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DEVELOPMENT OF A HIGH-THROUGHPUT SYSTEM FOR SCREENING OF
ANTI-PRION MOLECULES

Katherine Pham Do, B.S.
Advisory Professor: Rodrigo Morales, PhD.

The misfolded prion protein causes and transmits disease in both humans and
animals. As other infectious agents, prions display strain variation, which can generate
different pathological outcomes in affected individuals. Unfortunately, there are no known
therapies for these diseases, which at present are invariably fatal. In this work, the
Protein Misfolding Cyclic Amplification technology (PMCA, an in vitro test that replicates
minimum quantities of infectious prions) has been modified to screen for small molecules
inhibiting

prion

protein

misfolding

in

a

strain-specific

manner. In order to approach a high-throughput PMCA system, technical aspects in
PMCA has been optimized for application of prions from laboratory rodents (i.e., mouse
and Syrian hamsters) using a 96-well plate PMCA (96wp-PMCA) platform. Utilizing the
96wp-PMCA technique, a small number of anti-prion and anti-amyloid molecules has
been tested against these prion strains using different solvents and at varying
concentrations. My results show that regardless of sequence homology, prion strains are
differentially responsive to known protein misfolding inhibitors. Continual optimization of
PMCA towards a high-throughput system may be used not only for screening therapeutic
agents but also for diagnosis.
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INTRODUCTION
The cellular prion protein (PrPC) is naturally found in humans and animals (1). This
protein can be found in a wide variety of tissues throughout the body. Specifically, it is
found in higher concentrations in the brain, spinal cord, and lymphoid tissues (2, 3). From
the cellular perspective, PrPC is located on the cell surface (4). Currently, the function of
this protein in physiological processes is unclear (5). However, proposed functions
associated with PrPC include protection of neurons from injury (6, 7), formation of
synapses (8), or transport of copper into the cell (9–11). PrPC has also been identified
as a possible receptor for amyloid-β (Aβ) oligomers which appear to be the main
pathological effectors in Alzheimer’s disease (AD). However, based on studies showing
that mice lacking the cellular prion protein display little or no abnormalities (12), it can be
concluded that its functionality is not considered to be vital for cellular homeostasis or
that its loss can be compensated for by other components. Under certain circumstances,
PrPC can misfold into a disease-causing form referred to as PrPSc (13). The length of
PrPSc and its amino acid composition are identical to PrPC. The difference between both
entities lies in the secondary structure of the protein, with PrPSc consisting of more bpleated sheets in comparison to a-helices found in PrPC (1, 14). Notably, the misfolded
form of the prion protein is known to cause and transmit a group of disorders termed as
Transmissible Spongiform Encephalopathies (TSEs, (15, 16)).
Prion diseases have been identified in several mammalian species, including
humans (17). Human prion diseases can be classified into three categories: acquired,
familial, and sporadic (18). Infection as a cause of human TSEs accounts for
approximately one percent of cases (WHO). In these cases, infectious prions have been
described as being introduced to humans through cannibalism (19), medical procedures
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(20–22), and ingestion of beef products derived from cattle afflicted by bovine spongiform
encephalopathy (23). Human exposure to these materials leads to diseases known as
Kuru (24), iatrogenic Creutzfeldt-Jakob Disease (iCJD, (25)), and variant CJD (vCJD,
(23, 26, 27)), respectively. Five to ten percent of cases can be classified as familial or
hereditary (WHO). In these cases, patients with CJD, Gerstmann Straussler-Scheinker
(GSS), and Fatal Familial Insomnia (FFI) can be found to have point mutations in the
gene encoding the prion protein, resulting in accelerated misfolding and stabilization of
the disease-causing PrP isoforms (28, 29). Similarly, as with other neurodegenerative
diseases, the majority of human prion diseases are identified to be sporadic. Patients
affected by sporadic cases are not infected or have a family history of the disease. This
latter group includes sporadic CJD (sCJD, (30)), sporadic fatal insomnia ((31), and
variable protease sensitive prionopathy (VPSPr, (32)). The events triggering the first
misfolded process in sporadic TSEs are unknown, and likely occur in a stochastic
manner (30). Prion diseases are not selective towards humans and affect animals as
well. In fact, the frequency of prion diseases in animals is significantly higher (33). There
are a few types of animal prion diseases that can be considered prevalent. These include
scrapie affecting sheep and goats (34), bovine spongiform encephalopathy affecting
cows (35, 36), and chronic wasting disease (CWD) affecting cervid (37). All these TSEs
have been found to exist in farm settings; however, only CWD has been identified in the
wild as well (38–40). Due to the epidemic associated with CWD and its unclear zoonotic
potential, this prion disease has recently gained research and public interest (41).
Currently, efforts are being made by the scientific community and regulatory agencies to
avoid unpleasant scenarios as the BSE epidemic that was experienced at the end of the
last century (42). When an infected animal is identified in a farm setting, all animals that
inhabit the same area are sacrificed in order to prevent the spreading of the disease. The
2

presence of an infectious animal in the wild can transport the disease across a large
geographical distance.
Both humans and animals affected by prion diseases develop unique pathological
features as assessed by post mortem examination of brain and some peripheral tissues
(43). These include spongiform degeneration (44), accumulation of disease-associated
prion conformers (PrPSc) (45), loss of function and death of neurons (13), microglial
activation (45), and astrocytes proliferation (46). Importantly, the clinical and pathological
manifestation of TSEs within and across species is diverse. Compelling evidence has
suggested that prion diseases originate from specific variants or “strains” of PrPSc (47).
It is speculated that these different variants are a result of distinctive tertiary and
quaternary conformations that PrPSc acquires (48). From a diagnosis standpoint, these
strains may have specific biochemical properties that facilitate their identification and
diagnosis (47). These biochemical characteristics, such as glycosylation pattern and
structure of the protein, are distinctive of strains behaving differently. This can pose an
obstacle in the pursuit of treatments against these diseases.
Currently, there are no cures or treatments against any type of prion disease in
both humans and animals. Different laboratories have attempted to prevent or delay the
onset of the disease. Most of these strategies have been assessed using in vitro assays
or animal models of TSEs (49, 50). Unfortunately, the majority of therapeutic approaches
have achieved modest effect through the extension of the incubation period for the
disease (51, 52). Therapeutic strategies explored against TSEs can be organized
broadly into three categories: (i) treatment-based approaches (gene therapy,
immunizations, manipulations at the immune system level, and cell-based therapies), (ii)
small molecules (altering either prion replication or cell signaling cascades), and (iii) prion
competition treatment. Some of these experimental approaches have been seen to delay
3

onset of the disease (53), act as a prophylaxis through protection from the disease (54–
56), or suppress prion replication (57). Unfortunately, the majority of these treatments
have only been tested against a select number of strains. Predominantly, these strains
belong to laboratory adapted rodent prion strains and not strains present naturally in
humans or animals. Due to the proposition that these strains are a result of different
conformations, an avenue that has shown promising results for one specific prion strain
may not be proficient against a second one (58).
To study prion diseases in the laboratory setting, animal models such as mice and
Syrian hamsters have been utilized (47). Unfortunately, there is a high monetary cost
associated with these models due to their long incubation periods for disease
manifestation (being as long as 450 days). Because of the need to test a large array of
compounds for activity against prion replication, this experimental format is unviable. The
Protein Misfolding Cyclic Amplification (PMCA) technique has been shown to replicate
conformational properties of infectious prions while maintaining their biologically relevant
features (59). This technique allows for the production of a large amount of the infectious
prion protein (PrPSc) at the expense of PrPC through multiple cycles consisting of
incubation and sonication (Figure 1). The incubation periods allow for the recruitment
and conversion of PrPC to PrPSc which adds to the PrPSc aggregates. In order to expose
more free ends of the aggregates to aid in the conversion process, sonication causes
the aggregate to be broken. Due to its sensitivity and simplicity, PMCA can be used for
several purposes, including: screening of biological samples (60), modeling of prion
strains and the species barrier phenomena (61), effectiveness of different strategies to
remove prions from biological samples (62), diagnosis of human and animal prion
diseases (63–65)), and many others.
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Incubation

Sonication

Incubation

Figure 1. Graphical representation for protein misfolding cyclic amplification. The
in vitro technique is based on the nucleation polymerization principle of protein
aggregation. The PrPSc aggregates recruits and converts PrPC during the incubation
period, and sonication allows for more free ends available to aid in the conversion
process. Multiple cycles of incubation and sonication occur during the PMCA process.
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For this master’s thesis, I focused on establishing a protocol that increases the
actual throughput of the PMCA technology with the goal to screen a small selection of
known anti-prion and anti-amyloid molecules. Six rodent prion strains associated with
mice and hamsters were chosen for this project. The mouse prion strains included the
Rocky Mountain Laboratory Strain (RML, (66, 67)), 301C (68), and ME7 (69–71)
(originated from scrapie, bovine spongiform encephalopathy, and scrapie, respectively).
Hamster prions comprised HY (72), SSLOW (73), and 263K (74) (with sources of scrapie,
in vitro misfolded recombinant PrP, and transmissible mink encephalopathy,
respectively). I chose these strains because they have been readily used to model and
study prion diseases in a laboratory setting and their distinct biochemical (and
presumably structural) features. My working hypothesis is that by modification of PMCA
for high-throughput screening of small molecules, I will find strain specific anti-prion
agents.
In order to utilize the PMCA technique to screen small molecules, I modified
PMCA for a 96-well plate (96wp) format for different prion strains. Modifications to
different parameters, including, but not limited to, composition of the PMCA conversion
buffer, alterations on incubation and sonication periods and sonication power, and signal
analysis performed via dot blotting, which is in considerably faster when compared to
currently used western blots, were made in order to standardize 96wp-PMCA. I aimed to
decrease the reagents needed and the time required for PMCA in order to advance the
technique in a high-throughput format.
After the standardization of 96wp-PMCA, I used this technique to screen a small
selection of molecules, which possess proven anti-prion capabilities in different systems
(mostly cell-based). Anti-prion molecules and anti-amyloid molecules were evaluated
against six rodent prion strains. The anti-prion molecules have been tested against a
6

selected number of prion strains belonging to human and animals (49, 75) while the antiamyloid molecules are compounds which have been shown to inhibit the replication of
non-prion amyloids (76).
From these aims, with the standardization of 96wp-PMCA and its application for
the screening of small molecules, I completed the main goal of identifying small
molecules able to inhibit the in vitro prion misfolding process against different strains.
The long-term goal will be for these identified molecules to be tested in animal models,
and prospectively utilized in clinical trials. Additionally, this technology may be optimized
to further increase its throughput and identify novel strain-specific inhibitors. In addition,
the standardized principles of the 96wp-PMCA platform could be applied towards other
diseases involving the accumulation of misfolded proteins, such as, Alzheimer’s and
Parkinson’s disease. The PMCA technique can be further modified and optimized in
order to attain a high-throughput screening system.

