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Difterent Pathogens Difterent Genomes Different Difterent cluster together. Heavily related strains (such as MRSA and MSSA) also of discriminatory compounds for more targeted Each classifier outperformed both random sample classification and selecting a random set of features the same size as the
Proteomes Metabolomes appear to cluster together, indicative of their genetic similarity. purposes, such as classifying MRSA from MSSA. model set with area under the ROC curve (AUROC) values of 0.89 or higher on the validation set.
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