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Fig. 2 Comparison of aerobic-cultured bacteria in each feces
Significant difference was recognized between the different superscript letters (n=6, P<0.05).
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Fig. 3 Comparison of anaerobic-cultured bacteria in each feces
Significant difference was recognized between the different superscript letters (n=6, P<0.05).
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Summary : Hydrous feces were ingested by rats in coprophagous behavior. Twelve healthy male
Sprague-Dawley strain rats (3 weeks old) were divided into a control group (coprophagy-allowed) of 6
rats and a coprophagy-prevented group of 6 rats. The usual feces from the control group and the
hydrous feces from the coprophagy-prevented group were collected during 4 weeks of the experimen-
tal period. The viable number of microorganisms in the feces was estimated. The numbers of
Staphylococci and Veillonellae, in the usual feces were higher than those of the hydrous feces.
Furthermore, the numbers of Streptococci and Bacteroidaceae in the usual feces were lower than
those of the hydrous feces. The differences of microflora between the usual feces and hydrous feces
seemed to relate to the synthesis and consumption of vitamins in hydrous feces.
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