 0.79 (0.63,0.98) 0.04 363 0.71 (0.61,0.82) 5.0E‐06 0.74 (0.61,0.91) 3.5E‐03 0.45 0.79 (0.63,0.98) 0.04 234

SHBG cluster Endometrial cancer ‐ Endometrioid 0.75 (0.65,0.88) 3.7E‐04 0.73 (0.59,0.91) 4.5E‐03 0.67 0.8 (0.62,1.02) 0.07 363 0.72 (0.61,0.85) 8.2E‐05 0.75 (0.6,0.94) 0.01 0.53 0.8 (0.62,1.02) 0.07 234

SHBG cluster Endometrial cancer ‐ Non‐Endometrioid 0.79 (0.56,1.14) 0.21 0.74 (0.45,1.23) 0.25 0.71 0.68 (0.37,1.23) 0.20 325 0.83 (0.56,1.24) 0.36 0.69 (0.4,1.17) 0.17 0.30 0.68 (0.37,1.24) 0.21 208

SHBG cluster Ovarian cancer 1.02 (0.9,1.15) 0.79 0.94 (0.8,1.12) 0.50 0.22 1 (0.84,1.18) 0.99 355 1.01 (0.89,1.14) 0.88 0.92 (0.78,1.09) 0.34 0.11 0.92 (0.77,1.09) 0.32 229

Note: P values<0.05 are in bold.

ER positive = estrogen receptor positive subtype

ER negative = estrogen receptor negative subtype



Supplementary Table S28: Proxy variants included in genetic instruments with relevant weights.

Trait Sex Signal 1KG_proxy 1KG_Trait_1KG_Other1KG_Weigh1KG_SE_weHM_proxy HM_Trait_HM_OtherHM_WeighHM_SE_weight

Bioavailable testosterone Females 1:154580015_TC_T rs10712198 TC T 0.015 0.003 rs12125166 C T 0.015 0.003

Bioavailable testosterone Females rs199816133 rs11301122 C CA 0.029 0.003 rs7047907 A G 0.029 0.003

Bioavailable testosterone Females rs35596561 rs11301327 CT C 0.025 0.003 rs11870935 G A 0.024 0.003

Bioavailable testosterone Females 15:53094375_TTTTG_Trs142760249 T TTTTG 0.030 0.004 rs8025128 T C 0.029 0.004

Bioavailable testosterone Females 12:25412725_AATTATTrs144766289 A AATTATTG 0.028 0.005 rs12320328 G A 0.024 0.005

Bioavailable testosterone Females 4:69468698_ATAGAGGrs146290882 A ATAGAGGA 0.023 0.003 rs4860985 C T 0.016 0.003

Bioavailable testosterone Females 2:20421849_AACAC_A rs150420836 A AACAC 0.022 0.003 rs2002090 A G 0.021 0.003

Bioavailable testosterone Females 18:3812373_AT_A rs199630283 A AT 0.019 0.003 rs3786434 A T 0.015 0.003

Bioavailable testosterone Females 14:98567544_CAA_C rs200382892 C CAA 0.018 0.003 rs10145335 A G 0.018 0.003

Bioavailable testosterone Females 8:25248334_GT_G rs34014169 GT G 0.014 0.003 rs1000798 G T 0.014 0.003

Bioavailable testosterone Females rs386705174 rs36135983 GT G 0.039 0.003 rs2295709 T C 0.039 0.003

Bioavailable testosterone Females 9:114826326_TG_T rs374590100 TG T 0.022 0.003 rs9695214 T C 0.021 0.003

Bioavailable testosterone Females rs746258907 rs3842247 AG A 0.016 0.003 rs312023 G A 0.015 0.003

Bioavailable testosterone Females 15:43674414_AAAAAArs535287577 AAAAAAG A 0.024 0.005 rs3213990 C A 0.009 0.004

Bioavailable testosterone Females 10:65224458_CA_C rs55739257 CA C 0.032 0.003 rs6479905 G A 0.030 0.003

Bioavailable testosterone Females 8:81418150_ATTTT_A rs565764689 ATTTT A 0.023 0.003 rs272617 T C 0.022 0.003

Bioavailable testosterone Females 17:63685553_CA_C rs5821582 C CA 0.017 0.003 rs11079581 C T 0.017 0.003

Bioavailable testosterone Females rs67952556 rs5974638 G A 0.012 0.003 NA

Bioavailable testosterone Females 13:22693754_TC_T rs66467027 T TC 0.019 0.003 rs12871430 T C 0.018 0.003

Bioavailable testosterone Females 6:130386212_GGAGA_rs71822536 G GGAGA 0.017 0.003 rs9375703 G T 0.016 0.003

Bioavailable testosterone Females rs764029425 rs77032872 T TG 0.036 0.003 rs3779196 T C 0.036 0.003

Bioavailable testosterone Females rs112635299 Signal in 1KG NA

Bioavailable testosterone Females rs113247979 Signal in 1KG NA

Bioavailable testosterone Females rs114165349 Signal in 1KG NA

Bioavailable testosterone Females rs114303452 Signal in 1KG NA

Bioavailable testosterone Females rs11733695 Signal in 1KG NA

Bioavailable testosterone Females rs12683780 Signal in 1KG NA

Bioavailable testosterone Females rs140584594 Signal in 1KG NA

Bioavailable testosterone Females rs149624078 Signal in 1KG NA

Bioavailable testosterone Females rs17580 Signal in 1KG NA

Bioavailable testosterone Females rs17853284 Signal in 1KG NA

Bioavailable testosterone Females rs181255261 Signal in 1KG NA

Bioavailable testosterone Females rs191780890 Signal in 1KG NA

Bioavailable testosterone Females rs202200760 Signal in 1KG NA

Bioavailable testosterone Females rs28641793 Signal in 1KG NA

Bioavailable testosterone Females rs34931250 Signal in 1KG NA

Bioavailable testosterone Females rs35008345 Signal in 1KG NA

Bioavailable testosterone Females rs45446698 Signal in 1KG NA

Bioavailable testosterone Females rs56196860 Signal in 1KG NA

Bioavailable testosterone Females rs5855544 Signal in 1KG NA

Bioavailable testosterone Females rs61755050 Signal in 1KG NA

Bioavailable testosterone Females rs62025141 Signal in 1KG NA

Bioavailable testosterone Females rs74652944 Signal in 1KG NA

Bioavailable testosterone Females rs76895963 Signal in 1KG NA

Bioavailable testosterone Females rs78058190 Signal in 1KG NA

Bioavailable testosterone Females rs879619 Signal in 1KG NA

Bioavailable testosterone Females rs9379084 Signal in 1KG NA

Bioavailable testosterone Females rs13430258 Signal in 1KG rs10202783 A T 0.015 0.003

Bioavailable testosterone Females rs2282248 Signal in 1KG rs10857859 C G 0.014 0.003

Bioavailable testosterone Females rs11031005 Signal in 1KG rs11031006 A G 0.023 0.004

Bioavailable testosterone Females rs6538437 Signal in 1KG rs11107124 C G 0.016 0.003

Bioavailable testosterone Females rs8111359 Signal in 1KG rs11673632 C T 0.027 0.004

Bioavailable testosterone Females rs35783704 Signal in 1KG rs11774829 A T 0.033 0.004

Bioavailable testosterone Females rs13030651 Signal in 1KG rs11897732 G A 0.016 0.003

Bioavailable testosterone Females rs77031559 Signal in 1KG rs11927030 G A 0.022 0.005

Bioavailable testosterone Females rs1989147 Signal in 1KG rs12130462 C T 0.023 0.003

Bioavailable testosterone Females rs12135478 Signal in 1KG rs12142033 A G 0.014 0.003

Bioavailable testosterone Females rs4368453 Signal in 1KG rs12487629 C T 0.017 0.003

Bioavailable testosterone Females rs71397837 Signal in 1KG rs12900736 C T 0.020 0.003

Bioavailable testosterone Females rs34269793 Signal in 1KG rs12999558 A G 0.033 0.006

Bioavailable testosterone Females rs71633359 Signal in 1KG rs13130929 A G 0.022 0.003

Bioavailable testosterone Females rs17245822 Signal in 1KG rs1337985 C T 0.014 0.003

Bioavailable testosterone Females rs7089122 Signal in 1KG rs1538831 A G 0.024 0.003

Bioavailable testosterone Females rs34954997 Signal in 1KG rs157582 C T 0.015 0.003

Bioavailable testosterone Females rs1640272 Signal in 1KG rs1640271 C T 0.021 0.003

Bioavailable testosterone Females rs199746610 Signal in 1KG rs16889714 A T 0.034 0.007

Bioavailable testosterone Females rs61856128 Signal in 1KG rs17134158 C T 0.032 0.003

Bioavailable testosterone Females rs17287714 Signal in 1KG rs17288007 A G 0.019 0.005

Bioavailable testosterone Females rs549035841 Signal in 1KG rs17558745 C T 0.015 0.003

Bioavailable testosterone Females rs34255979 Signal in 1KG rs17651629 C T 0.019 0.004

Bioavailable testosterone Females rs62396733 Signal in 1KG rs17794619 A G 0.021 0.004

Bioavailable testosterone Females rs11235688 Signal in 1KG rs1783596 T C 0.015 0.003

Bioavailable testosterone Females rs8178824 Signal in 1KG rs1801689 C A 0.057 0.007

Bioavailable testosterone Females rs3832126 Signal in 1KG rs1861398 C G 0.032 0.003

Bioavailable testosterone Females rs371347025 Signal in 1KG rs1901825 A T 0.014 0.003

Bioavailable testosterone Females rs113172275 Signal in 1KG rs1939768 T G 0.049 0.005

Bioavailable testosterone Females rs7780066 Signal in 1KG rs2035647 G A 0.023 0.003

Bioavailable testosterone Females rs61237993 Signal in 1KG rs2050789 G A 0.016 0.004

Bioavailable testosterone Females rs12645584 Signal in 1KG rs2135509 A G 0.017 0.003

Bioavailable testosterone Females rs117327231 Signal in 1KG rs2276273 C T 0.075 0.008

Bioavailable testosterone Females rs199787521 Signal in 1KG rs2280861 G A 0.016 0.003

Bioavailable testosterone Females rs11879227 Signal in 1KG rs2287019 C T 0.020 0.003

Bioavailable testosterone Females rs11621792 Signal in 1KG rs2332328 T C 0.022 0.003

Bioavailable testosterone Females rs6684361 Signal in 1KG rs2392239 T C 0.040 0.003

Bioavailable testosterone Females rs2954111 Signal in 1KG rs2466145 T C 0.015 0.003

Bioavailable testosterone Females rs62223042 Signal in 1KG rs2836961 C A 0.015 0.003

Bioavailable testosterone Females rs40270 Signal in 1KG rs30000 A G 0.017 0.003



Bioavailable testosterone Females rs2391139 Signal in 1KG rs3103180 G A 0.024 0.003

Bioavailable testosterone Females rs62263023 Signal in 1KG rs3731544 A C 0.028 0.005

Bioavailable testosterone Females rs563306865 Signal in 1KG rs3924462 G T 0.015 0.003

Bioavailable testosterone Females rs7418101 Signal in 1KG rs4000699 T C 0.015 0.003

Bioavailable testosterone Females rs13153019 Signal in 1KG rs4075958 A G 0.015 0.003

Bioavailable testosterone Females rs381194 Signal in 1KG rs409952 G A 0.011 0.003

Bioavailable testosterone Females rs9636441 Signal in 1KG rs4671416 A G 0.017 0.003

Bioavailable testosterone Females rs62231822 Signal in 1KG rs4685148 T C 0.017 0.004

Bioavailable testosterone Females rs6772177 Signal in 1KG rs4687612 G A 0.018 0.004

Bioavailable testosterone Females rs2397112 Signal in 1KG rs4715353 C T 0.016 0.003

Bioavailable testosterone Females rs56205943 Signal in 1KG rs4760355 G A 0.020 0.003

Bioavailable testosterone Females rs56731455 Signal in 1KG rs4843291 G A 0.014 0.003

Bioavailable testosterone Females rs7239564 Signal in 1KG rs4891540 G A 0.030 0.004

Bioavailable testosterone Females rs2374456 Signal in 1KG rs4953716 T A 0.015 0.003

Bioavailable testosterone Females rs12543598 Signal in 1KG rs5303 A G 0.020 0.003

Bioavailable testosterone Females rs182375344 Signal in 1KG rs5942939 T C 0.016 0.003

Bioavailable testosterone Females rs5970442 Signal in 1KG rs5970441 C T 0.027 0.003

Bioavailable testosterone Females rs590097 Signal in 1KG rs604126 G A 0.032 0.003

Bioavailable testosterone Females rs6073431 Signal in 1KG rs6073435 A T 0.012 0.003

Bioavailable testosterone Females rs629042 Signal in 1KG rs629445 G A 0.028 0.003

Bioavailable testosterone Females rs113347955 Signal in 1KG rs6468492 G C 0.025 0.007

Bioavailable testosterone Females rs71447853 Signal in 1KG rs6494531 A G 0.014 0.003

Bioavailable testosterone Females rs62144584 Signal in 1KG rs6761875 T C 0.019 0.003

Bioavailable testosterone Females rs13072623 Signal in 1KG rs6804701 T A 0.015 0.003

Bioavailable testosterone Females rs111475133 Signal in 1KG rs7163907 T C 0.021 0.003

Bioavailable testosterone Females rs112933999 Signal in 1KG rs732310 T G 0.014 0.003

Bioavailable testosterone Females rs529143892 Signal in 1KG rs7515597 C T 0.018 0.003

Bioavailable testosterone Females rs73350117 Signal in 1KG rs7706547 C T 0.021 0.003

Bioavailable testosterone Females rs77491205 Signal in 1KG rs7758037 G C 0.018 0.003

Bioavailable testosterone Females rs7139079 Signal in 1KG rs7953249 G A 0.021 0.003

Bioavailable testosterone Females rs7301634 Signal in 1KG rs7964231 T C 0.015 0.003

Bioavailable testosterone Females rs36019311 Signal in 1KG rs799166 G C 0.028 0.004

Bioavailable testosterone Females rs56332871 Signal in 1KG rs8023580 T C 0.029 0.003

Bioavailable testosterone Females rs10851395 Signal in 1KG rs8040086 G A 0.018 0.003

Bioavailable testosterone Females rs11653686 Signal in 1KG rs8076023 C G 0.065 0.004

Bioavailable testosterone Females rs850294 Signal in 1KG rs850293 C A 0.034 0.004

Bioavailable testosterone Females rs58072681 Signal in 1KG rs9319570 G A 0.062 0.005

Bioavailable testosterone Females rs10504255 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs10757893 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs10778215 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs11047261 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs11078597 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1119208 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs11683361 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1171617 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs11784903 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1214759 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs12189146 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs12564492 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs12658172 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs13020003 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs13092573 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1432679 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1515098 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs168189 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs1688043 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs171021 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs17128091 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs2152318 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs2266782 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs2587507 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs34341 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs351370 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs3732218 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs3814707 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs388430 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4135247 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4149056 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4690098 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4712976 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4793788 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs4869893 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs573833 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6008259 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6020423 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6129778 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6258 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6486122 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6788984 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs6792725 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs687339 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7078330 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7183977 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7248104 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs727428 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7291444 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7314285 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs738409 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs7633673 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs8046391 Signal in 1KG Signal in HM



Bioavailable testosterone Females rs9399469 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs9527 Signal in 1KG Signal in HM

Bioavailable testosterone Females rs9987289 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs140498714 NA

Bioavailable testosterone Males rs147676232 NA

Bioavailable testosterone Males rs776715248 NA

Bioavailable testosterone Males 6:100108564_TG_T rs10706082 T TG 0.029 0.003 NA

Bioavailable testosterone Males 9:140774721_T_C rs10867084 C T 0.023 0.003 rs10867084 C T 0.023 0.003

Bioavailable testosterone Males rs66956368 rs112765699 T A 0.034 0.004 rs3821866 G C 0.022 0.003

Bioavailable testosterone Males 3:88173922_GT_G rs11287888 GT G 0.032 0.004 rs4485742 T A 0.031 0.004

Bioavailable testosterone Males rs113017476 rs112881196 G C 0.182 0.008 NA

Bioavailable testosterone Males 22:31358580_CA_C rs11317522 C CA 0.018 0.003 rs7284767 A G 0.015 0.003

Bioavailable testosterone Males 16:53822169_AT_A rs113935429 AT A 0.018 0.003 rs7185735 A G 0.015 0.003

Bioavailable testosterone Males rs1178947 rs1178977 A G 0.023 0.004 Signal in HM

Bioavailable testosterone Males 3:152149372_CTT_C rs139570504 C CTT 0.038 0.005 rs17371330 C G 0.037 0.005

Bioavailable testosterone Males X:135998134_CA_C rs144354831 NA NA NA NA rs1190734 G A 0.015 0.002

Bioavailable testosterone Males rs12410063 rs145410110 C T 0.026 0.003 rs9436746 A C 0.024 0.003

Bioavailable testosterone Males 7:78482336_AG_A rs200907201 AG A 0.075 0.009 NA

Bioavailable testosterone Males 19:48369728_ATTT_A rs212101 C A 0.026 0.004 rs296381 T C 0.026 0.004

Bioavailable testosterone Males rs796177770 rs34632402 C CA 0.019 0.003 rs7897089 G A 0.018 0.003

Bioavailable testosterone Males X:54424009_CT_C rs35118847 NA NA NA NA NA

Bioavailable testosterone Males rs116923389 Signal in 1KG NA

Bioavailable testosterone Males rs11751920 Signal in 1KG NA

Bioavailable testosterone Males rs12810788 Signal in 1KG NA

Bioavailable testosterone Males rs146225865 Signal in 1KG NA

Bioavailable testosterone Males rs17254118 Signal in 1KG NA

Bioavailable testosterone Males rs190930099 Signal in 1KG NA

Bioavailable testosterone Males rs41306249 Signal in 1KG NA

Bioavailable testosterone Males rs528845403 Signal in 1KG NA

Bioavailable testosterone Males rs532320857 Signal in 1KG NA

Bioavailable testosterone Males rs56196860 Signal in 1KG NA

Bioavailable testosterone Males rs61762319 Signal in 1KG NA

Bioavailable testosterone Males rs565931739 Signal in 1KG rs10019555 G A 0.046 0.004

Bioavailable testosterone Males rs2327121 Signal in 1KG rs1047381 C T 0.018 0.003

Bioavailable testosterone Males rs1272131 Signal in 1KG rs10483727 T C 0.025 0.003

Bioavailable testosterone Males rs1812755 Signal in 1KG rs10484012 T C 0.026 0.003

Bioavailable testosterone Males rs13028479 Signal in 1KG rs10929759 G C 0.030 0.003

Bioavailable testosterone Males rs61932784 Signal in 1KG rs11612012 C T 0.020 0.004

Bioavailable testosterone Males rs34138930 Signal in 1KG rs11832487 G A 0.003 0.004

