-

View metadata, citation and similar papers at core.ac.uk brought to you by .{ CORE

provided by Radboud Repository

Radboud Repository Radboud University Nijmegen ;@r

S

PDF hosted at the Radboud Repository of the Radboud University
Nijmegen

The following full text is a publisher's version.

For additional information about this publication click this link.
http://hdl.handle.net/2066/207390

Please be advised that this information was generated on 2020-01-01 and may be subject to
change.


https://core.ac.uk/display/228297748?utm_source=pdf&utm_medium=banner&utm_campaign=pdf-decoration-v1
http://hdl.handle.net/2066/207390

molecular
@ systemsI

OPEN

Corrigendum

bio|ogy

INKA, an integrative data analysis pipeline for
phosphoproteomic inference of active kinases

Robin Beekhof, Carolien van Alphen, Alex A Henneman, Jaco C Knol, Thang V Pham, Frank Rolfs,
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Vurchio, Andrea Bertotti, Livio Trusolino, Henk MW Verheul & Connie R Jimenez

Correction to: Mol Syst Biol (2019) 15: e8250. DOI 10.15252/msb.20188250 | Published online 12 April 2019

The authors recently noticed that the affiliations for Valentina Vurchio, Andrea Bertotti, and Livio Trusolino were listed incorrectly. The
correct author affiliation is shown here and has been corrected in the original article. The authors apologize for this error.
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