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 Second largest crop

 > $19.3 billion 
http://www.saskcanola.com/industry/canolaquickfacts.php

Importance of canola

Blackleg of canola caused by Leptosphaeria 
maculans (Lm) 
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In western Canada, L. maculans was first reported in 
1975, and increased rapidly in the 1980s



Plant Resistance

1. Qualitative resistance

2. Quantitative resistance  

L. maculans displays high evolutionary potential to 
adopt to a novel resistance gene, as, illustrated by 
breakdown of Rlm1 in France and LepR3 in Australia

Frequency of AvrLm in pathogen populations have 
been studied in Europe, Australia and Canada



In Canada Kutcher et al. in 2007/2008 found that 
AvrLm3 was ~30% in isolate collected (1997-2005)

Recently, a study revealed that AvrLm3 was below 
10% or even absent in isolates Collected (2012/2013) 



 (Zhang et al. 2015) Rlm3 is the most common

 Low frequency of AvrLm3 indicate that Rlm3 has 
Broken down

 >50% of the CCC carry 
quantitative resistance 
(Zhang et al. 2015)

Questions:

 Why blackleg damage is not wide spread (all-over)

 Is there any additional factors, playing a role?

 How does non-race specific resistance work?



Objectives:

1.To characterize blackleg resistance in commercial 
canola cultivars (CCC) carrying no corresponding 
R genes, in comparison to “Westar” against a 
virulent isolate of Lm

2. Investigate the mechanism of blackleg resistance 
based on phenotypic assessment of disease 
severity 



 Three CCC were selected and 
raised in GC along with Westar

 Two types of inoculation used to 
simulate the distance from point 
of inoculation to stem

 Inoculated on 14 day plantation 
and Kept in dew chamber for 24 
h 

 At 7 dpi plants transplanted 5’ 
pots and kept in greenhouse

 plants were rated at 5.3 stage
Using (0-5) scale, DSI measured 

 Each trial repeated three times



CCCs showed lower disease severity index (DSI) 
and higher plant survival at  plant maturity when 

compared to Westar (S)

Indicating slower blackleg disease development 
in CCC stems, compared to that in Westar
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				Petiole Inoculation

				Cultivar		Rating

						0		1		2		3		4		5				DSI		Avergae(DSI)		Survived		Avergae(Survival)

				Westar		0		0		0		0		0		14		14		100		100		0		0

				74-44BL		4		4		4		2		0		2		16		31		40		14		19

				CPS1		1		1		1		1		1		9		14		74		85		5		6

				CPS3		2		1		1		1		0		12		17		77		88		5		4

				Westar		1		0		0		0		0		26		26		100				1

				74-44BL		9		0		6		5		5		5		30		64				25

				CPS1		2		0		0		0		1		26		29		94				3

				CPS3		0		2		0		0		0		28		30		95				2

				Westar		0		0		0		0		0		26		26		100				0

				74-44BL		4		12		1		1		0		2		20		27				18

				CPS1		0		4		3		3		0		20		30		86				10

				CPS3		1		0		2		0		3		18		24		91				6

				Cotyledon Inoculation

				Cultivar		Rating

						0		1		2		3		4		5		Total		DSI

				Westar		0		0		0		0		1		14		15		97		84		4		7

				74-44BL		2		2		4		2		2		3		15		44		28		14		14

				CPS1		0		1		0		4		0		10		15		80		69		5		7

				CPS3		0		2		1		2		1		9		15		74		67		7		7

				Westar		3		0		1		0		0		11		14		81				7

				74-44BL		0		9		2		2		0		0		13		19				13

				CPS1		0		3		2		2		1		7		15		64				8

				CPS3		1				1		1		4		7		15		68				7

				Westar		0		4		1		0		0		10		15		73				9

				74-44BL		8		2		3		0		0		2		15		21				14

				CPS1		1		1		3		2		1		7		15		64				8

				CPS3		1		2		3		2				7		15		61				8
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				Cultivar		DSI		Survival

				Control		100		0

				CCC1		40		19

				CCC2		85		6

				CCC3		88		4

				Cotyledon Inoculation

				Cultivar		DSI		Survival

				Control		84		7

				CCC1		28		14

				CCC2		69		7

				CCC3		67		7

				Actual		Coded

				Westar		Control

				74-44BL		CCC1

				CPS1		CCC2

				CPS3		CCC3
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				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		100		0

				74-44BL		40		19

				CPS1		85		6

				CPS3		88		4

				Anova: Single Factor

				SUMMARY

				Groups		Count		Sum		Average		Variance

				100		2		124.9247400109		62.4623700055		974.4771372084

				0.3333333333		2		25		12.5		84.5

				ANOVA

				Source of Variation		SS		df		MS		F		P-value		F crit

				Between Groups		2496.2384165638		1		2496.2384165638		4.7144330673		0.1620655177		18.5128205128

				Within Groups		1058.9771372084		2		529.4885686042

				Total		3555.2155537723		3





PETIOLE

		

				Cultv		Inocu		DSI

				Control		Cotyl		100

				Control		Petiole		84

				CCC1		Cotyl		40

				CCC1		Petiole		28

				CCC2		Cotyl		85

				CCC2		Petiole		69

				CCC3		Cotyl		88

				CCC3		Petiole		67





COTYLEDON

				PETIOLE INOCULATION

				First Run																								Total		Westar		74-44BL		CPS1		CPS3

				Cultivar		Rating												Total		Surv		Died%		Surv%						14		16		14		17

						0		1		2		3		4		5														27		30		29		30

				Westar		0		0		0		0		0		14		14		0		100		0						26		20		30		24

				74-44BL		4		4		4		2		0		2		16		14		13		88				Average		22.3		22.0		24.3		23.7

				CPS1		1		1		1		1		1		9		14		5		64		36

				CPS3		2		1		1		1		0		12		17		5		71		29				Died		Westar		74-44BL		CPS1		CPS3

																														100		13		64		71

				DSI																										96		17		90		93

				Cultivar		Rating																		DSI						100		10		67		75

						0		1		2		3		4		5												Average		98.8		13.1		73.5		79.6

				Westar		0.0		0.0		0.0		0.0		0.0		70.0		70.0				70.0		100

				74-44BL		0.0		4.0		8.0		6.0		0.0		10.0		28.0				80.0		35				Survived		0		88		36		29

				CPS1		0.0		1.0		2.0		3.0		4.0		45.0		55.0				70.0		79						4		83		10		7

				CPS3		0.0		1.0		2.0		3.0		0.0		60.0		66.0				85.0		78						0		90		33		25

																												Average		1.2		86.9		26.5		20.4

				Second Run

				Cultivar		Rating																						DSI		100		35		79		78

						0		1		2		3		4		5														96		48		92		95

				Westar		1		0		0		0		0		26		27		1		96		4						100		27		79		88

				74-44BL		9		0		6		5		5		5		30		25		17		83				Average		98.8		36.7		83.4		86.9

				CPS1		2		0		0		0		1		26		29		3		90		10

				CPS3		0		2		0		0		0		28		30		2		93		7						Westar		CCC1		CCC2		CCC3

																												DSI		98.8		36.7		83.4		86.9

				DSI																								Died		98.8		13.1		73.5		79.6

				Cultivar		Rating																		DSI				Survived		1.2		86.9		26.5		20.4

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		0.0		130.0		130.0				135		96

				74-44BL		0.0		0.0		12.0		15.0		20.0		25.0		72.0				150		48

				CPS1		0.0		0.0		0.0		0.0		4.0		130.0		134.0				145		92

				CPS3		0.0		2.0		0.0		0.0		0.0		140.0		142.0				150		95

				Third Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		0		0		0		0		26		26		0		100		0

				74-44BL		4		12		1		1		0		2		20		18		10		90

				CPS1		0		4		3		3		0		20		30		10		67		33

				CPS3		1		0		2		0		3		18		24		6		75		25

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.00		0.00		0.00		0.00		0.00		130.00		130.0				130		100

				74-44BL		0.00		12.00		2.00		3.00		0.00		10.00		27.0				100		27

				CPS1		0.00		4.00		6.00		9.00		0.00		100.00		119.0				150		79

				CPS3		0.00		0.00		4.00		0.00		12.00		90.00		106.0				120		88

								Westar		CCC1		CCC2		CCC3

				Survived		Ist		1		14		5		5

						2nd		0		25		3		2

						3rd		1		18		10		6

				STDEV				0.6		5.6		3.6		2.1

				Average				0.7		19.0		6.0		4.3

				DSI		Ist		100		38		69		88

						2nd		96		48		92		95

						3rd		85		42		68		88

				STDEV				7.8		5.0		13.6		4.0

				Average				93.7		42.7		76.3		90.3

				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		93.7		0.7

				CCC1		42.7		19.0

				CCC2		76.3		6.0

				CCC3		90.3		4.3

																														7.983779853





COTYLEDON

						7.7674534652		7.7674534652		0.5773502692		0.5773502692

						5.0332229568		5.0332229568		5.5677643628		5.5677643628

						13.5769412363		13.5769412363		3.6055512755		3.6055512755

						4.0414518843		4.0414518843		2.0816659995		2.0816659995
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				First Run

				Cultivar		Rating												Total		Surv		Died%		Surv%

						0		1		2		3		4		5

				Westar		0		0		0		0		1		14		15		1		93		7

				74-44BL		2		2		4		2		2		3		15		12		20		80

				CPS1		0		1		0		4		0		10		15		5		67		33

				CPS3		0		2		1		2		1		9		15		6		60		40

				DSI																				DSI

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		4.0		70.0		74.0				75.0		99

				74-44BL		0.0		2.0		8.0		6.0		8.0		15.0		39.0				75.0		52

				CPS1		0.0		1.0		0.0		12.0		0.0		50.0		63.0				75.0		84

				CPS3		0.0		2.0		2.0		6.0		4.0		45.0		59.0				75.0		79

				Second Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		3		0		1		0		0		11		15		4		73		27