Bioavailable testosterone Males rs1799941 Signal in 1KG rs12150660 G T 0.032 0.004

Bioavailable testosterone Males rs6718154 Signal in 1KG rs12476520 C T 0.032 0.003

Bioavailable testosterone Males rs2594948 Signal in 1KG rs12693096 C G 0.017 0.003

Bioavailable testosterone Males rs71519251 Signal in 1KG rs12735385 A T 0.022 0.004

Bioavailable testosterone Males rs6616174 Signal in 1KG rs12843846 C T 0.016 0.002

Bioavailable testosterone Males rs2764772 Signal in 1KG rs12931939 T C 0.028 0.004

Bioavailable testosterone Males rs2668776 Signal in 1KG rs1398217 G C 0.027 0.003

Bioavailable testosterone Males rs79310511 Signal in 1KG rs16867808 C T 0.030 0.006

Bioavailable testosterone Males rs7265992 Signal in 1KG rs17092148 G T 0.030 0.004

Bioavailable testosterone Males rs9986829 Signal in 1KG rs17168570 C A 0.052 0.003

Bioavailable testosterone Males rs34192788 Signal in 1KG rs17379883 G A 0.019 0.003

Bioavailable testosterone Males rs72774885 Signal in 1KG rs17395416 T G 0.025 0.004

Bioavailable testosterone Males rs55765314 Signal in 1KG rs184654 C G 0.025 0.004

Bioavailable testosterone Males rs6521 Signal in 1KG rs1960072 T C 0.019 0.003

Bioavailable testosterone Males rs62041532 Signal in 1KG rs1973619 A C 0.017 0.004

Bioavailable testosterone Males rs204995 Signal in 1KG rs204994 C T 0.027 0.003

Bioavailable testosterone Males rs72664935 Signal in 1KG rs2184202 A C 0.018 0.003

Bioavailable testosterone Males rs58879558 Signal in 1KG rs2532288 T C 0.021 0.004

Bioavailable testosterone Males rs71753454 Signal in 1KG rs2608954 G T 0.020 0.004

Bioavailable testosterone Males rs2631864 Signal in 1KG rs2610965 T A 0.029 0.005

Bioavailable testosterone Males rs539017487 Signal in 1KG rs2844702 A G 0.037 0.003

Bioavailable testosterone Males rs55795858 Signal in 1KG rs2888335 C T 0.016 0.003

Bioavailable testosterone Males rs112714881 Signal in 1KG rs3020411 A G 0.018 0.003

Bioavailable testosterone Males rs2011425 Signal in 1KG rs3732218 G A 0.048 0.006

Bioavailable testosterone Males rs71529289 Signal in 1KG rs4278125 G A 0.036 0.003

Bioavailable testosterone Males rs8076703 Signal in 1KG rs4427867 A G 0.024 0.003

Bioavailable testosterone Males rs7454964 Signal in 1KG rs4715353 T C 0.017 0.003

Bioavailable testosterone Males rs73221538 Signal in 1KG rs4827379 C T 0.054 0.003

Bioavailable testosterone Males rs138271349 Signal in 1KG rs4830450 T C 0.028 0.005

Bioavailable testosterone Males rs35737316 Signal in 1KG rs4951318 C G 0.040 0.004

Bioavailable testosterone Males rs111386834 Signal in 1KG rs5934505 C T 0.131 0.002

Bioavailable testosterone Males rs10218066 Signal in 1KG rs5969987 T C 0.012 0.002

Bioavailable testosterone Males rs503542 Signal in 1KG rs625735 A G 0.018 0.003

Bioavailable testosterone Males rs545206972 Signal in 1KG rs6258 T C 0.249 0.019

Bioavailable testosterone Males rs34040779 Signal in 1KG rs664595 T C 0.020 0.004

Bioavailable testosterone Males rs2438086 Signal in 1KG rs6758290 C T 0.021 0.003

Bioavailable testosterone Males rs375286460 Signal in 1KG rs6836994 C A 0.019 0.003

Bioavailable testosterone Males rs2038695 Signal in 1KG rs7338818 C T 0.022 0.003

Bioavailable testosterone Males rs7912521 Signal in 1KG rs7908228 G T 0.061 0.003

Bioavailable testosterone Males rs11389722 Signal in 1KG rs7944852 T A 0.018 0.003

Bioavailable testosterone Males rs137969745 Signal in 1KG rs7993373 G A 0.032 0.005

Bioavailable testosterone Males rs829593 Signal in 1KG rs829596 A C 0.018 0.003

Bioavailable testosterone Males rs745486 Signal in 1KG rs901992 G C 0.021 0.003

Bioavailable testosterone Males rs1611581 Signal in 1KG rs9260599 C A 0.014 0.003

Bioavailable testosterone Males rs9322822 Signal in 1KG rs9391253 A T 0.049 0.003

Bioavailable testosterone Males rs10137488 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs10279715 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs1034948 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs10510939 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs10738700 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs10892924 Signal in 1KG Signal in HM



Bioavailable testosterone Males rs10982156 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs1112195 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs11703376 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs12796488 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs12907068 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs13065463 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs13835 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs1454836 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs17703883 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs2035837 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs2090409 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs2184968 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs243466 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs2961853 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs3733897 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs3821866 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4274916 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4483209 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4503095 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4562360 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4678408 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4872310 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs4919686 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs5905042 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs5913997 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs5915287 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs618888 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs6486542 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs6729954 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs7496293 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs757309 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs7679843 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs7872329 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs7915430 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs8061590 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs912202 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs950716 Signal in 1KG Signal in HM

Bioavailable testosterone Males rs9824196 Signal in 1KG Signal in HM

Estradiol Males rs188982745 NA

Estradiol Males rs559555 NA

Estradiol Males rs776715248 NA

Estradiol Males rs12850857 rs1385696 T C 0.005 0.001 rs1385696 T C 0.005 0.001

Estradiol Males rs781858752 rs147250649 TG T 0.008 0.001 NA

Estradiol Males 4:69958680_GA_G rs57058697 GA G 0.007 0.001 rs4587017 T G 0.007 0.001

Estradiol Males 5:35983283_CA_C rs78247641 C CA 0.008 0.001 rs4869450 A T 0.007 0.001

Estradiol Males rs112881196 Signal in 1KG NA

Estradiol Males rs117826558 Signal in 1KG NA

Estradiol Males rs201687269 Signal in 1KG NA

Estradiol Males rs34019140 Signal in 1KG NA

Estradiol Males rs45446698 Signal in 1KG NA

Estradiol Males rs56196860 Signal in 1KG NA

Estradiol Males rs570754094 Signal in 1KG NA

Estradiol Males rs113047993 Signal in 1KG rs11082219 G A 0.006 0.001

Estradiol Males rs10425629 Signal in 1KG rs2547231 C A 0.008 0.001

Estradiol Males rs5933688 Signal in 1KG rs5934505 C T 0.008 0.001

Estradiol Males rs7173595 Signal in 1KG rs727479 A C 0.016 0.001

Estradiol Males rs1260326 Signal in 1KG Signal in HM

Estradiol Males rs3751591 Signal in 1KG Signal in HM

Estradiol Males rs657152 Signal in 1KG Signal in HM

Estradiol Males rs727428 Signal in 1KG Signal in HM

SHBG Females 15:43025006_CT_C NA

SHBG Females rs560436873 NA

SHBG Females rs73519353 NA

SHBG Females 17:48627860_CCT_C rs10586811 C CCT 0.009 0.002 rs1132414 G A 0.009 0.002

SHBG Females 12:26614614_CAT_C rs10599348 C CAT 0.010 0.002 rs17395011 T C 0.010 0.002

SHBG Females 15:51052455_CT_C rs10717809 C CT 0.008 0.002 rs12593469 T C 0.008 0.001

SHBG Females rs768159759 rs113165924 A AG 0.014 0.003 NA

SHBG Females 1:93787087_TA_T rs113348816 T TA 0.009 0.002 rs2391251 T C 0.009 0.002

SHBG Females 1:23747996_GA_G rs11340914 G GA 0.011 0.002 rs2077066 T C 0.009 0.002

SHBG Females rs390408 rs131658 G C 0.014 0.002 rs140489 A G 0.014 0.002

SHBG Females rs11054861 rs1388046179 A G 0.022 0.004 rs11054604 A G 0.022 0.005

SHBG Females rs771193934 rs139153780 AGGCATGCA 0.010 0.002 NA

SHBG Females rs770971500 rs140871704 C CTTTT 0.010 0.002 rs12786104 G T 0.009 0.002

SHBG Females 15:53094375_TTTTG_Trs142760249 TTTTG T 0.028 0.002 rs8025128 C T 0.027 0.002

SHBG Females 10:65158772_AAAG_Ars150036478 A AAAG 0.047 0.001 rs7912893 A T 0.046 0.001

SHBG Females rs781996653 rs199649980 TTATTTTATT 0.009 0.001 rs7801259 A T 0.008 0.001

SHBG Females rs201874554 rs200289656 A ACC 0.015 0.003 rs9828746 C T 0.015 0.003

SHBG Females 8:81457499_CA_C rs200988859 C CA 0.026 0.002 rs440837 G A 0.026 0.002

SHBG Females 13:50565104_ACT_A rs201736780 A ACT 0.038 0.005 rs2812208 C G 0.037 0.005

SHBG Females 8:59415339_TTG_T rs201812242 T TTG 0.011 0.001 rs8192870 G T 0.010 0.001

SHBG Females 3:122361173_TTTTTC_rs2668335 C T 0.010 0.002 rs2668332 C T 0.009 0.002

SHBG Females 2:208469213_ATCTT_Ars34171849 ATCTT A 0.012 0.002 rs2551928 A G 0.012 0.002

SHBG Females 2:191559843_GT_G rs34400883 GT G 0.011 0.002 rs10202868 T C 0.010 0.002

SHBG Females 4:103877471_TA_T rs35614802 T TA 0.009 0.001 rs3974604 C T 0.009 0.001

SHBG Females rs10747689 rs4759319 T G 0.006 0.001 Signal in HM

SHBG Females 19:7223973_TTTG_T rs4804414 C T 0.018 0.001 rs4804416 T G 0.018 0.001

SHBG Females 7:130438531_CTTTTTTrs559324308 C CTTTTTT 0.010 0.001 rs13241538 C G 0.009 0.001

SHBG Females 12:12562340_GT_G rs56268462 G GT 0.010 0.002 rs6488523 G C 0.009 0.002

SHBG Females 1:57170378_AATC_A rs5774298 A AATC 0.011 0.002 rs2746347 T C 0.011 0.002

SHBG Females 12:103483327_AT_A rs5800562 AT A 0.026 0.001 rs10745954 A G 0.026 0.001



SHBG Females 9:127474886_CA_C rs5900623 CA C 0.007 0.001 rs722477 A G 0.006 0.001

SHBG Females rs202021413 rs61377352 TA T 0.010 0.001 rs11240358 G A 0.010 0.001

SHBG Females 1:155867257_CAA_C rs66756214 C CAA 0.009 0.002 rs12563627 C T 0.008 0.002

SHBG Females rs778571122 rs67805125 GTGTTTTTTG 0.011 0.001 rs1401454 C T 0.011 0.001

SHBG Females rs34184867 rs7147511 C T 0.008 0.001 rs12897338 C T 0.007 0.001

SHBG Females 6:130386212_GGAGA_rs71822536 GGAGA G 0.009 0.002 rs9375703 T G 0.009 0.002

