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Abstract
Yes‐associated	protein	(YAP)	is	a	component	of	the	canonical	Hippo	signaling	path‐
way	that	is	known	to	play	essential	roles	in	modulating	organ	size,	development,	and	
tumorigenesis.	Activation	or	upregulation	of	YAP1,	which	contributes	to	cancer	cell	
survival	and	chemoresistance,	has	been	verified	in	different	types	of	human	cancers.	
However,	the	molecular	mechanism	of	YAP1	upregulation	 in	cancer	 is	still	unclear.	
Here	we	 report	 that	 the	 E3	 ubiquitin	 ligase	 STUB1	 ubiquitinates	 and	 destabilizes	
YAP1,	thereby	inhibiting	cancer	cell	survival.	Low	levels	of	STUB1	expression	were	
correlated	with	 increased	protein	 levels	of	YAP1	in	human	gastric	cancer	cell	 lines	
and	patient	samples.	Moreover,	we	revealed	that	STUB1	ubiquitinates	YAP1	at	the	
K280	site	by	K48‐linked	polyubiquitination,	which	in	turn	increases	YAP1	turnover	
and	promotes	cellular	chemosensitivity.	Overall,	our	study	establishes	YAP1	ubiqui‐
tination	and	degradation	mediated	by	the	E3	ligase	STUB1	as	an	important	regula‐
tory	mechanism	in	gastric	cancer,	and	provides	a	rationale	for	potential	therapeutic	
interventions.
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1  | INTRODUC TION

Although	the	 incidence	of	malignant	GC	declined	 in	many	devel‐
oped	countries	from	the	1940s	to	the	1980s,	this	cancer	remains	
a	major	public	health	problem	 throughout	 the	world,	 as	 it	 is	 the	
most	common	malignant	gastrointestinal	cancer,	especially	in	East	
Asia,1	 and	 causes	 12%	 of	 all	 cancer‐related	 deaths	 each	 year.2 
Over	 95%	 of	 gastric	 tumors	 are	 adenocarcinomas	 histologically	
classified	 as	 either	 intestinal	 or	 diffuse	 type.3	 Gastric	 cancer	 is	
a	multifactorial	 and	multistep	disease	 that	 involves	activation	of	
oncogenes	and	inactivation	of	tumor	suppressor	genes	during	GC	
progression.4	Studies	have	found	that	inactivation	of	Hippo	signal‐
ing	leads	to	proproliferative	and	antiapoptotic	signaling	associated	
with	increased	cancer	risk.5‐9

As	 a	 key	 downstream	 effector,	 YAP1	 plays	 a	 key	 role	 in	
the	 Hippo	 pathway	 to	 control	 cell	 proliferation	 and	 growth.	
Dysregulation	of	 the	Hippo/YAP1	pathway	 is	 involved	 in	 cancer	
development.10	Elevated	YAP1	activity	and/or	YAP1	overexpres‐
sion	has	been	observed	 in	a	subset	of	primary	human	cancers,11 
and	elevated	YAP1	protein	expression	and	nuclear	localization	are	
correlated	with	poor	prognosis.12‐15	The	activity	of	YAP1	is	tightly	
governed	by	posttranslational	modification.	Several	studies	have	
elucidated	 that	 a	 deubiquitinase,	 DUB3,	 regulates	 YAP/TAZ	 ac‐
tivity	by	controlling	the	stability	of	the	E3	ligase	ITCH,	the	LATS	
kinases	and	the	AMOT	family	proteins.16	Recently,	it	was	reported	
that	the	deubiquitination	enzyme	USP9X	deubiquitinates	and	sta‐
bilizes	YAP1,	thereby	promoting	cancer	cell	survival.10	In	addition,	
YAP1	 can	 be	 regulated	 by	 other	 posttranslational	 modification.	
Lats	and	CK1	coordinately	phosphorylate	YAP1	and	subsequently	
recruit	 the	 SCF	 (beta‐TRCP)	 E3	 ubiquitin	 ligase,	which	 catalyzes	
YAP1	ubiquitination,	ultimately	leading	to	YAP1	degradation.17	A	
recent	study	found	that	Fbxw7	regulated	YAP1	protein	abundance	
by	targeting	YAP1	for	ubiquitination	and	proteasomal	degradation	
in	hepatocellular	carcinoma.18	Thus,	the	role	of	YAP1	as	a	prom‐
ising	and	important	therapeutic	target	has	been	increasingly	rec‐
ognized.	However,	research	regarding	specific	YAP1	inhibitors	and	
their	 potential	 therapeutic	 use	 in	 cancers	 remains	 very	 limited,	
with	only	a	few	reports	to	date,	 limited	to	small‐molecule	 inhibi‐
tors.19	Therefore,	there	is	a	great	need	to	identify	new	prognostic	
markers	as	well	as	to	develop	novel	therapeutic	strategies	 in	GC	
treatment.	 In	 this	work,	we	aimed	to	 identify	 the	signaling	path‐
way	controlling	YAP1	stabilization	and	the	regulatory	function	and	
mechanism	of	YAP1	in	the	Hippo	pathway,	which	can	be	exploited	
for	potential	therapeutic	interventions.

Here,	 we	 report	 that	 STUB1	 regulates	 GC	 cell	 proliferation	
and	 response	 to	 therapeutic	 drugs	 through	 the	 YAP1	 protein.	
Mechanistically,	we	found	that	STUB1	 is	 the	E3	 ligase	responsible	
for	YAP1	ubiquitination	at	K280	and	degradation.	Downregulation	
of	STUB1	promoted	GC	proliferation,	tumorigenesis,	and	chemore‐
sistance	in	a	YAP1‐dependent	manner.	Furthermore,	YAP1	overex‐
pression	was	observed	 in	gastric	cancers,	and	was	correlated	with	
low	 expression	 of	 STUB1,	 suggesting	 that	 the	 STUB1‐YAP1	 axis	
might	have	a	role	in	the	pathogenesis	of	GCs.

2  | MATERIAL S AND METHODS

2.1 | Cell culture, constructs, and Abs

HEK293T	 cells	 and	 the	 human	 GC	 cell	 lines	 SGC7901,	MGC803,	
MKN45,	9811P,	HGC27,	BSG823,	MKN28,	AGS,	and	BGC803	were	
purchased	from	the	National	 Infrastructure	of	Cell	Line	Resources	
of	China.	All	cell	 lines	were	tested	and	authenticated	by	karyotyp‐
ing	 analysis	 on	 1	 January	 2018,	 and	 confirmed	 by	 the	 National	
Infrastructure	 of	 Cell	 Line	 Resources	 of	 China.	 Expression	 plas‐
mids	 containing	 pCMV‐Flag‐STUB1,	 pCMV‐Myc‐STUB1,	 pCMV‐
Flag‐YAP1,	 and	 pCMV‐Myc‐YAP1	 were	 constructed	 as	 previously	
described,20	 and	 the	 different	 Flag‐tagged	 STUB1	 fragments	 and	
mutations	were	generated	as	previously	described.21	The	HA‐tagged	
ubiquitin	(HA‐ub)	plasmid	and	mutation	constructs	were	kindly	pro‐
vided	by	Professor	Jianfei	Qi	from	the	University	of	Maryland	Cancer	
Center.	Mutations	were	produced	using	a	QuikChange	Site‐Directed	
Mutagenesis	Kit	(Stratagene)	and	validated	by	DNA	sequencing.

The	anti‐STUB1	(C3B6)	rabbit	mAb	#2080,	the	anti‐YAP1	(D24E4)	
rabbit	mAb	#8418,	and	anti‐HSP90	(C45G5)	rabbit	mAb	#4877	were	
purchased	 from	 Cell	 Signaling	 Technology.	 Anti‐ub	 (sc‐8017)	 Abs	
were	purchased	from	Santa	Cruz	Biotechnology.	Antibodies	against	
HA	 (H9658),	 FLAG	 (F1804),	 and	 β‐actin	 (A1978)	 were	 purchased	
from	Sigma.	The	HSP90	inhibitor	17‐AAG	was	purchased	from	Cell	
Signaling	Technology	(8132S)	and	used	at	10	μmol/L.

2.2 | Cell survival assay

Gastric	cancer	cell	 lines	stably	expressing	the	indicated	constructs	
were	 incubated	 for	24	hours	and	were	 then	 treated	with	mitomy‐
cin,	 cisplatin,	 or	 etoposide	 at	 the	 indicated	doses.	After	36	hours,	
the	96‐well	plates	were	read	in	an	Epoch2	microplate	reader	(BioTek	
Instruments).	The	cell	 survival	 ratio	 calculated	by	3‐(4,5‐dimethyl‐
thiazol‐2‐yl)‐5‐(3‐carboxymethoxyphenyl)‐2‐(4‐sulfophenyl)‐	 2H‐
tetrazolium	assay	(Promega).