				74-44BL		0		9		2		2		0		0		13		13		0		100

				CPS1		0		3		2		2		1		7		15		8		47		53

				CPS3		1		0		1		1		4		7		14		7		50		50

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		0.0		2.0		0.0		0.0		55.0		57.0				75		76

				74-44BL		0.0		9.0		4.0		6.0		0.0		0.0		19.0				65		29

				CPS1		0.0		3.0		4.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		0.0		2.0		3.0		16.0		35.0		56.0				70		80

				Thirs Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		4		1		0		0		10		15		5		67		33

				74-44BL		8		2		3		0		0		2		15		13		13		87

				CPS1		1		1		3		2		1		7		15		8		47		53

				CPS3		1		2		3		2		0		7		15		8		47		53

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		4.0		2.0		0.0		0.0		50.0		56.0				75		75

				74-44BL		0.0		2.0		6.0		0.0		0.0		10.0		18.0				75		24

				CPS1		0.0		1.0		6.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		2.0		6.0		6.0		0.0		35.0		49.0				75		65

						Westar		CCC1		CCC2		CCC3

				DSI		83.1		35.1		74.2		74.7

				Died		77.8		11.1		53.3		52.2

				Survived		22.2		88.9		46.7		47.8
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		March_7_2016

		Cultv		Inocu		DSI		Surv

		Westar		Petiole		98.8		1.2

		CCC1		Petiole		36.7		86.9

		CCC2		Petiole		83.4		26.5

		CCC3		Petiole		86.9		20.4

		Westar		Cotyled		83.1		22.2

		CCC1		Cotyled		35.1		88.9

		CCC2		Cotyled		74.2		46.7

		CCC3		Cotyled		74.7		47.8







Lower DSI and higher plant survival at maturity 
were also observed with CCCs 
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				Petiole Inoculation

				Cultivar		Rating

						0		1		2		3		4		5				DSI		Avergae(DSI)		Survived		Avergae(Survival)

				Westar		0		0		0		0		0		14		14		100		100		0		0

				74-44BL		4		4		4		2		0		2		16		31		40		14		19

				CPS1		1		1		1		1		1		9		14		74		85		5		6

				CPS3		2		1		1		1		0		12		17		77		88		5		4

				Westar		1		0		0		0		0		26		26		100				1

				74-44BL		9		0		6		5		5		5		30		64				25

				CPS1		2		0		0		0		1		26		29		94				3

				CPS3		0		2		0		0		0		28		30		95				2

				Westar		0		0		0		0		0		26		26		100				0

				74-44BL		4		12		1		1		0		2		20		27				18

				CPS1		0		4		3		3		0		20		30		86				10

				CPS3		1		0		2		0		3		18		24		91				6

				Cotyledon Inoculation

				Cultivar		Rating

						0		1		2		3		4		5		Total		DSI

				Westar		0		0		0		0		1		14		15		97		84		4		7

				74-44BL		2		2		4		2		2		3		15		44		28		14		14

				CPS1		0		1		0		4		0		10		15		80		69		5		7

				CPS3		0		2		1		2		1		9		15		74		67		7		7

				Westar		3		0		1		0		0		11		14		81				7

				74-44BL		0		9		2		2		0		0		13		19				13

				CPS1		0		3		2		2		1		7		15		64				8

				CPS3		1				1		1		4		7		15		68				7

				Westar		0		4		1		0		0		10		15		73				9

				74-44BL		8		2		3		0		0		2		15		21				14

				CPS1		1		1		3		2		1		7		15		64				8

				CPS3		1		2		3		2				7		15		61				8
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Sheet3

		

				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		100		0

				74-44BL		40		19

				CPS1		85		6

				CPS3		88		4

				Anova: Single Factor

				SUMMARY

				Groups		Count		Sum		Average		Variance

				100		2		124.9247400109		62.4623700055		974.4771372084

				0.3333333333		2		25		12.5		84.5

				ANOVA

				Source of Variation		SS		df		MS		F		P-value		F crit

				Between Groups		2496.2384165638		1		2496.2384165638		4.7144330673		0.1620655177		18.5128205128

				Within Groups		1058.9771372084		2		529.4885686042

				Total		3555.2155537723		3





PETIOLE

		

				Cultv		Inocu		DSI

				Control		Cotyl		100

				Control		Petiole		84

				CCC1		Cotyl		40

				CCC1		Petiole		28

				CCC2		Cotyl		85

				CCC2		Petiole		69

				CCC3		Cotyl		88

				CCC3		Petiole		67





COTYLEDON

				PETIOLE INOCULATION

				First Run																								Total		Westar		74-44BL		CPS1		CPS3

				Cultivar		Rating												Total		Surv		Died%		Surv%						14		16		14		17

						0		1		2		3		4		5														27		30		29		30

				Westar		0		0		0		0		0		14		14		0		100		0						26		20		30		24

				74-44BL		4		4		4		2		0		2		16		14		13		88				Average		22.3		22.0		24.3		23.7

				CPS1		1		1		1		1		1		9		14		5		64		36

				CPS3		2		1		1		1		0		12		17		5		71		29				Died		Westar		74-44BL		CPS1		CPS3

																														100		13		64		71

				DSI																										96		17		90		93

				Cultivar		Rating																		DSI						100		10		67		75

						0		1		2		3		4		5												Average		98.8		13.1		73.5		79.6

				Westar		0.0		0.0		0.0		0.0		0.0		70.0		70.0				70.0		100

				74-44BL		0.0		4.0		8.0		6.0		0.0		10.0		28.0				80.0		35				Survived		0		88		36		29

				CPS1		0.0		1.0		2.0		3.0		4.0		45.0		55.0				70.0		79						4		83		10		7

				CPS3		0.0		1.0		2.0		3.0		0.0		60.0		66.0				85.0		78						0		90		33		25

																												Average		1.2		86.9		26.5		20.4

				Second Run

				Cultivar		Rating																						DSI		100		35		79		78

						0		1		2		3		4		5														96		48		92		95

				Westar		1		0		0		0		0		26		27		1		96		4						100		27		79		88

				74-44BL		9		0		6		5		5		5		30		25		17		83				Average		98.8		36.7		83.4		86.9

				CPS1		2		0		0		0		1		26		29		3		90		10

				CPS3		0		2		0		0		0		28		30		2		93		7						Westar		CCC1		CCC2		CCC3

																												DSI		98.8		36.7		83.4		86.9

				DSI																								Died		98.8		13.1		73.5		79.6

				Cultivar		Rating																		DSI				Survived		1.2		86.9		26.5		20.4

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		0.0		130.0		130.0				135		96

				74-44BL		0.0		0.0		12.0		15.0		20.0		25.0		72.0				150		48

				CPS1		0.0		0.0		0.0		0.0		4.0		130.0		134.0				145		92

				CPS3		0.0		2.0		0.0		0.0		0.0		140.0		142.0				150		95

				Third Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		0		0		0		0		26		26		0		100		0

				74-44BL		4		12		1		1		0		2		20		18		10		90

				CPS1		0		4		3		3		0		20		30		10		67		33

				CPS3		1		0		2		0		3		18		24		6		75		25

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.00		0.00		0.00		0.00		0.00		130.00		130.0				130		100

				74-44BL		0.00		12.00		2.00		3.00		0.00		10.00		27.0				100		27

				CPS1		0.00		4.00		6.00		9.00		0.00		100.00		119.0				150		79

				CPS3		0.00		0.00		4.00		0.00		12.00		90.00		106.0				120		88

								Westar		CCC1		CCC2		CCC3

				Survived		Ist		1		14		5		5

						2nd		0		25		3		2

						3rd		1		18		10		6

				STDEV				0.6		5.6		3.6		2.1

				Average				0.7		19.0		6.0		4.3

				DSI		Ist		100		38		69		88

						2nd		96		48		92		95

						3rd		85		42		68		88

				STDEV				7.8		5.0		13.6		4.0

				Average				93.7		42.7		76.3		90.3

				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		93.7		0.7

				CCC1		42.7		19.0

				CCC2		76.3		6.0

				CCC3		90.3		4.3

																														7.983779853





COTYLEDON

						7.7674534652		7.7674534652		0.5773502692		0.5773502692

						5.0332229568		5.0332229568		5.5677643628		5.5677643628

						13.5769412363		13.5769412363		3.6055512755		3.6055512755

						4.0414518843		4.0414518843		2.0816659995		2.0816659995
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				First Run

				Cultivar		Rating												Total		Surv		Died%		Surv%

						0		1		2		3		4		5

				Westar		0		0		0		0		1		14		15		1		93		7

				74-44BL		2		2		4		2		2		3		15		12		20		80

				CPS1		0		1		0		4		0		10		15		5		67		33

				CPS3		0		2		1		2		1		9		15		6		60		40

				DSI																				DSI

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		4.0		70.0		74.0				75.0		99

				74-44BL		0.0		2.0		8.0		6.0		8.0		15.0		39.0				75.0		52

				CPS1		0.0		1.0		0.0		12.0		0.0		50.0		63.0				75.0		84

				CPS3		0.0		2.0		2.0		6.0		4.0		45.0		59.0				75.0		79

				Second Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		3		0		1		0		0		11		15		4		73		27

				74-44BL		0		9		2		2		0		0		13		13		0		100

				CPS1		0		3		2		2		1		7		15		8		47		53

				CPS3		1		0		1		1		4		7		14		7		50		50

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		0.0		2.0		0.0		0.0		55.0		57.0				75		76

				74-44BL		0.0		9.0		4.0		6.0		0.0		0.0		19.0				65		29

				CPS1		0.0		3.0		4.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		0.0		2.0		3.0		16.0		35.0		56.0				70		80

				Thirs Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		4		1		0		0		10		15		5		67		33

				74-44BL		8		2		3		0		0		2		15		13		13		87

				CPS1		1		1		3		2		1		7		15		8		47		53

				CPS3		1		2		3		2		0		7		15		8		47		53

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		4.0		2.0		0.0		0.0		50.0		56.0				75		75

				74-44BL		0.0		2.0		6.0		0.0		0.0		10.0		18.0				75		24

				CPS1		0.0		1.0		6.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		2.0		6.0		6.0		0.0		35.0		49.0				75		65

