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Fig. 1 Electrophoresis of 2 DNA in industrial
yeasts. Above number of the photo indi-
cates next strains: 1. A-Hind III digest, 2.
ATCC 22244 (21 DNA retention strain), 3.
K7 (sake yeast), 4. IFO 2249 (wine yeast), b.
IFO 2011 (brewer’ s yeast), 6. IFO 2042 (ba-
ker’ s yeast), 7. IFO 0233 (alcohol yeast), 8.
IFO 2110 (awamori yeast), 9. No. 12 (sho-
chu vyeast, Kagoshima), 10. KSC 2 (tree
exudates yeast).
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Table 1 Distribution of 2 DNA in the various yeast

2 u DNA
Yeasts Number of strains Retention strains Non-retention strains
Sake
Society strain 17 0 17
ATCC strain 10 0 10
Long term stored strain 7 0 7
(IFO and NI No. strains)
Isolated strain from major factory 22 0 22
Isolated strain from
sake mash by Takeda 93 0 93
Isolated strain from nature 43 0 43
Awamori
Authentic strain 2 0 2
Wild strain 13 0 13
Shochu
Authentic strain 2 0 2
Wild strain 28 10 18
Wine
Authentic strain 16 7 9
IAM atrain 12 7 5
Wild strain 27 20 7
Alcohol 7 4 3
Baker's 20 17 3
Brewer's 14 13 1
Tree exudates 30 0 30
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Table 2 Retention of 2u DNA in Saccharomyces sensu stricto

Strains Retention of 2 1 DNA

Strains Retention of 2 1 DNA

S.cerevisiae
IFO 102177 (NRIC 1560) +
0210 (NRIC 1390) —

0253 +

0725 (NRIC 1400) -

0751 (NRIC 1419) —

1046

1226

1833

1836 —

1837

1950

1991

1994

1997

1998 —

10055
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+ + +

(NRIC 0083)

+ o+ + o+

+

S.pastorianus
IFO 1167 (NRIC 0088)
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2003
10010
10610 -
S.bayanus
IFO 1127" (NRIC 0085)
0213 (NRIC 1369)
0613 +
0615 (NRIC 0089) -
1048 +
1620 —
10563 -
S.paradoxus
IFO 10609" —
0259 (NRIC 0084) —
0263 (NRIC 1392) —
10553 (NRIC 0090) —
10554 —
10695 —

+ *t + +

" : type strain.
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Summary : Existence of 21 DNA in industrial yeasts, those found in tree exudates, and Saccharomyces
sensu stricto was examined. Regarding the yeast used for production of sake, none of the strains
examined, i.e, the strains kept by Japanese Sake Association, ATCC strains, long-term-stored strains,
strains isolated from the major sake factories, strains isolated from the natural soil and cultivated
ornamental plants, retained 2/ DNA. Further, the proportion of 2¢ DNA harboring strain was low in
the yeast used for production of shochu, while it is fairly high in wine yeast and high in brewer’ s yeast
and baker’s yeast. Thus, the rate was characteristically low in the yeast used for production of liquor
utilizing koji. Other than the industrial yeasts, neither the yeast found in tree exudates nor S.
paradoxus carried 24 DNA. Among Saccharomyces sensu stricto, all the reference strains of S.
cerevisiae, S. bayanus and S. pastorianus retained 2y DNA, distinguishing these three strains from the
reference strain of S. paradoxus.

As mentioned above, the group that did not retain 24 DNA were sake yeast, awamori yeast, tree
exudates yeast and S. paradoxus. In particular, it was extremely characteristic that none of the 192
strains of sake yeast retained 2u DNA.
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