2.3 | Soft agar colony formation assays

The	indicated	GC	cells	were	plated	in	0.2%	(w/v)	agarose	with	a	base	
layer	 of	 0.5%	 (w/v)	 agarose.	 Both	 layers	 contained	 complete	me‐
dium.	After	2	weeks,	colonies	were	counted	by	using	a	light	micro‐
scope	at	4×	magnification	with	a	numerical	aperture	0.10	objective	
lens	(ECLIPSE	80i;	Nikon).

2.4 | Coimmunoprecipitation

Cells	were	harvested	and	washed	with	PBS.	Cells	were	then	 lysed	
with	NETN	buffer	(20	mmol/L	Tris‐HCl,	pH	8.0,	100	mmol/L	NaCl,	
1	mmol/L	EDTA,	and	0.5%	Nonidet	P‐40)	containing	50	mmol/L	b‐
glycerophosphate,	10	mmol/L	NaF,	and	1	mg/mL	each	of	pepstatin	
A	and	aprotinin.	Whole	cell	lysates	obtained	by	centrifugation	were	
incubated	with	2	μg	of	 the	 indicated	Ab	 and	protein	A	or	 protein	
G	 Sepharose	 beads	 (Amersham	 Biosciences)	 for	 4	 hours	 at	 4°C.	
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After	washing	with	NETN	buffer	3	times,	 immunocomplexes	were	
separated	by	SDS‐PAGE.	Immunoblotting	was	carried	out	following	
standard	procedures.

2.5 | Protein identification by mass spectrometry

Flag‐tagged	YAP1	or	empty	control	lentiviral	vector	was	transduced	
into	 MGC803	 cells	 in	 five	 15‐cm	 dishes.	 Immunoprecipitation	 of	
Flag‐YAP1	was	carried	out	as	described	above.	The	precipitated	pro‐
teins	were	eluted	with	3×	 flag	peptides.	The	eluted	 samples	were	
subjected	to	 in‐solution	 trypsin	digestion,	 followed	by	 liquid	chro‐
matography‐MS	analysis	and	protein	identification	was	undertaken	
using	 the	Mascot	 (version	 2.3.02)	 program	 and	 compared	 against	
the	UniProt	human	protein	database	(released	December	2014).	The	
following	search	parameters	were	used:	proteins	were	digested	by	
trypsin;	 2	 missed	 cleavages	 were	 allowed;	 carbamidomethylation	
was	set	as	the	fixed	modification,	whereas	oxidation	 (M)	was	con‐
sidered	 the	 variable	modification;	 an	 initial	 mass	 deviation	 of	 the	
precursor	 ion	 and	 fragment	 ions	of	 up	 to	30	ppm	and	0.1	Da,	 re‐
spectively,	were	allowed;	the	false	discovery	rate	was	set	at	1%;	the	
protein	score	was	set	at	R	≥	40	and	the	number	of	unique	peptides	
was	set	at	R	≥	2.

2.6 | In vivo ubiquitination assay

This	 procedure	was	 carried	 out	 as	 previously	 described.21	 Briefly,	
cells	were	cotransfected	with	the	 indicated	plasmids	for	24	hours,	
and	were	treated	with	10	μmol/L	MG132	for	the	indicated	number	
of	 hours	prior	 to	harvesting.	Cells	were	 lysed	 in	RIPA	buffer	 con‐
taining	 protease	 inhibitor	 cocktail	 (Roche).	 Flag‐YAP1	 was	 immu‐
noprecipitated	using	anti‐Flag	Abs	and	protein	A/G	agarose	beads.	
Polyubiquitinated	YAP1	was	detected	using	anti‐HA	or	anti‐ub	Abs.

2.7 | Immunohistochemistry

Normal	GC	tissue	samples	and	gastric	 tumor	tissue	samples	were	
collected	 at	 Clinical	 Medical	 College	 of	 Jinan	 University.	 Tissue	
sample	collection	was	approved	by	the	Internal	Review	and	Ethics	
Boards	 of	 Jinan	 University.	 Tissue	 microarray	 chips	 containing	
normal	 gastric	 tissue	 samples	 and	GC	 tumor	 tissue	 samples	were	
obtained	 from	 Shanghai	 OUTDO	 Biotech.	 Immunohistochemical	
staining	 and	 quantification	 were	 undertaken	 as	 described	 previ‐
ously.21	 The	 immunostaining	 was	 blindly	 scored	 by	 pathologists.	
The	immunohistochemical	score	was	calculated	as	described	previ‐
ously.21 The χ2	test	and	Pearson's	correlation	coefficient	were	used	
for	statistical	analysis	of	the	correlation	between	STUB1	and	YAP1	
expression.

2.8 | Athymic nude mouse tumor formation assay

Six‐week‐old	 female	 BALB/c	 nude	mice	were	 obtained	 from	 the	
Model	 Animal	 Research	 Center	 of	 Jinan	 University	 and	 housed	
under	pathogen‐free	conditions	in	the	animal	experiment	center	of	

Jinan	University.	A	total	of	1	×	106	MGC803	cells	stably	express‐
ing	 control	 shRNA,	 shSTUB1,	or	 shSTUB1	with	 shYAP1	were	 in‐
jected	s.c.	into	female	BALB/c	nude	mice.	Every	4	days,	the	tumor	
volumes	were	measured	following	a	standard	protocol.	Data	were	
analyzed	using	ANOVA.	Following	the	blinding	procedures,	2	per‐
sons	undertook	all	 the	mouse	experiments	 as	 a	 study	group.	Dr.	
Song‐Hui	Xu	injected	the	cells	into	the	mice	and	Dr.	Dong‐e	Tang	
measured	the	tumors	and	analyzed	the	data.	All	protocols	involving	
live	mice	were	approved	by	the	Animal	Care	and	Use	Committee	
of	Jinan	University.	Mice	were	killed	when	the	standard	situations	
occurred.

2.9 | Statistical analysis

Data	for	the	cell	proliferation	and	colony	formation	assays	are	pre‐
sented	as	the	mean	±	SEM	of	3	independent	experiments.	Data	for	
the	xenograft	tumor	growth	study	are	presented	as	the	mean	±	SD	
of	6	mice.	A	2‐tailed,	unpaired	Student's	t	test,	ANOVA,	and	χ2	test	
were	utilized	for	statistical	analyses	(*P < .05;	**P < .01).

Supplementary	materials	and	methods	in	Appendix	S1.

3  | RESULTS

3.1 | STUB1 is a YAP1 binding protein and 
destabilizes YAP1

The	 Hippo	 pathway	 has	 been	 implicated	 in	 suppressing	 tissue	
overgrowth	and	tumor	formation	by	 inhibiting	the	oncogenic	ac‐
tivity	of	YAP1.22	 The	dysregulation	of	 the	Hippo/YAP1	pathway	
is	 involved	 in	 cancer	 development.11,23,24	 However,	 the	 ubiqui‐
tin	 ligase	 that	 regulates	YAP1	protein	stability	 in	human	cancers	
remains	 largely	 unknown.	 To	 identify	 YAP1‐interacting	 ubiqui‐
tinases,	we	used	 cells	 stably	 expressing	Flag‐YAP1	 to	 undertake	
tandem	affinity	purification	and	mass	spectrometry	analysis;	sev‐
eral	proteins	were	identified,	 including	4	ubiquitin	ligases	(RNF4,	
WWP1,	 STUB1,	 and	CBX4),	 as	 YAP1	 interactors	 (Figure	 1A).	 To	
confirm	which	 ubiquitin	 ligase	 is	 responsible	 for	 YAP1	 degrada‐
tion,	we	first	examined	the	effects	of	these	4	ubiquitin	ligases	on	
YAP1	 expression.	We	 stably	 expressed	 shRNAs	 targeting	 these	
proteins	 individually	 in	 the	MGC803	 human	GC	 cell	 line	 (Figure	
S1A).	Only	one,	STUB1,	significantly	increased	endogenous	YAP1	
protein	 expression	 (Figure	 1B).	 Then	 we	 investigated	 the	 inter‐
action	between	STUB1	and	YAP1.	 Immunoblotting	assays	 in	 the	
coimmunoprecipitation	 experiment	 showed	 that	 endogenous	
YAP1	coimmunoprecipitated	with	endogenous	STUB1	(Figure	1C).	
STUB1	is	a	cochaperone	protein	and	E3	ubiquitin	ligase	that	regu‐
larly	 interacts	with	 the	molecular	 chaperones	Hsc70‐Hsp70	 and	
Hsp90	through	its	TPR	domain,	whereas	its	E3	ubiquitin	ligase	ac‐
tivity	 is	restricted	to	the	U‐box	domain.25,26	To	determine	which	
domain	of	STUB1	is	responsible	for	the	STUB1‐YAP1	interaction,	
we	 coexpressed	 full‐length	 STUB1	with	 TPR	domain,	U‐box	 do‐
main,	and	the	middle	region	between	TPR	domain	and	U‐box	do‐
main	 fragments	 of	 STUB1	 in	 293T	 cells.	 Coimmunoprecipitation	
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and	western	blot	analysis	revealed	that	the	TPR	domain	of	STUB1	
interacted	with	YAP1	(Figures	1D	and	S1B).	Next,	we	investigated	
whether	 the	 binding	 of	 STUB1	 to	 YAP1	 requires	 the	 molecular	
chaperone	Hsp90.	As	shown	in	Figure	S1D,E,	the	decrease	in	the	
YAP1	level	was	significantly	reversed	by	knockdown	or	inhibition	
of	Hsp90,	suggesting	that	STUB1	might	need	the	molecular	chap‐
erone	Hsp90	 to	 facilitate	 TPR	 domain‐dependent	 ubiquitination	
of	 YAP1.	 In	 addition,	we	 examined	whether	 the	Hippo‐resistant	
YAP	mutant	(YAP‐5SA)	could	be	regulated	by	STUB1.	As	shown	in	
Figure	S1F,	we	found	that	overexpression	of	STUB1	reduced	levels	
of	both	the	WT	YAP1	and	mutant	YAP1	(YAP1‐5SA).	As	STUB1	is	
a	ubiquitination	enzyme,	we	hypothesized	that	STUB1	might	regu‐
late	the	protein	level	of	YAP1.	First,	we	found	the	decrease	in	the	