						Westar		CCC1		CCC2		CCC3

				DSI		83.1		35.1		74.2		74.7

				Died		77.8		11.1		53.3		52.2

				Survived		22.2		88.9		46.7		47.8
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		March_7_2016

		Cultv		Inocu		DSI		Surv

		Westar		Petiole		98.8		1.2

		CCC1		Petiole		36.7		86.9

		CCC2		Petiole		83.4		26.5

		CCC3		Petiole		86.9		20.4

		Westar		Cotyled		83.1		22.2

		CCC1		Cotyled		35.1		88.9

		CCC2		Cotyled		74.2		46.7

		CCC3		Cotyled		74.7		47.8
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		cultivar		14dpi		21dpi		28dpi		35dpi		42dpi		49dpi		56dpi

		Westar		0		2		7		9		31		49		62

		CCC1		0		0		0		0		0		2		7

		CCC2		2		2		2		2		16		44		56
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Sheet15

		

				Petiole Inoculation

				Cultivar		Rating

						0		1		2		3		4		5				DSI		Avergae(DSI)		Survived		Avergae(Survival)

				Westar		0		0		0		0		0		14		14		100		100		0		0

				74-44BL		4		4		4		2		0		2		16		31		40		14		19

				CPS1		1		1		1		1		1		9		14		74		85		5		6

				CPS3		2		1		1		1		0		12		17		77		88		5		4

				Westar		1		0		0		0		0		26		26		100				1

				74-44BL		9		0		6		5		5		5		30		64				25

				CPS1		2		0		0		0		1		26		29		94				3

				CPS3		0		2		0		0		0		28		30		95				2

				Westar		0		0		0		0		0		26		26		100				0

				74-44BL		4		12		1		1		0		2		20		27				18

				CPS1		0		4		3		3		0		20		30		86				10

				CPS3		1		0		2		0		3		18		24		91				6

				Cotyledon Inoculation

				Cultivar		Rating

						0		1		2		3		4		5		Total		DSI

				Westar		0		0		0		0		1		14		15		97		84		4		7

				74-44BL		2		2		4		2		2		3		15		44		28		14		14

				CPS1		0		1		0		4		0		10		15		80		69		5		7

				CPS3		0		2		1		2		1		9		15		74		67		7		7

				Westar		3		0		1		0		0		11		14		81				7

				74-44BL		0		9		2		2		0		0		13		19				13

				CPS1		0		3		2		2		1		7		15		64				8

				CPS3		1				1		1		4		7		15		68				7

				Westar		0		4		1		0		0		10		15		73				9

				74-44BL		8		2		3		0		0		2		15		21				14

				CPS1		1		1		3		2		1		7		15		64				8

				CPS3		1		2		3		2				7		15		61				8
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				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		100		0

				74-44BL		40		19

				CPS1		85		6

				CPS3		88		4

				Anova: Single Factor

				SUMMARY

				Groups		Count		Sum		Average		Variance

				100		2		124.9247400109		62.4623700055		974.4771372084

				0.3333333333		2		25		12.5		84.5

				ANOVA

				Source of Variation		SS		df		MS		F		P-value		F crit

				Between Groups		2496.2384165638		1		2496.2384165638		4.7144330673		0.1620655177		18.5128205128

				Within Groups		1058.9771372084		2		529.4885686042

				Total		3555.2155537723		3





PETIOLE

		

				Cultv		Inocu		DSI

				Control		Cotyl		100

				Control		Petiole		84

				CCC1		Cotyl		40

				CCC1		Petiole		28

				CCC2		Cotyl		85

				CCC2		Petiole		69

				CCC3		Cotyl		88

				CCC3		Petiole		67





COTYLEDON

				PETIOLE INOCULATION

				First Run																								Total		Westar		74-44BL		CPS1		CPS3

				Cultivar		Rating												Total		Surv		Died%		Surv%						14		16		14		17

						0		1		2		3		4		5														27		30		29		30

				Westar		0		0		0		0		0		14		14		0		100		0						26		20		30		24

				74-44BL		4		4		4		2		0		2		16		14		13		88				Average		22.3		22.0		24.3		23.7

				CPS1		1		1		1		1		1		9		14		5		64		36

				CPS3		2		1		1		1		0		12		17		5		71		29				Died		Westar		74-44BL		CPS1		CPS3

																														100		13		64		71

				DSI																										96		17		90		93

				Cultivar		Rating																		DSI						100		10		67		75

						0		1		2		3		4		5												Average		98.8		13.1		73.5		79.6

				Westar		0.0		0.0		0.0		0.0		0.0		70.0		70.0				70.0		100

				74-44BL		0.0		4.0		8.0		6.0		0.0		10.0		28.0				80.0		35				Survived		0		88		36		29

				CPS1		0.0		1.0		2.0		3.0		4.0		45.0		55.0				70.0		79						4		83		10		7

				CPS3		0.0		1.0		2.0		3.0		0.0		60.0		66.0				85.0		78						0		90		33		25

																												Average		1.2		86.9		26.5		20.4

				Second Run

				Cultivar		Rating																						DSI		100		35		79		78

						0		1		2		3		4		5														96		48		92		95

				Westar		1		0		0		0		0		26		27		1		96		4						100		27		79		88

				74-44BL		9		0		6		5		5		5		30		25		17		83				Average		98.8		36.7		83.4		86.9

				CPS1		2		0		0		0		1		26		29		3		90		10

				CPS3		0		2		0		0		0		28		30		2		93		7						Westar		CCC1		CCC2		CCC3

																												DSI		98.8		36.7		83.4		86.9

				DSI																								Died		98.8		13.1		73.5		79.6

				Cultivar		Rating																		DSI				Survived		1.2		86.9		26.5		20.4

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		0.0		130.0		130.0				135		96

				74-44BL		0.0		0.0		12.0		15.0		20.0		25.0		72.0				150		48

				CPS1		0.0		0.0		0.0		0.0		4.0		130.0		134.0				145		92

				CPS3		0.0		2.0		0.0		0.0		0.0		140.0		142.0				150		95

				Third Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		0		0		0		0		26		26		0		100		0

				74-44BL		4		12		1		1		0		2		20		18		10		90

				CPS1		0		4		3		3		0		20		30		10		67		33

				CPS3		1		0		2		0		3		18		24		6		75		25

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.00		0.00		0.00		0.00		0.00		130.00		130.0				130		100

				74-44BL		0.00		12.00		2.00		3.00		0.00		10.00		27.0				100		27

				CPS1		0.00		4.00		6.00		9.00		0.00		100.00		119.0				150		79

				CPS3		0.00		0.00		4.00		0.00		12.00		90.00		106.0				120		88

								Westar		CCC1		CCC2		CCC3

				Survived		Ist		1		14		5		5

						2nd		0		25		3		2

						3rd		1		18		10		6

				STDEV				0.6		5.6		3.6		2.1

				Average				0.7		19.0		6.0		4.3

				DSI		Ist		100		38		69		88

						2nd		96		48		92		95

						3rd		85		42		68		88

				STDEV				7.8		5.0		13.6		4.0

				Average				93.7		42.7		76.3		90.3

				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		93.7		0.7

				CCC1		42.7		19.0

				CCC2		76.3		6.0

				CCC3		90.3		4.3

																														7.983779853
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				First Run

				Cultivar		Rating												Total		Surv		Died%		Surv%

						0		1		2		3		4		5

				Westar		0		0		0		0		1		14		15		1		93		7

				74-44BL		2		2		4		2		2		3		15		12		20		80

				CPS1		0		1		0		4		0		10		15		5		67		33

				CPS3		0		2		1		2		1		9		15		6		60		40

				DSI																				DSI

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		4.0		70.0		74.0				75.0		99

				74-44BL		0.0		2.0		8.0		6.0		8.0		15.0		39.0				75.0		52

				CPS1		0.0		1.0		0.0		12.0		0.0		50.0		63.0				75.0		84

				CPS3		0.0		2.0		2.0		6.0		4.0		45.0		59.0				75.0		79

				Second Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		3		0		1		0		0		11		15		4		73		27

				74-44BL		0		9		2		2		0		0		13		13		0		100

				CPS1		0		3		2		2		1		7		15		8		47		53

				CPS3		1		0		1		1		4		7		14		7		50		50

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		0.0		2.0		0.0		0.0		55.0		57.0				75		76

				74-44BL		0.0		9.0		4.0		6.0		0.0		0.0		19.0				65		29

				CPS1		0.0		3.0		4.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		0.0		2.0		3.0		16.0		35.0		56.0				70		80

				Thirs Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		4		1		0		0		10		15		5		67		33

				74-44BL		8		2		3		0		0		2		15		13		13		87

				CPS1		1		1		3		2		1		7		15		8		47		53

				CPS3		1		2		3		2		0		7		15		8		47		53

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		4.0		2.0		0.0		0.0		50.0		56.0				75		75

				74-44BL		0.0		2.0		6.0		0.0		0.0		10.0		18.0				75		24

				CPS1		0.0		1.0		6.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		2.0		6.0		6.0		0.0		35.0		49.0				75		65

						Westar		CCC1		CCC2		CCC3

				DSI		83.1		35.1		74.2		74.7

				Died		77.8		11.1		53.3		52.2

				Survived		22.2		88.9		46.7		47.8
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		Cultv		Inocu		DSI		Surv

		Westar		Petiole		98.8		1.2

		CCC1		Petiole		36.7		86.9

		CCC2		Petiole		83.4		26.5

		CCC3		Petiole		86.9		20.4

		Westar		Cotyled		83.1		22.2

		CCC1		Cotyled		35.1		88.9

		CCC2		Cotyled		74.2		46.7

		CCC3		Cotyled		74.7		47.8
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				Petiole Inoculation

				Cultivar		Rating

						0		1		2		3		4		5				DSI		Avergae(DSI)		Survived		Avergae(Survival)