SHBG Females 1:221048577_TGA_T rs72353756 T TGA 0.009 0.002 NA

SHBG Females rs775181992 rs76976306 A AGCCCT 0.014 0.002 NA

SHBG Females rs764029425 rs77032872 TG T 0.038 0.002 rs3779196 C T 0.038 0.002

SHBG Females rs1005421 Signal in 1KG NA

SHBG Females rs114165349 Signal in 1KG NA

SHBG Females rs114816312 Signal in 1KG NA

SHBG Females rs114949263 Signal in 1KG NA

SHBG Females rs115209326 Signal in 1KG NA

SHBG Females rs11539938 Signal in 1KG NA

SHBG Females rs116279971 Signal in 1KG NA

SHBG Females rs11688682 Signal in 1KG NA

SHBG Females rs117522510 Signal in 1KG NA

SHBG Females rs140584594 Signal in 1KG NA

SHBG Females rs143378550 Signal in 1KG NA

SHBG Females rs144293483 Signal in 1KG NA

SHBG Females rs148911629 Signal in 1KG NA

SHBG Females rs17580 Signal in 1KG NA

SHBG Females rs185044544 Signal in 1KG NA

SHBG Females rs191591035 Signal in 1KG NA

SHBG Females rs1962883 Signal in 1KG NA

SHBG Females rs202200760 Signal in 1KG NA

SHBG Females rs28925904 Signal in 1KG NA

SHBG Females rs28929470 Signal in 1KG NA

SHBG Females rs28929474 Signal in 1KG NA

SHBG Females rs5117 Signal in 1KG NA

SHBG Females rs528350911 Signal in 1KG NA

SHBG Females rs60018147 Signal in 1KG NA

SHBG Females rs61755050 Signal in 1KG NA

SHBG Females rs61830291 Signal in 1KG NA

SHBG Females rs62515079 Signal in 1KG NA

SHBG Females rs6736913 Signal in 1KG NA

SHBG Females rs72648854 Signal in 1KG NA

SHBG Females rs72681869 Signal in 1KG NA

SHBG Females rs72766607 Signal in 1KG NA

SHBG Females rs76767219 Signal in 1KG NA

SHBG Females rs76895963 Signal in 1KG NA

SHBG Females rs7696472 Signal in 1KG NA

SHBG Females rs78058190 Signal in 1KG NA

SHBG Females rs79237700 Signal in 1KG NA

SHBG Females rs79287178 Signal in 1KG NA

SHBG Females rs79391862 Signal in 1KG NA

SHBG Females rs9379084 Signal in 1KG NA

SHBG Females rs555234816 Signal in 1KG rs10101067 G C 0.017 0.003

SHBG Females rs10095380 Signal in 1KG rs10110651 T C 0.010 0.002

SHBG Females rs75077113 Signal in 1KG rs1034528 C G 0.010 0.002

SHBG Females rs58489806 Signal in 1KG rs10401969 T C 0.010 0.003

SHBG Females rs2288926 Signal in 1KG rs10416529 C T 0.005 0.002

SHBG Females rs7252372 Signal in 1KG rs10421262 T G 0.006 0.001

SHBG Females rs13150068 Signal in 1KG rs10440319 C G 0.017 0.001

SHBG Females rs140312320 Signal in 1KG rs1057050 G A 0.016 0.003

SHBG Females rs7481219 Signal in 1KG rs1058900 T C 0.007 0.001

SHBG Females rs13042148 Signal in 1KG rs1074683 C G 0.007 0.002

SHBG Females rs10815276 Signal in 1KG rs10758706 G C 0.008 0.001

SHBG Females rs12543287 Signal in 1KG rs10808961 A G 0.010 0.002

SHBG Females rs35233014 Signal in 1KG rs10881583 C T 0.014 0.002

SHBG Females rs548235873 Signal in 1KG rs10883795 C T 0.006 0.002

SHBG Females rs150584036 Signal in 1KG rs10888695 T C 0.009 0.002

SHBG Females rs34331968 Signal in 1KG rs10922096 T C 0.012 0.001

SHBG Females rs9366291 Signal in 1KG rs10946313 T C 0.007 0.001

SHBG Females rs4837794 Signal in 1KG rs10985009 T C 0.011 0.002

SHBG Females rs7298820 Signal in 1KG rs11045237 C A 0.013 0.002

SHBG Females rs11188601 Signal in 1KG rs11188604 G T 0.010 0.001

SHBG Females rs71468663 Signal in 1KG rs11231698 C T 0.011 0.003

SHBG Females rs34311866 Signal in 1KG rs11248059 C G 0.010 0.002

SHBG Females rs5791099 Signal in 1KG rs11606433 T C 0.005 0.002

SHBG Females rs7484541 Signal in 1KG rs11614506 C T 0.014 0.002

SHBG Females rs5813220 Signal in 1KG rs11630468 A G 0.013 0.001

SHBG Females rs11637595 Signal in 1KG rs11634257 T A 0.009 0.002

SHBG Females rs11641834 Signal in 1KG rs11641548 A C 0.011 0.001

SHBG Females rs4122352 Signal in 1KG rs11644601 C T 0.011 0.002

SHBG Females rs140302625 Signal in 1KG rs11650087 A T 0.067 0.002

SHBG Females rs72844546 Signal in 1KG rs11656524 G A 0.009 0.001

SHBG Females rs112966033 Signal in 1KG rs11656665 A G 0.014 0.001

SHBG Females rs111288118 Signal in 1KG rs11666281 C T 0.013 0.002

SHBG Females rs4804669 Signal in 1KG rs11666603 T C 0.009 0.002

SHBG Females rs4077285 Signal in 1KG rs11673628 G C 0.013 0.002

SHBG Females rs4871015 Signal in 1KG rs11785664 T C 0.006 0.001

SHBG Females rs4264433 Signal in 1KG rs11870935 A G 0.018 0.001

SHBG Females rs113408476 Signal in 1KG rs1211184 T C 0.011 0.002

SHBG Females rs1223796 Signal in 1KG rs1223792 T C 0.013 0.002

SHBG Females rs75130744 Signal in 1KG rs12320328 A G 0.022 0.003

SHBG Females rs72782727 Signal in 1KG rs12599036 A G 0.009 0.002

SHBG Females rs11738093 Signal in 1KG rs12654393 G T 0.012 0.002

SHBG Females rs784504 Signal in 1KG rs1274963 G A 0.008 0.002



SHBG Females rs6803518 Signal in 1KG rs13085868 A G 0.004 0.002

SHBG Females rs28712547 Signal in 1KG rs1364907 C T 0.010 0.002

SHBG Females rs138204164 Signal in 1KG rs1511021 T G 0.011 0.002

SHBG Females rs146104952 Signal in 1KG rs16832501 C T 0.010 0.002

SHBG Females rs68002561 Signal in 1KG rs16835135 G A 0.015 0.003

SHBG Females rs921153 Signal in 1KG rs17007989 C T 0.008 0.002

SHBG Females rs28459049 Signal in 1KG rs17144574 T C 0.006 0.002

SHBG Females rs78890745 Signal in 1KG rs17288007 G A 0.018 0.003

SHBG Females rs73036519 Signal in 1KG rs17356664 C T 0.011 0.002

SHBG Females rs12138803 Signal in 1KG rs17369123 C T 0.008 0.002

SHBG Females rs41280463 Signal in 1KG rs17369400 A G 0.009 0.002

SHBG Females rs112332688 Signal in 1KG rs17372936 T C 0.008 0.002

SHBG Females rs74090351 Signal in 1KG rs17377267 G T 0.016 0.003

SHBG Females rs72836346 Signal in 1KG rs17484848 C T 0.011 0.002

SHBG Females rs59837038 Signal in 1KG rs17608660 A G 0.008 0.002

SHBG Females rs4709746 Signal in 1KG rs17630640 G A 0.008 0.002

SHBG Females rs34255979 Signal in 1KG rs17651629 T C 0.024 0.002

SHBG Females rs2009310 Signal in 1KG rs17677199 C G 0.004 0.001

SHBG Females rs6860245 Signal in 1KG rs17764730 T C 0.011 0.002

SHBG Females rs147153202 Signal in 1KG rs17790453 G C 0.013 0.002

SHBG Females rs62580766 Signal in 1KG rs17806063 G A 0.011 0.002

SHBG Females rs8178824 Signal in 1KG rs1801689 A C 0.041 0.004

SHBG Females rs17887160 Signal in 1KG rs1882551 G C 0.009 0.002

SHBG Females rs28636815 Signal in 1KG rs1946959 A G 0.011 0.001

SHBG Females rs11376788 Signal in 1KG rs194742 T C 0.007 0.002

SHBG Females rs183015141 Signal in 1KG rs2051792 C T 0.028 0.006

SHBG Females rs80235628 Signal in 1KG rs2130779 G T 0.017 0.003

SHBG Females rs13379043 Signal in 1KG rs2159176 G T 0.008 0.002

SHBG Females rs111270317 Signal in 1KG rs2241165 C T 0.008 0.002

SHBG Females rs1634791 Signal in 1KG rs2249742 C T 0.009 0.001

SHBG Females rs2246223 Signal in 1KG rs2251188 G A 0.007 0.001

SHBG Females rs34154818 Signal in 1KG rs2276936 A C 0.009 0.001

SHBG Females rs549664712 Signal in 1KG rs2291542 C T 0.013 0.002

SHBG Females rs11621792 Signal in 1KG rs2332328 C T 0.021 0.001

SHBG Females rs35696875 Signal in 1KG rs2394529 C G 0.010 0.002

SHBG Females rs6058067 Signal in 1KG rs2424993 G C 0.009 0.002

SHBG Females rs6831257 Signal in 1KG rs2602856 C A 0.008 0.001

SHBG Females rs1870927 Signal in 1KG rs2615799 T C 0.007 0.002

SHBG Females rs71531849 Signal in 1KG rs2718167 C T 0.009 0.001

SHBG Females rs2723555 Signal in 1KG rs2723572 T C 0.006 0.001

SHBG Females rs550767741 Signal in 1KG rs2741990 T C 0.022 0.002

SHBG Females rs696825 Signal in 1KG rs2780103 T C 0.025 0.002

SHBG Females rs568656 Signal in 1KG rs2791757 C A 0.009 0.001

SHBG Females rs13303359 Signal in 1KG rs2821231 C T 0.007 0.001

SHBG Females rs9461793 Signal in 1KG rs2858312 G C 0.008 0.002

SHBG Females rs59774409 Signal in 1KG rs2878342 T C 0.014 0.003

SHBG Females rs62128735 Signal in 1KG rs2974238 A G 0.010 0.002

SHBG Females rs2980858 Signal in 1KG rs2980859 G C 0.008 0.002

SHBG Females rs40270 Signal in 1KG rs30000 G A 0.017 0.002

SHBG Females rs528806375 Signal in 1KG rs301033 T C 0.008 0.001

SHBG Females rs3018695 Signal in 1KG rs3019748 G A 0.006 0.001

SHBG Females rs35475471 Signal in 1KG rs3114652 C T 0.009 0.002

SHBG Females rs11103377 Signal in 1KG rs3780190 G A 0.007 0.001

SHBG Females rs62303689 Signal in 1KG rs3792603 A G 0.005 0.002

SHBG Females rs11664106 Signal in 1KG rs3810068 C T 0.006 0.001

SHBG Females rs12797706 Signal in 1KG rs3814707 A G 0.014 0.002

SHBG Females rs1684608 Signal in 1KG rs3848375 T C 0.009 0.002

SHBG Females rs73670309 Signal in 1KG rs4266553 C G 0.009 0.002

SHBG Females rs58321169 Signal in 1KG rs4273712 A G 0.008 0.002

SHBG Females rs67651018 Signal in 1KG rs4316741 G A 0.008 0.002

SHBG Females rs13200245 Signal in 1KG rs4472353 C T 0.008 0.002

SHBG Females rs62486442 Signal in 1KG rs4474021 G T 0.006 0.002

SHBG Females rs11130982 Signal in 1KG rs4504165 C T 0.006 0.002

SHBG Females rs201468966 Signal in 1KG rs4660808 C T 0.016 0.002

SHBG Females rs57158761 Signal in 1KG rs4686683 T G 0.004 0.001

SHBG Females rs6772177 Signal in 1KG rs4687612 A G 0.009 0.002

SHBG Females rs469721 Signal in 1KG rs469772 C T 0.013 0.002

SHBG Females rs10939934 Signal in 1KG rs4700486 A G 0.007 0.001

SHBG Females rs67890964 Signal in 1KG rs4782568 G C 0.009 0.001

SHBG Females rs139974673 Signal in 1KG rs481837 C T 0.021 0.004

SHBG Females rs150115323 Signal in 1KG rs4946230 A C 0.004 0.001

SHBG Females rs2498786 Signal in 1KG rs4983559 G A 0.011 0.001

SHBG Females rs4830411 Signal in 1KG rs5741879 C T 0.007 0.001

SHBG Females rs5753111 Signal in 1KG rs5749082 T A 0.014 0.002

SHBG Females rs35143646 Signal in 1KG rs5982926 G A 0.007 0.001

SHBG Females rs12012896 Signal in 1KG rs5985281 C T 0.025 0.001

SHBG Females rs6073431 Signal in 1KG rs6073435 T A 0.015 0.001

SHBG Females rs16995626 Signal in 1KG rs6091237 C A 0.017 0.003

SHBG Females rs12804411 Signal in 1KG rs612611 G A 0.013 0.002

SHBG Females rs545206972 Signal in 1KG rs6258 C T 0.674 0.008

SHBG Females rs199607859 Signal in 1KG rs668459 T C 0.010 0.001

SHBG Females rs555754 Signal in 1KG rs668871 T C 0.016 0.001

SHBG Females rs2364717 Signal in 1KG rs6726395 G A 0.007 0.001

SHBG Females rs62186584 Signal in 1KG rs6739772 G A 0.006 0.002

SHBG Females rs13108218 Signal in 1KG rs6818397 T G 0.016 0.001

SHBG Females rs6879874 Signal in 1KG rs6885410 A C 0.007 0.002

SHBG Females rs28360642 Signal in 1KG rs6916515 G A 0.020 0.002

SHBG Females rs2438109 Signal in 1KG rs710628 C A 0.008 0.001

SHBG Females rs5820605 Signal in 1KG rs7225002 G A 0.006 0.001

SHBG Females rs34385891 Signal in 1KG rs7240326 C T 0.008 0.001



SHBG Females rs858519 Signal in 1KG rs727428 C T 0.100 0.001

SHBG Females rs5750131 Signal in 1KG rs7293 C T 0.005 0.001

SHBG Females rs11830764 Signal in 1KG rs7314285 G T 0.040 0.003

SHBG Females rs7250869 Signal in 1KG rs731839 A G 0.009 0.002

SHBG Females rs7321688 Signal in 1KG rs7324744 A G 0.007 0.002

SHBG Females rs10153315 Signal in 1KG rs7342974 T C 0.009 0.001

SHBG Females rs3747207 Signal in 1KG rs738408 T C 0.019 0.002

SHBG Females rs1047891 Signal in 1KG rs7422339 NA NA NA NA

SHBG Females rs9426829 Signal in 1KG rs7531982 T A 0.014 0.001

SHBG Females rs12624244 Signal in 1KG rs7568216 C T 0.021 0.003

SHBG Females rs11720108 Signal in 1KG rs7613951 T C 0.007 0.002

SHBG Females rs3733321 Signal in 1KG rs7661888 G A 0.007 0.001

SHBG Females rs6531735 Signal in 1KG rs7676961 T C 0.006 0.001

SHBG Females rs34499031 Signal in 1KG rs7756992 A G 0.009 0.002

SHBG Females rs80126506 Signal in 1KG rs7870251 G A 0.008 0.001

SHBG Females rs35198068 Signal in 1KG rs7903146 C T 0.008 0.002

SHBG Females rs7475279 Signal in 1KG rs7908297 G A 0.021 0.002

SHBG Females rs76491020 Signal in 1KG rs7939376 T G 0.014 0.003

SHBG Females rs7139079 Signal in 1KG rs7953249 A G 0.013 0.001

SHBG Females rs12311848 Signal in 1KG rs7975482 G A 0.011 0.002

SHBG Females rs56332871 Signal in 1KG rs8023580 C T 0.037 0.002

SHBG Females rs78057960 Signal in 1KG rs8076052 C A 0.009 0.002

SHBG Females rs8176741 Signal in 1KG rs8176743 C T 0.016 0.003

SHBG Females rs820504 Signal in 1KG rs820506 G A 0.011 0.002

SHBG Females rs1418652 Signal in 1KG rs823105 G A 0.007 0.001

SHBG Females rs848476 Signal in 1KG rs848487 C T 0.007 0.002

SHBG Females rs10622246 Signal in 1KG rs849142 C T 0.009 0.001

SHBG Females rs1738386 Signal in 1KG rs851972 A G 0.008 0.001

SHBG Females rs10238028 Signal in 1KG rs868564 T C 0.018 0.003

SHBG Females rs35568851 Signal in 1KG rs873308 A G 0.007 0.001

SHBG Females rs11079685 Signal in 1KG rs9303516 G A 0.007 0.001

SHBG Females rs10774095 Signal in 1KG rs933420 T C 0.007 0.002

SHBG Females rs11047237 Signal in 1KG rs9634098 C T 0.028 0.004

SHBG Females rs62271373 Signal in 1KG rs9844972 G C 0.021 0.003

SHBG Females rs9872754 Signal in 1KG rs9864898 C T 0.009 0.002

SHBG Females rs11967262 Signal in 1KG rs998584 C A 0.009 0.001

SHBG Females rs10095930 Signal in 1KG Signal in HM

SHBG Females rs10108150 Signal in 1KG Signal in HM

SHBG Females rs10189479 Signal in 1KG Signal in HM

SHBG Females rs1033667 Signal in 1KG Signal in HM

SHBG Females rs1037169 Signal in 1KG Signal in HM

SHBG Females rs10461018 Signal in 1KG Signal in HM

SHBG Females rs10486782 Signal in 1KG Signal in HM

SHBG Females rs10489206 Signal in 1KG Signal in HM

SHBG Females rs10511002 Signal in 1KG Signal in HM

SHBG Females rs10857228 Signal in 1KG Signal in HM

SHBG Females rs10880868 Signal in 1KG Signal in HM

SHBG Females rs10883451 Signal in 1KG Signal in HM

SHBG Females rs10893876 Signal in 1KG Signal in HM

SHBG Females rs10961205 Signal in 1KG Signal in HM

SHBG Females rs11021232 Signal in 1KG Signal in HM

SHBG Females rs11078597 Signal in 1KG Signal in HM

SHBG Females rs11186719 Signal in 1KG Signal in HM

SHBG Females rs1126161 Signal in 1KG Signal in HM

SHBG Females rs1128249 Signal in 1KG Signal in HM

SHBG Females rs11556924 Signal in 1KG Signal in HM

SHBG Females rs11601507 Signal in 1KG Signal in HM

SHBG Females rs11666245 Signal in 1KG Signal in HM

SHBG Females rs11668201 Signal in 1KG Signal in HM

SHBG Females rs11690748 Signal in 1KG Signal in HM

SHBG Females rs11774700 Signal in 1KG Signal in HM

SHBG Females rs11780978 Signal in 1KG Signal in HM

SHBG Females rs11791747 Signal in 1KG Signal in HM

SHBG Females rs12280075 Signal in 1KG Signal in HM

SHBG Females rs1229498 Signal in 1KG Signal in HM

SHBG Females rs12438742 Signal in 1KG Signal in HM

SHBG Females rs12454712 Signal in 1KG Signal in HM

SHBG Females rs12593818 Signal in 1KG Signal in HM

SHBG Females rs1260326 Signal in 1KG Signal in HM

SHBG Females rs12613243 Signal in 1KG Signal in HM

SHBG Females rs12787996 Signal in 1KG Signal in HM

SHBG Females rs12864658 Signal in 1KG Signal in HM

SHBG Females rs12906447 Signal in 1KG Signal in HM

SHBG Females rs13018007 Signal in 1KG Signal in HM

SHBG Females rs13237750 Signal in 1KG Signal in HM

SHBG Females rs1330307 Signal in 1KG Signal in HM

SHBG Females rs13394092 Signal in 1KG Signal in HM

SHBG Females rs1433210 Signal in 1KG Signal in HM

SHBG Females rs1530439 Signal in 1KG Signal in HM

SHBG Females rs1650527 Signal in 1KG Signal in HM

SHBG Females rs17128091 Signal in 1KG Signal in HM

SHBG Females rs17202341 Signal in 1KG Signal in HM

SHBG Females rs1730862 Signal in 1KG Signal in HM

SHBG Females rs1741344 Signal in 1KG Signal in HM

SHBG Females rs174537 Signal in 1KG Signal in HM

SHBG Females rs17492269 Signal in 1KG Signal in HM

SHBG Females rs17583875 Signal in 1KG Signal in HM

SHBG Females rs17616365 Signal in 1KG Signal in HM

SHBG Females rs17669311 Signal in 1KG Signal in HM

SHBG Females rs1782652 Signal in 1KG Signal in HM



SHBG Females rs1801282 Signal in 1KG Signal in HM

SHBG Females rs1872992 Signal in 1KG Signal in HM

SHBG Females rs198358 Signal in 1KG Signal in HM

SHBG Females rs2018519 Signal in 1KG Signal in HM

SHBG Females rs2057655 Signal in 1KG Signal in HM

SHBG Females rs2064074 Signal in 1KG Signal in HM

SHBG Females rs2068888 Signal in 1KG Signal in HM

SHBG Females rs2176040 Signal in 1KG Signal in HM

SHBG Females rs2207132 Signal in 1KG Signal in HM

SHBG Females rs2239222 Signal in 1KG Signal in HM

SHBG Females rs2299055 Signal in 1KG Signal in HM

SHBG Females rs2525570 Signal in 1KG Signal in HM

SHBG Females rs267733 Signal in 1KG Signal in HM

SHBG Females rs275177 Signal in 1KG Signal in HM

SHBG Females rs2915023 Signal in 1KG Signal in HM

SHBG Females rs2924808 Signal in 1KG Signal in HM

SHBG Females rs2925979 Signal in 1KG Signal in HM

SHBG Females rs2970871 Signal in 1KG Signal in HM

SHBG Females rs2986669 Signal in 1KG Signal in HM

SHBG Females rs3001032 Signal in 1KG Signal in HM

SHBG Females rs34651 Signal in 1KG Signal in HM

SHBG Females rs3747367 Signal in 1KG Signal in HM

SHBG Females rs3749228 Signal in 1KG Signal in HM

SHBG Females rs3751129 Signal in 1KG Signal in HM

SHBG Females rs3768420 Signal in 1KG Signal in HM

SHBG Females rs3782735 Signal in 1KG Signal in HM

SHBG Females rs4092465 Signal in 1KG Signal in HM

SHBG Females rs4149056 Signal in 1KG Signal in HM

SHBG Females rs4307773 Signal in 1KG Signal in HM

SHBG Females rs4327143 Signal in 1KG Signal in HM

SHBG Females rs4450871 Signal in 1KG Signal in HM

SHBG Females rs4530527 Signal in 1KG Signal in HM

SHBG Females rs4563785 Signal in 1KG Signal in HM

SHBG Females rs4810580 Signal in 1KG Signal in HM

SHBG Females rs4876993 Signal in 1KG Signal in HM

SHBG Females rs4976033 Signal in 1KG Signal in HM

SHBG Females rs5112 Signal in 1KG Signal in HM

SHBG Females rs6088776 Signal in 1KG Signal in HM

SHBG Females rs6129778 Signal in 1KG Signal in HM

SHBG Females rs6546096 Signal in 1KG Signal in HM

SHBG Females rs6706 Signal in 1KG Signal in HM

SHBG Females rs6792725 Signal in 1KG Signal in HM

SHBG Females rs687339 Signal in 1KG Signal in HM

SHBG Females rs740516 Signal in 1KG Signal in HM

SHBG Females rs740893 Signal in 1KG Signal in HM

SHBG Females rs7567544 Signal in 1KG Signal in HM

SHBG Females rs799157 Signal in 1KG Signal in HM

SHBG Females rs8027064 Signal in 1KG Signal in HM

SHBG Females rs8107967 Signal in 1KG Signal in HM

SHBG Females rs868655 Signal in 1KG Signal in HM

SHBG Females rs8756 Signal in 1KG Signal in HM

SHBG Females rs892225 Signal in 1KG Signal in HM

SHBG Females rs899865 Signal in 1KG Signal in HM

SHBG Females rs925098 Signal in 1KG Signal in HM

SHBG Females rs9556403 Signal in 1KG Signal in HM

SHBG Females rs9644032 Signal in 1KG Signal in HM

SHBG Females rs9697210 Signal in 1KG Signal in HM

SHBG Females rs9834503 Signal in 1KG Signal in HM

SHBG Females rs9987289 Signal in 1KG Signal in HM

SHBG Males rs184640919 NA

SHBG Males rs186915841 NA

SHBG Males rs191884522 NA

SHBG Males rs771435780 rs10652572 G GGA 0.012 0.001 rs663892 G A 0.011 0.001

SHBG Males 1:93033928_CT_C rs10708162 C CT 0.013 0.001 rs1556562 T G 0.013 0.001

SHBG Males rs370654105 rs11071896 A G 0.006 0.001 rs11071896 A G 0.006 0.001

SHBG Males 16:1786202_TGTGTGArs111208278 A G 0.009 0.002 rs11248888 G C 0.009 0.002

SHBG Males rs768159759 rs113165924 A AG 0.013 0.002 NA

SHBG Males 1:23747996_GA_G rs11340914 G GA 0.008 0.001 rs2077066 T C 0.006 0.001

SHBG Males rs142740991 rs13026220 G A 0.008 0.001 rs4972356 A G 0.008 0.001

SHBG Males rs771193934 rs139153780 AGGCATGCA 0.006 0.001 NA

SHBG Males rs754959778 rs139427260 CGT C 0.005 0.001 rs12946718 C A 0.004 0.001

SHBG Males 9:112204335_AT_A rs143574276 AT A 0.010 0.002 NA

SHBG Males 17:8567107_CA_C rs145235154 CA C 0.043 0.008 NA

SHBG Males 8:81430449_AT_A rs149972150 A AT 0.022 0.002 rs16907708 A G 0.016 0.002

SHBG Males 1:1510035_GGC_G rs150737039 G GGC 0.010 0.001 rs7520996 C T 0.009 0.001