MATERIALS AND METHODS
Preparation of Brain Tissue
Wild-Type (WT) mouse or hamster brains were collected from animals euthanized by
CO2 inhalation based on University and Federal guidelines. After euthanasia, animals
were subjected to cardiac perfusion. Perfusion buffer was created by adding 5 mM EDTA
(Fisher Scientific Company PR-V4231) to 1X PBS (Fisher Scientific Company
SH30256LS). Each animal was manually perfused with 30 mL of perfusion buffer. After
perfusion, brains were removed, rinsed in perfusion buffer, frozen in liquid nitrogen and
stored at -80°C. Prion-Infected mice or hamsters were euthanized by CO2 inhalation once
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reaching advanced clinical stages of prion disease as previously described (77, 78).
Collected brains were stored at -80°C until used.

Preparation of PMCA Substrate
Conversion Buffer (CB) was made consisting of: 150 mM NaCl (Sigma Aldrich S3014),
1% volume/volume (v/v) Triton X-100 (Sigma Aldrich T9284) and 1X PBS, pH 7.0-7.3.
Before use, 50 mL of CB was supplemented with a complete protease inhibitor (PI)
cocktail tablet containing EDTA (Thermo Fisher Scientific PIA32965). Perfused wild-type
brains were weighed and combined with conversion buffer (CB) containing PI to generate
a 10% weight/volume (w/v) homogenate that was prepared in ice-cooled Potter-Elvehjem
tissue grinders. Homogenates were centrifuged at 800 x g at 4°C for 45 s. Pellets were
disposed of while supernatants were well-mixed by vortexing and then placed on ice.
Supernatants were aliquoted, frozen in liquid nitrogen, and stored at -80°C. All the
procedures mentioned above were performed using prion-free facilities and equipment.
These aliquots, which are the final PMCA substrate, are referred to as normal brain
homogenate (NBH).

Preparation of Inoculum
The protocol is similar to the substrate preparation aside from the following:
homogenization buffer was prepared by mixing one complete PI tablet with EDTA in 1X
PBS. The prion-infected brain was homogenized in 10% w/v, as described above and
centrifuged. Supernatants were mixed, aliquoted and stored at -80°C until use.
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96-well plate PMCA (96wp-PMCA)
PMCA protocol was extensively modified from previously described procedures (79).
Two teflon beads (PTFE Grade Balls 3/32) (Hoover Precision Products) were added to
each well of 96-well plates (Thomas Scientific C18096). Prions were added to each well
in amounts varying from 1 x 10-2 to 1 x 10-5 % w/v brain homogenate equivalent by dilution
in NBH. Each reaction was performed in a total volume of 50 μL. Samples were covered
with twelve strip lids (Thomas Scientific C18096-C) and plates were placed in the horn
of a Qsonica Q700 automatic sonicator system. The overall length of each passage was
between 24 and 48 hrs. Each PMCA cycle consisted of continuous cycles of 29 min and
40 s of incubation followed by 20 s of sonication. During the PMCA procedure, the
sonicator horn is inside an incubator set at 37°C. PMCA reactions were additionally
supplemented with different concentrations of ethanol or dimethyl sulfoxide, or small
molecules dissolved in these solvents (small molecule concentrations varying from 100
µM to 0.1 µM). Negative controls consisted of unseeded PMCA reactions.

Analysis of 96wp-PMCA Products
Each well from 96wp-PMCA was treated with proteinase K (PK) (Sigma Aldrich P2308)
at a 100 μg/mL final concentration. After PK was added to the wells, the plate was placed
in an Eppendorf Thermomixer for 1 hr at 37°C set to perform 450 rpm. To stop the PK
reaction, 5 mM of phenylmethane sulfonyl fluoride (PMSF) (Fischer Scientific Company
AC215740050) was added to each well and incubated at 70°C for 10 min. Samples were
then assessed for the presence of PK-resistant PrP either by western blot or dot blot. For
dot blots, Whatman Gel Block Paper (GE Healthcare Life Science 10427812) was placed
onto a Bio-Dot Apparatus (Bio-rad 1706455) followed by a nitrocellulose membrane
9

(Fischer Scientific Company 45-004-003). From each well, 5 μL of content was placed
directly onto the nitrocellulose membrane. Membranes were dried using a blow dryer and
then transferred into an incubation chamber containing 10 mL of 3M guanidinium
thiocyanate (Fischer Scientific 50-491-761) for 10 min. Later, membranes were rinsed
three times with 50 mL of washing buffer (0.05% Tween in 1X PBS) and then transferred
to a 10% blocking solution consisting of 5% w/v dry nonfat milk (Fischer Scientific
Company NC9952266) dissolved in washing buffer. Membrane blocking lasted 1 hr and
was performed by placing the membrane on a rocking platform at room temperature. The
membrane was later incubated with monoclonal 6D11 anti-prion antibody (Santa Cruz
Biotechnology sc-58581) at a 1:10,000 dilution in 5% w/v blocking buffer for 1 hr on a
rocking platform at room temperature followed by 3 washes (10 min, 5 min, and 5 min)
with washing buffer. Membranes were then incubated with a horseradish peroxidaselinked polyclonal antibody mouse IgG (Sigma Aldrich A5906) at a dilution of 1:3,000 in
5% w/v blocking buffer for 1 hr on a rocking platform at room temperature. The membrane
was again washed for 10 min, 5 min, and 5 min with washing buffer and developed using
an ECL system following manufacturer’s recommendations (Fisher Scientific 45-002401). For western blots, a similar procedure was performed, with the difference that PK
digested samples were previously fractionated in SDS-PAGE and transferred to
nitrocellulose membranes as described (79).

RESULTS
Optimization of Parameters for Dot Blot Analysis
Conventional PMCA procedure classically involves detection of PrPSc signals by
western blots (79). The utilization of conventional PMCA could be an option for the
screening of small molecules. However, I chose to optimize conventional PMCA for a 9610

well plate format because the amount of time involved could be drastically reduced by
the use of an alternative detection method, increasing the throughput and number of
samples to be analyzed. I chose the dot blot method due to its proven efficiency for prion
detection (80), the reduced time of this technique compared to western blots, and the
reduced volume of sample needed to obtain clear readouts. Aside from alterations to the
PMCA process, analyzing the samples with dot blots should reduce analysis times from
two days to one day compared to currently used western blots.
In order to achieve a high-throughput PMCA screening system in the future
through further modifications, the levels of samples for the assay and detection should
be reduced. In that sense, the minimum volume of PMCA products to be used in dot blots
must be determined. Importantly, positive readings obtained at the selected volume
should be homogeneous across the plate. For that purpose, I used a 10% w/v brain
homogenate from a mouse infected with the RML prion strain. Three different volumes
were utilized, including 3 μL, 5 μL, and 7 μL (Figure 2). These volumes are substantially
lower than the 20-30 µL regularly utilized in western blot detection (79). Ninety-six
aliquots of the same brain preparation were placed directly on the nitrocellulose
membrane. Because the samples used consisted of concentrated infectious material, I
expected that positive signals should be detected throughout the entire membrane. All
dot blots in this project were evaluated in an all-or-none fashion. These membranes did
not contain negative control wells in order to assess for uniform signal across the plate.
With only 3 µL used, signal was not uniformly detected for all the samples (Figure 2A).
On the contrary, both the volumes of 5 µL and 7 µL generated uniform results across the
plates. These experiments were performed in duplicates with reproducible outcomes. I
determined the optimal minimum volume of the samples required for analysis to be 5 µL
due to the desire to use the lowest sample volume possible.
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Figure 2. Effects of sample volume utilized in dot blot analysis. Three different
volumes (3μL (A), 5μL (B), and 7μL (C)) of 10% weight/volume (w/v) brain homogenate
prepared from the brain of a terminally ill mouse infected with the Rocky Mountain
Laboratory (RML) prion strain were directly placed on nitrocellulose membranes as
described in Methods. These samples were not PK-treated.
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In addition to the reduction in sample volume, processing time was decreased as
well. A major time constraint in the classical PMCA setup is seen in the primary antibody
incubation time. Based on current western blot protocols used to analyze PMCA
products, the standardized time required for primary antibody incubation is sixteen hours
(81, 82). Considering that several primary antibodies work at one hour of incubation (79,
83), I decided to try the same on my developing dot blot protocol. Similar to the
experiments shown in Figure 2, I used 10% w/v brain homogenate from a terminally ill
mouse brain infected with the RML prion strain as sample. Ninety-six aliquots of 5 μL
each of this material were loaded directly on the nitrocellulose membrane. For
comparison, two incubation times were tested (1 and 16 hrs, Figure 3). I concluded that
one hour of primary antibody incubation was sufficient for the dot blot to yield positive
signals in all wells, similar to what was observed by incubating the membrane with the
conventional 16 hours. The reduction of the primary antibody incubation duration
contributed to the decrease of time required for the analysis of the samples.
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Figure 3. Reduction of primary antibody incubation times does not affect dot blot
readout. 5 µL aliquots from a 10% weight/volume (w/v) brain homogenate prepared
using a brain from terminally ill mice infected with the Rocky Mountain Laboratory (RML)
prion strain were directly placed on nitrocellulose membranes. These samples were not
PK-treated. Primary antibody (6D11) incubation was tested for two different durations,
lasting either 1 hr (A) or 16 hrs (B).
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Optimization of the 96wp-PMCA
The next step was to modify PMCA with the intention of optimizing it towards a
high-throughput format. For that purpose, I modified this technique for its use in 96-well
plates instead of currently used individual tubes.

