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Characteristics of Salmonella enterica from healthy pigs in Japan
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Abstract: 53 ser. Typhimuriun strains were characterized as to their carriage of DT104, virulence genes
(spvC, rck, and pefA), class 1 and II integrons, and Xbal- and Binl-PFGE patterns. No DT104 strain was
detected during 1998-1999, whereas 65.9 % of ser. Typhimurium isolates during 2004-2005 were DT104.
Class 1 intergron-associated genes, aadA2 and psel were found in 50.9 % of total ser. Typhimurium strains or
in all ser. Typhimurium DT104 strains that exhibited R-type ACSSuT +. One ser. Typhimurium strain with R-
type SSuTTm harbored another Class 1 intergron-associated gene. Class 2 integron-associated genes were not
detected. Virulence gene spvC was found in 92.5 % and rck and pefA were fond in 88.7 %. Ser. Typhimurium
strains were categorized into four clusters by Xbal-PFGE, and into nine clusters by Binl-PFGE analyses.
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