				Westar		0		0		0		0		0		14		14		100		100		0		0

				74-44BL		4		4		4		2		0		2		16		31		40		14		19

				CPS1		1		1		1		1		1		9		14		74		85		5		6

				CPS3		2		1		1		1		0		12		17		77		88		5		4

				Westar		1		0		0		0		0		26		26		100				1

				74-44BL		9		0		6		5		5		5		30		64				25

				CPS1		2		0		0		0		1		26		29		94				3

				CPS3		0		2		0		0		0		28		30		95				2

				Westar		0		0		0		0		0		26		26		100				0

				74-44BL		4		12		1		1		0		2		20		27				18

				CPS1		0		4		3		3		0		20		30		86				10

				CPS3		1		0		2		0		3		18		24		91				6

				Cotyledon Inoculation

				Cultivar		Rating

						0		1		2		3		4		5		Total		DSI

				Westar		0		0		0		0		1		14		15		97		84		4		7

				74-44BL		2		2		4		2		2		3		15		44		28		14		14

				CPS1		0		1		0		4		0		10		15		80		69		5		7

				CPS3		0		2		1		2		1		9		15		74		67		7		7

				Westar		3		0		1		0		0		11		14		81				7

				74-44BL		0		9		2		2		0		0		13		19				13

				CPS1		0		3		2		2		1		7		15		64				8

				CPS3		1				1		1		4		7		15		68				7

				Westar		0		4		1		0		0		10		15		73				9

				74-44BL		8		2		3		0		0		2		15		21				14

				CPS1		1		1		3		2		1		7		15		64				8

				CPS3		1		2		3		2				7		15		61				8
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				Petiole Inoculation

				Cultivar		DSI		Survival

				Control		100		0

				CCC1		40		19

				CCC2		85		6

				CCC3		88		4

				Cotyledon Inoculation

				Cultivar		DSI		Survival

				Control		84		7

				CCC1		28		14

				CCC2		69		7

				CCC3		67		7

				Actual		Coded

				Westar		Control

				74-44BL		CCC1
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				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		100		0

				74-44BL		40		19

				CPS1		85		6

				CPS3		88		4

				Anova: Single Factor

				SUMMARY

				Groups		Count		Sum		Average		Variance

				100		2		124.9247400109		62.4623700055		974.4771372084

				0.3333333333		2		25		12.5		84.5

				ANOVA

				Source of Variation		SS		df		MS		F		P-value		F crit

				Between Groups		2496.2384165638		1		2496.2384165638		4.7144330673		0.1620655177		18.5128205128

				Within Groups		1058.9771372084		2		529.4885686042

				Total		3555.2155537723		3





PETIOLE

		

				Cultv		Inocu		DSI

				Control		Cotyl		100

				Control		Petiole		84

				CCC1		Cotyl		40

				CCC1		Petiole		28

				CCC2		Cotyl		85

				CCC2		Petiole		69

				CCC3		Cotyl		88

				CCC3		Petiole		67





COTYLEDON

				PETIOLE INOCULATION

				First Run																								Total		Westar		74-44BL		CPS1		CPS3

				Cultivar		Rating												Total		Surv		Died%		Surv%						14		16		14		17

						0		1		2		3		4		5														27		30		29		30

				Westar		0		0		0		0		0		14		14		0		100		0						26		20		30		24

				74-44BL		4		4		4		2		0		2		16		14		13		88				Average		22.3		22.0		24.3		23.7

				CPS1		1		1		1		1		1		9		14		5		64		36

				CPS3		2		1		1		1		0		12		17		5		71		29				Died		Westar		74-44BL		CPS1		CPS3

																														100		13		64		71

				DSI																										96		17		90		93

				Cultivar		Rating																		DSI						100		10		67		75

						0		1		2		3		4		5												Average		98.8		13.1		73.5		79.6

				Westar		0.0		0.0		0.0		0.0		0.0		70.0		70.0				70.0		100

				74-44BL		0.0		4.0		8.0		6.0		0.0		10.0		28.0				80.0		35				Survived		0		88		36		29

				CPS1		0.0		1.0		2.0		3.0		4.0		45.0		55.0				70.0		79						4		83		10		7

				CPS3		0.0		1.0		2.0		3.0		0.0		60.0		66.0				85.0		78						0		90		33		25

																												Average		1.2		86.9		26.5		20.4

				Second Run

				Cultivar		Rating																						DSI		100		35		79		78

						0		1		2		3		4		5														96		48		92		95

				Westar		1		0		0		0		0		26		27		1		96		4						100		27		79		88

				74-44BL		9		0		6		5		5		5		30		25		17		83				Average		98.8		36.7		83.4		86.9

				CPS1		2		0		0		0		1		26		29		3		90		10

				CPS3		0		2		0		0		0		28		30		2		93		7						Westar		CCC1		CCC2		CCC3

																												DSI		98.8		36.7		83.4		86.9

				DSI																								Died		98.8		13.1		73.5		79.6

				Cultivar		Rating																		DSI				Survived		1.2		86.9		26.5		20.4

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		0.0		130.0		130.0				135		96

				74-44BL		0.0		0.0		12.0		15.0		20.0		25.0		72.0				150		48

				CPS1		0.0		0.0		0.0		0.0		4.0		130.0		134.0				145		92

				CPS3		0.0		2.0		0.0		0.0		0.0		140.0		142.0				150		95

				Third Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		0		0		0		0		26		26		0		100		0

				74-44BL		4		12		1		1		0		2		20		18		10		90

				CPS1		0		4		3		3		0		20		30		10		67		33

				CPS3		1		0		2		0		3		18		24		6		75		25

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.00		0.00		0.00		0.00		0.00		130.00		130.0				130		100

				74-44BL		0.00		12.00		2.00		3.00		0.00		10.00		27.0				100		27

				CPS1		0.00		4.00		6.00		9.00		0.00		100.00		119.0				150		79

				CPS3		0.00		0.00		4.00		0.00		12.00		90.00		106.0				120		88

								Westar		CCC1		CCC2		CCC3

				Survived		Ist		1		14		5		5

						2nd		0		25		3		2

						3rd		1		18		10		6

				STDEV				0.6		5.6		3.6		2.1

				Average				0.7		19.0		6.0		4.3

				DSI		Ist		100		38		69		88

						2nd		96		48		92		95

						3rd		85		42		68		88

				STDEV				7.8		5.0		13.6		4.0

				Average				93.7		42.7		76.3		90.3

				Petiole Inoculation

				Cultivar		DSI		Survival

				Westar		93.7		0.7

				CCC1		42.7		19.0

				CCC2		76.3		6.0

				CCC3		90.3		4.3

																														7.983779853
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				First Run

				Cultivar		Rating												Total		Surv		Died%		Surv%

						0		1		2		3		4		5

				Westar		0		0		0		0		1		14		15		1		93		7

				74-44BL		2		2		4		2		2		3		15		12		20		80

				CPS1		0		1		0		4		0		10		15		5		67		33

				CPS3		0		2		1		2		1		9		15		6		60		40

				DSI																				DSI

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0.0		0.0		0.0		0.0		4.0		70.0		74.0				75.0		99

				74-44BL		0.0		2.0		8.0		6.0		8.0		15.0		39.0				75.0		52

				CPS1		0.0		1.0		0.0		12.0		0.0		50.0		63.0				75.0		84

				CPS3		0.0		2.0		2.0		6.0		4.0		45.0		59.0				75.0		79

				Second Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		3		0		1		0		0		11		15		4		73		27

				74-44BL		0		9		2		2		0		0		13		13		0		100

				CPS1		0		3		2		2		1		7		15		8		47		53

				CPS3		1		0		1		1		4		7		14		7		50		50

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		0.0		2.0		0.0		0.0		55.0		57.0				75		76

				74-44BL		0.0		9.0		4.0		6.0		0.0		0.0		19.0				65		29

				CPS1		0.0		3.0		4.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		0.0		2.0		3.0		16.0		35.0		56.0				70		80

				Thirs Run

				Cultivar		Rating

						0		1		2		3		4		5

				Westar		0		4		1		0		0		10		15		5		67		33

				74-44BL		8		2		3		0		0		2		15		13		13		87

				CPS1		1		1		3		2		1		7		15		8		47		53

				CPS3		1		2		3		2		0		7		15		8		47		53

				DSI

				Cultivar		Rating																		DSI

						0		1		2		3		4		5

				Westar		0.0		4.0		2.0		0.0		0.0		50.0		56.0				75		75

				74-44BL		0.0		2.0		6.0		0.0		0.0		10.0		18.0				75		24

				CPS1		0.0		1.0		6.0		6.0		4.0		35.0		52.0				75		69

				CPS3		0.0		2.0		6.0		6.0		0.0		35.0		49.0				75		65

						Westar		CCC1		CCC2		CCC3

				DSI		83.1		35.1		74.2		74.7

				Died		77.8		11.1		53.3		52.2

				Survived		22.2		88.9		46.7		47.8
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Cotyledon inoculation
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		Cultv		Inocu		DSI		Surv

		Westar		Petiole		98.8		1.2

		CCC1		Petiole		36.7		86.9

		CCC2		Petiole		83.4		26.5

		CCC3		Petiole		86.9		20.4

		Westar		Cotyled		83.1		22.2

		CCC1		Cotyled		35.1		88.9

		CCC2		Cotyled		74.2		46.7

		CCC3		Cotyled		74.7		47.8








Chart1
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ddPCR_updated_Results_in_CSV

		Well		ExptType		Experiment		Sample		TargetType		Target		Status		Concentration		Supermix		CopiesPer20uLWell		TotalConfMax		TotalConfMin		PoissonConfMax		PoissonConfMin		Positives		Negatives		Ch1+Ch2+		Ch1+Ch2-		Ch1-Ch2+		Ch1-Ch2-		Linkage		AcceptedDroplets		CNV		TotalCNVMax		TotalCNVMin		PoissonCNVMax		PoissonCNVMin		ReferenceCopies		UnknownCopies		Ratio		TotalRatioMax		TotalRatioMin		PoissonRatioMax		PoissonRatioMin		FractionalAbundance		TotalFractionalAbundanceMax		TotalFractionalAbundanceMin		PoissonFractionalAbundanceMax		PoissonFractionalAbundanceMin		ReferenceAssayNumber		TargetAssayNumber		Threshold		MeanAmplitudeofPositives		MeanAmplitudeofNegatives		MeanAmplitudeTotal		ExperimentComments		MergedWells		TotalConfMax68		TotalConfMin68		PoissonConfMax68		PoissonConfMin68		TotalCNVMax68		TotalCNVMin68		PoissonCNVMax68		PoissonCNVMin68		TotalRatioMax68		TotalRatioMin68		PoissonRatioMax68		PoissonRatioMin68		TotalFractionalAbundanceMax68		TotalFractionalAbundanceMin68		PoissonFractionalAbundanceMax68		PoissonFractionalAbundanceMin68