While using plates, I tested

modifications of PMCA components such as passage duration, sample volume in each
well, and specifications of the sonicator to accommodate for the number of samples.
Current settings used in conventional PMCA may work differently in the 96 well plate
format and should be tested. Based on previous research performed, the PMCA process
may require supplementation in order to work efficiently (79). Ethylenediaminetetraacetic
acid (EDTA) is a chelating agent that binds to divalent cations, particularly copper (II)
ions in solution. Divalent cations have been shown to inhibit prion replication in PMCA
(84, 85) Similar results have been observed for prions bound to metallic surfaces where
the release of cations into the PMCA reaction are likely the cause for reduced or no
replication ((86) and unpublished data). Due to the interaction that occurs between the
prion protein and divalent ions, the usage of EDTA can prevent unwanted interactions
and allow for PMCA to be more efficient. I tested two concentrations of EDTA in 96wpPMCA, including 0 mM (using protease inhibitor that was EDTA-free) and 1 mM (using
a complete protease inhibitor) supplemented into normal brain homogenate containing a
1x10-4 % w/v dilution of an RML-infected brain homogenate. Samples from both tested
conditions were PK treated prior to dot blot analysis. My results showed no signal for
samples in the EDTA-free context while in the presence of 1 mM EDTA uniform positive
signals were seen (Figure 4A). I concluded that in the absence of EDTA, the PMCA
process is hindered and 1 mM of EDTA is required for PMCA to work efficiently.
To further reduce the time required for HT-PMCA, I needed to reduce the number
of incubation/sonication cycles. In traditional PMCA, multiple passages (rounds) each
15

involving several incubation/sonication cycles are required (79). Each PMCA round
classically comprises durations between 24 hrs and 72 hrs. Extended times per PMCA
round are required to obtain a uniform amplification throughout all samples placed in the
sonication horn (79). For my assay, I decided to test 24 and 48 hrs in a single PMCA
round. I observed comparable results for both times tested and selected the one of 24
hrs cycle time for further assays (Figure 4B).
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Figure 4. Effects of EDTA supplementation and PMCA passage duration in 96wpPMCA. Modifications to optimize PMCA for a 96 well-plate format included changes at
the conversion buffer and incubation/sonication levels. (i) Normal wild-type brain
homogenate (PMCA substrate) was subjected to 0 mM (A) or 1mM (B) of EDTA
supplementation in conversion buffer used to homogenized samples. Normal brain
-4

homogenate was utilized to make a 1 x 10 % w/v RML brain homogenate dilution and
subjected to one PMCA passage of 24 hrs. (ii) Similar samples as described in (A) (EDTA
supplemented) were subjected to PMCA passages of 24 hrs (C) or 48 hrs (D).
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As previously stated, the amount of PrPSc seeds in the PMCA reaction was
another component which required optimization in order to approach this technique for a
high-throughput format. Therefore, it was essential to determine the lowest dilution that
can be utilized without jeopardizing uniform amplification of prions across all positions in
the 96-well plate. The main purpose of manipulating PMCA for a 96-well plate was to
provide a new avenue to use the technique for the screening of small molecules;
therefore, the lower dilution would be beneficial to maximize the probability of identifying
prospective molecules while also isolating efficient drugs. I tested, in my developing
96wp-PMCA assay, four concentrations of RML prions in regards of the dilution of an
infected brain homogenate: 1 x 10-2, 1 x 10-3, 1 x 10-4 and 1 x 10-5 % w/v (Figure 5).
PMCA products derived from each of the four dilutions were PK-treated and analyzed.
Uniform amplification can be seen at all four concentrations. When the dilution of 10-5
was tested against the other prion strains of interest, I was unable to detect uniform
amplification of the samples (not shown). After testing the dilution of 1 x 10-4 % w/v for
other strains, I was able to conclude that the appropriate dilution across multiple strains
would be 1 x 10-4% w/v.
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Sc

Figure 5. Effects of varying PrP

dilutions in 96wp-PMCA performance. Varying
-2

-3

-4

dilutions of RML brain homogenates (1 x 10 (A), 1 x 10 (B), 1 x 10 (C), and 1 x 10

-5

(D) % w/v) were tested for detection using 96wp-PMCA for 24 hrs. All PMCA products
were PK treated before analysis through dot blots.
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In summary, my modifications to use PMCA in a 96 well plate format included the
supplementation of 1 mM EDTA into the normal brain homogenate (Figure 4A) and
supplementation of seeds at a 1 x 10-4 % w/v dilution of infected brain homogenate
(Figure 5B). These conditions fulfilled my requirements of uniform amplification across
the 96 well plate for multiple rodent prion strains. Aside from alterations to the actual
PMCA process, I made other changes including the utilization of two teflon beads each
in comparison to three teflon beads, and reduction of the overall volume in well from 90
µL to 50 µL. Comprehensively, these changes allow for PMCA to be modified for a
scheme that is more optimal for the screening of small molecules targeting the prion
misfolding process. A summary of the changes implemented for the 96wp-PMCA
compared to conventional PMCA are listed in Table 1.
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Standardization of Experimental Prion Strains
Based on the parameters established above, I tested the in vitro amplification
performance of six rodent prion strains. Specifically, I used three mouse-derived prion
strains (RML (66, 67), 301C (68), and ME7 (69–71)) and three hamster-derived prion
strains (HY (72), SSLOW (73), 263K (74)). All these strains originated from different
sources, including sheep (RML, ME7), goat (263K), mink (HY), bovine (301C) prions, or
synthetically derived (SSLOW). The Rocky Mountain Laboratory (RML) strain was
chosen because several compounds halting its replication have been identified (49). The
other strains were chosen based on their suspected different conformations. As
mentioned, my working hypothesis is anti-prion molecules will have different responses
depending on the prion strain that they are tested against. Each of these six strains were
subjected to 24 hours of 96wp-PMCA at a 1 x 10-4 % w/v brain dilution of seeds.
Additionally, 4-6 negative control (non-seeded) samples were included to assess for
possible cross-contamination during PMCA and handling of samples. After PMCA, all
samples were PK-treated to remove non-misfolded PrP and 5 µL from each well were
dispensed onto nitrocellulose membranes for analysis. I observed uniform amplification
for the mouse and hamster prion strains (Figure 6 and Figure 7, respectively). Negative
control samples resulted in no signal, as expected. I further confirmed the presence of
bona-fide PrPSc by western blot (not shown).
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Figure 6. Standardized 96wp-PMCA for three mouse prion strains. From top to
bottom, 10

-4

dilutions of RML (A), 301C (B), and ME7 (C) prions, respectively, were

subjected to 24 hrs of 96wp-PMCA. Each plate contained 4-6 negative control wells as
depicted in white on the corresponding diagram (left panels). In these control samples,
Sc

no PrP

added as described in Methods.
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Figure 7. Standardized 96wp-PMCA for three hamster prion strains. From top to
-4

bottom, 1 x 10 % w/v dilutions of HY (A), SSLOW (B), and 263K (C) prions, respectively,
were subjected to 24 hrs of 96wp-PMCA. Each plate contained 4-6 negative control wells
Sc