SHBG Males X:133611871_AT_A rs17885587 A AT 0.009 0.001 rs6634988 C A 0.009 0.001

SHBG Males rs202128511 rs1871269 C T 0.012 0.001 rs1871269 C T 0.012 0.001

SHBG Males rs780309846 rs200092173 AAAAAAC A 0.005 0.001 rs5934229 C G 0.005 0.001

SHBG Males 5:36206855_GAT_G rs200108309 G GAT 0.020 0.004 NA

SHBG Males 8:81457499_CA_C rs200988859 C CA 0.014 0.002 rs440837 G A 0.014 0.002

SHBG Males 1:196914907_AGT_A rs201838824 AGT A 0.010 0.001 rs4085749 C T 0.010 0.001

SHBG Males 2:191559843_GT_G rs34400883 GT G 0.010 0.001 rs10202868 T C 0.010 0.001

SHBG Males rs749761903 rs34783163 A AT 0.008 0.001 rs1890000 T G 0.007 0.001

SHBG Males 6:28419903_GGT_G rs34841551 G GGT 0.007 0.001 rs916403 G A 0.006 0.001

SHBG Males 6:27223966_CTCTA_C rs35237909 C CTCTA 0.013 0.002 rs13194491 T C 0.012 0.002

SHBG Males 17:16062400_TA_T rs35251798 T TA 0.006 0.001 rs6416868 G A 0.006 0.001

SHBG Males rs769447487 rs35842744 T TTA 0.011 0.001 rs2298058 T C 0.011 0.001

SHBG Males 1:25827633_CT_C rs36046328 CT C 0.011 0.001 rs873308 A G 0.010 0.001

SHBG Males 4:128987952_ATT_A rs369613185 A ATT 0.006 0.001 rs1975878 C T 0.006 0.001

SHBG Males 7:74298343_TGAGA_T rs370429728 T TGAGA 0.008 0.001 rs2529273 C T 0.006 0.001



SHBG Males 12:93632423_CA_C rs373308981 CA C 0.012 0.002 rs17790453 G C 0.012 0.002

SHBG Males 2:111925731_CTTATGTrs3833441 CTTATGTT C 0.016 0.003 rs3761706 G A 0.016 0.003

SHBG Males 19:7223973_TTTG_T rs4804414 C T 0.011 0.001 rs4804416 T G 0.011 0.001

SHBG Males rs4860987 rs537034155 T A 0.030 0.001 rs4860985 T C 0.024 0.001

SHBG Males 9:123780856_AAAGGArs541538591 AAAGGAAGA 0.008 0.001 rs7033790 T C 0.006 0.001

SHBG Males rs768651403 rs563720344 GT G 0.008 0.001 rs11264422 A T 0.006 0.001

SHBG Males rs762450647 rs5848822 CT C 0.007 0.001 rs9311403 T C 0.005 0.001

SHBG Males 9:125949547_TA_T rs5900565 TA T 0.016 0.004 rs10985915 G A 0.009 0.002

SHBG Males rs41412647 rs62241124 C A 0.010 0.001 rs2739330 T C 0.010 0.001

SHBG Males 3:49562992_CT_C rs66961854 CT C 0.010 0.001 rs11130202 C T 0.009 0.001

SHBG Males 1:167851935_TGTAGT rs67452660 T TGTAGTGA 0.007 0.001 rs203847 G A 0.006 0.001

SHBG Males 11:65227616_CAAA_C rs67493133 CAAA C 0.007 0.001 rs1626021 A G 0.007 0.001

SHBG Males rs778571122 rs67805125 GTGTTTTTTG 0.010 0.001 rs1401454 C T 0.010 0.001

SHBG Males rs753645751 rs71148383 G GA 0.009 0.002 rs1476099 A G 0.009 0.002

SHBG Males rs773816354 rs71464658 TAACAGGAT 0.012 0.001 rs12882639 T C 0.011 0.001

SHBG Males rs757253787 rs71470961 T TC 0.008 0.001 rs12277928 T G 0.007 0.001

SHBG Males 13:115013423_TTCTC_rs71666677 TTCTC T 0.009 0.001 rs11617448 G A 0.009 0.001

SHBG Males 14:25948829_AAC_A rs71960108 AAC A 0.012 0.001 rs10132280 A C 0.011 0.001

SHBG Males 17:67080811_CT_C rs72013736 C CT 0.008 0.001 rs740517 C A 0.008 0.001

SHBG Males 1:35734986_AAGTGCArs72327719 A AAGTGCAT 0.010 0.002 rs645886 G A 0.010 0.002