YAP1	level	was	reversed	by	the	addition	of	the	proteasome	inhibi‐
tor	MG132,	suggesting	that	STUB1	regulates	the	YAP1	level	 in	a	
proteasome‐dependent	manner	(Figure	1E).	Next,	when	we	over‐
expressed	STUB1	in	2	GC	cell	lines,	we	found	that	STUB1	upregu‐
lation	decreased	the	YAP1	protein	level	(Figure	1F),	with	no	effect	
on	the	YAP1	mRNA	level	(Figure	S1C).	We	then	hypothesized	that	
STUB1	might	 regulate	 YAP1	 stability,	 and	we	 treated	 cells	 with	
CHX	and	determined	the	half‐life	of	YAP1.	As	shown	in	Figure	1G,	
YAP1	stability	was	dramatically	decreased	in	STUB1‐overexpress‐
ing	cells.	In	addition,	we	found	that	the	half‐life	of	STUB1	was	ap‐
proximately	14	hours	 (Figure	S1G).	Taken	 together,	 these	 results	
indicate	that	STUB1	binds	and	destabilizes	YAP1	through	its	TPR	
domain,	which	needs	the	molecular	chaperone	Hsp90	to	facilitate.

F I G U R E  1  STUB1	binds	and	destabilizes	Yes‐associated	protein	1	(YAP1).	A,	List	of	YAP1‐associated	ubiquitin	ligase	proteins	identified	
by	mass	spectrometric	analysis.	MGC803	cells	stably	expressing	Flag‐YAP1	were	generated	and	YAP1	complexes	were	subjected	to	mass	
spectrometric	analysis.	B,	MGC803	cells	stably	expressing	control	(Ctrl)	or	the	indicated	shRNAs	and	western	blot	analysis	were	performed	
with	anti‐YAP1	Ab.	C,	MGC803	cell	lysates	were	subjected	to	immunoprecipitation	(IP)	with	control	IgG,	anti‐STUB1	(left	panel),	or	anti‐
YAP1	Ab	(right	panel).	The	immunoprecipitates	were	then	blotted	with	the	indicated	Abs.	D,	293T	cells	were	transfected	with	myc‐tagged	
YAP1	and	Flag‐tagged	STUB1	fragments	for	24	h,	and	lysates	were	subjected	to	immunoprecipitation	with	anti‐Flag	M2	beads.	Bound	
proteins	were	analyzed	by	western	blotting	with	Myc	or	Flag	Abs.	E,	The	indicated	cells	were	untreated	or	treated	with	MG‐132	and	western	
blotting	was	carried	out	to	examine	the	indicated	protein	levels.	F,	MGC803	cells	stably	expressing	Ctrl	or	Flag‐STUB1	were	subjected	to	
western	blotting	to	examine	the	indicated	protein.	G,	Cycloheximide	(CHX)	pulse‐chase	assay	was	carried	out	in	cells	as	in	(F).	Right	panel,	
protein	levels	of	YAP1	relative	to	β‐actin.	Results	in	(B)	and	(C)	are	shown	as	±	SEM	of	3	independent	experiments.	TPR,	tetratricopeptide	
repeat
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3.2 | STUB1 ubiquitinates YAP1 at K280 through 
K48‐linked polyubiquitination

We	 next	 examined	 whether	 STUB1	 regulates	 the	 level	 of	 YAP1	
ubiquitination	 in	cells.	As	shown	 in	Figure	2A,	STUB1	overexpres‐
sion	 resulted	 in	 a	 significant	 increase	 in	 YAP1	 polyubiquitination.	
Conversely,	knocking	down	STUB1	decreased	the	polyubiquitination	

of	YAP1	(Figure	2B).	Several	studies	have	reported	that	the	T246M	
mutation	of	STUB1	abolishes	its	ubiquitin	ligase	activity.27‐29	To	test	
whether	STUB	E3	ligase	activity	is	required	for	YAP1	ubiquitination,	
we	transfected	293T	cells	with	STUB1	(WT	or	T246M	mutant).	We	
found	 that	 the	T246M	mutation	of	 STUB1	did	 not	 increase	YAP1	
ubiquitination	(Figure	S2A),	suggesting	that	STUB	E3	ligase	activity	
is	indispensable	for	YAP1	ubiquitination.	To	test	whether	STUB1	can	

F I G U R E  2  STUB1	promotes	K48‐linked	ubiquitination	of	Yes‐associated	protein	1	(YAP1)	at	the	K280	site.	A,	293T	cells	were	
transfected	with	Myc‐STUB1,	Flag‐YAP,	and	HA‐tagged	ubiquitin	plasmid	(HA‐ub)	as	indicated.	The	polyubiquitylated	YAP1	proteins	
were	detected	by	anti‐HA	Ab.	B,	Cells	stably	expressing	control	or	STUB1	shRNAs	were	subjected	to	ubiquitination	assay	and	the	
polyubiquitylated	YAP1	proteins	were	detected	by	anti‐ub	Ab.	C,	Cells	transfected	with	Flag‐YAP1	were	treated	with	or	without	17‐AGG.	
The	polyubiquitylated	YAP1	proteins	were	examined	as	in	(B).	D,	293T	cells	were	transfected	with	Myc‐STUB1,	Flag‐YAP1	(WT,	K102R	
mutant,	K181R	mutant,	K204R	mutant,	K280R	mutant,	and	K342R	mutant),	and	HA‐ub.	The	analysis	was	undertaken	as	described	for	(A).	E,	
293T	cells	were	transfected	with	Myc‐STUB1,	Flag‐YAP1,	and	HA‐ub	(WT,	K6R	mutant,	K11	mutant,	K27	mutant,	K29	mutant,	K33	mutant,	
K48	mutant,	and	K63	mutant).	The	analysis	was	undertaken	as	described	for	(B).	IP,	immunoprecipitation
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directly	ubiquitinate	YAP1,	we	carried	out	the	in	vitro	ubiquitination	
assay	using	the	purified	His‐YAP1,	GST‐STUB1	(WT	or	T246M	mu‐
tant)	and	E1/E2/ubiquitin.	His‐YAP1	was	precipitated	and	analyzed	
by	western	blotting	with	ubiquitin	Abs.	As	shown	in	Figure	S2B,	the	

WT	GST‐STUB1	could	directly	ubiquitinate	His‐YAP1	in	the	in	vitro	
reaction,	but	not	the	T246M	mutant.	17‐AAG	is	a	heat	shock	protein	
inhibitor	that	shows	antitumorigenic	and	antiangiogenic	properties	
in	vitro	and	 in	 in	vivo	animal	models.30,31	Heat	shock	proteins	can	