as depicted in white on the corresponding diagram. In these control samples, no PrP
added as described in Methods.
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Due to the intention of testing a wide range of molecules, and in order to account
for molecule solubility in varying solvents, I tested the effect of dimethyl sulfoxide (DMSO)
and Ethanol (EtOH) on 96wp-PMCA performance. This experiment was necessary in
order to determine that the effects seen in the presence of the tested compounds were
not due to the solvents in which they were dissolved. Plates were set up with two strains
from each animal species, specifically RML and 301C for mice and HY and 263K for
hamsters. For all prion strains, a 1:2 dilution gradient was set up for each of the solvents
(starting from 8% v/v of solvent in each case). As seen in Figure 8, amplification of the
mouse prion strains displayed inhibition only at 8% EtOH but no inhibition at any of the
DMSO concentrations tested (Figure 8A). For hamster prions, inhibition of 263K
replication was seen at 8% ethanol, while HY displayed inhibition with EtOH at 8% and
4% (Figure 8B). Overall, these data suggest that PMCA is impacted at these specific
concentrations; therefore, molecules should be dissolved in concentrations where
inhibition is not seen. I therefore dissolved all compounds in 1% v/v of solvent and tested
their effects on in vitro prion replication using my 96wp-PMCA format.
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Figure 8. Effects of drug solvents in 96wp-PMCA. Prospective solvents, DMSO and
ethanol, were tested at eight different concentrations (ranging from 8% to 0.0625%)
against two mouse strains (A) and two hamster strains (B).
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Evaluation of compounds in 96wp-PMCA
Next, the optimized 96wp-PMCA set up was used to test the effect of a small
selection of known anti-prion (Figure 9) and anti-amyloid (Figure 12) molecules against
the six prion strains previously shown to replicate in this format. The majority of the antiprion molecules were chosen due to their previously reported effectiveness against RML
prions in a cell-based in vitro assay (49). The six anti-amyloid molecules chosen in this
thesis work have been previously tested for their activity against misfolded proteins
involved in Alzheimer’s and Parkinson’s Disease (76, 87, 88). Importantly, the anti-prion
activity of the latter set of compounds has not been studied. All compounds were
dissolved, based on their solubility, in either 1% v/v DMSO or 1% v/v ethanol. In the
appropriate solvents, four concentrations (100 µM, 10 µM, 1 µM, and 0.1 µM) of each
molecule were used to supplement 96wp-PMCA reactions. The total volume of each well
after the addition of the molecules was 50 µL as described in my previous optimization
of the assay. Each 96-well plate also contained proper controls, including negative
control samples and seeded wells supplemented with solvents only. To assess for
reproducibility, each condition was tested in triplicates (each replicate in a different plate).
The mouse strains (RML, 301C, and ME7) were tested against ten anti-prion
molecules; astemizole, Congo red, curcumin, quinacrine dihydrochloride, imatinib,
resveratrol, tannic acid, tetracycline hydrochloride, thioflavin T, and tetrandrine (Figure
10). Each of these molecules have been tested against a select number of strains for its
inhibitory effects in varying models. From the ten molecules tested, inhibition in prion
replication was observed only with three of the them (Congo red, tannic acid, and
thioflavin T). Although the same three molecules were effective against all three mouse
strains, a difference in lowest concentration of inhibition was seen for two of them: Congo
red and thioflavin T. For 301C prions (Figure 10B), both of these molecules displayed
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inhibition at 10 µM. This was different from the 100 µM effective concentration observed
for RML prions (Figure 10A). In comparison to the other two mouse prion strains, ME7
(Figure 10C) was only inhibited by tannic acid. When these anti-prion molecules were
tested against the hamster prion strains (HY, SSLOW, and 263K, Figure 11), Congo red,
tannic acid, and thioflavin T caused inhibition of these strains as well. In addition to those
three molecules, curcumin was shown to inhibit HY at 100 µM when dissolved in EtOH
(Figure 11A). This molecule also inhibited 263K misfolding at 100 µM in both solvents
(Figure 11C). Table 2 and Table 3 summarize the lowest concentration of compounds
capable of inhibiting in vitro replication on each prion strain. These results support my
hypothesis that the effectiveness of molecules with anti-prion activity may vary
depending on the prion strain that is tested.
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Figure 9. Selection of anti-prion molecules. Ten known anti-prion compounds were
chosen to be evaluated for inhibitory effects in 96wp-PMCA against rodent prion strains.
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Figure 10. Evaluation of known anti-prion small molecules in 96wp-PMCA (mouse
prion strains). Ten known anti-prion compounds were tested at four different
concentrations in either DMSO or EtOH for their activity against RML (A), 301C (B), and
ME7 (C) in vitro replication. Each molecule was tested in concentrations ranging from
100 µM to 0.1 µM. Controls for solvents and positive samples and negative samples
without compounds were included to monitor the assay. Dot blots were modified for
labeling. Figure is representative from three independent assays.
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Figure 11. Evaluation of known anti-prion small molecules in 96wp-PMCA (hamster
prion strains). Ten known anti-prion compounds were tested at four different
concentrations in either DMSO or EtOH for their activity against HY (A), SSLOW (B), and
263K (C) in vitro replication. Each molecule was tested in concentrations ranging from
100 µM to 0.1 µM. Controls for solvents and positive samples and negative samples
without compounds were included to monitor the assay. Dot blots were modified for
labeling. Figure is representative from three independent assays.
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The replication of mouse prion strains (RML, 301C, and ME7) was also tested in
the presence of six molecules; azure A, azure B, azure C, quinacrine mustard
dihydrochloride, rhodanine, and thionin acetate salt, proven to be active against other
amyloidogenic proteins (76) (Figure 13). Assays were performed in a similar fashion as
depicted in Figure 10. From the six tested molecules, four of them inhibited replication
for all mouse prion variants (azure A, azure B, azure C, and thionin acetate). Specifically,
azure B and azure C were effective at 1 µM against RML (Figure 13A) and ME7 (Figure
13C). The four molecules that displayed inhibition did so at different concentrations that
were dependent on the prion strains they were evaluated against. In a similar trend to
the anti-prion molecules, I am able to see strain specific patterns of inhibition for the antiamyloid molecules as well. In addition to the four molecules that were effective against
mouse strains, quinacrine mustard showed clear anti-prion activity against all the
hamster prions tested in this project (Figure 14). Although inhibition was detected across
the three hamster prion strains, it is important to acknowledge that effect occurred only
at the highest concentration tested (100 µM). The molecule displaying the lowest antiprion activity against hamster prions was azure C (effective at 1 µM against HY prions)
(Figure 14A). Table 3 summarizes the lowest concentration displaying anti-prion activity
each hamster prion strain for both anti-prion and anti-amyloid molecules. When
evaluating the results across both species and both groups of molecules, it becomes
evident that there may be a prion strain selective pattern of activity. Depending on the
strain that the molecule was tested against and the solvent, a selection of the compounds
was discovered to have distinct inhibition concentrations.
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Figure 12. Selection of anti-amyloid molecules. Six known anti-prion compounds
were chosen to be evaluated for inhibitory effects in 96wp-PMCA against rodent prion
strains.
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Figure 13. Evaluation of known anti-amyloid small molecules in 96wp-PMCA
(mouse prion strains). Six known anti-amyloid compounds were tested at four different
concentrations in DMSO and EtOH for their activity against RML (A), 301C (B), and ME7
(C) in vitro replication. Controls for solvents and positive samples and negative samples
without compounds were placed on the plate to control the performance of the assay.
Dot blots were modified for labeling. Figure is representative from three independent
assays.
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Figure 14. Evaluation of known anti-amyloid compounds in 96wp-PMCA (hamster
prion strains). Six known anti-amyloid compounds were tested at four different
concentrations in DMSO and EtOH for their activity against HY (A), SSLOW (B), and
263K (C) in vitro replication. Controls for solvents and positive samples and negative
samples without compounds were placed on the plates to control the performance of the
assay. Dot blots were modified for labeling. Figure is representative from three
independent assays.