SHBG Males rs775181992 rs76976306 A AGCCCT 0.010 0.001 NA

SHBG Males 9:19084633_CT_C rs7860122 G A 0.009 0.001 rs7860122 G A 0.009 0.001

SHBG Males rs997907 rs7920217 T C 0.008 0.001 rs2273698 A G 0.008 0.001

SHBG Males rs1005421 Signal in 1KG NA

SHBG Males rs111767734 Signal in 1KG NA

SHBG Males rs111917063 Signal in 1KG NA

SHBG Males rs114165349 Signal in 1KG NA

SHBG Males rs114949263 Signal in 1KG NA

SHBG Males rs11539938 Signal in 1KG NA

SHBG Males rs116483731 Signal in 1KG NA

SHBG Males rs11751920 Signal in 1KG NA

SHBG Males rs1349852 Signal in 1KG NA

SHBG Males rs138529890 Signal in 1KG NA

SHBG Males rs140386498 Signal in 1KG NA

SHBG Males rs140584594 Signal in 1KG NA

SHBG Males rs148082013 Signal in 1KG NA

SHBG Males rs148911629 Signal in 1KG NA

SHBG Males rs149624078 Signal in 1KG NA

SHBG Males rs149663666 Signal in 1KG NA

SHBG Males rs149675684 Signal in 1KG NA

SHBG Males rs180956060 Signal in 1KG NA

SHBG Males rs185073832 Signal in 1KG NA

SHBG Males rs187325356 Signal in 1KG NA

SHBG Males rs191591035 Signal in 1KG NA

SHBG Males rs199910997 Signal in 1KG NA

SHBG Males rs2002094 Signal in 1KG NA

SHBG Males rs200883214 Signal in 1KG NA

SHBG Males rs202200760 Signal in 1KG NA

SHBG Males rs28562483 Signal in 1KG NA

SHBG Males rs28929474 Signal in 1KG NA

SHBG Males rs35067979 Signal in 1KG NA

SHBG Males rs3747647 Signal in 1KG NA

SHBG Males rs41284816 Signal in 1KG NA

SHBG Males rs4782568 Signal in 1KG NA

SHBG Males rs528350911 Signal in 1KG NA

SHBG Males rs549677458 Signal in 1KG NA

SHBG Males rs56196860 Signal in 1KG NA

SHBG Males rs565471584 Signal in 1KG NA

SHBG Males rs60018147 Signal in 1KG NA

SHBG Males rs61755050 Signal in 1KG NA

SHBG Males rs62618693 Signal in 1KG NA

SHBG Males rs6736913 Signal in 1KG NA

SHBG Males rs67527887 Signal in 1KG NA

SHBG Males rs6939861 Signal in 1KG NA

SHBG Males rs72663907 Signal in 1KG NA

SHBG Males rs72683923 Signal in 1KG NA

SHBG Males rs72948115 Signal in 1KG NA

SHBG Males rs73266316 Signal in 1KG NA

SHBG Males rs7438888 Signal in 1KG NA

SHBG Males rs76895963 Signal in 1KG NA

SHBG Males rs78319058 Signal in 1KG NA

SHBG Males rs78444298 Signal in 1KG NA

SHBG Males rs79287178 Signal in 1KG NA

SHBG Males rs9266184 Signal in 1KG NA

SHBG Males rs9379084 Signal in 1KG NA

SHBG Males rs6831352 Signal in 1KG rs10017466 C T 0.020 0.001

SHBG Males rs62442919 Signal in 1KG rs10267825 G C 0.006 0.001

SHBG Males rs10411958 Signal in 1KG rs10413329 G A 0.007 0.001

SHBG Males rs4645936 Signal in 1KG rs1049728 G C 0.013 0.003

SHBG Males rs1570516 Signal in 1KG rs10513272 C T 0.006 0.001

SHBG Males rs13042148 Signal in 1KG rs1074683 C G 0.005 0.001

SHBG Males rs34771269 Signal in 1KG rs10785870 T C 0.011 0.001

SHBG Males rs12543287 Signal in 1KG rs10808961 A G 0.009 0.001

SHBG Males rs11111274 Signal in 1KG rs10860865 T G 0.007 0.001

SHBG Males rs35234337 Signal in 1KG rs10972554 G A 0.005 0.001

SHBG Males rs34006916 Signal in 1KG rs1106583 C T 0.018 0.003

SHBG Males rs540730 Signal in 1KG rs1106766 T C 0.018 0.001

SHBG Males rs12690320 Signal in 1KG rs11091033 C T 0.004 0.001

SHBG Males rs3927496 Signal in 1KG rs11190401 C T 0.008 0.001

SHBG Males rs56187480 Signal in 1KG rs11630468 A G 0.012 0.001



SHBG Males rs11641834 Signal in 1KG rs11641548 A C 0.011 0.001

SHBG Males rs45512696 Signal in 1KG rs11671010 C T 0.020 0.002

SHBG Males rs4077285 Signal in 1KG rs11673628 G C 0.011 0.002

SHBG Males rs7623513 Signal in 1KG rs11709758 C T 0.009 0.002

SHBG Males rs13280055 Signal in 1KG rs11786272 A C 0.004 0.002

SHBG Males rs17145750 Signal in 1KG rs11974409 G A 0.010 0.002

SHBG Males rs116338429 Signal in 1KG rs12019871 C T 0.009 0.002

SHBG Males rs141811210 Signal in 1KG rs12094601 A T 0.006 0.001

SHBG Males rs1799941 Signal in 1KG rs12150660 T G 0.116 0.001

SHBG Males rs75130744 Signal in 1KG rs12320328 A G 0.025 0.002

SHBG Males rs10822153 Signal in 1KG rs12355784 A C 0.064 0.001

SHBG Males rs61929307 Signal in 1KG rs12367370 G A 0.004 0.001

SHBG Males rs56237852 Signal in 1KG rs12380094 G C 0.007 0.002

SHBG Males rs142627977 Signal in 1KG rs12452315 A C 0.012 0.001

SHBG Males rs35824797 Signal in 1KG rs12463074 G A 0.016 0.003

SHBG Males rs55962409 Signal in 1KG rs12599288 T C 0.008 0.001

SHBG Males rs79354983 Signal in 1KG rs12657064 G A 0.016 0.002

SHBG Males rs34390319 Signal in 1KG rs12769216 T A 0.015 0.002

SHBG Males rs12950562 Signal in 1KG rs12943914 A G 0.011 0.001

SHBG Males rs36013981 Signal in 1KG rs12946903 C T 0.007 0.001

SHBG Males rs144794875 Signal in 1KG rs12979519 T A 0.008 0.002

SHBG Males rs144647926 Signal in 1KG rs1320527 A T 0.009 0.002

SHBG Males rs4809604 Signal in 1KG rs1412957 A G 0.006 0.001

SHBG Males rs36086195 Signal in 1KG rs1497406 G A 0.017 0.001

SHBG Males rs7655064 Signal in 1KG rs1511021 T G 0.008 0.002

SHBG Males rs6005840 Signal in 1KG rs1547014 T C 0.017 0.001

SHBG Males rs62195072 Signal in 1KG rs1550532 C G 0.008 0.001

SHBG Males rs200138078 Signal in 1KG rs1575775 G A 0.006 0.001

SHBG Males rs72708162 Signal in 1KG rs16836630 C G 0.015 0.002

SHBG Males rs10083137 Signal in 1KG rs16927028 C A 0.019 0.003

SHBG Males rs2234694 Signal in 1KG rs16988435 C T 0.013 0.003

SHBG Males rs17036326 Signal in 1KG rs17036328 C T 0.017 0.002

SHBG Males rs75170914 Signal in 1KG rs17128091 C G 0.012 0.001

SHBG Males rs79717793 Signal in 1KG rs17134608 G A 0.024 0.002

SHBG Males rs78890745 Signal in 1KG rs17288007 G A 0.013 0.003

SHBG Males rs1730865 Signal in 1KG rs1730864 C T 0.026 0.001

SHBG Males rs565728741 Signal in 1KG rs1732847 C G 0.011 0.002

SHBG Males rs72729610 Signal in 1KG rs17369400 A G 0.010 0.002

SHBG Males rs143709973 Signal in 1KG rs17511686 A G 0.013 0.003

SHBG Males rs11732763 Signal in 1KG rs17628895 T C 0.012 0.002

SHBG Males rs11734408 Signal in 1KG rs17637318 C T 0.008 0.001

SHBG Males rs34255979 Signal in 1KG rs17651629 T C 0.024 0.002

SHBG Males rs2259305 Signal in 1KG rs1772182 G C 0.012 0.001

SHBG Males rs562609617 Signal in 1KG rs17767383 A G 0.010 0.001

SHBG Males rs62580766 Signal in 1KG rs17806063 G A 0.009 0.002

SHBG Males rs28507491 Signal in 1KG rs1946959 A G 0.014 0.001

SHBG Males rs201764793 Signal in 1KG rs1983639 A G 0.009 0.001

SHBG Males rs12694450 Signal in 1KG rs2030452 G C 0.006 0.001

SHBG Males rs36103835 Signal in 1KG rs2113991 T C 0.006 0.001

SHBG Males rs7540115 Signal in 1KG rs2153278 T C 0.008 0.001

SHBG Males rs13379043 Signal in 1KG rs2159176 G T 0.006 0.002

SHBG Males rs10657979 Signal in 1KG rs2160348 T C 0.016 0.001

SHBG Males rs11994858 Signal in 1KG rs2202749 G A 0.011 0.001

SHBG Males rs12059956 Signal in 1KG rs2266782 G A 0.008 0.001

SHBG Males rs1799831 Signal in 1KG rs2268572 G A 0.008 0.002

SHBG Males rs4673528 Signal in 1KG rs2287432 C T 0.005 0.001

SHBG Males rs62134282 Signal in 1KG rs2301741 T C 0.007 0.001

SHBG Males rs11419346 Signal in 1KG rs2303084 G C 0.005 0.002

SHBG Males rs2288004 Signal in 1KG rs2303222 T C 0.007 0.001

SHBG Males rs7175361 Signal in 1KG rs2304580 C T 0.009 0.002

SHBG Males rs11621792 Signal in 1KG rs2332328 C T 0.011 0.001

SHBG Males rs10027275 Signal in 1KG rs2358184 A G 0.012 0.001

SHBG Males rs7780562 Signal in 1KG rs2391211 C T 0.007 0.002

SHBG Males rs9738226 Signal in 1KG rs2393791 T C 0.019 0.001

SHBG Males rs10649697 Signal in 1KG rs2409110 A T 0.009 0.001

SHBG Males rs11655704 Signal in 1KG rs2411984 A G 0.031 0.001

SHBG Males rs778239811 Signal in 1KG rs2473057 C T 0.006 0.001

SHBG Males rs1640267 Signal in 1KG rs2537855 G A 0.017 0.001

SHBG Males rs2564923 Signal in 1KG rs2564940 G A 0.008 0.001

SHBG Males rs1870927 Signal in 1KG rs2615799 T C 0.005 0.001

SHBG Males rs3812275 Signal in 1KG rs2718167 C T 0.007 0.001

SHBG Males rs36108764 Signal in 1KG rs2896906 T C 0.010 0.002

SHBG Males rs3006593 Signal in 1KG rs2934649 G T 0.007 0.001

SHBG Males rs2905801 Signal in 1KG rs2952993 A G 0.014 0.001

SHBG Males rs2222018 Signal in 1KG rs2972144 A G 0.013 0.001

SHBG Males rs2431752 Signal in 1KG rs299284 T C 0.010 0.002

SHBG Males rs40270 Signal in 1KG rs30000 G A 0.013 0.001

SHBG Males rs12928099 Signal in 1KG rs3198697 T C 0.006 0.001

SHBG Males rs631695 Signal in 1KG rs3740643 C A 0.016 0.001

SHBG Males rs71584764 Signal in 1KG rs3748656 T C 0.010 0.002

SHBG Males rs13315174 Signal in 1KG rs3772537 C G 0.007 0.001

SHBG Males rs6950023 Signal in 1KG rs3779196 C T 0.031 0.002

SHBG Males rs111981233 Signal in 1KG rs3810194 C T 0.024 0.002

SHBG Males rs12797706 Signal in 1KG rs3814707 A G 0.012 0.001

SHBG Males rs2277283 Signal in 1KG rs3890102 G A 0.009 0.001

SHBG Males rs35526088 Signal in 1KG rs3900628 A C 0.005 0.001

SHBG Males rs72753908 Signal in 1KG rs3914699 A G 0.007 0.002

SHBG Males rs55855238 Signal in 1KG rs4092465 G A 0.009 0.001

SHBG Males rs187437 Signal in 1KG rs41746 A T 0.008 0.001

SHBG Males rs58321169 Signal in 1KG rs4273712 A G 0.008 0.001



SHBG Males rs28650012 Signal in 1KG rs4581712 A C 0.007 0.001

SHBG Males rs35654957 Signal in 1KG rs4647939 G A 0.006 0.001

SHBG Males rs111643014 Signal in 1KG rs4713766 A C 0.021 0.004

SHBG Males rs4762755 Signal in 1KG rs4762758 A G 0.008 0.001

SHBG Males rs904801 Signal in 1KG rs4782367 T C 0.008 0.001

SHBG Males rs4812336 Signal in 1KG rs4810245 A G 0.008 0.001

SHBG Males rs139974673 Signal in 1KG rs481837 C T 0.040 0.003

SHBG Males rs60005573 Signal in 1KG rs4927912 C A 0.007 0.002

SHBG Males rs45490496 Signal in 1KG rs4983559 G A 0.007 0.001

SHBG Males rs501470 Signal in 1KG rs505870 A C 0.015 0.001

SHBG Males rs665731 Signal in 1KG rs586486 C G 0.004 0.002

SHBG Males rs73631501 Signal in 1KG rs5933745 C G 0.010 0.001

SHBG Males rs1418334 Signal in 1KG rs5942974 A G 0.040 0.001

SHBG Males rs2283760 Signal in 1KG rs5987245 G A 0.005 0.001

SHBG Males rs7286550 Signal in 1KG rs5995498 T G 0.008 0.001

SHBG Males rs73909848 Signal in 1KG rs6096186 C T 0.014 0.002

SHBG Males rs591939 Signal in 1KG rs646123 G A 0.008 0.001

SHBG Males rs6480299 Signal in 1KG rs6480297 G A 0.011 0.001

SHBG Males rs62012358 Signal in 1KG rs6494130 C G 0.007 0.001

SHBG Males rs6632893 Signal in 1KG rs6629176 C T 0.006 0.001

SHBG Males rs73547906 Signal in 1KG rs6648534 T C 0.005 0.001

SHBG Males rs71586027 Signal in 1KG rs6699729 T A 0.010 0.001

SHBG Males rs4675682 Signal in 1KG rs6740584 T C 0.009 0.001

SHBG Males rs11398692 Signal in 1KG rs677231 T A 0.006 0.001

SHBG Males rs13108218 Signal in 1KG rs6818397 T G 0.014 0.001

SHBG Males rs34372369 Signal in 1KG rs6954724 A G 0.016 0.002

SHBG Males rs12536766 Signal in 1KG rs6978392 G A 0.004 0.001

SHBG Males rs148427769 Signal in 1KG rs7061449 T C 0.012 0.003

SHBG Males rs190712692 Signal in 1KG rs7254892 A G 0.014 0.004

SHBG Males rs12818938 Signal in 1KG rs7315782 G A 0.009 0.002

SHBG Males rs7631981 Signal in 1KG rs7374856 A C 0.005 0.001

SHBG Males rs112352679 Signal in 1KG rs7410318 T C 0.010 0.002

SHBG Males rs6900473 Signal in 1KG rs7451021 T C 0.009 0.001

SHBG Males rs112965849 Signal in 1KG rs748510 T C 0.008 0.001

SHBG Males rs4333851 Signal in 1KG rs7528979 T C 0.008 0.002

SHBG Males rs6750410 Signal in 1KG rs7568216 C T 0.018 0.002

SHBG Males rs62182125 Signal in 1KG rs7607369 A G 0.006 0.001

SHBG Males rs55646464 Signal in 1KG rs7705502 G A 0.006 0.001

SHBG Males rs35225944 Signal in 1KG rs7788596 C T 0.010 0.001

SHBG Males rs4725944 Signal in 1KG rs7789389 G C 0.008 0.001

SHBG Males rs73109480 Signal in 1KG rs7790348 T C 0.011 0.002

SHBG Males rs75349541 Signal in 1KG rs7817760 C T 0.008 0.002

SHBG Males rs1567353 Signal in 1KG rs7856320 C T 0.006 0.001

SHBG Males rs4988308 Signal in 1KG rs7944040 T C 0.005 0.001

SHBG Males rs56332871 Signal in 1KG rs8023580 C T 0.029 0.001

SHBG Males rs8176526 Signal in 1KG rs8176528 G A 0.006 0.001

SHBG Males rs820503 Signal in 1KG rs820506 G A 0.009 0.002

SHBG Males rs860262 Signal in 1KG rs849134 G A 0.010 0.001

SHBG Males rs3742366 Signal in 1KG rs8548 C A 0.009 0.001

SHBG Males rs71115649 Signal in 1KG rs937862 C G 0.006 0.001

SHBG Males rs4714001 Signal in 1KG rs9394368 C G 0.005 0.001

SHBG Males rs62394490 Signal in 1KG rs9461224 T G 0.011 0.001

SHBG Males rs8066941 Signal in 1KG rs9906593 A C 0.015 0.001

SHBG Males rs59708846 Signal in 1KG rs9970076 G A 0.020 0.002

SHBG Males rs10069690 Signal in 1KG Signal in HM

SHBG Males rs10107182 Signal in 1KG Signal in HM

SHBG Males rs10116426 Signal in 1KG Signal in HM

SHBG Males rs10153800 Signal in 1KG Signal in HM

SHBG Males rs1037169 Signal in 1KG Signal in HM

SHBG Males rs10421262 Signal in 1KG Signal in HM

SHBG Males rs1058319 Signal in 1KG Signal in HM

SHBG Males rs10864086 Signal in 1KG Signal in HM

SHBG Males rs10868080 Signal in 1KG Signal in HM

SHBG Males rs10871794 Signal in 1KG Signal in HM

SHBG Males rs10895277 Signal in 1KG Signal in HM

SHBG Males rs11601507 Signal in 1KG Signal in HM

SHBG Males rs11666245 Signal in 1KG Signal in HM

SHBG Males rs11739158 Signal in 1KG Signal in HM

SHBG Males rs11743810 Signal in 1KG Signal in HM

SHBG Males rs11856926 Signal in 1KG Signal in HM

SHBG Males rs11867902 Signal in 1KG Signal in HM

SHBG Males rs1229492 Signal in 1KG Signal in HM

SHBG Males rs12364060 Signal in 1KG Signal in HM

SHBG Males rs12454712 Signal in 1KG Signal in HM

SHBG Males rs1260326 Signal in 1KG Signal in HM

SHBG Males rs12696304 Signal in 1KG Signal in HM

SHBG Males rs12705095 Signal in 1KG Signal in HM

SHBG Males rs13389219 Signal in 1KG Signal in HM

SHBG Males rs1351394 Signal in 1KG Signal in HM

SHBG Males rs157935 Signal in 1KG Signal in HM

SHBG Males rs17050272 Signal in 1KG Signal in HM

SHBG Males rs17185536 Signal in 1KG Signal in HM

SHBG Males rs174528 Signal in 1KG Signal in HM

SHBG Males rs17583875 Signal in 1KG Signal in HM

SHBG Males rs17669311 Signal in 1KG Signal in HM

SHBG Males rs17747324 Signal in 1KG Signal in HM

SHBG Males rs1782652 Signal in 1KG Signal in HM

SHBG Males rs1788641 Signal in 1KG Signal in HM

SHBG Males rs1801689 Signal in 1KG Signal in HM

SHBG Males rs1859690 Signal in 1KG Signal in HM



SHBG Males rs1871395 Signal in 1KG Signal in HM

SHBG Males rs1883783 Signal in 1KG Signal in HM

SHBG Males rs1890426 Signal in 1KG Signal in HM

SHBG Males rs198384 Signal in 1KG Signal in HM

SHBG Males rs1991401 Signal in 1KG Signal in HM

SHBG Males rs2106727 Signal in 1KG Signal in HM

SHBG Males rs2106854 Signal in 1KG Signal in HM

SHBG Males rs211644 Signal in 1KG Signal in HM

SHBG Males rs2156805 Signal in 1KG Signal in HM

SHBG Males rs2197771 Signal in 1KG Signal in HM

SHBG Males rs2216707 Signal in 1KG Signal in HM

SHBG Males rs2238799 Signal in 1KG Signal in HM

SHBG Males rs2239222 Signal in 1KG Signal in HM

SHBG Males rs2247213 Signal in 1KG Signal in HM

SHBG Males rs2275560 Signal in 1KG Signal in HM

SHBG Males rs2287322 Signal in 1KG Signal in HM

SHBG Males rs234051 Signal in 1KG Signal in HM

SHBG Males rs246192 Signal in 1KG Signal in HM

SHBG Males rs2721195 Signal in 1KG Signal in HM

SHBG Males rs2820441 Signal in 1KG Signal in HM

SHBG Males rs29681 Signal in 1KG Signal in HM

SHBG Males rs329122 Signal in 1KG Signal in HM

SHBG Males rs34651 Signal in 1KG Signal in HM

SHBG Males rs3746575 Signal in 1KG Signal in HM

SHBG Males rs3780190 Signal in 1KG Signal in HM

SHBG Males rs3781085 Signal in 1KG Signal in HM

SHBG Males rs3782735 Signal in 1KG Signal in HM

SHBG Males rs3795128 Signal in 1KG Signal in HM

SHBG Males rs445 Signal in 1KG Signal in HM

SHBG Males rs4715316 Signal in 1KG Signal in HM

SHBG Males rs4841133 Signal in 1KG Signal in HM

SHBG Males rs4979372 Signal in 1KG Signal in HM

SHBG Males rs5749082 Signal in 1KG Signal in HM

SHBG Males rs6258 Signal in 1KG Signal in HM

SHBG Males rs6595447 Signal in 1KG Signal in HM

SHBG Males rs6792725 Signal in 1KG Signal in HM

SHBG Males rs687339 Signal in 1KG Signal in HM

SHBG Males rs6965401 Signal in 1KG Signal in HM

SHBG Males rs7096937 Signal in 1KG Signal in HM

SHBG Males rs7210574 Signal in 1KG Signal in HM

SHBG Males rs7254776 Signal in 1KG Signal in HM

SHBG Males rs7314285 Signal in 1KG Signal in HM

SHBG Males rs738409 Signal in 1KG Signal in HM

SHBG Males rs7694379 Signal in 1KG Signal in HM

SHBG Males rs7735249 Signal in 1KG Signal in HM

SHBG Males rs7808613 Signal in 1KG Signal in HM

SHBG Males rs7892835 Signal in 1KG Signal in HM

SHBG Males rs8030357 Signal in 1KG Signal in HM

SHBG Males rs8038032 Signal in 1KG Signal in HM

SHBG Males rs8038465 Signal in 1KG Signal in HM

SHBG Males rs856534 Signal in 1KG Signal in HM

SHBG Males rs864899 Signal in 1KG Signal in HM

SHBG Males rs876435 Signal in 1KG Signal in HM

SHBG Males rs907866 Signal in 1KG Signal in HM

SHBG Males rs9697210 Signal in 1KG Signal in HM

SHBG Males rs9914426 Signal in 1KG Signal in HM

Total testosterone Females 7:98188671_CCTT_C NA

Total testosterone Females rs749512116 rs111287576 CAGAT C 0.033 0.004 rs12643026 C A 0.032 0.004

Total testosterone Females 17:53371413_TA_T rs11287227 TA T 0.019 0.003 rs10852974 G C 0.018 0.003

Total testosterone Females 1:150186390_AG_A rs11303226 A AG 0.017 0.003 rs6665499 C T 0.016 0.003

Total testosterone Females 2:32504650_AT_A rs11316138 A AT 0.017 0.003 NA

Total testosterone Females 3:156851624_CA_C rs11327349 C CA 0.019 0.003 rs12487629 C T 0.018 0.003

Total testosterone Females 22:31626042_CTT_C rs139901221 CTT C 0.016 0.003 rs5997919 A G 0.015 0.003

Total testosterone Females 12:123639761_TAAATArs142398365 TAAATA T 0.019 0.004 rs1727315 G A 0.017 0.003

Total testosterone Females 11:123438708_TGAG_ rs146910549 T TGAG 0.048 0.005 rs850293 C A 0.047 0.004

Total testosterone Females rs776074878 rs199508240 CA C 0.021 0.003 rs2249225 T C 0.019 0.003

Total testosterone Females 10:5034014_ATTAC_A rs199669245 ATTAC A 0.183 0.019 NA

Total testosterone Females 6:34753277_GA_G rs200893385 G GA 0.018 0.003 rs6457792 G A 0.015 0.003

Total testosterone Females rs28484580 rs2272676 T G 0.015 0.003 rs4235404 G C 0.015 0.003

Total testosterone Females rs11427441 rs2941541 T C 0.020 0.003 rs2941541 T C 0.020 0.003

Total testosterone Females 10:126834851_AT_A rs34558482 A AT 0.016 0.003 NA

Total testosterone Females 11:110176972_CT_C rs34750130 CT C 0.017 0.003 rs1618597 C T 0.016 0.003

Total testosterone Females 21:43349613_GC_G rs35497661 G GC 0.033 0.005 rs11702562 C T 0.035 0.005

Total testosterone Females 9:127663551_AT_A rs35565039 AT A 0.018 0.003 rs4838236 G A 0.017 0.003

Total testosterone Females 20:60691366_CT_C rs35952104 C CT 0.019 0.004 rs6089650 T C 0.019 0.004

Total testosterone Females 12:49441189_CT_C rs550005425 CT C 0.061 0.010 NA

Total testosterone Females 15:66049600_TG_T rs557277320 TG T 0.019 0.003 rs6494537 C T 0.018 0.003

Total testosterone Females 2:135432074_CGCGCGrs55920206 T C 0.016 0.003 rs4954160 C A 0.016 0.003

Total testosterone Females rs745932882 rs57387401 AG A 0.027 0.003 rs2488087 G A 0.025 0.003

Total testosterone Females 4:57746479_TA_T rs5858399 TA T 0.020 0.003 rs2170073 A G 0.019 0.003

Total testosterone Females 3:119786083_CA_C rs67515346 CA C 0.017 0.003 rs334563 C A 0.016 0.003

Total testosterone Females 6:144301525_GT_G rs71024882 G GT 0.028 0.003 rs9399469 A T 0.027 0.003

Total testosterone Females 3:27554392_CT_C rs71087617 C CT 0.054 0.009 rs9823830 A G 0.054 0.009

Total testosterone Females 3:20085213_CTT_C rs75154183 A G 0.019 0.004 rs2365366 T G 0.020 0.004

Total testosterone Females 21:40645556_AAGGCTrs78610475 A AAGGCTGA 0.021 0.004 NA

Total testosterone Females rs779008104 rs79280477 AAAACAGAA 0.024 0.003 rs7758037 G C 0.024 0.003

Total testosterone Females rs774224295 rs884171 A T 0.017 0.003 rs884171 A T 0.017 0.003