		A01		Absolute Quantification		ABS		Cont-P1		Ch1Unknown		L.m.		Manual		82		ddPCR Supermix for Probes		1640						88		76		670		9314		8		662		508		8806		0		9984																1.31						1.46		1.16		56.7						59.5		53.9		1		1		1718		6246.9		999.25		1351.4		Absolute Quantification Experiment								84.9		78.6														1.39		1.23						58.1		55.3

		A02		Absolute Quantification		ABS		CCC1-P2		Ch1Unknown		L.m.		Manual		0.4		ddPCR Supermix for Probes		8						1.07		0.1		3		8772		0		3		12		8760		0		8775																0.25						0.58		0		20						41		0		1		1		1656		6077.4		990.86		992.6		Absolute Quantification Experiment								0.69		0.21														0.42		0.08						31		9

		A03		Absolute Quantification		ABS		CCC2-P3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.3		0		0		11895		0		0		728		11167		0		11895																																				1		1		1283		0		1012.6		1012.6		Absolute Quantification Experiment								0.14		0

		B01		Absolute Quantification		ABS		Cont-S1		Ch1Unknown		L.m.		Manual		0.32		ddPCR Supermix for Probes		6.4						0.85		0.08		3		11046		0		3		1279		9767		0		11049																0.0022						0.0049		0		0.22						0.49		0		1		1		1582		3854.1		1004.7		1005.4		Absolute Quantification Experiment								0.55		0.17														0.0035		0.0009						0.35		0.09

		B02		Absolute Quantification		ABS		CCC1-S2		Ch1Unknown		L.m.		Manual		0.44		ddPCR Supermix for Probes		8.8						1.04		0.13		4		10641		0		4		470		10171		0		10645																0.008						0.017		0		0.8						1.7		0		1		1		1347		1703.4		989.5		989.77		Absolute Quantification Experiment								0.71		0.25														0.0126		0.004						1.25		0.4

		B03		Absolute Quantification		ABS		CCC2-S3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.31		0		0		11520		0		0		278		11242		0		11520																																				1		1		1377		0		1027.8		1027.8		Absolute Quantification Experiment								0.14		0

		C01		Absolute Quantification		ABS		Cont-P2		Ch1Unknown		L.m.		Manual		58.2		ddPCR Supermix for Probes		1164						63.2		53.3		531		10463		0		531		169		10294		0		10994																3.2						3.7		2.6		76.2						79.3		73		1		1		2146		6342.9		1079.6		1333.8		Absolute Quantification Experiment								60.8		55.7														3.48		2.91						77.8		74.6

		C02		Absolute Quantification		ABS		CCC1-P3		Ch1Unknown		L.m.		Manual		79		ddPCR Supermix for Probes		1580						85		73		637		9201		28		609		1436		7765		0		9838																0.415						0.454		0.377		29.4						31.3		27.4		1		1		1365		5895.5		997.66		1314.8		Absolute Quantification Experiment								81.9		75.6														0.435		0.396						30.3		28.4

		D01		Absolute Quantification		ABS		Cont-S2		Ch1Unknown		L.m.		Manual		5.3		ddPCR Supermix for Probes		106						6.9		3.9		46		10277		0		46		892		9385		0		10323																0.049						0.064		0.035		4.7						6		3.4		1		1		2640		6037.9		973.3		995.87		Absolute Quantification Experiment								6.1		4.5														0.057		0.042						5.4		4

		D02		Absolute Quantification		ABS		CCC1-S3		Ch1Unknown		L.m.		Manual		0.22		ddPCR Supermix for Probes		4.4						0.7		0.03		2		10817		0		2		1551		9266		0		10819																0.0012						0.003		0		0.12						0.3		0		1		1		1927		5807.9		1003.4		1004.2		Absolute Quantification Experiment								0.42		0.09														0.0021		0.0003						0.21		0.03

		E01		Absolute Quantification		ABS		Cont-P3		Ch1Unknown		L.m.		Manual		175		ddPCR Supermix for Probes		3500						184		165		1366		8542		47		1319		505		8037		0		9908																2.59						2.84		2.33		72.1						74.1		70.1		1		1		1923		6044.5		979.64		1677.9		Absolute Quantification Experiment								179.3		169.8														2.72		2.46						73.1		71.1

		E02		Absolute Quantification		ABS		CCC2-P1		Ch1Unknown		L.m.		Manual		4.6		ddPCR Supermix for Probes		92						6.2		3.3		39		9940		2		37		593		9347		0		9979																0.064						0.084		0.043		6						7.8		4.2		1		1		1890		5849.5		1006.3		1025.2		Absolute Quantification Experiment								5.4		3.9														0.074		0.053						6.9		5.1

		F01		Absolute Quantification		ABS		Cont-S3		Ch1Unknown		L.m.		Manual		2.5		ddPCR Supermix for Probes		50						4.6		1.2		9		4150		2		7		408		3742		0.35		4159																0.021						0.035		0.007		2						3.4		0.7		1		1		1258		1381.6		984.26		985.12		Absolute Quantification Experiment								3.5		1.8														0.028		0.014						2.7		1.4

		F02		Absolute Quantification		ABS		CCC2-S1		Ch1Unknown		L.m.		Manual		0.43		ddPCR Supermix for Probes		8.6						1.01		0.13		4		10976		3		1		164		10812		0.32		10980																0.024						0.048		0		2.3						4.7		0		1		1		1391		2195.5		1003.6		1004		Absolute Quantification Experiment								0.68		0.25														0.036		0.011						3.5		1.1

		G01		Absolute Quantification		ABS		CCC1-P1		Ch1Unknown		L.m.		OK		32.2		ddPCR Supermix for Probes		644						35.8		28.6		307		11052		6		301		317		10735		0		11359																0.95						1.1		0.8		48.7						52.6		44.8		1		1		1663		5880.9		978.4		1110.9		Absolute Quantification Experiment								34.1		30.4														1.03		0.87						50.7		46.7

		G02		Absolute Quantification		ABS		CCC2-P2		Ch1Unknown		L.m.		Manual		0.24		ddPCR Supermix for Probes		4.8						0.78		0.04		2		9714		1		1		75		9639		0.12		9716																0.026						0.067		0		2.6						6.4		0		1		1		1536		4932.4		998.19		999		Absolute Quantification Experiment								0.47		0.11														0.046		0.006						4.4		0.7

		H01		Absolute Quantification		ABS		CCC1-S1		Ch1Unknown		L.m.		Manual		0.44		ddPCR Supermix for Probes		8.8						1.04		0.13		4		10623		1		3		958		9665		0.0778		10627																0.004						0.0081		0		0.4						0.8		0		1		1		1989		5986.3		992.59		994.47		Absolute Quantification Experiment								0.71		0.25														0.006		0.0019						0.6		0.19

		H02		Absolute Quantification		ABS		CCC2-S2		Ch1Unknown		L.m.		Manual		0.13		ddPCR Supermix for Probes		2.6						0.64		0.01		1		8827		0		1		416		8411		0		8828																0.0023						0.0079		0		0.23						0.79		0		1		1		1313		1368.8		1012.3		1012.4		Absolute Quantification Experiment								0.33		0.04														0.005		0						0.49		0

		A04		Absolute Quantification		ABS		CCC4-P1		Ch1Unknown		L.m.		Manual		41.1		ddPCR Supermix for Probes		822						45.9		36.4		288		8095		5		283		309		7786		0		8383																0.92						1.06		0.77		47.8						51.8		43.8		1		1		1582		6096.8		1094.4		1266.3		Absolute Quantification Experiment								43.6		38.7														0.99		0.84						49.8		45.8

		B04		Absolute Quantification		ABS		CCC4-S1		Ch1Unknown		L.m.		Manual		0.11		ddPCR Supermix for Probes		2.2						0.52		0		1		10750		1		0		2230		8520		0.109		10751																0.0004						0.0013		0		0.04						0.13		0		1		1		1485		2495		1038		1038.2		Absolute Quantification Experiment								0.27		0.03														0.00084		0						0.084		0

		C04		Absolute Quantification		ABS		CCC4-P2		Ch1Unknown		L.m.		Manual		21.2		ddPCR Supermix for Probes		424						24.5		17.8		151		8321		4		147		536		7785		0		8472																0.273						0.322		0.224		21.4						24.5		18.4		1		1		1524		5348.4		998.08		1075.6		Absolute Quantification Experiment								22.9		19.4														0.298		0.248						23		19.9

		D04		Absolute Quantification		ABS		CCC4-S2		Ch1Unknown		L.m.		Manual		0.9		ddPCR Supermix for Probes		18						1.7		0.4		8		10113		2		6		1815		8298		0.0799		10121																0.004						0.0068		0.0012		0.4						0.68		0.12		1		1		1267		1439.2		1050.7		1051		Absolute Quantification Experiment								1.3		0.64														0.0054		0.0026						0.54		0.26

		E04		Absolute Quantification		ABS		CCC4-P3		Ch1Unknown		L.m.		Manual		8.8		ddPCR Supermix for Probes		176						11.2		6.8		64		8521		2		62		698		7823		0		8585																0.088						0.111		0.065		8.1						10		6.2		1		1		1920		5909.4		1062.6		1098.8		Absolute Quantification Experiment								9.9		7.7														0.099		0.076						9.1		7.1