F I G U R E  3  STUB1	regulates	cell	proliferation	and	tumor	growth	through	Yes‐associated	protein	1	(YAP1).	A,	B,	MGC803	cells	stably	
expressing	control	(Ctrl)	or	Flag‐STUB1	plasmids	together	with	or	without	YAP1	shRNAs	were	subjected	to	western	blotting	to	detect	
the	indicated	protein	levels.	YAP1‐regulated	target	transcription	genes	were	detected	by	quantitative	RT‐PCR.	Data	were	normalized	to	
the	β‐actin	mRNA	(mean	±	SD,	n	=	3).	*P < .05;	**P < .01.	C,	MGC803	cells	stably	expressing	Ctrl	or	Flag‐STUB1	plasmids	with	or	without	
Flag‐STUB1	plasmids	were	subjected	to	western	blotting	to	detect	the	indicated	protein	levels.	D,	Left:	colony	formation	abilities	of	the	cells	
generated	as	above	were	measured	after	2	wk.	Colony	numbers	of	cellular	clones	with	more	than	100	cells	was	measured	(mean	±	SEM	of	
3	independent	experiments).	Right:	statistical	analyses	were	carried	out	with	ANOVA.	*P < .05;	**P < .01.	E,	Left:	the	cells	described	above	
and	were	maintained	in	soft	agar	for	3	wk,	and	colony	number	per	field	was	determined.	Right:	statistical	analyses	were	carried	out	with	
ANOVA.	*P < .05;	**P < .01.	F‐H,	Cells	stably	expressing	Ctrl	or	shSTUB1	RNAs	with	or	without	shYAP1	RNAs	were	injected	into	athymic	
nude	mice,	as	described	in	the	Method	2.8.	Tumor	growth	was	measured	every	4	d.	Images	(G)	and	weight	(H)	of	xenograft	tumors	are	
shown	(mean	±	SD	of	6	mice).	All	of	the	statistical	analyses	were	carried	out	with	ANOVA.	*P < .05;	**P < .01
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promote	 the	 ubiquitination	 and	 degradation	 of	 proteins	 through	
cooperative	interaction	with	the	E3	ubiquitin	ligase	STUB1.32	Here,	
we	used	17‐AAG	to	treat	cells	and	found	significantly	reduced	YAP1	
ubiquitination	(Figure	2C).	To	identify	the	specific	lysine	sites	in	the	
YAP1	 protein	 with	 ubiquitination	 modification,	 we	 used	 UbPred	
software	 (http://www.ubpred.org/).	 Five	 potential	 ubiquitination	
sites	at	 lysine	residues	were	found	 in	 the	YAP1	protein	 (Table	S1).	
We	 subsequently	 generated	 YAP1	 mutants	 in	 which	 these	 lysine	
residues	were	replaced	with	arginines.	First,	we	found	that	STUB1	
overexpression	increased	the	polyubiquitination	levels	in	the	K102R,	
K181R,	K204R,	and	K342R	YAP1	mutants	but	not	in	the	K280R	YAP1	
mutant	(Figure	2D).	Second,	STUB1	overexpression	did	not	decrease	
the	protein	levels	of	the	K280R	YAP1	mutant	compared	with	those	
of	the	other	four	YAP1	mutants	(Figure	S2C).	To	further	confirm	that	
K280	is	a	critical	residue	that	regulates	STUB1	mediated	YAP1	deg‐
radation,	we	treated	cells	with	CHX	and	determined	the	half‐life	of	
WT	YAP1	and	K280R	YAP1	mutant	after	transfection	with	STUB1.	
As	shown	in	Figure	S2D,	the	K280R	YAP1	mutant	was	more	stable	
than	the	WT	YAP1.	Furthermore,	we	found	that	STUB1	overexpres‐
sion	increased	the	polyubiquitination	levels	in	the	WT,	K6R,	K11R,	
K27R,	K29R,	K33R,	and	K63R	HA‐ubiquitin	mutants	but	not	in	the	
K48R	mutant	 (Figure	 2E)	 and	 the	 cells	 transfected	 the	 plasmid	 of	
K48R	 HA‐ubiquitin	 could	 partially	 increase	 the	 YAP1	 expression	
caused	by	transfection	of	WT	HA‐ubiquitin	(Figure	S2E),	suggesting	
that	YAP1	as	a	novel	target	of	STUB1‐mediated	K48‐linked	ubiqui‐
tin.	Taken	together,	these	results	suggest	that	STUB1	ubiquitinates	
YAP1	at	the	K280	site	by	K48‐linked	polyubiquitination.

3.3 | STUB1 regulates cell proliferation and tumor 
growth through the YAP1 pathway

We	 asked	whether	 STUB1	 functions	 as	 a	 tumor‐suppressing	 pro‐
tein	by	regulating	YAP1.	First,	we	assessed	the	effect	of	STUB1	on	
YAP1	 transactivation.	We	overexpressed	STUB1	 in	MGC803	cells	
with	YAP1	silencing	 (Figure	3A)	and	examined	the	transcription	of	
YAP1‐regulated	target	genes	(ANKRD1, Cyr61,	and	CTGF).	As	shown	
in	Figure	3B,	 silencing	YAP1	dramatically	decreased	 the	 transcrip‐
tion	of	ANKRD1, Cyr61,	and	CTGF	(column	1	vs	column	3)	and	STUB1	
overexpression	 also	 reduced	 the	 transcription	 of	 YAP1‐regulated	
target	genes	 (column	1	vs	column	2),	whereas	STUB1	overexpres‐
sion	did	not	show	any	additional	effect	in	YAP1‐depleted	cells	(col‐
umn	 3	 vs	 column	 4).	 These	 results	 suggest	 that	 STUB1	 regulates	
YAP1‐dependent	 transcription.	 To	 investigate	 the	 biological	 func‐
tion	 of	 STUB1	 in	 YAP1‐dependent	 cells,	 we	 evaluated	 prolifera‐
tion	and	anchorage‐independent	growth	of	STUB1‐overexpressing	
cells	 following	 the	 upregulation	 of	 YAP1	 expression	 in	 these	 cells	
(Figure	 3C).	We	 observed	 that	 YAP1	 overexpression	markedly	 in‐
creased	 both	 the	 proliferation	 (Figure	 3D,	 column	 1	 vs	 column	 2)	
and	 anchorage‐independent	 growth	 (Figure	 3E,	 column	 1	 vs	 col‐
umn	 2)	 of	 MGC803	 GC	 cells.	 Conversely,	 STUB1	 overexpression	
decreased	both	the	proliferation	(Figure	3D,	column	1	vs	column	3)	
and	anchorage‐independent	growth	(Figure	3E,	column	1	vs	column	
3)	of	MGC803	GC	cells,	whereas	restoration	of	YAP1	 in	cells	with	

STUB1	overexpression	 significantly	 reversed	 the	 effect	 of	 STUB1	
overexpression	 (Figure	 3C‐E,	 column	 3	 vs	 column	 4).	 Conversely,	
we	reduced	YAP1	expression	 in	MGC803	cells	with	STUB1	silenc‐
ing	 (Figure	S3A)	and	examined	cell	proliferation	and	anchorage‐in‐
dependent	 growth.	 We	 found	 that	 STUB1	 knockdown	 markedly	
increased	the	proliferation	(Figure	S3B)	and	anchorage‐independent	
growth	(Figure	S3C)	of	MGC803	GC	cells,	whereas	downregulation	
of	YAP1	could	significantly	reverse	the	effect	of	STUB1	knockdown.

To	investigate	the	biological	function	of	the	STUB1‐YAP1	inter‐
action	in	GC	cells	in	vivo,	we	used	a	xenograft	gastric	tumor	model	
in	 which	 the	 indicated	 numbers	 of	 MGC803	 cells	 were	 injected	
into	 athymic	 nude	 mice	 and	 tumor	 growth	 was	 monitored.	 Mice	
implanted	 with	 STUB1	 shRNA‐expressing	 MGC803	 cells	 showed	
increased	 tumor	 growth	 throughout	 the	 experiment	 compared	
with	 that	 in	 mice	 implanted	 with	 control	 shRNA‐expressing	 cells	
(Figure	3F).	At	23	days	after	tumor	cell	 implantation,	we	observed	
a	more	than	2.5‐fold	increase	in	the	volume	(Figure	3F)	and	a	2‐fold	
increase	 in	 the	 weight	 of	 the	 tumors	 formed	 by	 STUB1‐depleted	
MGC803	cells	(Figure	3G,H).	Notably,	silencing	of	YAP1	in	MGC803	
cells	expressing	STUB1	shRNA	fully	reversed	the	tumor‐promoting	
effect	of	STUB1	shRNA	(Figure	3F‐H).	Taken	together,	these	findings	
indicate	that	the	loss	of	STUB1	promotes	tumorigenesis	through	the	
upregulation	of	YAP1.