Total testosterone Females rs532213132 rs9897769 A G 0.016 0.003 NA

Total testosterone Females rs10910476 Signal in 1KG NA

Total testosterone Females rs112635299 Signal in 1KG NA



Total testosterone Females rs112694713 Signal in 1KG NA

Total testosterone Females rs113247979 Signal in 1KG NA

Total testosterone Females rs11778724 Signal in 1KG NA

Total testosterone Females rs117913411 Signal in 1KG NA

Total testosterone Females rs1229984 Signal in 1KG NA

Total testosterone Females rs12683780 Signal in 1KG NA

Total testosterone Females rs138983180 Signal in 1KG NA

Total testosterone Females rs17853284 Signal in 1KG NA

Total testosterone Females rs184265581 Signal in 1KG NA

Total testosterone Females rs187370584 Signal in 1KG NA

Total testosterone Females rs34557412 Signal in 1KG NA

Total testosterone Females rs34931250 Signal in 1KG NA

Total testosterone Females rs35008345 Signal in 1KG NA

Total testosterone Females rs4464040 Signal in 1KG NA

Total testosterone Females rs45446698 Signal in 1KG NA

Total testosterone Females rs56196860 Signal in 1KG NA

Total testosterone Females rs577721086 Signal in 1KG NA

Total testosterone Females rs5855544 Signal in 1KG NA

Total testosterone Females rs62621812 Signal in 1KG NA

Total testosterone Females rs72660136 Signal in 1KG NA

Total testosterone Females rs72693130 Signal in 1KG NA

Total testosterone Females rs7342537 Signal in 1KG NA

Total testosterone Females rs74652944 Signal in 1KG NA

Total testosterone Females rs7530117 Signal in 1KG NA

Total testosterone Females rs77822621 Signal in 1KG NA

Total testosterone Females rs2903385 Signal in 1KG rs10010325 A C 0.024 0.003

Total testosterone Females rs13269725 Signal in 1KG rs10112467 G A 0.029 0.005

Total testosterone Females rs34163044 Signal in 1KG rs10164112 C T 0.016 0.003

Total testosterone Females rs7573187 Signal in 1KG rs10202783 A T 0.019 0.003

Total testosterone Females rs59397130 Signal in 1KG rs10498514 C A 0.055 0.009

Total testosterone Females rs9599996 Signal in 1KG rs10507808 G A 0.013 0.003

Total testosterone Females rs10740131 Signal in 1KG rs10761779 G A 0.027 0.003

Total testosterone Females rs2062479 Signal in 1KG rs10801628 C T 0.015 0.003

Total testosterone Females rs571084788 Signal in 1KG rs10864316 A G 0.023 0.004

Total testosterone Females rs61987429 Signal in 1KG rs10873181 A C 0.017 0.003

Total testosterone Females rs11024458 Signal in 1KG rs11024460 C T 0.019 0.003

Total testosterone Females rs11031005 Signal in 1KG rs11031006 A G 0.033 0.004

Total testosterone Females rs11191801 Signal in 1KG rs1107300 T C 0.023 0.003

Total testosterone Females rs10686842 Signal in 1KG rs11086102 C G 0.028 0.003

Total testosterone Females rs35801460 Signal in 1KG rs11168740 A G 0.020 0.003

Total testosterone Females rs4632729 Signal in 1KG rs11249528 C A 0.027 0.003

Total testosterone Females rs111328885 Signal in 1KG rs11572082 C G 0.033 0.004

Total testosterone Females rs76299412 Signal in 1KG rs11605437 C T 0.035 0.004

Total testosterone Females rs8111359 Signal in 1KG rs11673632 C T 0.050 0.005

Total testosterone Females rs56109436 Signal in 1KG rs11784691 G A 0.021 0.004

Total testosterone Females rs34584018 Signal in 1KG rs11855102 T C 0.015 0.003

Total testosterone Females rs505237 Signal in 1KG rs12140250 G A 0.015 0.003

Total testosterone Females rs1214761 Signal in 1KG rs1214759 G A 0.031 0.003

Total testosterone Females rs62059839 Signal in 1KG rs12150660 T G 0.030 0.003

Total testosterone Females rs28612846 Signal in 1KG rs12154905 G A 0.015 0.003

Total testosterone Females rs12185851 Signal in 1KG rs12185822 A G 0.021 0.003

Total testosterone Females rs1242518 Signal in 1KG rs1242490 C G 0.020 0.003

Total testosterone Females rs12893790 Signal in 1KG rs12434496 G A 0.021 0.004

Total testosterone Females rs35397738 Signal in 1KG rs12470654 G A 0.018 0.003

Total testosterone Females rs60117481 Signal in 1KG rs12500824 A G 0.019 0.003

Total testosterone Females rs1278526 Signal in 1KG rs1278527 T C 0.019 0.003

Total testosterone Females rs75848431 Signal in 1KG rs12788072 G A 0.029 0.004

Total testosterone Females rs34269793 Signal in 1KG rs12999558 A G 0.065 0.006

Total testosterone Females rs4586943 Signal in 1KG rs13143896 G A 0.018 0.003

Total testosterone Females rs13184921 Signal in 1KG rs13164781 C T 0.025 0.003

Total testosterone Females rs13229619 Signal in 1KG rs13232120 T A 0.054 0.004

Total testosterone Females rs17245822 Signal in 1KG rs1337985 C T 0.028 0.003

Total testosterone Females rs440150 Signal in 1KG rs16928809 A G 0.026 0.005

Total testosterone Females rs200457494 Signal in 1KG rs17084051 A C 0.022 0.003

Total testosterone Females rs36032941 Signal in 1KG rs17134158 C T 0.060 0.003

Total testosterone Females rs6127099 Signal in 1KG rs17216707 T C 0.019 0.004

Total testosterone Females rs72738949 Signal in 1KG rs17509458 T A 0.019 0.003

Total testosterone Females rs77432559 Signal in 1KG rs17646414 T C 0.020 0.005

Total testosterone Females rs6997799 Signal in 1KG rs17711248 C G 0.023 0.003

Total testosterone Females rs72731535 Signal in 1KG rs17757282 A G 0.025 0.004

Total testosterone Females rs11235688 Signal in 1KG rs1783596 T C 0.020 0.003

Total testosterone Females rs75287599 Signal in 1KG rs1800447 G A 0.042 0.005

Total testosterone Females rs111882448 Signal in 1KG rs1925953 T A 0.016 0.003

Total testosterone Females rs2147419 Signal in 1KG rs2031613 T C 0.018 0.003

Total testosterone Females rs58723250 Signal in 1KG rs2034678 A T 0.033 0.003

Total testosterone Females rs1872930 Signal in 1KG rs2035647 G A 0.051 0.003

Total testosterone Females rs61237993 Signal in 1KG rs2050789 G A 0.024 0.004

Total testosterone Females rs3032555 Signal in 1KG rs2232015 T A 0.017 0.003

Total testosterone Females rs8184986 Signal in 1KG rs2236141 C T 0.021 0.004

Total testosterone Females rs569421885 Signal in 1KG rs2250477 C G 0.055 0.003

Total testosterone Females rs13094915 Signal in 1KG rs2272088 A G 0.016 0.003

Total testosterone Females rs117327231 Signal in 1KG rs2276273 C T 0.135 0.008

Total testosterone Females rs199787521 Signal in 1KG rs2280861 G A 0.027 0.003

Total testosterone Females rs1032388 Signal in 1KG rs2295709 T C 0.054 0.003

Total testosterone Females rs7256920 Signal in 1KG rs2302593 C G 0.019 0.003

Total testosterone Females rs35249079 Signal in 1KG rs2306409 A G 0.022 0.003

Total testosterone Females rs62162863 Signal in 1KG rs2341098 T G 0.018 0.003

Total testosterone Females rs6684361 Signal in 1KG rs2392239 T C 0.076 0.003

Total testosterone Females rs2608652 Signal in 1KG rs2608659 G T 0.014 0.003

Total testosterone Females rs10147094 Signal in 1KG rs2614462 G C 0.016 0.003



Total testosterone Females rs2824138 Signal in 1KG rs2824140 T C 0.026 0.004

Total testosterone Females rs2517582 Signal in 1KG rs2844664 T C 0.024 0.003

Total testosterone Females rs9457466 Signal in 1KG rs3127194 A C 0.016 0.003

Total testosterone Females rs33959428 Signal in 1KG rs31863 G A 0.015 0.003

Total testosterone Females rs35427 Signal in 1KG rs35441 C T 0.016 0.003

Total testosterone Females rs2011425 Signal in 1KG rs3732218 G A 0.032 0.005

Total testosterone Females rs2879910 Signal in 1KG rs3760818 T A 0.014 0.003

Total testosterone Females rs58175144 Signal in 1KG rs3768015 A G 0.014 0.003

Total testosterone Females rs3771243 Signal in 1KG rs3771240 C T 0.029 0.003

Total testosterone Females rs371162363 Signal in 1KG rs3775198 G A 0.033 0.005

Total testosterone Females rs4067 Signal in 1KG rs3821829 C T 0.024 0.004

Total testosterone Females rs13153019 Signal in 1KG rs4075958 A G 0.023 0.003

Total testosterone Females rs34632394 Signal in 1KG rs4128755 T C 0.016 0.003

Total testosterone Females rs10687319 Signal in 1KG rs4234100 T C 0.011 0.003

Total testosterone Females rs4431325 Signal in 1KG rs4421084 T C 0.049 0.006

Total testosterone Females rs12837203 Signal in 1KG rs4523430 T C 0.019 0.003

Total testosterone Females rs62231822 Signal in 1KG rs4685148 T C 0.036 0.005

Total testosterone Females rs35199395 Signal in 1KG rs4746822 T C 0.017 0.003

Total testosterone Females rs71624037 Signal in 1KG rs4854611 G C 0.035 0.005

Total testosterone Females rs12708515 Signal in 1KG rs4886426 A T 0.021 0.003

Total testosterone Females rs2374456 Signal in 1KG rs4953716 T A 0.023 0.003

Total testosterone Females rs4245930 Signal in 1KG rs4956037 G A 0.024 0.003

Total testosterone Females rs12628709 Signal in 1KG rs5763110 T A 0.026 0.005

Total testosterone Females rs7884765 Signal in 1KG rs5985503 A G 0.023 0.003

Total testosterone Females rs590097 Signal in 1KG rs604126 G A 0.057 0.003

Total testosterone Females rs11697333 Signal in 1KG rs6087398 T C 0.019 0.003

Total testosterone Females rs6100174 Signal in 1KG rs6100163 T C 0.014 0.003

Total testosterone Females rs9506725 Signal in 1KG rs629445 G A 0.051 0.003

Total testosterone Females rs494242 Signal in 1KG rs643434 G A 0.017 0.003

Total testosterone Females rs36088520 Signal in 1KG rs6434887 A G 0.026 0.005

Total testosterone Females rs7618363 Signal in 1KG rs6442176 T C 0.034 0.004

Total testosterone Females rs11948639 Signal in 1KG rs6595442 T C 0.017 0.003

Total testosterone Females rs12078363 Signal in 1KG rs6662137 T G 0.027 0.003

Total testosterone Females rs59741822 Signal in 1KG rs6734803 G A 0.032 0.005

Total testosterone Females rs17201704 Signal in 1KG rs6788984 A G 0.043 0.004

Total testosterone Females rs11638521 Signal in 1KG rs7181230 G A 0.064 0.003

Total testosterone Females rs28421540 Signal in 1KG rs7243806 A G 0.032 0.003

Total testosterone Females rs4804181 Signal in 1KG rs7258994 T C 0.034 0.003

Total testosterone Females rs12977787 Signal in 1KG rs732310 T G 0.014 0.003

Total testosterone Females rs10799713 Signal in 1KG rs7521867 T C 0.027 0.003

Total testosterone Females rs7519368 Signal in 1KG rs7527076 G A 0.034 0.003

Total testosterone Females rs7529520 Signal in 1KG rs7535757 A G 0.018 0.003

Total testosterone Females rs3136354 Signal in 1KG rs7562048 G A 0.023 0.003

Total testosterone Females rs7575635 Signal in 1KG rs7580013 G A 0.037 0.004

Total testosterone Females rs534141419 Signal in 1KG rs7610906 C A 0.015 0.003

Total testosterone Females rs67596711 Signal in 1KG rs768863 T G 0.039 0.003

Total testosterone Females rs75217853 Signal in 1KG rs7766042 C T 0.033 0.005

Total testosterone Females rs9638084 Signal in 1KG rs7808966 C A 0.019 0.003

Total testosterone Females rs1169289 Signal in 1KG rs7979473 A G 0.018 0.003

Total testosterone Females rs61661087 Signal in 1KG rs8040086 G A 0.028 0.003

Total testosterone Females rs534645300 Signal in 1KG rs8058961 A G 0.019 0.003

Total testosterone Females rs8126001 Signal in 1KG rs8121509 C T 0.017 0.003

Total testosterone Females rs232159 Signal in 1KG rs8182293 G A 0.017 0.003

Total testosterone Females rs12436785 Signal in 1KG rs897713 C T 0.030 0.003

Total testosterone Females rs1870940 Signal in 1KG rs905938 T C 0.024 0.003

Total testosterone Females rs76830943 Signal in 1KG rs915178 C T 0.019 0.003

Total testosterone Females rs58072681 Signal in 1KG rs9319570 G A 0.109 0.006

Total testosterone Females rs2344744 Signal in 1KG rs9366197 T C 0.017 0.003

Total testosterone Females rs11191421 Signal in 1KG rs9527 C T 0.037 0.003

Total testosterone Females rs9832502 Signal in 1KG rs9870681 T C 0.017 0.003

Total testosterone Females rs112367565 Signal in 1KG rs9959639 T C 0.047 0.007

Total testosterone Females rs1009360 Signal in 1KG Signal in HM

Total testosterone Females rs10108398 Signal in 1KG Signal in HM

Total testosterone Females rs10168169 Signal in 1KG Signal in HM

Total testosterone Females rs10501081 Signal in 1KG Signal in HM

Total testosterone Females rs10817260 Signal in 1KG Signal in HM

Total testosterone Females rs10821415 Signal in 1KG Signal in HM

Total testosterone Females rs10865479 Signal in 1KG Signal in HM

Total testosterone Females rs11125180 Signal in 1KG Signal in HM

Total testosterone Females rs1119208 Signal in 1KG Signal in HM

Total testosterone Females rs11673591 Signal in 1KG Signal in HM

Total testosterone Females rs1171617 Signal in 1KG Signal in HM

Total testosterone Females rs11774829 Signal in 1KG Signal in HM

Total testosterone Females rs11782259 Signal in 1KG Signal in HM

Total testosterone Females rs11892043 Signal in 1KG Signal in HM

Total testosterone Females rs12564492 Signal in 1KG Signal in HM

Total testosterone Females rs1260326 Signal in 1KG Signal in HM

Total testosterone Females rs12658172 Signal in 1KG Signal in HM

Total testosterone Females rs12900736 Signal in 1KG Signal in HM

Total testosterone Females rs1314911 Signal in 1KG Signal in HM

Total testosterone Females rs1547308 Signal in 1KG Signal in HM

Total testosterone Females rs1660322 Signal in 1KG Signal in HM

Total testosterone Females rs167096 Signal in 1KG Signal in HM

Total testosterone Females rs17043570 Signal in 1KG Signal in HM

Total testosterone Females rs17053931 Signal in 1KG Signal in HM

Total testosterone Females rs171021 Signal in 1KG Signal in HM

Total testosterone Females rs17362923 Signal in 1KG Signal in HM

Total testosterone Females rs17764067 Signal in 1KG Signal in HM

Total testosterone Females rs1883711 Signal in 1KG Signal in HM

Total testosterone Females rs1939769 Signal in 1KG Signal in HM



Total testosterone Females rs2074585 Signal in 1KG Signal in HM

Total testosterone Females rs2113944 Signal in 1KG Signal in HM

Total testosterone Females rs2186945 Signal in 1KG Signal in HM

Total testosterone Females rs2270445 Signal in 1KG Signal in HM

Total testosterone Females rs2473140 Signal in 1KG Signal in HM

Total testosterone Females rs267190 Signal in 1KG Signal in HM

Total testosterone Females rs287884 Signal in 1KG Signal in HM

Total testosterone Females rs312023 Signal in 1KG Signal in HM

Total testosterone Females rs3776299 Signal in 1KG Signal in HM

Total testosterone Females rs3849653 Signal in 1KG Signal in HM

Total testosterone Females rs4149056 Signal in 1KG Signal in HM

Total testosterone Females rs4294422 Signal in 1KG Signal in HM

Total testosterone Females rs437115 Signal in 1KG Signal in HM

Total testosterone Females rs4453027 Signal in 1KG Signal in HM

Total testosterone Females rs4736359 Signal in 1KG Signal in HM

Total testosterone Females rs4820829 Signal in 1KG Signal in HM

Total testosterone Females rs487624 Signal in 1KG Signal in HM

Total testosterone Females rs4943729 Signal in 1KG Signal in HM

Total testosterone Females rs4961485 Signal in 1KG Signal in HM

Total testosterone Females rs5751229 Signal in 1KG Signal in HM

Total testosterone Females rs6008259 Signal in 1KG Signal in HM

Total testosterone Females rs6020423 Signal in 1KG Signal in HM

Total testosterone Females rs6460528 Signal in 1KG Signal in HM

Total testosterone Females rs674486 Signal in 1KG Signal in HM

Total testosterone Females rs6904345 Signal in 1KG Signal in HM

Total testosterone Females rs7291444 Signal in 1KG Signal in HM

Total testosterone Females rs7633673 Signal in 1KG Signal in HM

Total testosterone Females rs784420 Signal in 1KG Signal in HM

Total testosterone Females rs7977247 Signal in 1KG Signal in HM

Total testosterone Females rs8044588 Signal in 1KG Signal in HM

Total testosterone Females rs8045779 Signal in 1KG Signal in HM

Total testosterone Females rs837493 Signal in 1KG Signal in HM

Total testosterone Females rs873779 Signal in 1KG Signal in HM

Total testosterone Females rs881613 Signal in 1KG Signal in HM

Total testosterone Females rs9319895 Signal in 1KG Signal in HM

Total testosterone Females rs9552597 Signal in 1KG Signal in HM

Total testosterone Females rs9611014 Signal in 1KG Signal in HM

Total testosterone Females rs9687846 Signal in 1KG Signal in HM

Total testosterone Females rs9850919 Signal in 1KG Signal in HM

Total testosterone Females rs9898480 Signal in 1KG Signal in HM

Total testosterone Males rs140357247 NA

Total testosterone Males 19:35555222_GTC_G rs10577478 G GTC 0.037 0.004 NA

Total testosterone Males 6:100108564_TG_T rs10706082 T TG 0.022 0.003 NA

Total testosterone Males 9:140774721_T_C rs10867084 C T 0.017 0.003 rs10867084 C T 0.017 0.003

Total testosterone Males rs66956368 rs112765699 T A 0.030 0.004 rs3821866 G C 0.014 0.003

Total testosterone Males rs113017476 rs112881196 G C 0.190 0.008 NA

Total testosterone Males rs111538456 rs113277738 0 0 0.000 0.000 rs2731440 T A 0.026 0.003

Total testosterone Males rs746303202 rs11335288 A AG 0.020 0.003 rs3766927 C T 0.020 0.003

Total testosterone Males 6:131936324_GTTT_G rs139719926 GTTT G 0.026 0.004 rs2245133 T C 0.025 0.004

Total testosterone Males 10:81073027_CCCACCCrs146292747 CCCACCCAC 0.021 0.004 rs7077812 T C 0.019 0.004

Total testosterone Males 7:150502468_AT_A rs146541367 A AT 0.033 0.005 NA

Total testosterone Males 10:65158772_AAAG_Ars150036478 A AAAG 0.110 0.003 rs7912893 A T 0.109 0.003

Total testosterone Males 3:152118069_ATTTATArs151332772 A ATTTATAA 0.035 0.005 rs17370867 C T 0.034 0.005

Total testosterone Males 7:78482336_AG_A rs200907201 AG A 0.052 0.009 NA

Total testosterone Males rs761954625 rs201897302 CTG C 0.032 0.003 rs5914796 A T 0.031 0.003

Total testosterone Males rs5787948 rs2803608 T C 0.017 0.003 rs2803608 T C 0.017 0.003

Total testosterone Males rs71027236 rs34018823 C A 0.019 0.004 rs1468684 G C 0.020 0.004

Total testosterone Males 5:135639923_GA_G rs34941172 GA G 0.031 0.004 rs11958545 C T 0.030 0.004

Total testosterone Males 16:1684027_CA_C rs35510689 C CA 0.029 0.005 rs7196996 C G 0.029 0.006

Total testosterone Males rs66844552 rs35614701 G A 0.016 0.003 rs873308 A G 0.015 0.003

Total testosterone Males 17:17917246_AT_A rs35745875 AT A 0.019 0.003 rs2955382 T C 0.017 0.003

Total testosterone Males 1:221045347_AT_A rs36079165 A AT 0.021 0.003 rs2247213 G A 0.019 0.003

Total testosterone Males X:146434326_GTTT_G rs368611801 GTTT G 0.017 0.002 rs5951961 G C 0.016 0.002

Total testosterone Males 10:69632729_AT_A rs371054378 AT A 0.024 0.003 rs2224573 A G 0.023 0.003

Total testosterone Males 16:28704506_ATTT_A rs371092802 ATTT A 0.034 0.003 rs12325278 A G 0.033 0.003

Total testosterone Males rs2016572 rs556503353 G A 0.026 0.003 NA

Total testosterone Males 6:160768849_CTGCCCTrs557136302 C CTGCCCTG 0.020 0.003 rs487060 T C 0.020 0.003

Total testosterone Males 9:97023094_ATTTTTTTrs561717345 A ATTTTTTTT 0.016 0.003 rs9696843 G A 0.011 0.003

Total testosterone Males 20:39951474_TA_T rs57706173 T TA 0.022 0.003 rs6029632 A G 0.022 0.003

Total testosterone Males 10:93564864_CT_C rs5786972 CT C 0.020 0.003 rs7076687 A G 0.019 0.003

Total testosterone Males rs782159242 rs5961192 G T 0.014 0.002 rs5961192 G T 0.014 0.002

Total testosterone Males rs139316391 rs59774409 T C 0.050 0.006 rs3810194 C T 0.049 0.006

Total testosterone Males 4:69447407_GT_G rs61573189 GT G 0.060 0.004 NA

Total testosterone Males 1:167851935_TGTAGT rs67452660 T TGTAGTGA 0.017 0.003 rs203847 G A 0.015 0.003

Total testosterone Males rs11433420 rs67808154 T TA 0.019 0.003 rs1402398 G A 0.018 0.003