		F04		Absolute Quantification		ABS		CCC4-S3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.35		0		0		10165		0		0		48		10117		0		10165																																				1		1		1486		0		1106.3		1106.3		Absolute Quantification Experiment								0.16		0

		A01		Absolute Quantification		ABS		Cont-P1		Ch2Unknown		Act		Manual		62		ddPCR Supermix for Probes		1240						68		57		516		9468		8		662		508		8806		0		9984																1.31						1.46		1.16		56.7						59.5		53.9		1		1		3760		4762.4		3029.5		3119.1		Absolute Quantification Experiment								65.2		59.7														1.39		1.23						58.1		55.3

		A02		Absolute Quantification		ABS		CCC1-P2		Ch2Unknown		Act		Manual		1.6		ddPCR Supermix for Probes		32						2.7		0.9		12		8763		0		3		12		8760		0		8775																0.25						0.58		0		20						41		0		1		1		3501		4346.4		3005.3		3007.2		Absolute Quantification Experiment								2.12		1.19														0.42		0.08						31		9

		A03		Absolute Quantification		ABS		CCC2-P3		Ch2Unknown		Act		Manual		74		ddPCR Supermix for Probes		1480						80		69		728		11167		0		0		728		11167		0		11895																																				1		1		3449		4595.5		2983		3081.7		Absolute Quantification Experiment								77.1		71.5

		B01		Absolute Quantification		ABS		Cont-S1		Ch2Unknown		Act		Manual		145		ddPCR Supermix for Probes		2900						153		137		1279		9770		0		3		1279		9767		0		11049																0.0022						0.0049		0		0.22						0.49		0		1		1		3685		4734.7		3105.2		3293.8		Absolute Quantification Experiment								148.8		140.7														0.0035		0.0009						0.35		0.09

		B02		Absolute Quantification		ABS		CCC1-S2		Ch2Unknown		Act		Manual		53.1		ddPCR Supermix for Probes		1062						57.9		48.3		470		10175		0		4		470		10171		0		10645																0.008						0.017		0		0.8						1.7		0		1		1		3560		4507.4		2967		3035		Absolute Quantification Experiment								55.6		50.7														0.0126		0.004						1.25		0.4

		B03		Absolute Quantification		ABS		CCC2-S3		Ch2Unknown		Act		Manual		28.7		ddPCR Supermix for Probes		574						32.1		25.4		278		11242		0		0		278		11242		0		11520																																				1		1		3501		4585.6		3009.1		3047.1		Absolute Quantification Experiment								30.5		27

		C01		Absolute Quantification		ABS		Cont-P2		Ch2Unknown		Act		Manual		18.2		ddPCR Supermix for Probes		364						21		15.5		169		10825		0		531		169		10294		0		10994																3.2						3.7		2.6		76.2						79.3		73		1		1		3903		4802.9		3182.7		3207.6		Absolute Quantification Experiment								19.6		16.8														3.48		2.91						77.8		74.6

		C02		Absolute Quantification		ABS		CCC1-P3		Ch2Unknown		Act		Manual		190		ddPCR Supermix for Probes		3800						199		180		1464		8374		28		609		1436		7765		0		9838																0.415						0.454		0.377		29.4						31.3		27.4		1		1		3516		4504.9		2886.1		3127		Absolute Quantification Experiment								194.5		184.6														0.435		0.396						30.3		28.4

		D01		Absolute Quantification		ABS		Cont-S2		Ch2Unknown		Act		Manual		106		ddPCR Supermix for Probes		2120						113		99		892		9431		0		46		892		9385		0		10323																0.049						0.064		0.035		4.7						6		3.4		1		1		3564		4623.4		2981.4		3123.3		Absolute Quantification Experiment								109.9		102.8														0.057		0.042						5.4		4

		D02		Absolute Quantification		ABS		CCC1-S3		Ch2Unknown		Act		Manual		182		ddPCR Supermix for Probes		3640						191		173		1551		9268		0		2		1551		9266		0		10819																0.0012						0.003		0		0.12						0.3		0		1		1		3581		4580.2		2979.9		3209.4		Absolute Quantification Experiment								186.7		177.4														0.0021		0.0003						0.21		0.03

		E01		Absolute Quantification		ABS		Cont-P3		Ch2Unknown		Act		Manual		67		ddPCR Supermix for Probes		1340						73		62		552		9356		47		1319		505		8037		0		9908																2.59						2.84		2.33		72.1						74.1		70.1		1		1		0		4434.6		2833.2		2922.5		Absolute Quantification Experiment								70.3		64.6														2.72		2.46						73.1		71.1

		E02		Absolute Quantification		ABS		CCC2-P1		Ch2Unknown		Act		Manual		72		ddPCR Supermix for Probes		1440						78		67		595		9384		2		37		593		9347		0		9979																0.064						0.084		0.043		6						7.8		4.2		1		1		3529		4530		2966.7		3059.9		Absolute Quantification Experiment								75.3		69.4														0.074		0.053						6.9		5.1

		F01		Absolute Quantification		ABS		Cont-S3		Ch2Unknown		Act		Manual		122		ddPCR Supermix for Probes		2440						134		110		410		3749		2		7		408		3742		0.35		4159																0.021						0.035		0.007		2						3.4		0.7		1		1		3547		4716		3010.9		3179		Absolute Quantification Experiment								128		116														0.028		0.014						2.7		1.4

		F02		Absolute Quantification		ABS		CCC2-S1		Ch2Unknown		Act		Manual		18		ddPCR Supermix for Probes		360						20.8		15.3		167		10813		3		1		164		10812		0.32		10980																0.024						0.048		0		2.3						4.7		0		1		1		3564		4621.4		2964.3		2989.5		Absolute Quantification Experiment								19.4		16.6														0.036		0.011						3.5		1.1

		G01		Absolute Quantification		ABS		CCC1-P1		Ch2Unknown		Act		OK		33.9		ddPCR Supermix for Probes		678						37.6		30.2		323		11036		6		301		317		10735		0		11359																0.95						1.1		0.8		48.7						52.6		44.8		1		1		3659		4556.8		2973.5		3018.5		Absolute Quantification Experiment								35.8		32.1														1.03		0.87						50.7		46.7

		G02		Absolute Quantification		ABS		CCC2-P2		Ch2Unknown		Act		Manual		9.2		ddPCR Supermix for Probes		184						11.5		7.3		76		9640		1		1		75		9639		0.12		9716																0.026						0.067		0		2.6						6.4		0		1		1		3414		4436.4		2939		2950.7		Absolute Quantification Experiment								10.3		8.2														0.046		0.006						4.4		0.7

		H01		Absolute Quantification		ABS		CCC1-S1		Ch2Unknown		Act		Manual		111		ddPCR Supermix for Probes		2220						118		104		959		9668		1		3		958		9665		0.0778		10627																0.004						0.0081		0		0.4						0.8		0		1		1		3524		4602.2		2993.4		3138.6		Absolute Quantification Experiment								114.9		107.7														0.006		0.0019						0.6		0.19

		H02		Absolute Quantification		ABS		CCC2-S2		Ch2Unknown		Act		Manual		57		ddPCR Supermix for Probes		1140						62		51		416		8412		0		1		416		8411		0		8828																0.0023						0.0079		0		0.23						0.79		0		1		1		3478		4558		2974		3048.7		Absolute Quantification Experiment								59.6		54														0.005		0						0.49		0

		A04		Absolute Quantification		ABS		CCC4-P1		Ch2Unknown		Act		Manual		44.9		ddPCR Supermix for Probes		898						49.9		40		314		8069		5		283		309		7786		0		8383																0.92						1.06		0.77		47.8						51.8		43.8		1		1		3667		4749		3076		3138.6		Absolute Quantification Experiment								47.5		42.4														0.99		0.84						49.8		45.8

		B04		Absolute Quantification		ABS		CCC4-S1		Ch2Unknown		Act		Manual		274		ddPCR Supermix for Probes		5480						285		262		2231		8520		1		0		2230		8520		0.109		10751																0.0004						0.0013		0		0.04						0.13		0		1		1		3495		4433		2951.5		3258.9		Absolute Quantification Experiment								279		268														0.00084		0						0.084		0

		C04		Absolute Quantification		ABS		CCC4-P2		Ch2Unknown		Act		Manual		77		ddPCR Supermix for Probes		1540						84		71		540		7932		4		147		536		7785		0		8472																0.273						0.322		0.224		21.4						24.5		18.4		1		1		3500		4227.4		2803.9		2894.6		Absolute Quantification Experiment								80.8		74.2														0.298		0.248						23		19.9

		D04		Absolute Quantification		ABS		CCC4-S2		Ch2Unknown		Act		Manual		233		ddPCR Supermix for Probes		4660						244		222		1817		8304		2		6		1815		8298		0.0799		10121																0.004						0.0068		0.0012		0.4						0.68		0.12		1		1		3488		4463.8		2971.8		3239.7		Absolute Quantification Experiment								238		227														0.0054		0.0026						0.54		0.26

		E04		Absolute Quantification		ABS		CCC4-P3		Ch2Unknown		Act		Manual		100		ddPCR Supermix for Probes		2000						108		93		700		7885		2		62		698		7823		0		8585																0.088						0.111		0.065		8.1						10		6.2		1		1		3833		4571.3		2984.7		3114.1		Absolute Quantification Experiment								103.9		96.3														0.099		0.076						9.1		7.1

		F04		Absolute Quantification		ABS		CCC4-S3		Ch2Unknown		Act		Manual		5.6		ddPCR Supermix for Probes		112						7.3		4.1		48		10117		0		0		48		10117		0		10165																																				1		1		3639		4439.3		3049.3		3055.9		Absolute Quantification Experiment								6.4		4.8
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				Sample		Target Type		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Accepted Droplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9984		1.31

				CCC1-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8775		0.25

				CCC2-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11049		0.0022

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10645		0.008

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10994		3.2

				CCC1-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9838		0.415

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10323		0.049

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10819		0.0012

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		9908		2.59

				CCC2-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9979		0.064

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4159		0.021

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10980		0.024

				CCC1-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11359		0.95

				CCC2-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9716		0.026

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10627		0.004

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8828		0.0023

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8383		0.92

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10751		0.0004

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8472		0.273

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10121		0.004

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8585		0.088

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9984		1.31

				CCC1-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8775		0.25

				CCC2-P3		Ch2Unknown		Act		74		1480		80		69		728		11895

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		11049		0.0022

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10645		0.008

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11520

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10994		3.2

				CCC1-P3		Ch2Unknown		Act		190		3800		199		180		1464		9838		0.415

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		10323		0.049

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		10819		0.0012

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9908		2.59

				CCC2-P1		Ch2Unknown		Act		72		1440		78		67		595		9979		0.064

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		4159		0.021

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10980		0.024

				CCC1-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11359		0.95

				CCC2-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9716		0.026

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		10627		0.004

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8828		0.0023

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8383		0.92

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		10751		0.0004

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		8472		0.273

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		10121		0.004

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		8585		0.088

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10165
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				Sample		Target Type		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Accepted Droplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9984		1.31						L.m.								B.n.