3.4 | STUB1 is downregulated in human gastric 
tumors and correlates with the YAP1 protein level

As	a	downstream	effector,	YAP1	plays	a	key	role	in	the	Hippo	path‐
way	 to	 control	 tissue	overgrowth	 and	 tumor	 formation.	YAP1	has	
primarily	 been	 reported	 as	 an	 oncoprotein;	 elevated	 expression	
and	nuclear	localization	of	YAP1	have	been	frequently	observed	in	
human cancers.7,33‐39	Posttranscriptional	and	posttranslational	reg‐
ulation	of	YAP1	have	been	 reported	 to	contribute	 substantially	 to	
the	development	of	human	cancer.10,40‐42	As	YAP1	plays	a	key	role	
in	human	cancer	development,	it	is	possible	that	in	human	cancers	
STUB1	 promotes	 the	 ubiquitination	 and	 destabilization	 of	 YAP1.	
First,	we	measured	 the	expression	of	STUB1	and	YAP1	 in	GC	cell	
lines	and	cancer	tissue	samples.	As	shown	in	Figure	4A,	low	STUB1	
protein	levels	correlated	with	high	YAP1	expression	in	these	GC	cells	
compared	with	normal	 gastric	 epithelial	GES‐1	 cells.	 Furthermore,	
low	STUB1	protein	 levels	 correlated	with	 increased	YAP1	expres‐
sion	 in	most	GC	 samples	 (Figure	 4B).	 To	 determine	 the	 relevance	
of	YAP1	 regulation	by	STUB1	 in	patients,	we	undertook	 immuno‐
histochemical	staining	of	YAP1	and	STUB1	(Figure	4C)	in	GC	tissue	
microarrays.	 Notably,	 downregulation	 of	 STUB1	 expression	 and	
high	YAP1	expression	were	observed	in	67.9%	(72/106)	and	74.5%	
(79/106)	 of	 gastric	 tumors,	whereas	 only	 27.3%	 (6/22)	 and	 31.8%	
(7/22)	 of	 normal	 mammary	 tissues	 showed	 low	 STUB1	 expres‐
sion	 and	 high	 YAP1	 expression	 (Figure	 4D),	 respectively,	 suggest‐
ing	 that	 STUB1	was	 downregulated	 but	 YAP1	was	 upregulated	 in	
human	gastric	tumors.	Moreover,	a	significant	negative	correlation	
(R	=	−0.305,	P	<	.001)	between	the	STUB1	and	YAP1	protein	levels	
was	observed	in	these	gastric	carcinomas:	84.7%	(61/72)	of	tumors	
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with	 low	 STUB1	 expression	 also	 displayed	 high	 YAP1	 expression	
(Figure	4D).	However,	it	should	be	noted	that	16.98%	(18/106)	of	all	
tumor	specimens	had	high	YAP1	expression	but	high	STUB1	expres‐
sion	(Figure	4D).	Collectively,	these	data	suggest	that	loss	of	STUB1	
might	contribute	to	upregulation	of	YAP1	in	a	substantial	fraction	of	
human	gastric	tumors,	whereas	in	other	gastric	tumors,	YAP1	can	be	
activated	by	different	mechanisms,	including	genetic	alterations	and	
upregulation	of	YAP1	deubiquitinases	such	as	USP743	and	USP9X.10

3.5 | STUB1 regulates the response of GC cells to 
chemotherapy through YAP1

We	 found	 that	 STUB1	 negatively	 regulates	 the	 expression	 of	
YAP1,	 which	 plays	 a	 key	 role	 in	 chemoresistance	 in	 different	

malignancies.10,44‐46	We	next	examined	whether	STUB1	plays	a	role	
in	the	response	of	GC	to	chemotherapy.	To	 investigate	the	role	of	
STUB1	in	the	response	of	GC	to	chemotherapy,	MGC803	cells	stably	
expressing	YAP1	shRNAs,	which	responded	to	mitomycin	C,	cispl‐
atin,	and	etoposide,	were	subsequently	treated	with	either	vehicle	
or	 17‐AAG.	As	 shown	 in	 Figure	5A,	we	 found	 that	 17‐AGG	 inhib‐
ited	YAP1	degradation.	In	addition,	cells	treated	with	17‐AAG	were	
significantly	resistant	to	chemotherapy,	whereas	YAP1	knockdown	
promoted	 cellular	 chemosensitivity	 (Figure	 5B).	However,	 17‐AAG	
treatment	of	cells	with	stable	expression	of	YAP1	shRNAs	reversed	
the	 sensitivity	 to	 chemotherapy	 (Figure	 5B).	 Similarly,	 silencing	 of	
STUB1	 in	 SGC7901	 cells	 using	 2	 specific	 shRNAs	 significantly	 in‐
creased	the	YAP1	protein	levels	(Figure	5C)	and	increased	cell	resist‐
ance	to	mitomycin	C,	cisplatin,	and	etoposide	(Figure	5D),	whereas	

F I G U R E  4  Yes‐associated	protein	1	(YAP1)	expression	negatively	correlates	with	STUB1	expression	in	clinical	gastric	cancer	(GC)	
samples.	A,	Expression	of	STUB1	and	YAP1	in	GES‐1	(normal	gastric	epithelial	cell	line)	and	the	GC	cell	lines	as	indicated.	B,	A	subset	of	the	
GC	tumor	and	normal	tissues	were	subjected	to	western	blotting,	to	examine	the	STUB1	and	YAP1	protein	levels.	C,	Representative	staining	
of	STUB1	and	YAP1	in	GC	and	normal	gastric	tissues.	D,	Quantification	of	STUB1	and	YAP1	protein	levels	in	normal	tissue	and	GC,	and	the	
correlation	study	of	STUB1	and	YAP1	expression	level	in	GC.	Statistical	analyses	were	undertaken	with	the	χ2	test,	P < .001. R,	Pearson's	
correlation	coefficient
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YAP1	knockdown	 in	STUB1‐depleted	cells	 reversed	the	sensitivity	
to	chemotherapy	(Figure	5D).	These	results	establish	an	important	
role	for	STUB1	in	regulating	the	chemotherapeutic	response	in	GC	
through	YAP1	signaling.

In	 summary,	we	 showed	 that	 STUB1	 interacts	with	 YAP1	 and	
promotes	its	ubiquitination,	ultimately	leading	to	YAP1	degradation	
(Figure	 5E).	We	 revealed	 STUB1	 as	 a	 negative	 regulator	 of	 YAP1	
in	GC	cell	proliferation	and	as	a	potential	biomarker	for	predicting	
chemoresistance.

4  | DISCUSSION

Our	study	found	that	YAP1	promoted	GC	proliferation	in	vitro	and	
in	vivo,	and	we	elucidated	a	novel	mechanism	underlying	the	effect	
of	STUB1	on	cancer	progression.	Specifically,	we	revealed	the	inter‐
action	of	STUB1	with	YAP1	and	the	subsequent	ubiquitination	and	

degradation	of	YAP1.	STUB1	is	an	E3	ubiquitin	ligase	that	mediates	
K48‐linked	polyubiquitination	of	YAP1	at	K280.

YAP1,	a	major	factor	in	the	Hippo	pathway	controls	multiple	cel‐
lular	processes	related	to	proliferation	and	apoptosis,	and	its	dysreg‐
ulation	has	been	linked	to	various	cancers.10	Here,	we	found	that	the	
human	YAP1	protein	levels	were	significantly	increased	in	GC	tissues	
compared	with	those	in	normal	gastric	tissues.	Our	data	consistently	
supported	the	reports	that	YAP1	functions	as	a	potential	oncogene	
and	 is	 associated	 with	 the	 prognosis	 of	 many	 human	 cancers	 in‐
cluding	prostate,	breast,	ovarian,	and	hepatocellular	cancers.11,47‐49 
Silencing	YAP1	significantly	suppressed	GC	proliferation	and	tumor‐
igenesis,	indicating	that	YAP1	could	be	a	novel	therapeutic	target	in	
GC.	Our	findings	suggest	that	YAP1	could	be	a	novel	 independent	
prognostic	factor	in	GC	patients.