Total testosterone Males rs775181992 rs76976306 A AGCCCT 0.023 0.004 NA

Total testosterone Males rs112765699 Signal in 1KG NA

Total testosterone Males rs114165349 Signal in 1KG NA

Total testosterone Males rs114816312 Signal in 1KG NA

Total testosterone Males rs1203109 Signal in 1KG NA

Total testosterone Males rs12810788 Signal in 1KG NA

Total testosterone Males rs145602600 Signal in 1KG NA

Total testosterone Males rs145843487 Signal in 1KG NA

Total testosterone Males rs146447930 Signal in 1KG NA

Total testosterone Males rs17580 Signal in 1KG NA

Total testosterone Males rs191591035 Signal in 1KG NA

Total testosterone Males rs202200760 Signal in 1KG NA

Total testosterone Males rs28929474 Signal in 1KG NA

Total testosterone Males rs41310053 Signal in 1KG NA

Total testosterone Males rs4782568 Signal in 1KG NA



Total testosterone Males rs528845403 Signal in 1KG NA

Total testosterone Males rs534541609 Signal in 1KG NA

Total testosterone Males rs543504257 Signal in 1KG NA

Total testosterone Males rs550628400 Signal in 1KG NA

Total testosterone Males rs55707100 Signal in 1KG NA

Total testosterone Males rs56196860 Signal in 1KG NA

Total testosterone Males rs61755050 Signal in 1KG NA

Total testosterone Males rs61762319 Signal in 1KG NA

Total testosterone Males rs6736913 Signal in 1KG NA

Total testosterone Males rs6939861 Signal in 1KG NA

Total testosterone Males rs72681869 Signal in 1KG NA

Total testosterone Males rs76767219 Signal in 1KG NA

Total testosterone Males rs7696472 Signal in 1KG NA

Total testosterone Males rs77044968 Signal in 1KG NA

Total testosterone Males rs79391862 Signal in 1KG NA

Total testosterone Males rs79488654 Signal in 1KG NA

Total testosterone Males rs565931739 Signal in 1KG rs10019555 G A 0.037 0.004

Total testosterone Males rs3841946 Signal in 1KG rs1006895 T C 0.033 0.004

Total testosterone Males rs7835492 Signal in 1KG rs10101710 A T 0.039 0.036

Total testosterone Males rs1812755 Signal in 1KG rs10484012 T C 0.020 0.003

Total testosterone Males rs12543287 Signal in 1KG rs10808961 A G 0.018 0.003

Total testosterone Males rs199950405 Signal in 1KG rs10867605 G A 0.018 0.004

Total testosterone Males rs35182096 Signal in 1KG rs10881583 C T 0.022 0.004

Total testosterone Males rs540730 Signal in 1KG rs1106766 T C 0.030 0.004

Total testosterone Males rs7143218 Signal in 1KG rs11160582 T C 0.024 0.003

Total testosterone Males rs139713000 Signal in 1KG rs11622474 T C 0.028 0.004

Total testosterone Males rs12926107 Signal in 1KG rs11641548 A C 0.024 0.003

Total testosterone Males rs841194 Signal in 1KG rs11648117 G C 0.025 0.004

Total testosterone Males rs200651966 Signal in 1KG rs11852815 C T 0.023 0.003

Total testosterone Males rs1799941 Signal in 1KG rs12150660 T G 0.190 0.003

Total testosterone Males rs35824797 Signal in 1KG rs12463074 G A 0.044 0.007

Total testosterone Males rs10028954 Signal in 1KG rs12503526 A T 0.019 0.003

Total testosterone Males rs3809272 Signal in 1KG rs1265566 T C 0.018 0.003

Total testosterone Males rs34702488 Signal in 1KG rs12740128 C T 0.025 0.004

Total testosterone Males rs34131245 Signal in 1KG rs12780499 C T 0.029 0.005

Total testosterone Males rs12910403 Signal in 1KG rs12900045 T C 0.018 0.003

Total testosterone Males rs2764772 Signal in 1KG rs12931939 T C 0.024 0.004

Total testosterone Males rs28394864 Signal in 1KG rs12937634 T C 0.050 0.003

Total testosterone Males rs2668776 Signal in 1KG rs1398217 G C 0.021 0.003

Total testosterone Males rs10832570 Signal in 1KG rs1401454 C T 0.025 0.003

Total testosterone Males rs36086195 Signal in 1KG rs1497406 G A 0.019 0.003

Total testosterone Males rs59194935 Signal in 1KG rs1523327 T A 0.018 0.003

Total testosterone Males rs62415384 Signal in 1KG rs1574430 C A 0.016 0.003

Total testosterone Males rs1349359 Signal in 1KG rs1631380 A C 0.016 0.003

Total testosterone Males rs201814405 Signal in 1KG rs17033491 A G 0.026 0.004

Total testosterone Males rs79717793 Signal in 1KG rs17134608 G A 0.049 0.004

Total testosterone Males rs9986829 Signal in 1KG rs17168570 C A 0.038 0.003

Total testosterone Males rs112530420 Signal in 1KG rs17395416 T G 0.023 0.004

Total testosterone Males rs34851490 Signal in 1KG rs17651629 T C 0.044 0.005

Total testosterone Males rs576009056 Signal in 1KG rs17696392 A T 0.022 0.004

Total testosterone Males rs56853305 Signal in 1KG rs1850512 C T 0.021 0.005

Total testosterone Males rs2583948 Signal in 1KG rs1993669 C T 0.035 0.005

Total testosterone Males rs4871844 Signal in 1KG rs2241260 G A 0.015 0.003

Total testosterone Males rs2306216 Signal in 1KG rs2242229 G T 0.026 0.004

Total testosterone Males rs2540945 Signal in 1KG rs2249105 G A 0.018 0.003

Total testosterone Males rs3768321 Signal in 1KG rs2293476 G C 0.026 0.004

Total testosterone Males rs11621792 Signal in 1KG rs2332328 C T 0.016 0.003

Total testosterone Males rs12406721 Signal in 1KG rs2335077 G A 0.032 0.003

Total testosterone Males rs11099675 Signal in 1KG rs2358184 A G 0.021 0.004

Total testosterone Males rs2393775 Signal in 1KG rs2393791 T C 0.026 0.003

Total testosterone Males rs62062271 Signal in 1KG rs2532288 T C 0.029 0.004

Total testosterone Males rs575146 Signal in 1KG rs2739330 T C 0.017 0.003

Total testosterone Males rs4754839 Signal in 1KG rs2846855 A G 0.017 0.003

Total testosterone Males rs2957683 Signal in 1KG rs2923089 C T 0.016 0.003

Total testosterone Males rs2905801 Signal in 1KG rs2952993 A G 0.029 0.003

Total testosterone Males rs40270 Signal in 1KG rs30000 G A 0.019 0.003

Total testosterone Males rs9383605 Signal in 1KG rs3020418 G A 0.019 0.003

Total testosterone Males rs12787293 Signal in 1KG rs341053 G A 0.020 0.003

Total testosterone Males rs631695 Signal in 1KG rs3740643 C A 0.023 0.003

Total testosterone Males rs573396813 Signal in 1KG rs3752210 T A 0.016 0.003

Total testosterone Males rs7015 Signal in 1KG rs3779196 C T 0.055 0.004

Total testosterone Males rs34396520 Signal in 1KG rs3806661 G A 0.018 0.003

Total testosterone Males rs10750766 Signal in 1KG rs3814707 A G 0.023 0.004

Total testosterone Males rs2012736 Signal in 1KG rs3892170 G C 0.047 0.005

Total testosterone Males rs73079476 Signal in 1KG rs4149056 T C 0.054 0.004

Total testosterone Males rs55867305 Signal in 1KG rs4278125 G A 0.032 0.003

Total testosterone Males rs112107457 Signal in 1KG rs4645631 C G 0.027 0.004

Total testosterone Males rs6766859 Signal in 1KG rs4678408 G A 0.031 0.003

Total testosterone Males rs12125882 Signal in 1KG rs473629 T A 0.017 0.003

Total testosterone Males rs28892005 Signal in 1KG rs4775935 T G 0.028 0.003

Total testosterone Males rs4525526 Signal in 1KG rs4790285 C T 0.033 0.004

Total testosterone Males rs1441911 Signal in 1KG rs4859658 G A 0.021 0.004

Total testosterone Males rs35737316 Signal in 1KG rs4951318 C G 0.036 0.004

Total testosterone Males rs45490496 Signal in 1KG rs4983559 G A 0.019 0.003

Total testosterone Males rs112265145 Signal in 1KG rs5934505 C T 0.097 0.002

Total testosterone Males rs6073431 Signal in 1KG rs6073435 T A 0.029 0.003

Total testosterone Males rs650558 Signal in 1KG rs646123 G A 0.019 0.003

Total testosterone Males rs61922185 Signal in 1KG rs6487172 T C 0.021 0.003

Total testosterone Males rs72630041 Signal in 1KG rs6525588 G C 0.016 0.003

Total testosterone Males rs11096640 Signal in 1KG rs6531214 G A 0.015 0.003



Total testosterone Males rs3742223 Signal in 1KG rs6577061 C T 0.021 0.005

Total testosterone Males rs74805556 Signal in 1KG rs6624226 G A 0.038 0.003

Total testosterone Males rs34040779 Signal in 1KG rs664595 T C 0.017 0.004

Total testosterone Males rs10649609 Signal in 1KG rs6712203 T C 0.017 0.003

Total testosterone Males rs13108218 Signal in 1KG rs6818397 T G 0.022 0.003

Total testosterone Males rs11772470 Signal in 1KG rs6961634 A G 0.030 0.004

Total testosterone Males rs34955534 Signal in 1KG rs6996954 T C 0.038 0.005

Total testosterone Males rs10982192 Signal in 1KG rs7038862 T C 0.022 0.004

Total testosterone Males rs57349855 Signal in 1KG rs7200841 T C 0.021 0.003

Total testosterone Males rs7216664 Signal in 1KG rs7210574 C T 0.017 0.003

Total testosterone Males rs11671304 Signal in 1KG rs7251104 G C 0.017 0.003

Total testosterone Males rs2038695 Signal in 1KG rs7338818 C T 0.021 0.003

Total testosterone Males rs200647710 Signal in 1KG rs738508 T C 0.015 0.003

Total testosterone Males rs141509569 Signal in 1KG rs7516840 C G 0.021 0.003

Total testosterone Males rs6750410 Signal in 1KG rs7568216 C T 0.041 0.006

Total testosterone Males rs7065171 Signal in 1KG rs757309 A G 0.018 0.002

Total testosterone Males rs12614829 Signal in 1KG rs7596561 T C 0.030 0.004

Total testosterone Males rs7610366 Signal in 1KG rs7621942 C T 0.021 0.003

Total testosterone Males rs55869022 Signal in 1KG rs7649178 G A 0.026 0.005

Total testosterone Males rs140218129 Signal in 1KG rs767602 G T 0.026 0.005

Total testosterone Males rs1933801 Signal in 1KG rs7759938 T C 0.038 0.003

Total testosterone Males rs148204274 Signal in 1KG rs7831029 G A 0.016 0.003

Total testosterone Males rs7912521 Signal in 1KG rs7908228 G T 0.049 0.003

Total testosterone Males rs56332871 Signal in 1KG rs8023580 C T 0.047 0.003

Total testosterone Males rs12445820 Signal in 1KG rs8053548 C T 0.024 0.004

Total testosterone Males rs62076019 Signal in 1KG rs8075262 A G 0.014 0.003

Total testosterone Males rs1708302 Signal in 1KG rs849135 A G 0.018 0.003

Total testosterone Males rs10958704 Signal in 1KG rs881301 T C 0.020 0.003

Total testosterone Males rs72721770 Signal in 1KG rs887507 G A 0.019 0.003

Total testosterone Males rs2551641 Signal in 1KG rs889895 G A 0.021 0.004

Total testosterone Males rs148262335 Signal in 1KG rs912202 C G 0.026 0.003

Total testosterone Males rs6676846 Signal in 1KG rs912795 G A 0.029 0.004

Total testosterone Males rs7824394 Signal in 1KG rs952559 G A 0.024 0.003

Total testosterone Males rs13289095 Signal in 1KG rs9697210 G A 0.021 0.004

Total testosterone Males rs7166920 Signal in 1KG rs972265 A C 0.019 0.003

Total testosterone Males rs9970140 Signal in 1KG rs9970076 G A 0.040 0.006

Total testosterone Males rs10192634 Signal in 1KG Signal in HM

Total testosterone Males rs10279715 Signal in 1KG Signal in HM

Total testosterone Males rs1033667 Signal in 1KG Signal in HM

Total testosterone Males rs10421262 Signal in 1KG Signal in HM

Total testosterone Males rs1058319 Signal in 1KG Signal in HM

Total testosterone Males rs10864086 Signal in 1KG Signal in HM

Total testosterone Males rs10868080 Signal in 1KG Signal in HM

Total testosterone Males rs10892924 Signal in 1KG Signal in HM

Total testosterone Males rs10982156 Signal in 1KG Signal in HM

Total testosterone Males rs1154401 Signal in 1KG Signal in HM

Total testosterone Males rs11607114 Signal in 1KG Signal in HM

Total testosterone Males rs11703376 Signal in 1KG Signal in HM

Total testosterone Males rs11735092 Signal in 1KG Signal in HM

Total testosterone Males rs1229498 Signal in 1KG Signal in HM

Total testosterone Males rs12320328 Signal in 1KG Signal in HM

Total testosterone Males rs12336359 Signal in 1KG Signal in HM

Total testosterone Males rs12470971 Signal in 1KG Signal in HM

Total testosterone Males rs1260326 Signal in 1KG Signal in HM

Total testosterone Males rs12796488 Signal in 1KG Signal in HM

Total testosterone Males rs13074711 Signal in 1KG Signal in HM

Total testosterone Males rs1421085 Signal in 1KG Signal in HM

Total testosterone Males rs1624295 Signal in 1KG Signal in HM

Total testosterone Males rs17408832 Signal in 1KG Signal in HM

Total testosterone Males rs1994721 Signal in 1KG Signal in HM

Total testosterone Males rs2090409 Signal in 1KG Signal in HM

Total testosterone Males rs2239222 Signal in 1KG Signal in HM

Total testosterone Males rs267733 Signal in 1KG Signal in HM

Total testosterone Males rs2721195 Signal in 1KG Signal in HM

Total testosterone Males rs2862954 Signal in 1KG Signal in HM

Total testosterone Males rs329122 Signal in 1KG Signal in HM

Total testosterone Males rs3808869 Signal in 1KG Signal in HM

Total testosterone Males rs42945 Signal in 1KG Signal in HM

Total testosterone Males rs4757142 Signal in 1KG Signal in HM

Total testosterone Males rs4841133 Signal in 1KG Signal in HM

Total testosterone Males rs60701 Signal in 1KG Signal in HM

Total testosterone Males rs618888 Signal in 1KG Signal in HM

Total testosterone Males rs6258 Signal in 1KG Signal in HM

Total testosterone Males rs645040 Signal in 1KG Signal in HM

Total testosterone Males rs6486542 Signal in 1KG Signal in HM

Total testosterone Males rs6792725 Signal in 1KG Signal in HM

Total testosterone Males rs6870458 Signal in 1KG Signal in HM

Total testosterone Males rs7182912 Signal in 1KG Signal in HM

Total testosterone Males rs7314285 Signal in 1KG Signal in HM

Total testosterone Males rs738409 Signal in 1KG Signal in HM

Total testosterone Males rs7679843 Signal in 1KG Signal in HM

Total testosterone Males rs7735249 Signal in 1KG Signal in HM

Total testosterone Males rs7773995 Signal in 1KG Signal in HM

Total testosterone Males rs7828742 Signal in 1KG Signal in HM

Total testosterone Males rs7844586 Signal in 1KG Signal in HM

Total testosterone Males rs7915430 Signal in 1KG Signal in HM

Total testosterone Males rs7997628 Signal in 1KG Signal in HM

Total testosterone Males rs8107967 Signal in 1KG Signal in HM

Total testosterone Males rs881090 Signal in 1KG Signal in HM

Total testosterone Males rs9461224 Signal in 1KG Signal in HM



Total testosterone Males X:54243748_CA_C X:54243748 CA C 0.016 0.003 NA

1KG = 1000 Genomes

HM = HapMap2

NA = missing in hormone results

SE = standard error

Notes: Weights are effects from the relevant hormone analysis.



Supplementary Table S29: Variants excluded from Mendelian randomization analyses as a result of Steiger filtering.

Notes: Variants excluded have a larger effect size (absolute) in one or more of the 11 metabolic outcome traits listed than the sex hormone exposure (indicated by "1" in the table below). 

All effect sizes compared were in standard deviations and were from GWAS of inverse‐normalized phenotypes in UK Biobank.

Variant has larger effect on metabolic trait than sex hormone.

Signal Exposure Sex Glucose T2D WHR BMI HDL LDL Cholesterol Triglycerides CAD DBP SBP Total

rs2594948 Bioavailable testosterone Males 1 1 1 1 1 1 1 0 1 1 1 10

16:53822169_AT_A Bioavailable testosterone Males 0 1 0 1 1 0 0 0 0 1 0 4

rs1178947 Bioavailable testosterone Males 0 0 0 0 1 0 0 1 0 0 0 2

rs71753454 Bioavailable testosterone Males 0 0 0 0 1 0 0 0 0 0 0 1

rs6129778 Bioavailable testosterone Females 1 0 1 0 0 1 1 0 1 1 1 7

rs7291444 Bioavailable testosterone Females 0 1 0 0 0 1 1 0 1 1 0 5

rs182375344 Bioavailable testosterone Females 0 1 1 0 0 1 1 1 0 0 0 5

rs4135247 Bioavailable testosterone Females 0 0 1 0 0 1 1 1 0 0 0 4

rs381194 Bioavailable testosterone Females 0 0 1 0 0 1 1 0 1 0 0 4

rs9987289 Bioavailable testosterone Females 1 0 0 0 1 1 1 0 0 0 0 4

rs34954997 Bioavailable testosterone Females 0 0 1 0 0 1 1 1 0 0 0 4

rs13020003 Bioavailable testosterone Females 0 0 1 0 1 0 0 1 0 0 0 3

rs78058190 Bioavailable testosterone Females 0 0 1 0 1 0 0 1 0 0 0 3

rs34341 Bioavailable testosterone Females 0 0 0 1 0 1 1 0 0 0 0 3

rs10504255 Bioavailable testosterone Females 0 0 0 0 0 1 1 1 0 0 0 3

rs1515098 Bioavailable testosterone Females 0 0 0 0 1 0 0 1 0 0 0 2

rs40270 Bioavailable testosterone Females 0 0 0 0 1 0 0 1 0 0 0 2

rs77491205 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 0 1 1 2

rs9379084 Bioavailable testosterone Females 1 1 0 0 0 0 0 0 0 0 0 2

rs36019311 Bioavailable testosterone Females 0 0 0 0 1 0 0 1 0 0 0 2

rs7139079 Bioavailable testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

rs17580 Bioavailable testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

rs879619 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 0 1 1 2

rs11078597 Bioavailable testosterone Females 0 0 0 0 0 0 1 1 0 0 0 2

rs35596561 Bioavailable testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

rs11879227 Bioavailable testosterone Females 1 0 0 1 0 0 0 0 0 0 0 2

rs34255979 Bioavailable testosterone Females 0 0 0 0 1 0 1 0 0 0 0 2

rs6020423 Bioavailable testosterone Females 1 1 0 0 0 0 0 0 0 0 0 2

rs6129778 Bioavailable testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

1:154580015_TC_T Bioavailable testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs140584594 Bioavailable testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs7418101 Bioavailable testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs13030651 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs6772177 Bioavailable testosterone Females 0 0 1 0 0 0 0 0 0 0 0 1

rs114303452 Bioavailable testosterone Females 0 0 0 0 0 0 1 0 0 0 0 1

6:130386212_GGAGA_G Bioavailable testosterone Females 0 0 1 0 0 0 0 0 0 0 0 1

10:65224458_CA_C Bioavailable testosterone Females 0 0 0 0 0 0 0 1 0 0 0 1

rs11031005 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs3814707 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 0 1 0 1

rs6486122 Bioavailable testosterone Females 0 0 0 0 0 0 0 1 0 0 0 1

rs56205943 Bioavailable testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs76895963 Bioavailable testosterone Females 0 1 0 0 0 0 0 0 0 0 0 1

rs8046391 Bioavailable testosterone Females 0 0 0 0 0 0 0 0 0 1 0 1

rs8178824 Bioavailable testosterone Females 0 0 0 0 0 1 0 0 0 0 0 1

rs112933999 Bioavailable testosterone Females 0 0 0 1 0 0 0 0 0 0 0 1

rs7248104 Bioavailable testosterone Females 0 0 0 0 0 0 0 1 0 0 0 1

rs6073431 Bioavailable testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs1260326 Oestradiol Males 1 1 0 1 0 1 1 1 1 0 0 7

rs12850857 Oestradiol Males 0 1 1 0 1 0 0 1 0 0 0 4

rs56196860 Oestradiol Males 0 1 1 0 0 0 0 0 1 0 0 3

rs657152 Oestradiol Males 0 0 0 0 0 1 1 0 0 0 0 2

rs45446698 Oestradiol Males 0 1 0 0 0 0 0 0 0 0 0 1

rs727428 Oestradiol Males 0 1 0 0 0 0 0 0 0 0 0 1

rs113047993 Oestradiol Males 0 1 0 0 0 0 0 0 0 0 0 1

rs201687269 Oestradiol Males 0 1 0 0 0 0 0 0 0 0 0 1

rs117826558 Oestradiol Males 0 1 0 0 0 0 0 0 0 0 0 1

rs174528 SHBG Males 1 0 0 0 1 1 1 1 0 0 0 5

rs190712692 SHBG Males 0 0 0 0 1 1 1 1 1 0 0 5

rs4841133 SHBG Males 1 0 0 0 1 1 1 0 0 0 0 4

rs17747324 SHBG Males 1 1 1 1 0 0 0 0 0 0 0 4

rs907866 SHBG Males 0 0 0 0 1 1 1 0 0 0 0 3

rs55646464 SHBG Males 0 0 1 0 1 0 0 1 0 0 0 3

rs17185536 SHBG Males 0 0 0 1 0 1 1 0 0 0 0 3

rs1890426 SHBG Males 0 0 0 0 1 1 1 0 0 0 0 3

rs11419346 SHBG Males 0 0 0 1 0 0 0 0 0 1 1 3

rs12454712 SHBG Males 0 0 0 1 0 0 0 1 1 0 0 3

rs200138078 SHBG Males 0 0 1 0 1 0 0 1 0 0 0 3

1:23747996_GA_G SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

1:25827633_CT_C SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs2820441 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs13389219 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs17050272 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs2222018 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs112965849 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs34651 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