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11049		0.0022						Petiole		Stem						Petiole		Stem

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10994		3.2				Control		855.7		19.3				Control		412.3		860.3

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10323		0.049				CCC1		315.7		10697.0				CCC1		599.7		993.3

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		9908		2.59				CCC2		13.7		10442.7				CCC2		466.3		10442.7

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4159		0.021				CCC3		167.7		10345.7				CCC3		518.0		10345.7

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9984		1.31

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		11049		0.0022

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10994		3.2				Control		2.1		0.0

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		10323		0.049				CCC1		0.5		10.8

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9908		2.59				CCC2		0.0		1.0

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		4159		0.021				CCC3		0.3		1.0

				CCC1-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8775		0.25				Control		7.1								7.1

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10645		0.008				CCC1

				CCC1-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9838		0.415				CCC2

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10819		0.0012				CCC3

				CCC1-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11359		0.95

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10627		0.004

				CCC1-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8775		0.25

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10645		0.008

				CCC1-P3		Ch2Unknown		Act		190		3800		199		180		1464		9838		0.415

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		10819		0.0012

				CCC1-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11359		0.95

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		10627		0.004

				CCC2-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520

				CCC2-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9979		0.064

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10980		0.024

				CCC2-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9716		0.026

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8828		0.0023

				CCC2-P3		Ch2Unknown		Act		74		1480		80		69		728		11895

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11520

				CCC2-P1		Ch2Unknown		Act		72		1440		78		67		595		9979		0.064

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10980		0.024

				CCC2-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9716		0.026

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8828		0.0023

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8383		0.92

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10751		0.0004

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8472		0.273

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10121		0.004

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8585		0.088

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8383		0.92

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		10751		0.0004

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		8472		0.273

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		10121		0.004

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		8585		0.088

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10165
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		DDPCR RESULTS

		Sample		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Negatives		Accepted Droplets		Ratio

		Cont-P1		L.m.		82		1640		88		76		670		9314		9984		1.31		2.4

		CCC1-P2		L.m.		0.4		8		1.07		0.1		3		8772		8775		0.25

		CCC2-P3		L.m.		0		0		0.3		0		0		11895		11895

		Cont-S1		L.m.		0.32		6.4		0.85		0.08		3		11046		11049		0.0022

		CCC1-S2		L.m.		0.44		8.8		1.04		0.13		4		10641		10645		0.008

		CCC2-S3		L.m.		0		0		0.31		0		0		11520		11520

		Cont-P2		L.m.		58.2		1164		63.2		53.3		531		10463		10994		3.2

		CCC1-P3		L.m.		79		1580		85		73		637		9201		9838		0.415

		Cont-S2		L.m.		5.3		106		6.9		3.9		46		10277		10323		0.049

		CCC1-S3		L.m.		0.22		4.4		0.7		0.03		2		10817		10819		0.0012

		Cont-P3		L.m.		175		3500		184		165		1366		8542		9908		2.59

		CCC2-P1		L.m.		4.6		92		6.2		3.3		39		9940		9979		0.064

		Cont-S3		L.m.		2.5		50		4.6		1.2		9		4150		4159		0.021

		CCC2-S1		L.m.		0.43		8.6		1.01		0.13		4		10976		10980		0.024

		CCC1-P1		L.m.		32.2		644		35.8		28.6		307		11052		11359		0.95

		CCC2-P2		L.m.		0.24		4.8		0.78		0.04		2		9714		9716		0.026

		CCC1-S1		L.m.		0.44		8.8		1.04		0.13		4		10623		10627		0.004

		CCC2-S2		L.m.		0.13		2.6		0.64		0.01		1		8827		8828		0.0023

		CCC4-P1		L.m.		41.1		822		45.9		36.4		288		8095		8383		0.92

		CCC4-S1		L.m.		0.11		2.2		0.52		0		1		10750		10751		0.0004

		CCC4-P2		L.m.		21.2		424		24.5		17.8		151		8321		8472		0.273

		CCC4-S2		L.m.		0.9		18		1.7		0.4		8		10113		10121		0.004

		CCC4-P3		L.m.		8.8		176		11.2		6.8		64		8521		8585		0.088

		CCC4-S3		L.m.		0		0		0.35		0		0		10165		10165

		Cont-P1		Act		62		1240		68		57		516		9468		9984		1.31

		CCC1-P2		Act		1.6		32		2.7		0.9		12		8763		8775		0.25

		CCC2-P3		Act		74		1480		80		69		728		11167		11895

		Cont-S1		Act		145		2900		153		137		1279		9770		11049		0.0022

		CCC1-S2		Act		53.1		1062		57.9		48.3		470		10175		10645		0.008

		CCC2-S3		Act		28.7		574		32.1		25.4		278		11242		11520

		Cont-P2		Act		18.2		364		21		15.5		169		10825		10994		3.2

		CCC1-P3		Act		190		3800		199		180		1464		8374		9838		0.415

		Cont-S2		Act		106		2120		113		99		892		9431		10323		0.049

		CCC1-S3		Act		182		3640		191		173		1551		9268		10819		0.0012

		Cont-P3		Act		67		1340		73		62		552		9356		9908		2.59

		CCC2-P1		Act		72		1440		78		67		595		9384		9979		0.064

		Cont-S3		Act		122		2440		134		110		410		3749		4159		0.021

		CCC2-S1		Act		18		360		20.8		15.3		167		10813		10980		0.024

		CCC1-P1		Act		33.9		678		37.6		30.2		323		11036		11359		0.95

		CCC2-P2		Act		9.2		184		11.5		7.3		76		9640		9716		0.026

		CCC1-S1		Act		111		2220		118		104		959		9668		10627		0.004

		CCC2-S2		Act		57		1140		62		51		416		8412		8828		0.0023

		CCC4-P1		Act		44.9		898		49.9		40		314		8069		8383		0.92

		CCC4-S1		Act		274		5480		285		262		2231		8520		10751		0.0004

		CCC4-P2		Act		77		1540		84		71		540		7932		8472		0.273

		CCC4-S2		Act		233		4660		244		222		1817		8304		10121		0.004

		CCC4-P3		Act		100		2000		108		93		700		7885		8585		0.088

		CCC4-S3		Act		5.6		112		7.3		4.1		48		10117		10165





Petiole

				DDPCR RESULTS FOR PETIOLE

				Sample		TargetType		Target		Concentration		CopiesPer20uLWell		PoissonConfMax		PoissonConfMin		Positives		Negatives		AcceptedDroplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9314		9984		1.31				2.37

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10463		10994		3.2

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		8542		9908		2.59

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9468		9984		1.31

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10825		10994		3.2

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9356		9908		2.59

				CCC1-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11052		11359		0.95				0.54

				CCC1-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8772		8775		0.25

				CCC1-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9201		9838		0.415

				CCC1-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8763		8775		0.25

				CCC1-P3		Ch2Unknown		Act		190		3800		199		180		1464		8374		9838		0.415

				CCC1-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11036		11359		0.95

				CCC2-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9940		9979		0.064				0.05

				CCC2-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9714		9716		0.026

				CCC2-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895		11895

				CCC2-P1		Ch2Unknown		Act		72		1440		78		67		595		9384		9979		0.064

				CCC2-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9640		9716		0.026

				CCC2-P3		Ch2Unknown		Act		74		1480		80		69		728		11167		11895

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8095		8383		0.92				0.43

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8321		8472		0.273

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8521		8585		0.088

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8069		8383		0.92

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		7932		8472		0.273

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		7885		8585		0.088





Stem

				DDPCR RESULTS FOR STEM

				Sample		Target Type		Target		Concentration		Copies Per20uL Well		PoissonConfMax		Poisson Conf Min		Positives		Negatives		Accepted Droplets		Ratio

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11046		11049		0.0022				0.02

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10277		10323		0.049

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4150		4159		0.021

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		9770		11049		0.0022

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		9431		10323		0.049

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		3749		4159		0.021

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10623		10627		0.004				0.00

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10641		10645		0.008

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10817		10819		0.0012

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10175		10645		0.008

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		9268		10819		0.0012

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		9668		10627		0.004

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10976		10980		0.024				0.01

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8827		8828		0.0023

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520		11520

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11242		11520

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10813		10980		0.024

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8412		8828		0.0023

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10750		10751		0.0004				0.00

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10113		10121		0.004

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165		10165

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		8520		10751		0.0004

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		8304		10121		0.004

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10117		10165





Concentration

		

				The concentration calculated by Quantasoft version 1.5.38.1118 is the mod of the PoissonConfMax and PoissonConfMin. The software normalized data before bring it up.