The	process	of	ubiquitination	is	triggered	by	the	coordinated	
action	of	3	classes	of	enzymes,	including	E1	ubiquitin	activating	
enzymes,	 E2	 ubiquitin‐conjugating	 enzymes,	 and	 E3	 ubiquitin	

F I G U R E  5  STUB1‐Yes‐associated	protein	1	(YAP1)	axis	regulates	gastric	cancer	cells’	response	to	chemotherapy.	A,	MGC803	cells	
stably	expressing	the	indicated	constructs	were	treated	with	either	vehicle	or	17‐AGG	for	24	h	and	were	then	subjected	to	western	blot	
analysis	to	examine	the	indicated	protein	levels.	B,	As	in	(A),	cells	were	treated	with	mitomycin,	cisplatin,	and	etoposide,	and	cell	survival	
was	determined	(mean	±	SD,	n	=	3).	C,	SGC7901	cells	stably	expressing	control	(Ctrl)	or	STUB1	shRNA	with	or	without	YAP1	shRNA	were	
subjected	to	western	blotting	to	detect	the	indicated	protein	levels.	D,	As	in	(C),	cells	were	treated	with	mitomycin,	cisplatin,	and	etoposide,	
and	cell	survival	was	measured	(mean	±	SD,	n	=	3).	E,	Schematic	representation	of	how	STUB1	regulates	YAP1
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ligases.	Among	these	enzymes,	the	E3	ligase	determines	the	sub‐
strate	specificity	of	the	process.	The	STUB1	protein	(the	carboxy	
terminus	of	 the	Hsc70‐interacting	protein),	composed	of	a	TPR	
domain	at	its	amino	terminus	that	interacts	with	chaperone	pro‐
teins	(Hsc70,	Hsp70,	and	Hsp90)	and	a	U‐box	domain	at	its	car‐
boxy	terminus	with	E3	ubiquitin	ligase	activity,	functions	as	a	link	
between	the	chaperone	and	proteasome	systems.50,51	Numerous	
reports	 have	 indicated	 that	 STUB1	 acts	 as	 a	 tumor	 suppressor	
because	it	induces	the	ubiquitination	and	degradation	of	several	
oncogenic	 proteins,	 such	 as	 mutant	 p53,51	 SRC‐3,52	 Smad3,53 
c‐ErbB2/neu,54	 Dbl,55	 Runx1,56	 hypoxia‐inducible	 factor‐1a,57 
the	estrogen	receptor,58	and	the	Met	receptor.59	A	recent	study	
showed	that	STUB1	expression	is	significantly	decreased	in	GC	
lesions	compared	with	that	in	paired	noncancerous	tissues,	and	
that	 this	 decrease	 might	 be	 associated	 with	 STUB1	 promoter	
methylation	 in	GC	 cells.60	 Thus,	 identifying	 novel	 substrates	 is	
essential	 for	understanding	STUB1	biology	and	 its	 implications	
in	GC	progression	and	drug	resistance.	Here,	we	found	that	the	
TPR	domain	of	STUB1	 interacts	with	YAP1	and	promotes	K48‐
linked	polyubiquitination	of	YAP1	at	K280.	This	finding	explains	
why	 this	 E3	 ligase	 accounts	 for	 YAP1	 ubiquitination;	 several	
studies	have	reported	that	YAP1	undergoes	deubiquitinase‐me‐
diated	stabilization10,43,61	but	have	not	identified	which	E3	ligase	
mediates	 YAP1	 ubiquitination.	 The	mechanisms	 through	which	
E3	 ubiquitin	 ligases	 and	 deubiquitinases	 balance	 YAP1	 expres‐
sion	could	explain	why	the	activity	of	YAP1	 is	 tightly	regulated	
under	physiological	conditions,	whereas	elevated	YAP1	activity	
and/or	 overexpression	 has	 been	 observed	 in	 different	 cancer	
types.11

STUB1	 reportedly	 induces	 the	 degradation	 of	MST1,	 an	 up‐
stream	 inhibitor	 of	 YAP,	 in	 an	Hsp70‐interacting	 protein	 (CHIP)‐
dependent	manner	under	different	stresses	and	in	different	kinds	
of	cancer.62,63	This	 regulation	seems	to	be	the	opposite	of	YAP1	
activity,	 because	 we	 found	 that	 the	 interaction	 of	 STUB1	 with	
YAP1	 and	 subsequent	 ubiquitin	 and	 degradation	 of	 YAP1	 pro‐
ceeds	in	an	Hsp90‐dependent	manner.	Future	studies	are	needed	
to	determine	whether	STUB1	regulates	MST1	degradation	in	GC	
cancer.

In	summary,	we	revealed	a	connection	between	STUB1	and	the	
Hippo	pathway	 in	GC.	 In	this	study,	we	demonstrated	that	STUB1	
may	 target	YAP1	 for	ubiquitin	and	destabilization,	 thereby	 inhibit‐
ing	GC	growth	and	 tumor	progression.	The	 tumor	suppressor	 role	
of	 STUB1	was	 partially	 reversed	 by	 inhibition	 of	 YAP1	 activity	 in	
vitro	 and	 in	 vivo.	 Interestingly,	 STUB1	 expression	 was	 negatively	
correlated	with	YAP1	protein	expression	in	GCs.	Our	study	provides	
evidence	that	inhibition	of	YAP1	activity	could	be	used	to	sensitize	
cancer	cells	to	radiotherapy	and	chemotherapy,	although	the	clinical	
effect	 of	 YAP1	 inhibitors	 needs	 further	 testing.	 Furthermore,	 our	
findings	indicate	that	YAP1	ubiquitination	and	degradation	mediated	
by	 the	 E3	 ligase	 STUB1	 ubiquitin	 and	 degradation	 affects	 the	 re‐
sponse	to	chemotherapeutic	agents,	which	has	broader	implications	
for	the	treatment	of	other	cancers	and	should	be	investigated	in	the	
future.

ACKNOWLEDG MENTS

This	 work	 was	 supported	 by	 the	 National	 Natural	 Science	
Foundation	of	China	(31700795),	the	Science	&	Technology	Planning	
Project	 of	 Guangdong	 Province	 of	 China	 (2017B020209001),	
the	 Natural	 Science	 Foundation	 of	 Guangdong	 Province	 of	 China	
(2017A030310629),	 the	 Natural	 Science	 Foundation	 for	 Young	
Scientists	 of	 China	 (Grant	 No.	 31700795),	 and	 the	 Science	 &	
Technology	Plan	of	Shenzhen	(JCYJ20170307095606266).

DISCLOSURE

We	declare	that	we	have	no	financial	and	personal	relationships	with	
other	people	or	organizations	that	can	inappropriately	influence	our	
work.	There	is	no	professional	or	other	personal	interest	of	any	na‐
ture	or	kind	in	any	product,	service	and/or	company	that	could	be	
construed	as	influencing	the	position	presented	in,	or	the	review	of,	
the	manuscript	entitled.

ORCID

Song‐Hui Xu  https://orcid.org/0000‐0003‐0269‐9129 

R E FE R E N C E S

	 1.	 Ji	CD,	Wang	YX,	Xiang	DF,	et	al.	Kir2.1	interaction	with	Stk38	
promotes	 invasion	 and	 metastasis	 of	 human	 gastric	 cancer	
by	 enhancing	 MEKK2‐MEK1/2‐ERK1/2	 signaling.	 Can Res. 
2018;78:3041‐3053.

	 2.	 Uemura	N,	Okamoto	S,	Yamamoto	S,	 et	 al.	Helicobacter pylori in‐
fection	 and	 the	 development	 of	 gastric	 cancer.	 N Engl J Med. 
2001;345:784‐789.

	 3.	 Lauren	P.	The	two	histological	main	types	of	gastric	carcinoma:	dif‐
fuse	and	so‐called	intestinal‐type	carcinoma.	An	attempt	at	a	histo‐
clinical	classification.	Acta Pathol Microbiol Scand.	1965;64:31‐49.

	 4.	 Chen	CN,	Lin	JJ,	Chen	JJ,	et	al.	Gene	expression	profile	predicts	pa‐
tient	survival	of	gastric	cancer	after	surgical	resection.	J Clin Oncol. 
2005;23:7286‐7295.

	 5.	 Halder	G,	Johnson	RL.	Hippo	signaling:	growth	control	and	beyond.	
Development.	2011;138:9‐22.

	 6.	 Harvey	K,	Tapon	N.	The	Salvador‐Warts‐Hippo	pathway	–	an	emerg‐
ing	tumour‐suppressor	network.	Nat Rev Cancer.	2007;7:182‐191.

	 7.	 Pan	D.	The	hippo	signaling	pathway	in	development	and	cancer.	Dev 
Cell.	2010;19:491‐505.

	 8.	 Zeng	Q,	Hong	W.	The	emerging	role	of	the	hippo	pathway	 in	cell	
contact	 inhibition,	organ	 size	control,	 and	cancer	development	 in	
mammals. Cancer Cell.	2008;13:188‐192.

	 9.	 Zhao	 B,	 Li	 L,	 Lei	 Q,	 Guan	 KL.	 The	 Hippo‐YAP	 pathway	 in	 organ	
size	 control	 and	 tumorigenesis:	 an	 updated	 version.	 Genes Dev. 
2010;24:862‐874.