42

DISCUSSION AND CONCLUSION
The Protein Misfolding Cyclic Amplification (PMCA) technology was an
appropriate option to be used for this project due to (i) its ability to replicate the
conformational properties of infectious prions while maintaining all their biologically
relevant features (including strain specific properties, (61)), (ii) each assay can be
completed in a relatively short time, (iii) it represents a low cost technology, suitable for
screening large number of samples. Based on the other applications of PMCA, I believed
that the technique could be optimized for high-throughput identification and evaluation of
small molecules with presumed anti-prion activity.
High-throughput screening (HTS) allows for a large number of samples to be
tested against a specific target. This is performed by the utilization of automatization and
reduction of assay components allowing for the process to occur effectively, efficiently,
reproducibly and at minimum cost (89). A selected number of modifications would need
to occur in order to achieve the development of a high-throughput PMCA (HT-PMCA)
platform. In my project, I did not achieve the establishment of a HT-PMCA platform since,
at its current status, my optimized platform allows the screening of compounds at a
medium throughput range. However, I believe that the establishment of a 96-well plate
PMCA (96wp-PMCA) assay represents an important step forward in that direction.
Modifications of PMCA that I aimed to achieve with the 96wp-PMCA included the
decrease amount of time and volume that is required to complete the assay. In
comparison to conventional PMCA, I also decreased the number of teflon beads
required, lowered the volume of material to be utilized, substantially increased the
number of samples to be tested per PMCA assay, and decreased the length of the overall
process (Figures 2-5 and Table 1). All these manipulations were effective in reducing the
overall cost associated with this technique.
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The first step on this optimization path was to determine the minimum volume of
samples that would be required to allow for proper analysis. Importantly, the selection of
such volume should fulfill the criteria of being reproducible across the whole 96 well plate
in independent assays. In order to establish this volume, it was crucial to determine the
volume that would be required to evaluate the samples with dot blot. I directly placed
three different volumes of 10% w/v brain homogenate prepared from terminally ill mice
infected with the RML prion strain onto a nitrocellulose membrane (Figure 2). From this
experiment, I determined the volume of the sample required for dot blot analysis to be 5
μL. In parallel, I also determined that the PMCA reaction can be performed in a volume
as low as 50 μL. The latter assay volume was determined to be the minimum possible
since it allows for 2 teflon beads to be completely submerged (Teflon beads are known
enhancers of PMCA while buffering reproducibility across different assays (90–92)). The
beads are able to assist in the breaking of the PrPSc and provide additional surface area
for the conversion of PrPC to PrPSc to occur. A significant amount of time in the
conventional PMCA assay was attributed to the incubation period of the primary
antibody. Therefore, it was my goal to decrease the time dedicated to this critical step
(Figure 3). Since I saw comparable results when comparing the 16 hrs and 1 hr
incubation time, I was able to determine that 1 hour was sufficient for my purposes.
I can see that PMCA is unable to occur effectively when EDTA is not
supplemented into the brain homogenate (Figure 4). Although the mechanism is unclear,
the presence of cations has been hypothesized to prevent or delay the replication
process (84, 85). Since PMCA is a process that focuses on protein-protein interactions,
I hypothesize that the cations in solution may be interacting with either PrPSc or PrPC
preventing the desired interaction to occur. Consequently, the usage of 1 mM EDTA is
shown to render these cations unable to hinder the PMCA process. The purpose of the
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results shown in Figure 5 focused on finding the lowest dilutions where amplification can
be seen uniformly across the plate. I was able to see uniform amplification for the RML
strain at 1 x 10-5 % w/v; however, for other strains (not shown) uniform amplification was
only seen up to a dilution of 1 x 10-4 % w/v. In that sense this dilution of infectious prions
was used to supplement the 96wp-PMCA reactions in future assays.
With the transition from using PCR strip tubes to a 96-well plate, it was necessary
to optimize 96wp-PMCA for more than one prion strain. Optimizing the platform for a
selection of strains allows for the accommodation of different species and distinct
characteristics associated with each strain. Importantly, and due to the high sensitivity of
the PMCA assay (93), I had to verify the validity of the technique through the presence
of negative control samples (to assess for possible inter-well cross-contaminations). The
first step included testing the performance of six different rodent prion strains in my
assay, considering all above-mentioned optimized conditions and requirements. In
summary, I successfully achieved optimal 96wp-PMCA assays for mouse (Figure 6) and
Syrian hamster (Figure 7) prions. Through the random placement of negative controls
for each of the prion strains tested, I am able to conclude that uniform amplification of
the samples occurred regardless of their placement location on the plate. Biochemically,
prion strains can be distinguished by western blot due to their differential PK resistant
core (different lengths) or their glycosylation profiles (47). One of the limitations of using
dot blots for analysis of PMCA-derived samples from multiple strains is the incapability
to distinguish them. To account for this restriction, each assay only tested a single prion
strain and the signal was assessed in an all-or-none fashion. However, to verify that the
PMCA did not alter the strain properties of each selected agent, I ran selected samples
by western blots (not shown).
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The next step in my proposed project was to validate the 96wp-PMCA assay for
the screening of small molecules harboring anti-prion activity. As regular practice,
compounds from libraries are dissolved in different solvents, DMSO and EtOH being the
most widely used. These solvents were evaluated independently in the 96wp-PMCA to
determine if they would influence the prion replication process. Inhibition was seen at 8%
v/v EtOH in both mouse and hamster prion strains. Additionally, I also observed inhibition
at 4% EtOH with the HY prions (Syrian hamster strain). On the other hand, I did not see
any inhibition with DMSO at any of the concentrations tested for the mouse or hamster
strains. Despite the ability for these solvents to inhibit the in vitro conversion of some of
the tested prion strains, I was not majorly concerned since I dissolved all molecules at
1% v/v of each or both solvents. Since the solvent concentration chosen does not show
hinderance of in vitro conversion, any inhibition observed in the presence of small
molecules can be attributed to the molecule itself.
The majority of the anti-prion molecules tested in this study (Figures 10 & 11) were
selected on their ability to inhibit RML in neuroblastoma cell lines at nanomolar
concentrations (49). Thioflavin T was chosen as a molecule to test due its ability to
nonselective intercalate into the backbone of several classes of amyloids (94, 95). Since
my paradigm consists of an in vitro platform for the conversion of PrPC to PrPSc, I
hypothesize that effective molecules will influence protein protein interactions through
(i) binding to the PrPC and preventing its conversion to PrPSc, (ii) binding to PrPSc and
prevent the recruitment of PrPC, (iii) targeting the particular glycosylation preferences of
each prion strain, or (iv) binding to still unknown co-factors present in the brain
homogenate that could alter the conversion of each specific prion strain.
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Only three of the anti-prion molecules were effective against one or more mouse
prion strains (Figure 10). Specifically, all three strains were inhibited by 10 µM tannic
acid; however, strain specific inhibition was seen for Congo red and thioflavin T. Although
RML and ME7 are both derived from scrapie (47), they did it from different sources of
this infectious agent. Consequently, both mouse-adapted prion strains display different
glycosylation profiles and generate different lesion patterns in brains of experimental
subjects. This information strongly supports the notion of both being different
“conformational” strains, and that may be a leading reason as to why Congo red and
thioflavin T inhibited RML but not ME7. Congo Red did not show selective strain inhibition
for the hamster prion strains tested in this study, even at the highest concentration tested
(100 µM). In the same line, I observed that curcumin selectively inhibited the replication
of HY and 263K prions, but not SSLOW (Figure 11).
Tannic acid is considered to be a polyphenol inhibitor of amyloid aggregation and
found naturally in tea, red wine, and nuts. Based on previous studies performed to
studied its inhibition against prions (49), its mechanism is believed to be through direct
interactions with PrP. Considering inhibition was observed in all six strains but required
a high concentration for inhibition of HY when dissolved in DMSO, I predict that tannic
acid’s mechanism may be altered due to the specific biochemical characteristics of HY.
Congo red and Thioflavin T are both used as dyes in histological studies in order to
visualize amyloid deposits (96). These dyes are believed to interact with the b-pleated
sheet found in the secondary structure of amyloid aggregates (97). The usage of these
dyes as inhibitors would suggest that through inserts into the deposits, they prevent the
recruitment of PrPC by PrPSc. The lack of inhibition seen with ME7 for both of these
compounds would indicate that the unique conformation associated with this strain
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protects its b-pleated sheet and does not allow for the molecules to bind. As for the other
five strains, these dyes may not only be interrupting the conversion process by (1)
blocking the interaction between PrPC and PrPSc but also (2) obstructing the ability for
PrPSc to misfold properly thus further disrupting the assembly of the aggregate.
Quinacrine is considered to be an anti-malaria treatment (98). Concerning
quinacrine as a treatment option against prions, studies have been conducted in cell
models, animal models and in human clinical trials. In cell model studies tested against
scrapie, it was reported that quinacrine reduces the growth of abnormal prion protein
deposits (49); however, when tested against chronic wasting disease, it aided in the
accumulation of PrPSc (99). When administered in mice models against a mouse adapted
BSE strain, a decrease in PrPSc was described (100) and had no effect in humans with
sporadic CJD patients (101). Since numerous of studies indicted the decrease in PrPSc
levels, I believe that the mechanism of quinacrine would be at the protein-protein level
which makes my technique of 96wp-PMCA a viable platform to test this theory.
Considering no inhibition was observed against any of the strains, possible explanations
for this could be (1) quinacrine does not inhibit by binding to either forms of the prion
protein, (2) the usage of sonication breaks any interaction that may be form between
quinacrine and the prion protein, or (3) similar to chronic wasting disease, quinacrine
helps in the creation of PrPSc of the strains tested.
Similarities can be seen between prion diseases and other neurogenerative
diseases, such as Alzheimer’s and Parkinson’s disease. These diseases are associated
with the misfolding of proteins and histological dyes such as thioflavin to bind to misfolded
protein aggregates despite the protein composition of these aggregates (95). Based on
this knowledge, I postulated that anti-amyloid molecules may be effective in inhibiting
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prions as well. The anti-amyloid molecules (Figures 13 & 14) tested in this project have
been shown to inhibit the aggregation of protein linked to Alzheimer’s and Parkinson’s
disease. Azure A, azure B, azure C, and thionin acetate all belong to a class of drugs
called phenothiazines (76) and have all been shown to inhibit Aβ aggregation and tau
filament formation. Rhodanine inhibits the aggregation of tau (102) and quinacrine
mustard is considered to be a structural relative of quinacrine which in turn may have a
different inhibitory effect. When comparing the anti-amyloid molecules’ effectiveness
against the mouse prion strains (Figure 13) in comparison to the anti-prion molecules, I
was able to see that two of the molecules inhibited prion replication at a concentration
as low as 1 µM. This contrasts with the lowest concentration found for the anti-prion
molecules, from which the most effectives worked at a minimum concentration of 10 µM.
The difference in the chemical structure of azure C in comparison to azure A and azure
B can be the reasoning behind the lower concentration of inhibition seen when tested
against HY.
Inhibition was seen with all four phenothiazines. When azure A and azure B were
used in mouse models against AD, it was shown to stimulate protein degradation (103).
Assuming these molecules are not selective towards amyloid-b and various inhibition
concentrations seen between these two molecules along with azure C for the six strains,
the inhibitions seen can be attributed to the success of each molecule to promote PrP
degradation. Due to the utilization of PMCA to evaluate these molecules, I am unable to
determine which form of the prion protein is targeted. Azure A, azure B, and thionin
acetate are used as a dye and their mechanism of binding is through intercalation (104).
Since thioflavin T follows a similar mode of action, I believe that these three molecules
could be behaving very similar to thioflavin T. Comparing the structures of these
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compounds to thioflavin T, they all have three cyclic structures. Further studies would be
required; however, these structures could aid in their intercalation into the misfolded
protein.
It is important to note that quinacrine is typically accepted as a good anti-prion
drug compared to its structural relatives (75, 100); however, for the hamster strains, I am
able to see a better performance for quinacrine mustard instead of the parental structure.
The difference in inhibition could be as a result of the presence of the two chloride
functional groups attached to the quinacrine mustard dihydrochloride. Because inhibition
with quinacrine mustard was only seen with hamster prion strains binding to cofactors
necessary for prion misfolding which are present in the hamster brain extract but not in
the mouse counterpart may assist in the species-specific inhibitory effect of this
molecule. Further in silico studies may assist in clarifying the relationship between small
molecule composition and their interaction with prions in a strain-specific manner.
It is important to mention that due to the great sensitivity and strength of the PMCA
technology (93), it is not surprising that some molecules worked at lower concentrations
compared to the ones described using other systems. In that sense, the novel anti-prion
activity of some molecules from the “anti-amyloid” group look promising for future studies.
Unfortunately, due to the constraint of the technique utilized, the molecules were only
tested for their ability to inhibit protein-protein interactions. This could also explain the
lack of inhibition seen for some of the previously described anti-prion molecules working
at nanomolar concentrations in cell-based systems (49). Despite six of all the molecules
showing no inhibition at the concentration tested, strain-specific inhibition can be seen
for five of the molecules in hamster prions and four of the molecules in mouse prion
strains. When comparing the molecules between both mice and hamsters, further strain
specific inhibition can be seen. Based on these results, my original hypothesis is
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supported and confirm the need for strain-specific treatment options. I believe that the
current PMCA format can easily be applied towards testing a library of compounds
showing to inhibit other amyloids, as well as larger libraries. The optimization of PMCA
for high throughput screening will provide for another route to find treatment options for
prions along with being utilized in the diagnostic process of prion disease. Another benefit
and application of the HT-PMCA technique is the ability to apply it towards the study of
proteins involved in other neurodegenerative diseases, such as, Alzheimer’s and
Parkinson’s.