6:27223966_CTCTA_C SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs17145750 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs10107182 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs856534 SHBG Males 0 0 0 0 0 1 0 1 0 0 0 2

rs11601507 SHBG Males 0 0 0 0 0 1 0 0 1 0 0 2

13:115013423_TTCTC_T SHBG Males 0 0 0 0 0 0 0 0 0 1 1 2

rs12928099 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs7254776 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs3795128 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs771193934 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs2234694 SHBG Males 0 0 0 0 0 1 1 0 0 0 0 2

rs2283760 SHBG Males 0 0 0 0 1 0 0 1 0 0 0 2

rs140584594 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs141811210 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs2275560 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1

rs71584764 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs771435780 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs1260326 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs62182125 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs329122 SHBG Males 0 0 0 1 0 0 0 0 0 0 0 1

rs40270 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1

rs199910997 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs4714001 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs9266184 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1

rs1799831 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs2106727 SHBG Males 0 0 0 0 0 0 0 0 1 0 0 1

rs13280055 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs7096937 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs4645936 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs11111274 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1

rs12818938 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs1351394 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs56196860 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1

rs565728741 SHBG Males 0 0 0 0 0 0 0 0 1 0 0 1

rs116338429 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs41284816 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs13379043 SHBG Males 0 0 0 0 0 1 0 0 0 0 0 1

rs56187480 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

16:1786202_TGTGTGACCATCSHBG Males 0 0 0 0 0 0 0 0 1 0 0 1

rs1801689 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs753645751 SHBG Males 0 0 0 0 0 0 0 0 1 0 0 1

rs754959778 SHBG Males 0 0 0 1 0 0 0 0 0 0 0 1

rs4809604 SHBG Males 0 0 1 0 0 0 0 0 0 0 0 1



rs6632893 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs73547906 SHBG Males 0 0 0 0 1 0 0 0 0 0 0 1

rs780309846 SHBG Males 0 0 0 0 0 0 0 1 0 0 0 1

rs7892835 SHBG Males 0 0 0 0 0 0 1 0 0 0 0 1

rs6129778 SHBG Females 1 1 1 1 1 1 1 1 1 1 1 11

rs2980858 SHBG Females 0 0 1 0 1 1 1 1 1 0 0 6

7:130438531_CTTTTTT_C SHBG Females 0 1 1 0 1 1 0 1 1 0 0 6

rs2207132 SHBG Females 0 0 1 0 0 1 1 1 1 0 0 5

rs11720108 SHBG Females 1 1 0 0 1 0 1 0 1 0 0 5

rs9872754 SHBG Females 0 1 1 0 0 0 0 0 1 1 1 5

rs11967262 SHBG Females 0 0 1 0 1 1 0 1 1 0 0 5

rs34499031 SHBG Females 1 1 1 0 0 0 0 1 0 0 1 5

rs71468663 SHBG Females 0 1 1 0 1 1 0 1 0 0 0 5

rs9987289 SHBG Females 1 0 0 0 1 1 1 0 0 0 0 4

rs5117 SHBG Females 0 0 1 0 0 1 1 1 0 0 0 4

rs58489806 SHBG Females 0 0 1 0 0 1 1 1 0 0 0 4

rs198358 SHBG Females 0 0 1 1 0 0 0 0 0 1 1 4

rs1634791 SHBG Females 0 0 1 0 1 1 1 0 0 0 0 4

rs199607859 SHBG Females 0 0 1 0 1 1 0 1 0 0 0 4

rs2723555 SHBG Females 0 0 0 0 1 0 1 1 1 0 0 4

rs799157 SHBG Females 0 0 0 0 1 1 1 1 0 0 0 4

rs174537 SHBG Females 0 0 0 0 1 1 1 1 0 0 0 4

rs5791099 SHBG Females 0 0 1 0 1 1 0 1 0 0 0 4

rs12311848 SHBG Females 0 0 1 0 1 1 0 1 0 0 0 4

rs740516 SHBG Females 0 0 0 0 0 1 1 0 1 0 0 3

rs2288926 SHBG Females 0 0 1 0 0 0 1 0 1 0 0 3

rs5112 SHBG Females 0 0 0 0 0 1 1 1 0 0 0 3

rs13303359 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs1128249 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs78058190 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs11130982 SHBG Females 0 1 1 0 0 0 0 1 0 0 0 3

rs34154818 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs34311866 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs62303689 SHBG Females 0 0 1 0 0 1 0 1 0 0 0 3

rs4976033 SHBG Females 0 1 0 0 0 0 0 1 1 0 0 3

rs150115323 SHBG Females 0 1 0 0 0 0 0 1 0 1 0 3

rs28459049 SHBG Females 0 0 0 0 0 1 1 1 0 0 0 3

8:59415339_TTG_T SHBG Females 0 0 0 0 0 1 1 1 0 0 0 3

rs11774700 SHBG Females 1 1 0 0 0 0 0 1 0 0 0 3

rs35198068 SHBG Females 1 1 1 0 0 0 0 0 0 0 0 3

rs548235873 SHBG Females 0 0 0 1 0 0 0 0 1 0 1 3

rs10747689 SHBG Females 0 0 1 0 0 0 0 0 0 1 1 3

rs1872992 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs2009310 SHBG Females 0 1 1 0 0 0 0 0 1 0 0 3

rs2925979 SHBG Females 0 0 1 0 1 0 0 1 0 0 0 3

rs11780978 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs555234816 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs1962883 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs78057960 SHBG Females 0 0 0 0 0 1 0 0 1 0 0 2

rs11664106 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs12454712 SHBG Females 0 1 1 0 0 0 0 0 0 0 0 2

rs59774409 SHBG Females 0 0 0 0 0 0 1 1 0 0 0 2

rs7252372 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs4810580 SHBG Females 0 0 0 0 0 0 0 1 1 0 0 2

rs6129778 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs771193934 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs390408 SHBG Females 0 0 0 0 1 0 1 0 0 0 0 2

rs5750131 SHBG Females 0 0 0 0 0 0 0 1 1 0 0 2

rs35143646 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs12138803 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs35568851 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs11688682 SHBG Females 0 1 1 0 0 0 0 0 0 0 0 2

rs2176040 SHBG Females 0 0 0 0 1 0 0 1 0 0 0 2

rs7567544 SHBG Females 0 0 0 0 1 0 1 0 0 0 0 2

rs62271373 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs41280463 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs4450871 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs6531735 SHBG Females 0 0 0 0 1 0 0 0 1 0 0 2

rs2057655 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs34651 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs9379084 SHBG Females 1 1 0 0 0 0 0 0 0 0 0 2

rs10486782 SHBG Females 0 0 0 0 1 0 0 1 0 0 0 2

rs10622246 SHBG Females 0 1 1 0 0 0 0 0 0 0 0 2

rs4563785 SHBG Females 0 0 1 0 0 0 0 1 0 0 0 2

rs2068888 SHBG Females 0 0 0 0 0 1 0 1 0 0 0 2

rs11601507 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs73519353 SHBG Females 0 0 1 0 0 0 0 0 1 0 0 2

rs2438109 SHBG Females 0 0 0 0 1 0 0 1 0 0 0 2

rs7139079 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs17580 SHBG Females 0 0 0 0 0 1 1 0 0 0 0 2

rs2498786 SHBG Females 0 0 0 0 1 0 0 0 1 0 0 2

rs139974673 SHBG Females 0 0 0 0 1 0 0 1 0 0 0 2

rs4122352 SHBG Females 0 0 0 0 1 0 0 1 0 0 0 2

rs4871015 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs62486442 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs9644032 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

9:127474886_CA_C SHBG Females 0 1 0 0 0 0 0 0 0 0 0 1

rs4264433 SHBG Females 0 0 0 0 0 1 0 0 0 0 0 1

rs5820605 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs8178824 SHBG Females 0 0 0 0 0 1 0 0 0 0 0 1

rs7250869 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs8107967 SHBG Females 0 1 0 0 0 0 0 0 0 0 0 1

rs1741344 SHBG Females 0 0 0 0 0 0 0 0 0 1 0 1

rs6058067 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs3747367 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

1:93787087_TA_T SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs113408476 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs140584594 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs201468966 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs202021413 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs3001032 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs61830291 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs10189479 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs1260326 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs12613243 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs13018007 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs13394092 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs72836346 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs10461018 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs6772177 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs6803518 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs138204164 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs28925904 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

rs6831257 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs1650527 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs35475471 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs40270 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs72648854 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

6:130386212_GGAGA_G SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs13200245 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

rs4709746 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs555754 SHBG Females 0 0 0 0 0 1 0 0 0 0 0 1

rs58321169 SHBG Females 0 1 0 0 0 0 0 0 0 0 0 1

rs9366291 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1



rs9461793 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs11556924 SHBG Females 0 0 0 0 0 0 0 0 0 1 0 1

rs848476 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs8176741 SHBG Females 0 0 0 0 0 1 0 0 0 0 0 1

rs2915023 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs35696875 SHBG Females 1 0 0 0 0 0 0 0 0 0 0 1

rs80235628 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs12280075 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

rs12787996 SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

12:26614614_CAT_C SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs528806375 SHBG Females 0 1 0 0 0 0 0 0 0 0 0 1

rs7484541 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

rs13379043 SHBG Females 0 0 0 0 1 0 0 0 0 0 0 1

15:43025006_CT_C SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs12438742 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs275177 SHBG Females 0 0 1 0 0 0 0 0 0 0 0 1

rs1684608 SHBG Females 0 0 0 0 0 0 0 1 0 0 0 1

rs67651018 SHBG Females 0 0 0 0 0 0 1 0 0 0 0 1

17:48627860_CCT_C SHBG Females 0 0 0 0 0 0 0 0 1 0 0 1

rs4841133 Total testosterone Males 1 0 0 0 1 1 1 0 0 0 0 4

rs11096640 Total testosterone Males 0 0 0 0 1 1 1 0 0 0 0 3

rs2540945 Total testosterone Males 0 0 0 0 1 0 0 1 0 0 1 3

rs40270 Total testosterone Males 0 0 1 0 1 0 0 1 0 0 0 3

rs13289095 Total testosterone Males 0 0 0 0 1 1 1 0 0 0 0 3

rs3809272 Total testosterone Males 0 0 0 0 1 0 1 0 0 1 0 3

1:221045347_AT_A Total testosterone Males 0 0 0 0 0 1 1 0 0 0 0 2

rs66844552 Total testosterone Males 0 0 0 0 0 1 1 0 0 0 0 2

rs10649609 Total testosterone Males 0 0 0 0 1 0 0 1 0 0 0 2

rs1260326 Total testosterone Males 0 0 0 0 0 0 1 1 0 0 0 2

rs114816312 Total testosterone Males 0 0 0 0 1 0 0 1 0 0 0 2

rs7735249 Total testosterone Males 0 0 0 0 1 0 0 1 0 0 0 2

6:160768849_CTGCCCTG_C Total testosterone Males 0 0 0 0 0 1 0 0 1 0 0 2

rs5787948 Total testosterone Males 0 0 0 0 1 0 1 0 0 0 0 2

rs2957683 Total testosterone Males 0 0 0 0 0 0 0 0 0 1 1 2

rs11621792 Total testosterone Males 0 0 0 0 0 1 1 0 0 0 0 2

rs1421085 Total testosterone Males 0 0 0 1 1 0 0 0 0 0 0 2

rs8107967 Total testosterone Males 0 0 0 0 1 0 0 1 0 0 0 2

20:39951474_TA_T Total testosterone Males 0 0 0 0 0 1 1 0 0 0 0 2

rs3768321 Total testosterone Males 0 0 0 0 1 0 0 0 0 0 0 1

rs13074711 Total testosterone Males 0 0 0 0 0 0 0 1 0 0 0 1

4:69447407_GT_G Total testosterone Males 0 0 0 0 0 0 1 0 0 0 0 1

rs17408832 Total testosterone Males 0 0 0 0 0 0 0 1 0 0 0 1

rs9461224 Total testosterone Males 0 0 0 0 0 1 0 0 0 0 0 1

rs9986829 Total testosterone Males 1 0 0 0 0 0 0 0 0 0 0 1

rs2862954 Total testosterone Males 0 0 0 0 0 0 1 0 0 0 0 1

rs2393775 Total testosterone Males 0 0 0 0 0 0 0 0 1 0 0 1

rs540730 Total testosterone Males 0 0 0 0 0 0 0 1 0 0 0 1

rs72681869 Total testosterone Males 0 0 0 0 0 0 0 0 0 1 0 1

rs55707100 Total testosterone Males 0 0 0 0 0 0 0 1 0 0 0 1

rs11671304 Total testosterone Males 0 0 0 1 0 0 0 0 0 0 0 1

rs12893790 Total testosterone Females 1 1 1 1 1 1 1 1 1 1 1 11

rs1009360 Total testosterone Females 0 1 1 0 1 0 0 1 1 0 1 6

rs9687846 Total testosterone Females 0 1 1 0 1 1 1 1 0 0 0 6

rs494242 Total testosterone Females 1 0 0 0 1 1 1 1 0 1 0 6

rs8126001 Total testosterone Females 0 1 1 0 1 1 0 1 0 0 1 6

rs7291444 Total testosterone Females 1 1 0 0 0 1 1 0 1 1 0 6

rs1883711 Total testosterone Females 0 0 1 0 0 1 1 1 1 0 0 5

rs1260326 Total testosterone Females 1 0 0 0 0 1 1 1 0 0 0 4

rs1229984 Total testosterone Females 0 0 0 1 0 1 1 0 0 0 1 4

rs577721086 Total testosterone Females 0 0 1 0 1 1 0 1 0 0 0 4

rs13269725 Total testosterone Females 0 0 1 0 1 1 0 1 0 0 0 4

12:123639761_TAAATA_T Total testosterone Females 0 0 1 0 1 0 0 1 0 1 0 4

rs9611014 Total testosterone Females 0 0 0 1 1 0 0 1 1 0 0 4

6:34753277_GA_G Total testosterone Females 0 0 0 1 1 0 0 0 0 1 0 3

rs779008104 Total testosterone Females 0 0 1 0 0 0 0 0 0 1 1 3

rs28612846 Total testosterone Females 0 1 1 0 0 0 0 1 0 0 0 3

rs10108398 Total testosterone Females 0 0 0 0 0 1 1 1 0 0 0 3

rs1169289 Total testosterone Females 0 0 0 0 1 1 1 0 0 0 0 3

rs35427 Total testosterone Females 0 0 0 0 0 0 0 0 1 1 1 3

rs7977247 Total testosterone Females 0 0 1 0 1 0 0 1 0 0 0 3

rs34584018 Total testosterone Females 0 0 0 0 0 0 0 0 1 1 1 3

rs1242518 Total testosterone Females 0 1 1 0 0 0 0 1 0 0 0 3

rs6127099 Total testosterone Females 1 0 0 0 0 1 1 0 0 0 0 3

rs7884765 Total testosterone Females 0 1 0 0 0 1 1 0 0 0 0 3

rs10910476 Total testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

rs1870940 Total testosterone Females 0 0 1 1 0 0 0 0 0 0 0 2

rs3032555 Total testosterone Females 0 0 0 0 0 1 1 0 0 0 0 2

3:119786083_CA_C Total testosterone Females 0 0 0 0 1 0 1 0 0 0 0 2

rs13094915 Total testosterone Females 0 0 1 0 0 1 0 0 0 0 0 2

rs11948639 Total testosterone Females 0 0 0 1 0 0 0 0 0 1 0 2

rs13229619 Total testosterone Females 0 0 0 0 1 0 0 1 0 0 0 2

rs440150 Total testosterone Females 0 0 0 0 1 0 1 0 0 0 0 2

rs187370584 Total testosterone Females 1 0 1 0 0 0 0 0 0 0 0 2

rs7256920 Total testosterone Females 1 0 0 0 0 0 0 0 1 0 0 2

rs6020423 Total testosterone Females 1 1 0 0 0 0 0 0 0 0 0 2

rs58175144 Total testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs10687319 Total testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs534141419 Total testosterone Females 0 1 0 0 0 0 0 0 0 0 0 1

rs9832502 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs9850919 Total testosterone Females 0 0 0 0 0 0 0 0 0 1 0 1

rs60117481 Total testosterone Females 0 0 0 0 0 0 1 0 0 0 0 1

rs4431325 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs62621812 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs11782259 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs4961485 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs10740131 Total testosterone Females 0 0 0 0 0 0 0 1 0 0 0 1

rs35199395 Total testosterone Females 1 0 0 0 0 0 0 0 0 0 0 1

11:110176972_CT_C Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs11031005 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs75848431 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs8044588 Total testosterone Females 0 0 0 0 1 0 0 0 0 0 0 1

rs2270445 Total testosterone Females 0 0 1 0 0 0 0 0 0 0 0 1

rs34163044 Total testosterone Females 0 0 0 0 0 0 0 0 1 0 0 1

rs10686842 Total testosterone Females 0 0 1 0 0 0 0 0 0 0 0 1

rs12977787 Total testosterone Females 0 0 0 1 0 0 0 0 0 0 0 1

Abbreviations:

BMI = body mass index.

HDL = high density lipoprotein cholesterol.

LDL = low density lipoprotein cholesterol corrected for statin use.

Cholesterol = total cholesterol corrected for statin use.

CAD = coronary artery disease.

DBP = diastolic blood pressure.

SBP = systolic blood pressure.

WHR = waist‐hip ratio adjusted for BMI.
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