	10.	 Li	L,	Liu	T,	Li	Y,	et	al.	The	deubiquitinase	USP9X	promotes	tumor	cell	
survival	and	confers	chemoresistance	through	YAP1	stabilization.	
Oncogene.	2018;37:2422‐2431.

	11.	 Moroishi	T,	Hansen	CG,	Guan	KL.	The	emerging	roles	of	YAP	and	
TAZ	in	cancer.	Nat Rev Cancer.	2015;15:73‐79.

	12.	 Da	 CL,	 Xin	 Y,	 Zhao	 J,	 Luo	 XD.	 Significance	 and	 relationship	 be‐
tween	 Yes‐associated	 protein	 and	 survivin	 expression	 in	 gas‐
tric	 carcinoma	 and	 precancerous	 lesions.	 World J Gastroenterol. 
2009;15:4055‐4061.

https://orcid.org/0000-0003-0269-9129
https://orcid.org/0000-0003-0269-9129


     |  3155TANG eT Al.

	13.	 Hu	X,	Xin	Y,	Xiao	Y,	Zhao	J.	Overexpression	of	YAP1	is	correlated	
with	 progression,	metastasis	 and	poor	 prognosis	 in	 patients	with	
gastric	carcinoma.	Pathol Oncol Res.	2014;20:805‐811.

	14.	 Kang	W,	Tong	JH,	Chan	AW,	et	al.	Yes‐associated	protein	1	exhibits	
oncogenic	property	in	gastric	cancer	and	its	nuclear	accumulation	
associates	with	poor	prognosis.	Clin Cancer Res.	2011;17:2130‐2139.

	15.	 Song	M,	Cheong	JH,	Kim	H,	Noh	SH,	Kim	H.	Nuclear	expression	of	
Yes‐associated	protein	1	correlates	with	poor	prognosis	in	intestinal	
type	gastric	cancer.	Anticancer Res.	2012;32:3827‐3834.

	16.	 Nguyen	HT,	Kugler	JM,	Cohen	SM.	DUB3	deubiquitylating	enzymes	
regulate	hippo	pathway	activity	by	regulating	the	stability	of	ITCH,	
LATS	and	AMOT	proteins.	PLoS ONE.	2017;12:e0169587.

	17.	 Zhao	 B,	 Li	 L,	 Tumaneng	 K,	 Wang	 CY,	 Guan	 KL.	 A	 coordinated	
phosphorylation	by	Lats	and	CK1	regulates	YAP	stability	 through	
SCF(beta‐TRCP).	Genes Dev.	2010;24:72‐85.

	18.	 Tu	 K,	 Yang	 W,	 Li	 C,	 et	 al.	 Fbxw7	 is	 an	 independent	 prognostic	
marker	and	induces	apoptosis	and	growth	arrest	by	regulating	YAP	
abundance	in	hepatocellular	carcinoma.	Mol Cancer. 2014;13:110.

	19.	 Liu‐Chittenden	Y,	Huang	B,	Shim	JS,	et	al.	Genetic	and	pharmaco‐
logical	disruption	of	the	TEAD‐YAP	complex	suppresses	the	onco‐
genic	activity	of	YAP.	Genes Dev.	2012;26:1300‐1305.

	20.	 Xu	 SH,	 Huang	 JZ,	 Xu	 ML,	 et	 al.	 ACK1	 promotes	 gastric	 cancer	
epithelial‐mesenchymal	 transition	 and	 metastasis	 through	 AKT‐
POU2F1‐ECD	signalling.	J Pathol.	2015;236:175‐185.

	21.	 Xu	SH,	Zhu	S,	Wang	Y,	et	al.	ECD	promotes	gastric	cancer	metas‐
tasis	by	blocking	E3	ligase	ZFP91‐mediated	hnRNP	F	ubiquitination	
and	degradation.	Cell Death Dis.	2018;9:479.

	22.	 Jiao	S,	Wang	H,	Shi	Z,	et	al.	A	peptide	mimicking	VGLL4	function	
acts	as	a	YAP	antagonist	therapy	against	gastric	cancer.	Cancer Cell. 
2014;25:166‐180.

	23.	 Yu	FX,	Meng	Z,	Plouffe	SW,	Guan	KL.	Hippo	pathway	regulation	of	
gastrointestinal	tissues.	Annu Rev Physiol.	2015;77:201‐227.

	24.	 Hansen	CG,	Moroishi	T,	Guan	KL.	YAP	and	TAZ:	a	nexus	for	Hippo	
signaling	and	beyond.	Trends Cell Biol.	2015;25:499‐513.

	25.	 Ballinger	CA,	Connell	P,	Wu	Y,	et	al.	Identification	of	CHIP,	a	novel	
tetratricopeptide	repeat‐containing	protein	that	interacts	with	heat	
shock	proteins	and	negatively	regulates	chaperone	functions.	Mol 
Cell Biol.	1999;19:4535‐4545.

	26.	 Murata	S,	Minami	Y,	Minami	M,	Chiba	T,	Tanaka	K.	CHIP	is	a	chap‐
erone‐dependent	 E3	 ligase	 that	 ubiquitylates	 unfolded	 protein.	
EMBO Rep.	2001;2:1133‐1138.

	27.	 Ronnebaum	 SM,	 Patterson	 C,	 Schisler	 JC.	 Emerging	 evidence	 of	
coding	mutations	 in	 the	 ubiquitin‐proteasome	 system	 associated	
with	cerebellar	ataxias.	Hum Genome Var. 2014;1:14018.

	28.	 Pakdaman	Y,	Sanchez‐Guixe	M,	Kleppe	R,	et	al.	In	vitro	character‐
ization	of	 six	STUB1	variants	 in	 spinocerebellar	 ataxia	16	 reveals	
altered	structural	properties	for	the	encoded	CHIP	proteins.	Biosci 
Rep.	2017;37.

	29.	 Shi	CH,	Rubel	C,	Soss	SE,	et	al.	Disrupted	structure	and	aberrant	
function	of	CHIP	mediates	the	loss	of	motor	and	cognitive	function	
in	preclinical	models	of	SCAR16.	PLoS Genet.	2018;14:e1007664.

	30.	 Kummar	S,	Gutierrez	ME,	Gardner	ER,	et	al.	Phase	I	trial	of	17‐dime‐
thylaminoethylamino‐17‐demethoxygeldanamycin	 (17‐DMAG),	 a	
heat	shock	protein	inhibitor,	administered	twice	weekly	in	patients	
with	advanced	malignancies.	Eur J Cancer.	2010;46:340‐347.

	31.	 Heath	 EI,	Hillman	DW,	Vaishampayan	U,	 et	 al.	 A	 phase	 II	 trial	 of	
17‐allylamino‐17‐demethoxygeldanamycin	 in	 patients	 with	 hor‐
mone‐refractory	 metastatic	 prostate	 cancer.	 Clin Cancer Res. 
2008;14:7940‐7946.

	32.	 Morey	TM,	Winick‐Ng	W,	Seah	C,	Rylett	RJ.	Chaperone‐mediated	
regulation	 of	 choline	 acetyltransferase	 protein	 stability	 and	 ac‐
tivity	 by	 HSC/HSP70,	 HSP90,	 and	 p97/VCP.	 Front Mol Neurosci. 
2017;10:415.

	33.	 Avruch	J,	Zhou	D,	Bardeesy	N.	YAP	oncogene	overexpression	super‐
charges	colon	cancer	proliferation.	Cell Cycle.	2012;11:1090‐1096.

	34.	 Cui	 ZL,	 Han	 FF,	 Peng	 XH,	 et	 al.	 YES‐associated	 protein	 1	 pro‐
motes	adenocarcinoma	growth	and	metastasis	through	activation	
of	the	receptor	tyrosine	kinase	Axl.	Int J Immunopathol Pharmacol. 
2012;25:989‐1001.

	35.	 Hergovich	A.	YAP‐Hippo	signalling	downstream	of	leukemia	inhib‐
itory	factor	receptor:	implications	for	breast	cancer.	Breast Cancer 
Res. 2012;14:326.

	36.	 Steinhardt	 AA,	 Gayyed	 MF,	 Klein	 AP,	 et	 al.	 Expression	 of	
Yes‐associated	 protein	 in	 common	 solid	 tumors.	 Hum Pathol. 
2008;39:1582‐1589.

	37.	 Zender	L,	Spector	MS,	Xue	W,	et	 al.	 Identification	and	validation	
of	oncogenes	in	liver	cancer	using	an	integrative	oncogenomic	ap‐
proach.	Cell.	2006;125:1253‐1267.

	38.	 Zhang	 X,	 George	 J,	 Deb	 S,	 et	 al.	 The	 Hippo	 pathway	 transcrip‐
tional	co‐activator,	YAP,	is	an	ovarian	cancer	oncogene.	Oncogene. 
2011;30:2810‐2822.