51

Bibliography
1.

Prusiner, S. B. (1998) Prions. Proc. Natl. Acad. Sci. 95, 13363–13383

2.

Manson, J., West, J. D., Thomson, V., McBride, P., Kaufman, M. H., and Hope, J.
(1992) The prion protein gene: a role in mouse embryogenesis? Development

3.

Harris, D. A., Lele, P., and Snider, W. D. (2006) Localization of the mRNA for a
chicken prion protein by in situ hybridization. Proc. Natl. Acad. Sci.
10.1073/pnas.90.9.4309

4.

Stahl, N., Borchelt, D. R., Hsiao, K., and Prusiner, S. B. (1987) Scrapie prion
protein contains a phosphatidylinositol glycolipid. Cell. 10.1016/00928674(87)90150-4

5.

Westergard, L., Christensen, H. M., and Harris, D. A. (2007) The cellular prion
protein (PrPC): Its physiological function and role in disease. Biochim. Biophys.
Acta - Mol. Basis Dis. 10.1016/j.bbadis.2007.02.011

6.

Roucou, X., and LeBlanc, A. C. (2005) Cellular prion protein neuroprotective
function: Implications in prion diseases. J. Mol. Med. 10.1007/s00109-004-0605-5

7.

Zamponi, G. W., and Stys, P. K. (2010) Role of prions in neuroprotection and
neurodegeneration. Prion. 10.4161/pri.3.4.9549

8.

Steinert, J. R. (2015) Prion protein as a mediator of synaptic transmission.
Commun. Integr. Biol. 10.1080/19420889.2015.1063753

9.

Millhauser, G. L. (2006) Copper and the Prion Protein: Methods, Structures,
Function, and Disease. Annu. Rev. Phys. Chem.
10.1146/annurev.physchem.58.032806.104657

52

10.

Millhauser, G. L. (2004) Copper Binding in the Prion Protein. Acc. Chem. Res.
10.1021/ar0301678

11.

Hodak, M., Chisnell, R., Lu, W., and Bernholc, J. (2009) Functional implications
of multistage copper binding to the prion protein. Proc. Natl. Acad. Sci.
10.1073/pnas.0903807106

12.

Steele, A. D., Lindquist, S., and Aguzzi, A. (2007) The prion protein knockout
mouse: a phenotype under challenge. Prion. 10.4161/pri.1.2.4346

13.

Aguzzi, A., and Calella, A. M. (2009) Prions: protein aggregation and infectious
diseases. Physiol Rev. 89, 1105–1152

14.

Requena, J. R., and Wille, H. (2017) The Structure of the Infectious Prion Protein
and Its Propagation. in Progress in Molecular Biology and Translational Science,
10.1016/bs.pmbts.2017.06.009

15.

Caughey, B., and Chesebro, B. (1997) Prion protein and the transmissible
spongiform encephalopathies. Trends Cell Biol. 10.1016/S0962-8924(96)10054-4

16.

Johnson, R. T., and Gibbs, C. J. (2002) Creutzfeldt–Jakob Disease and Related
Transmissible Spongiform Encephalopathies. N. Engl. J. Med.
10.1056/nejm199812313392707

17.

Belay, E. D. (2002) Transmissible Spongiform Encephalopathies in Humans.
Annu. Rev. Microbiol. 10.1146/annurev.micro.53.1.283

18.

Imran, M., and Mahmood, S. (2011) An overview of human prion diseases. Virol.
J. 10.1186/1743-422X-8-559

19.

Gajdusek, D. C., and Zigas, V. (1959) Kuru; clinical, pathological and
epidemiological study of an acute progressive degenerative disease of the
53

central nervous system among natives of the Eastern Highlands of New Guinea.
Am. J. Med. 10.1016/0002-9343(59)90251-7
20.

Appleby, B. S., Lu, M., Bizzi, A., Phillips, M. D., Berri, S. M., Harbison, M. D., and
Schonberger, L. B. (2013) Iatrogenic Creutzfeldt-Jakob Disease from
Commercial Cadaveric Human Growth Hormone. Emerg. Infect. Dis.
10.3201/eid1904.121504

21.

Maddox, R. A., Belay, E. D., Curns, A. T., Zou, W. Q., Nowicki, S., Lembach, R.
G., Geschwind, M. D., Haman, A., Shinozaki, N., Nakamura, Y., Borer, M. J., and
Schonberger, L. B. (2008) Creutzfeldt-Jakob disease in recipients of corneal
transplants. Cornea. 10.1097/ICO.0b013e31816a628d

22.

Thomas, J. G., Chenoweth, C. E., and Sullivan, S. E. (2013) Iatrogenic
Creutzfeldt-Jakob disease via surgical instruments. J. Clin. Neurosci.
10.1016/j.jocn.2013.01.007

23.

Lee, J., Kim, S. Y., Hwang, K. J., Ju, Y. R., and Woo, H. J. (2013) Prion Diseases
as Transmissible Zoonotic Diseases. Osong Public Heal. Res. Perspect.
10.1016/j.phrp.2012.12.008

24.

Alpers, M. P. (2008) Review. The epidemiology of kuru: Monitoring the epidemic
from its peak to its end. in Philosophical Transactions of the Royal Society B:
Biological Sciences, 10.1098/rstb.2008.0071

25.

Brown, P., Brandel, J. P., Sato, T., Nakamura, Y., MacKenzie, J., Will, R. G.,
Ladogana, A., Pocchiari, M., Leschek, E. W., and Schonberger, L. B. (2012)
Iatrogenic creutzfeldt-Jakob disease, final assessment. Emerg. Infect. Dis.
10.3201/eid1806.120116

54

26.

Takeuchi, A., Kobayashi, A., Ironside, J. W., Mohri, S., and Kitamoto, T. (2013)
Characterization of variant creutzfeldt-jakob disease prions in prion proteinhumanized mice carrying distinct codon 129 genotypes. J. Biol. Chem.
10.1074/jbc.M113.470328

27.

Diack, A. B., Head, M. W., McCutcheon, S., Boyle, A., Knight, R., Ironside, J. W.,
Manson, J. C., and Will, R. G. (2014) Variant CJD: 18 years of research and
surveillance. Prion. 10.4161/pri.29237

28.

Baldwin, M. A., Cohen, F. E., and Prusiner, S. B. (1995) Prion protein isoforms, a
convergence of biological and structural investigations. J. Biol. Chem.
10.1074/jbc.270.33.19197

29.

Montagna, P., Gambetti, P., Cortelli, P., and Lugaresi, E. (2003) Familial and
sporadic fatal insomnia. Lancet Neurol. 10.1016/S1474-4422(03)00323-5

30.

Puoti, G., Bizzi, A., Forloni, G., Safar, J. G., Tagliavini, F., and Gambetti, P.
(2012) Sporadic human prion diseases: Molecular insights and diagnosis. Lancet
Neurol. 10.1016/S1474-4422(12)70063-7

31.

Cracco, L., Appleby, B. S., and Gambetti, P. (2018) Fatal familial insomnia and
sporadic fatal insomnia. in Handbook of Clinical Neurology, 10.1016/B978-0-44463945-5.00015-5

32.

Zou, W. Q., Puoti, G., Xiao, X., Yuan, J., Qing, L., Cali, I., Shimoji, M., Langeveld,
J. P. M., Castellani, R., Notari, S., Crain, B., Schmidt, R. E., Geschwind, M.,
DeArmond, S. J., Cairns, N. J., Dickson, D., Honig, L., Torres, J. M., Mastrianni,
J., Capellari, S., Giaccone, G., Belay, E. D., Schonberger, L. B., Cohen, M.,
Perry, G., Kong, Q., Parchi, P., Tagliavini, F., and Gambetti, P. (2010) Variably

55

protease-sensitive prionopathy: A new sporadic disease of the prion protein. Ann.
Neurol. 10.1002/ana.22094
33.

Collinge, J. (2002) Prion Diseases of Humans and Animals: Their Causes and
Molecular Basis. Annu. Rev. Neurosci. 10.1146/annurev.neuro.24.1.519

34.

Prusiner, S. B. (1982) Novel proteinaceous infectious particles cause scrapie.
Science (80-. ). 10.1126/science.6801762

35.

