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Aldehyde dehydrogenase 2 gene fragment in human nail clippings
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An individual genotype of aldehyde dehydrogenase 2(ALDH2)was surveyed and detected when
using nail clippings and saliva, respectively by the method consisting of DNA extraction, genomic
DNA amplification by polymerase chain reaction, and gel electrophoresis of DNA fragment.
Gene analysis using fingernail DNA was found to be effective in that they were easily to collect
from human samples, in that they were kept storable at - 80°C until use, and in that DNA of
the sample was very stable after repeated treatment of freezing and thawing.
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Fig. 1. Effect of repeated freezing and thawing on

PCR production of a 135 bp DNA fragment
containing ALDH2 exon 12 in saliva.
Lane 1, ¢ X174/ Haelll;lanes 2 and 3, denot-
ed the respective template DNA was omitted
(negative control). Lanes 4 and 5 represent 1
cycle of freezing and thawing treatment of the
template DNA. Lanes 6 and 7, 8 and 9, 10
and 11, and 12 and 13 demonstrated the
repeated times of 5, 10, 15, and 20, respec-
tively of freezing and thawing.

123456178 910111213

Fig. 2. Effect of repeated freezing and thawing on
PCR production of of a 135 bp DNA fragment
containing ALDH2 exon 12 in nail clippings.
Lanes 4 and 5 represent 1 cycle of freezing and
thawing. Lanes 6 and 7, 8 and 9, 10 and 11,
and 12 and 13 demonstrate the repeated cycles

The other

experimental procedures and denotes in the

of 5, 10, 15, and 20, respectively.

figure were the same as described in figure 1.
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