	39.	 Zhao	B,	Wei	X,	Li	W,	et	al.	Inactivation	of	YAP	oncoprotein	by	the	
Hippo	 pathway	 is	 involved	 in	 cell	 contact	 inhibition	 and	 tissue	
growth	control.	Genes Dev.	2007;21:2747‐2761.

	40.	 Levy	D,	Adamovich	Y,	Reuven	N,	Shaul	Y.	Yap1	phosphorylation	by	
c‐Abl	is	a	critical	step	in	selective	activation	of	proapoptotic	genes	
in	response	to	DNA	damage.	Mol Cell.	2008;29:350‐361.

	41.	 Zaidi	 SK,	 Sullivan	 AJ,	 Medina	 R,	 et	 al.	 Tyrosine	 phosphorylation	
controls	 Runx2‐mediated	 subnuclear	 targeting	 of	 YAP	 to	 repress	
transcription.	EMBO J.	2004;23:790‐799.

	42.	 Thanh	Nguyen	H,	Andrejeva	D,	Gupta	R,	et	al.	Deubiquitylating	en‐
zyme	USP9x	regulates	Hippo	pathway	activity	by	controlling	angio‐
motin	protein	turnover.	Cell Discov. 2016;2:16001.

	43.	 Sun	 X,	 Ding	 Y,	 Zhan	 M,	 et	 al.	 Usp7	 regulates	 Hippo	 pathway	
through	deubiquitinating	the	transcriptional	coactivator	Yorkie.	Nat 
Commun. 2019;10:411.

	44.	 Marti	P,	 Stein	C,	Blumer	T,	 et	 al.	YAP	promotes	proliferation,	
chemoresistance,	 and	 angiogenesis	 in	 human	 cholangio‐
carcinoma	 through	 TEAD	 transcription	 factors.	 Hepatology. 
2015;62:1497‐1510.

	45.	 Touil	Y,	 Igoudjil	W,	Corvaisier	M,	et	al.	Colon	cancer	cells	escape	
5FU	 chemotherapy‐induced	 cell	 death	 by	 entering	 stemness	 and	
quiescence	 associated	 with	 the	 c‐Yes/YAP	 axis.	 Clin Cancer Res. 
2014;20:837‐846.

	46.	 Mao	B,	Hu	F,	Cheng	 J,	 et	 al.	 SIRT1	 regulates	YAP2‐mediated	 cell	
proliferation	 and	 chemoresistance	 in	 hepatocellular	 carcinoma.	
Oncogene.	2014;33:1468‐1474.

	47.	 Zhou	D,	Conrad	C,	Xia	F,	 et	 al.	Mst1	and	Mst2	maintain	hepato‐
cyte	 quiescence	 and	 suppress	 hepatocellular	 carcinoma	 devel‐
opment	 through	 inactivation	 of	 the	 Yap1	 oncogene.	 Cancer Cell. 
2009;16:425‐438.

	48.	 von	Eyss	B,	Jaenicke	LA,	Kortlever	RM,	et	al.	A	MYC‐driven	change	
in	 mitochondrial	 dynamics	 limits	 YAP/TAZ	 function	 in	 mammary	
epithelial	cells	and	breast	cancer.	Cancer Cell.	2015;28:743‐757.

	49.	 Nguyen	LT,	Tretiakova	MS,	Silvis	MR,	et	al.	ERG	activates	the	YAP1	
transcriptional	 program	 and	 induces	 the	 development	 of	 age‐re‐
lated	prostate	tumors.	Cancer Cell.	2015;27:797‐808.

	50.	 Esser	 C,	 Alberti	 S,	 Hohfeld	 J.	 Cooperation	 of	 molecular	 chaper‐
ones	with	the	ubiquitin/proteasome	system.	Biochem Biophys Acta. 
2004;1695:171‐188.

	51.	 Muller	P,	Hrstka	R,	Coomber	D,	Lane	DP,	Vojtesek	B.	Chaperone‐
dependent	stabilization	and	degradation	of	p53	mutants.	Oncogene. 
2008;27:3371‐3383.

	52.	 Kajiro	 M,	 Hirota	 R,	 Nakajima	 Y,	 et	 al.	 The	 ubiquitin	 ligase	 CHIP	
acts	as	an	upstream	regulator	of	oncogenic	pathways.	Nat Cell Biol. 
2009;11:312‐319.

	53.	 Xin	H,	Xu	X,	Li	L,	et	al.	CHIP	controls	the	sensitivity	of	transform‐
ing	 growth	 factor‐beta	 signaling	 by	 modulating	 the	 basal	 level	
of	 Smad3	 through	 ubiquitin‐mediated	 degradation.	 J Biol Chem. 
2005;280:20842‐20850.



3156  |     TANG eT Al.

	54.	 Xu	W,	Marcu	M,	Yuan	X,	Mimnaugh	E,	Patterson	C.	Chaperone‐de‐
pendent	E3	ubiquitin	ligase	CHIP	mediates	a	degradative	pathway	
for	c‐ErbB2/Neu.	Proceedings of the National Academy of Sciences of 
the United States of America.	2002;99:12847‐12852.

	55.	 Kamynina	 E,	 Kauppinen	 K,	 Duan	 F,	 Muakkassa	 N,	 Manor	
D.	 Regulation	 of	 proto‐oncogenic	 dbl	 by	 chaperone‐con‐
trolled,	 ubiquitin‐mediated	 degradation.	 Mol Cell Biol. 
2007;27:1809‐1822.

	56.	 Shang	Y,	Zhao	X,	Xu	X,	et	al.	CHIP	functions	an	E3	ubiquitin	ligase	of	
Runx1.	Biochem Biophys Res Comm.	2009;386:242‐246.

	57.	 Bento	 CF,	 Fernandes	 R,	 Ramalho	 J,	 et	 al.	 The	 chaperone‐depen‐
dent	ubiquitin	ligase	CHIP	targets	HIF‐1alpha	for	degradation	in	the	
presence	of	methylglyoxal.	PLoS ONE. 2010;5:e15062.

	58.	 Fan	M,	 Park	 A,	 Nephew	 KP.	 CHIP	 (carboxyl	 terminus	 of	 Hsc70‐
interacting	 protein)	 promotes	 basal	 and	 geldanamycin‐in‐
duced	 degradation	 of	 estrogen	 receptor‐alpha.	 Mol Endocrinol. 
2005;19:2901‐2914.

	59.	 Jang	KW,	Lee	JE,	Kim	SY,	et	al.	The	C‐terminus	of	Hsp70‐interact‐
ing	 protein	 promotes	 Met	 receptor	 degradation.	 J Thorac Oncol. 
2011;6:679‐687.

	60.	 Wang	S,	Wu	X,	Zhang	J,	et	al.	CHIP	functions	as	a	novel	suppressor	
of	tumour	angiogenesis	with	prognostic	significance	in	human	gas‐
tric	cancer.	Gut.	2013;62:496‐508.

	61.	 Zhang	E,	Shen	B,	Mu	X,	et	al.	Ubiquitin‐specific	protease	11	(USP11)	
functions	as	a	tumor	suppressor	through	deubiquitinating	and	sta‐
bilizing	VGLL4	protein.	Am J Cancer Res.	2016;6:2901‐2909.

	62.	 Ren	A,	Yan	G,	You	B,	Sun	J.	Down‐regulation	of	mammalian	sterile	
20‐like	kinase	1	by	heat	shock	protein	70	mediates	cisplatin	resis‐
tance	in	prostate	cancer	cells.	Can Res.	2008;68:2266‐2274.

	63.	 Xiao	 L,	 Chen	 D,	 Hu	 P,	 et	 al.	 The	 c‐Abl‐MST1	 signaling	 pathway	
mediates	oxidative	stress‐induced	neuronal	cell	death.	J Neurosci. 
2011;31:9611‐9619.

SUPPORTING INFORMATION

Additional	 supporting	 information	 may	 be	 found	 online	 in	 the	
Supporting	Information	section	at	the	end	of	the	article.	

How to cite this article:	Tang	D‐E,	Dai	Y,	Lin	L‐W,	et	al.	
STUB1	suppresseses	tumorigenesis	and	chemoresistance	
through	antagonizing	YAP1	signaling.	Cancer Sci. 
2019;110:3145–3156. https	://doi.org/10.1111/cas.14166	

https://doi.org/10.1111/cas.14166

	STUB1 suppresseses tumorigenesis and chemoresistance through antagonizing YAP1 signaling
	Authors

	STUB1 suppresseses tumorigenesis and chemoresistance through antagonizing YAP1 signaling