Baron, T., and Calavas, D. (2005) Bovine spongiform encephalopathy. Pathol.
Biol. 10.1016/j.patbio.2004.09.009

36.

Prusiner, S. B. (1997) Prion diseases and the BSE crisis. Science (80-. ).
10.1126/science.278.5336.245

37.

Gilch, S., Chitoor, N., Taguchi, Y., Stuart, M., Jewell, J. E., and Schätzl, H. M.
(2011) Chronic wasting disease. Top. Curr. Chem. 10.1007/128_2011_159

38.

Kahn, S., Dubé, C., Bates, L., and Balachandran, A. (2004) Chronic wasting
disease in Canada: Part 1. Can. Vet. J.

39.

Miller, M. W., Williams, E. S., McCarty, C. W., Spraker, T. R., Kreeger, T. J.,
Larsen, C. T., and Thorne, E. T. (2013) EPIZOOTIOLOGY OF CHRONIC
WASTING DISEASE IN FREE-RANGING CERVIDS IN COLORADO AND
WYOMING. J. Wildl. Dis. 10.7589/0090-3558-36.4.676

40.

Miller, M. W., Wild, M. A., and Williams, E. S. (2013) EPIDEMIOLOGY OF
CHRONIC WASTING DISEASE IN CAPTIVE ROCKY MOUNTAIN ELK. J. Wildl.
Dis. 10.7589/0090-3558-34.3.532

41.

Belay, E. D., Maddox, R. A., Williams, E. S., Miller, M. W., Gambetti, P., and
Schonberger, L. B. (2004) Chronic wasting disease and potential transmission to
56

humans. Emerg. Infect. Dis. 10.3201/eid1006.031082
42.

Nathanson, N., Wilesmith, J., and Griot, C. (1997) Bovine spongiform
encephalopathy (BSE): Causes and consequences of a common source
epidemic. Am. J. Epidemiol. 10.1093/oxfordjournals.aje.a009064

43.

Clift, K., Guthrie, K., Klee, E. W., Boczek, N., Cousin, M., Blackburn, P., and
Atwal, P. (2016) Familial Creutzfeldt-Jakob Disease: Case report and role of
genetic counseling in post mortem testing. Prion.
10.1080/19336896.2016.1254858

44.

Prusiner, S. B., Scott, M. R., DeArmond, S. J., and Cohen, F. E. (1998) Prion
protein biology. Cell. 10.1016/S0092-8674(00)81163-0

45.

Unterberger, U., Voigtländer, T., and Budka, H. (2005) Pathogenesis of prion
diseases. Acta Neuropathol. 10.1007/s00401-004-0953-9

46.

Sarasa, R., Martínez, A., Monleón, E., Bolea, R., Vargas, A., Badiola, J. J., and
Monzón, M. (2012) Involvement of astrocytes in transmissible spongiform
encephalopathies: A confocal microscopy study. Cell Tissue Res.
10.1007/s00441-012-1461-1

47.

Morales, R., Abid, K., and Soto, C. (2007) The prion strain phenomenon:
molecular basis and unprecedented features. Biochim Biophys Acta. 1772, 681–
691

48.

Aguzzi, A., Heikenwalder, M., and Polymenidou, M. (2007) Insights into prion
strains and neurotoxicity. Nat. Rev. Mol. Cell Biol. 10.1038/nrm2204

49.

Kocisko, D. a, Baron, G. S., Rubenstein, R., Chen, J., Kuizon, S., and Caughey,
B. (2003) New Inhibitors of Scrapie-Associated Prion Protein Formation in a
57

Library of 2 , 000 Drugs and Natural Products New Inhibitors of ScrapieAssociated Prion Protein Formation in a Library of 2 , 000 Drugs and Natural
Products. J. Virol. 77, 10288–94
50.

Aguzzi, A., Lakkaraju, A. K. K., and Frontzek, K. (2018) Toward Therapy of
Human Prion Diseases. Annu. Rev. Pharmacol. Toxicol. 58, annurev-pharmtox010617-052745

51.

Relaño-Ginés, A., Lehmann, S., Bencsik, A., Herva, M. E., Torres, J. M., and
Crozet, C. A. (2011) Stem cell therapy extends incubation and survival time in
prion-infected mice in a time window-dependant manner. J. Infect. Dis.
10.1093/infdis/jir484

52.

White, A. R., Enever, P., Tayebi, M., Mushens, R., Linehan, J., Brandner, S.,
Anstee, D., Collinge, J., and Hawke, S. (2003) Monoclonal antibodies inhibit prion
replication and delay the development of prion disease. Nature. 422, 80–83

53.

White, A. R., Enever, P., Tayebi, M., Mushens, R., Linehan, J., Brandner, S.,
Anstee, D., Collinge, J., and Hawke, S. (2003) Monoclonal antibodies inhibit prion
replication and delay the development of prion disease. Nature.
10.1038/nature01457

54.

Sethi, S., Lipford, G., Wagner, H., and Kretzschmar, H. (2002) Postexposure
prophylaxis against prion disease with a stimulator of innate immunity. Lancet.
10.1016/S0140-6736(02)09513-2

55.

Bade, S., and Frey, A. (2007) Potential of active and passive immunizations for
the prevention and therapy of transmissible spongiform encephalopathies. Expert
Rev. Vaccines. 10.1586/14760584.6.2.153

58

56.

Heppner, F. L., Musahl, C., Arrighi, I., Klein, M. A., Rülicke, T., Oesch, B.,
Zinkernagel, R. M., Kalinke, U., and Aguzzi, A. (2001) Prevention of scrapie
pathogenesis by transgenic expression of anti-prion protein antibodies. Science
(80-. ). 10.1126/science.1063093

57.

Aguzzi, A., and Sigurdson, C. J. (2004) Antiprion immunotherapy: To suppress or
to stimulate? Nat. Rev. Immunol. 4, 725–736

58.

Berry, D., Giles, K., Oehler, A., Bhardwaj, S., Dearmond, S. J., and Prusiner, S.
B. (2015) Use of a 2-aminothiazole to Treat Chronic Wasting Disease in
Transgenic Mice. in Journal of Infectious Diseases, 10.1093/infdis/jiu656

59.

Castilla, J., Saá, P., Hetz, C., and Soto, C. (2005) In vitro generation of infectious
scrapie prions. Cell. 121, 195–206

60.

Chen, B., Soto, C., and Morales, R. (2014) Peripherally administrated prions
reach the brain at sub-infectious quantities in experimental hamsters. FEBS Lett.
588, 795–800

61.

Castilla, J., Gonzalez-Romero, D., Saá, P., Morales, R., De Castro, J., and Soto,
C. (2008) Crossing the species barrier by PrP(Sc) replication in vitro generates
unique infectious prions. Cell. 134, 757–768

62.

Morales, R., Buytaert-Hoefen, K. A., Gonzalez-Romero, D., Castilla, J., Hansen,
E. T., Hlavinka, D., Goodrich, R. P., and Soto, C. (2008) Reduction of prion
infectivity in packed red blood cells. Biochem Biophys Res Commun. 377, 373–
378

63.

Moda, F., Gambetti, P., Notari, S., Concha-Marambio, L., Catania, M., Park, K.W., Maderna, E., Suardi, S., Haïk, S., Brandel, J.-P., Ironside, J., Knight, R.,
59

Tagliavini, F., and Soto, C. (2014) Prions in the urine of patients with variant
Creutzfeldt-Jakob disease. N Engl J Med. 371, 530–539
64.

Kramm, C., Pritzkow, S., Lyon, A., Nichols, T., Morales, R., and Soto, C.
Detection of Prions in Blood of Cervids at the Asymptomatic Stage of Chronic
Wasting Disease. 1, 1–2

65.

Concha-Marambio, L., Pritzkow, S., Moda, F., Tagliavini, F., Ironside, J. W.,
Schulz, P. E., and Soto, C. (2016) Detection of prions in blood from patients with
variant Creutzfeldt-Jakob disease. Sci. Transl. Med. 8, 370ra183

66.

Legname, G., Nguyen, H.-O. B., Baskakov, I. V., Cohen, F. E., DeArmond, S. J.,
and Prusiner, S. B. (2005) Strain-specified characteristics of mouse synthetic
prions. Proc. Natl. Acad. Sci. 10.1073/pnas.0409079102

67.

Barlow, R. M. (1961) ENCEPHALOPATHY IN MICE PRODUCED BY
INOCULATION WITH SCRAPIE BRAIN MATERIAL. Lancet. 10.1016/S01406736(61)92671-X

68.

Solforosi, L., Milani, M., Mancini, N., Clementi, M., and Burioni, R. (2013) A
closer look at prion strains: Characterization and important implications. Prion.
10.4161/pri.23490

69.

Dickinson, A. G., and Meikle, V. M. H. (1969) A comparison of some biological
characteristics of the mouse-passaged scrapie agents, 22A and ME7. Genet.
Res. 10.1017/S0016672300002895

70.

Dickinson, A. G., Meikle, V. M. H., and Fraser, H. (1969) Genetical control of the
concentration of ME7 scrapie agent in the brain of mice. J. Comp. Pathol.
10.1016/0021-9975(69)90021-8
60

71.

ZLOTNIK, I., and RENNIE, J. C. (1965) EXPERIMENTAL TRANSMISSION OF
MOUSE PASSAGED SCRAPIE TO GOATS, SHEEP,. J. Comp. Pathol.
10.1016/0021-9975(65)90005-8

72.

Bessen, R. A., and Marsh, R. F. (1992) Identification of two biologically distinct
strains of transmissible mink encephalopathy in hamsters. J. Gen. Virol.
10.1099/0022-1317-73-2-329

73.

Makarava, N., Kovacs, G. G., Bocharova, O., Savtchenko, R., Alexeeva, I.,
Budka, H., Rohwer, R. G., and Baskakov, I. V. (2010) Recombinant prion protein
induces a new transmissible prion disease in wild-type animals. Acta
Neuropathol. 10.1007/s00401-009-0633-x

74.

Kimberlin, R. H., and Walker, C. A. (1986) Pathogenesis of scrapie (strain 263k)
in hamsters infected intracerebrally, intraperitoneally or intraocularly. J. Gen.
Virol. 10.1099/0022-1317-67-2-255

75.

Tsuboi, Y., Fujiki, F., Yamauchi, A., Doh-ura, K., Kataoka, Y., and Yamada, T.
(2006) Treatment with Anti-malaria Agents, Quinacrine and Quinine, for
Creutzfeldt - Jakob disease patients. in Prions, 10.1007/4-431-29402-3_60

76.

Taniguchi, S., Suzuki, N., Masuda, M., Hisanaga, S. I., Iwatsubo, T., Goedert, M.,
and Hasegawa, M. (2005) Inhibition of heparin-induced tau filament formation by
phenothiazines, polyphenols, and porphyrins. J. Biol. Chem. 280, 7614–7623

77.

Rodrigo Morales, Ping Ping Hu, Claudia Duran-Aniotz, Fabio Moda, Rodrigo
Diaz- Espinoza, Baian Chen, Javiera Bravo-Alegria, Natallia Makarava, I. V. B. &
C. S. (2016) Strain-dependent profile of misfolded prion protein aggregates. Sci.
Rep. 6, 1–11

61

78.

Hu, P. P., Morales, R., Duran-Aniotz, C., Moreno-Gonzalez, I., Khan, U., and
Soto, C. (2016) Role of prion replication in the strain-dependent brain regional
distribution of prions. J. Biol. Chem. 291, 12880–12887

79.

Morales, R., Duran-Aniotz, C., Diaz-Espinoza, R., Camacho, M. V, and Soto, C.
(2012) Protein misfolding cyclic amplification of infectious prions. Nat. Protoc. 7,
1397–1409

80.

Moudjou, M., Sibille, P., and Fichet, G. (2014) Highly Infectious Prions Generated
by a Single Round of Microplate-. MBio. 5, 1–10

81.

Pifat, D. Y., Cai, K., Hartwell, R. C., Kislan, M. M., Stenland, C. J., Petteway, S.
R., Miller, J. L. C., and Nelson, M. S. (2005) An improved Western blot assay to
assess the clearance of prion protein from plasma-derived therapeutic proteins.
J. Virol. Methods. 125, 187–193

82.

Castle, A. R., Daude, N., Gilch, S., and Westaway, D. (2018) Application of highthroughput, capillary-based Western analysis to modulated cleavage of the
cellular prion protein. J. Biol. Chem. 294, jbc.RA118.006367

83.

Lezmi, S., Martin, S., Simon, S., Comoy, E., Bencsik, A., Deslys, J.-P., Grassi, J.,
Jeffrey, M., and Baron, T. (2004) Comparative Molecular Analysis of the
Abnormal Prion Protein in Field Scrapie Cases and Experimental Bovine
Spongiform Encephalopathy in Sheep by Use of Western Blotting and
Immunohistochemical Methods. J. Virol. 78, 3654 LP – 3662

84.

Yen, C.-F., and Sivasankar, S. (2015) Single Molecule Characterization of the
Role of Divalent Ions in Prion Protein Aggregation. Biophys. J. 106, 388a

85.

Hornshaw, M. P., McDermott, J. R., Candy, J. M., and Lakey, J. H. (1995)
62

Copper Binding to the N-Terminal Tandem Repeat Region of Mammalian and
Avian Prion Protein: Structural Studies Using Synthetic Peptides.
10.1006/bbrc.1995.2384
86.

Pritzkow, S., Morales, R., Lyon, A., Concha-Marambio, L., Urayama, A., and
Soto, C. (2018) Efficient prion disease transmission through common
environmental materials. J. Biol. Chem. 293, 3363–3373

87.

Salvadores, N., Shahnawaz, M., Scarpini, E., Tagliavini, F., and Soto, C. (2014)
Detection of Misfolded Abeta Oligomers for Sensitive Biochemical Diagnosis of
Alzheimer’s Disease. Cell Rep.

88.

Shahnawaz, M., Tokuda, T., Waragai, M., Mendez, N., Ishii, R., Trenkwalder, C.,
Mollenhauer, B., and Soto, C. (2016) Development of a Biochemical Diagnosis of
Parkinson Disease by Detection of α-Synuclein Misfolded Aggregates in
Cerebrospinal Fluid. JAMA Neurol. 77030, 1–10

89.

Szymański, P., Markowicz, M., and Mikiciuk-Olasik, E. (2012) Adaptation of highthroughput screening in drug discovery-toxicological screening tests. Int. J. Mol.
Sci. 10.3390/ijms13010427

90.

Fernandez-Borges, N., and Castilla, J. (2012) PMCA. A Decade of In Vitro Prion
Replication. Curr. Chem. Biol. 10.2174/2212796811004030200

91.

Pritzkow, S., Wagenführ, K., Daus, M. L., Boerner, S., Lemmer, K., Thomzig, A.,
Mielke, M., and Beekes, M. (2011) Quantitative detection and biological
propagation of scrapie seeding activity in vitro facilitate use of prions as model
pathogens for disinfection. PLoS One. 10.1371/journal.pone.0020384

92.

Gonzalez-Montalban, N., Makarava, N., Ostapchenko, V. G., Savtchenk, R.,
63

Alexeeva, I., Rohwer, R. G., and Baskakov, I. V. (2011) Highly efficient protein
misfolding cyclic amplification. PLoS Pathog. 10.1371/journal.ppat.1001277
93.

Saá, P., Castilla, J., and Soto, C. (2006) Ultra-efficient replication of infectious
prions by automated protein misfolding cyclic amplification. J. Biol. Chem.
10.1074/jbc.M603964200

94.

Xue, C., Lin, T. Y., Chang, D., and Guo, Z. (2017) Thioflavin T as an amyloid dye:
Fibril quantification, optimal concentration and effect on aggregation. R. Soc.
Open Sci. 10.1098/rsos.160696

95.

Groenning, M. (2010) Binding mode of Thioflavin T and other molecular probes in
the context of amyloid fibrils-current status. J. Chem. Biol. 10.1007/s12154-0090027-5

96.

Girych, M., Gorbenko, G., Maliyov, I., Trusova, V., Mizuguchi, C., Saito, H., and
Kinnunen, P. (2016) Combined thioflavin T-Congo red fluorescence assay for
amyloid fibril detection. Methods Appl. Fluoresc. 10.1088/2050-6120/4/3/034010

97.

Biancalana, M., and Koide, S. (2010) Molecular mechanism of Thioflavin-T
binding to amyloid fibrils. Biochim. Biophys. Acta - Proteins Proteomics.
10.1016/j.bbapap.2010.04.001

98.

Nevin, R. L., and Croft, A. M. (2016) Psychiatric effects of malaria and antimalarial drugs: Historical and modern perspectives. Malar. J. 10.1186/s12936016-1391-6

99.

Bian, J., Kang, H.-E., and Telling, G. C. (2014) Quinacrine promotes replication
and conformational mutation of chronic wasting disease prions. Proc. Natl. Acad.
Sci. 10.1073/pnas.1322377111
64

100. Barret, A., Tagliavini, F., Forloni, G., Bate, C., Salmona, M., Colombo, L., De
Luigi, A., Limido, L., Suardi, S., Rossi, G., Auvre, F., Adjou, K. T., Sales, N.,
Williams, A., Lasmezas, C., and Deslys, J. P. (2003) Evaluation of Quinacrine
Treatment for Prion Diseases. J. Virol. 10.1128/jvi.77.15.8462-8469.2003
101. Nakajima, M., Yamada, T., Kusuhara, T., Furukawa, H., Takahashi, M.,
Yamauchi, A., and Kataoka, Y. (2004) Results of quinacrine administration to
patients with Creutzfeldt-Jakob disease. Dement. Geriatr. Cogn. Disord.
10.1159/000076350
102. Bulic, B., Pickhardt, M., Khlistunova, I., Biernat, J., Mandelkow, E. M.,
Mandelkow, E., and Waldmann, H. (2007) Rhodanine-based tau aggregation
inhibitors in cell models of tauopathy. Angew. Chemie - Int. Ed.
10.1002/anie.200704051
103. Pakavathkumar, P., Sharma, G., Kaushal, V., Foveau, B., and LeBlanc, A. C.
(2015) Methylene Blue Inhibits Caspases by Oxidation of the Catalytic Cysteine.
Sci. Rep. 10.1038/srep13730
104. Krebs, M. R. H., Bromley, E. H. C., and Donald, A. M. (2005) The binding of
thioflavin-T to amyloid fibrils: Localisation and implications. J. Struct. Biol.
10.1016/j.jsb.2004.08.002

65

VITA
Katherine Do was born in Irvine, California, the daughter of Chau Ngoc Do and Hoanglan
Thi Pham. After completing her work at Mansfield Frontier High School, Mansfield, Texas
in 2013, she entered Hardin-Simmons University in Abilene, Texas. She received the
degree of Bachelor of Science with a major in Biochemistry and Molecular Biology in
May 2017. In August of 2017, she entered The University of Texas MD Anderson Cancer
Center UTHealth Graduate School of Biomedical Sciences.

Permanent Address:
5447 Lavaca Road
Grand Prairie, TX 75052

66