				Petiole														Stem

				Sample		Target Type		Target		Concentration				Ratio of CN				Sample		Target Type		Target		Concentration

				Cont-P1		Ch1Unknown		L.m.		82		105.1		2.1				Cont-S1		Ch1Unknown		L.m.		0.32		2.7		0.0

				Cont-P2		Ch1Unknown		L.m.		58.2								Cont-S2		Ch1Unknown		L.m.		5.3

				Cont-P3		Ch1Unknown		L.m.		175								Cont-S3		Ch1Unknown		L.m.		2.5

				Cont-P1		Ch2Unknown		Act		62		49.1						Cont-S1		Ch2Unknown		Act		145		124.3

				Cont-P2		Ch2Unknown		Act		18.2								Cont-S2		Ch2Unknown		Act		106

				Cont-P3		Ch2Unknown		Act		67								Cont-S3		Ch2Unknown		Act		122

				CCC1-P2		Ch1Unknown		L.m.		0.4		37.2		0.5				CCC1-S2		Ch1Unknown		L.m.		0.44		0.4		0.0

				CCC1-P3		Ch1Unknown		L.m.		79								CCC1-S3		Ch1Unknown		L.m.		0.22

				CCC1-P1		Ch1Unknown		L.m.		32.2								CCC1-S1		Ch1Unknown		L.m.		0.44

				CCC1-P2		Ch2Unknown		Act		1.6		75.2						CCC1-S2		Ch2Unknown		Act		53.1		115.4

				CCC1-P3		Ch2Unknown		Act		190								CCC1-S3		Ch2Unknown		Act		182

				CCC1-P1		Ch2Unknown		Act		33.9								CCC1-S1		Ch2Unknown		Act		111

				CCC2-P3		Ch1Unknown		L.m.		0		1.6		0.0				CCC2-S3		Ch1Unknown		L.m.		0		0.2		0.0

				CCC2-P1		Ch1Unknown		L.m.		4.6								CCC2-S1		Ch1Unknown		L.m.		0.43

				CCC2-P2		Ch1Unknown		L.m.		0.24								CCC2-S2		Ch1Unknown		L.m.		0.13

				CCC2-P3		Ch2Unknown		Act		74		51.7						CCC2-S3		Ch2Unknown		Act		28.7		34.6

				CCC2-P1		Ch2Unknown		Act		72								CCC2-S1		Ch2Unknown		Act		18

				CCC2-P2		Ch2Unknown		Act		9.2								CCC2-S2		Ch2Unknown		Act		57

				CCC4-P1		Ch1Unknown		L.m.		41.1		23.7		0.3				CCC4-S1		Ch1Unknown		L.m.		0.11		0.3		0.0

				CCC4-P2		Ch1Unknown		L.m.		21.2								CCC4-S2		Ch1Unknown		L.m.		0.9

				CCC4-P3		Ch1Unknown		L.m.		8.8								CCC4-S3		Ch1Unknown		L.m.		0

				CCC4-P1		Ch2Unknown		Act		44.9		74.0						CCC4-S1		Ch2Unknown		Act		274		170.9

				CCC4-P2		Ch2Unknown		Act		77								CCC4-S2		Ch2Unknown		Act		233

				CCC4-P3		Ch2Unknown		Act		100								CCC4-S3		Ch2Unknown		Act		5.6

				Petiole														Stem

				Sample		Target Type		Target		Concentration								Sample		Target Type		Target		Concentration

				Control		Ch1Unknown		L.m.		105.1								Control		Ch1Unknown		L.m.		2.7

				Control		Ch2Unknown		Act		49.1								Control		Ch2Unknown		Act		124.3

				CCC1		Ch1Unknown		L.m.		37.2								CCC1		Ch1Unknown		L.m.		0.4

				CCC1		Ch2Unknown		Act		75.2								CCC1		Ch2Unknown		Act		115.4

				CCC2		Ch1Unknown		L.m.		1.6								CCC2		Ch1Unknown		L.m.		0.2

				CCC2		Ch2Unknown		Act		51.7								CCC2		Ch2Unknown		Act		34.6

				CCC3		Ch1Unknown		L.m.		23.7								CCC3		Ch1Unknown		L.m.		0.3

				CCC3		Ch2Unknown		Act		74.0								CCC3		Ch2Unknown		Act		170.9

				Petiole														Stem

						L.m.		B.n.												L.m.		B.n.

				CCC1		37.2		75.2										CCC1		0.4		115.4

				CCC2		1.6		51.7										CCC2		0.2		34.6

				CCC3		23.7		74.0										CCC3		0.3		170.9

				Control		105.1		49.1										Control		2.7		124.3





Concentration

		



L.m.

B.n.

Concentration of DNA

The average amount of DNA detected in the petiole of plants



Ratio

		



L.m.

B.n.

Concentration of DNA

The average amount of DNA detected in the stem of plants



Positive_L.m._and_Act_in_PandS

		

		Leptosphaeria maculans								Brassica napus								Ratio						Average

		Sample		Target		Positives				Sample		Target		Positives

		Petiole

		Cont-P1		L.m.		670				Cont-P1		Act		516				1.298				Control		2.3

		Cont-P2		L.m.		531				Cont-P2		Act		169				3.142

		Cont-P3		L.m.		1366				Cont-P3		Act		552				2.475

		Stem

		Cont-S1		L.m.		3				Cont-S1		Act		1279				0.002				Control		0.0

		Cont-S2		L.m.		46				Cont-S2		Act		892				0.052

		Cont-S3		L.m.		9				Cont-S3		Act		410				0.022

		Petiole

		CCC1-P1		L.m.		307				CCC1-P1		Act		323				0.950				CCC1		0.5

		CCC1-P2		L.m.		3				CCC1-P2		Act		12				0.250

		CCC1-P3		L.m.		637				CCC1-P3		Act		1464				0.435

		Stem

		CCC1-S1		L.m.		4				CCC1-S1		Act		959				0.004				CCC1		0.0

		CCC1-S2		L.m.		4				CCC1-S2		Act		470				0.009

		CCC1-S3		L.m.		2				CCC1-S3		Act		1551				0.001

		Petiole

		CCC2-P1		L.m.		39				CCC2-P1		Act		595				0.066				CCC2		0.0

		CCC2-P2		L.m.		2				CCC2-P2		Act		76				0.026

		CCC2-P3		L.m.		0				CCC2-P3		Act		728				0.000

		Stem

		CCC2-S1		L.m.		4				CCC2-S1		Act		167				0.024				CCC2		0.0

		CCC2-S2		L.m.		1				CCC2-S2		Act		416				0.002

		CCC2-S3		L.m.		0				CCC2-S3		Act		278				0.000

		Petiole

		CCC4-P1		L.m.		288				CCC4-P1		Act		314				0.917				CCC3		0.4

		CCC4-P2		L.m.		151				CCC4-P2		Act		540				0.280

		CCC4-P3		L.m.		64				CCC4-P3		Act		700				0.091

		Stem

		CCC4-S1		L.m.		1				CCC4-S1		Act		2231				0.000				CCC3		0.0

		CCC4-S2		L.m.		8				CCC4-S2		Act		1817				0.004

		CCC4-S3		L.m.		0				CCC4-S3		Act		48				0.000

				Petiole		Stem

		CONTROL		2.3		0.0

		CCC1		0.5		0.0

		CCC2		0.0		0.0

		CCC3		0.4		0.0

																		Petiole		Stem

																Westar		2.37		0.02

																CCC1		0.54		0.00

																CCC2		0.05		0.01

																CCC3		0.43		0.00





Positive_L.m._and_Act_in_PandS
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Ratio of DNA of Leptosphaeria maculans present in cultivars



		Sample		TargetType		Target		Positives

		Cont-P1		Ch1Unknown		L.m.		670

		Cont-P2		Ch1Unknown		L.m.		531

		Cont-P3		Ch1Unknown		L.m.		1366

		Cont-P1		Ch2Unknown		Act		516

		Cont-P2		Ch2Unknown		Act		169

		Cont-P3		Ch2Unknown		Act		552

		Cont-S1		Ch1Unknown		L.m.		3

		Cont-S2		Ch1Unknown		L.m.		46

		Cont-S3		Ch1Unknown		L.m.		9

		Cont-S1		Ch2Unknown		Act		1279

		Cont-S2		Ch2Unknown		Act		892

		Cont-S3		Ch2Unknown		Act		410

		CCC1-P1		Ch1Unknown		L.m.		307

		CCC1-P2		Ch1Unknown		L.m.		3

		CCC1-P3		Ch1Unknown		L.m.		637

		CCC1-P2		Ch2Unknown		Act		12

		CCC1-P3		Ch2Unknown		Act		1464

		CCC1-P1		Ch2Unknown		Act		323

		CCC1-S1		Ch1Unknown		L.m.		4

		CCC1-S2		Ch1Unknown		L.m.		4

		CCC1-S3		Ch1Unknown		L.m.		2

		CCC1-S2		Ch2Unknown		Act		470

		CCC1-S3		Ch2Unknown		Act		1551

		CCC1-S1		Ch2Unknown		Act		959

		CCC2-P1		Ch1Unknown		L.m.		39

		CCC2-P2		Ch1Unknown		L.m.		2

		CCC2-P3		Ch1Unknown		L.m.		0

		CCC2-P1		Ch2Unknown		Act		595

		CCC2-P2		Ch2Unknown		Act		76

		CCC2-P3		Ch2Unknown		Act		728

		CCC2-S1		Ch1Unknown		L.m.		4

		CCC2-S2		Ch1Unknown		L.m.		1

		CCC2-S3		Ch1Unknown		L.m.		0

		CCC2-S3		Ch2Unknown		Act		278

		CCC2-S1		Ch2Unknown		Act		167

		CCC2-S2		Ch2Unknown		Act		416

		CCC4-P1		Ch1Unknown		L.m.		288

		CCC4-P2		Ch1Unknown		L.m.		151

		CCC4-P3		Ch1Unknown		L.m.		64

		CCC4-P1		Ch2Unknown		Act		314

		CCC4-P2		Ch2Unknown		Act		540

		CCC4-P3		Ch2Unknown		Act		700

		CCC4-S1		Ch1Unknown		L.m.		1

		CCC4-S2		Ch1Unknown		L.m.		8

		CCC4-S3		Ch1Unknown		L.m.		0

		CCC4-S1		Ch2Unknown		Act		2231

		CCC4-S2		Ch2Unknown		Act		1817

		CCC4-S3		Ch2Unknown		Act		48
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ddPCR_updated_Results_in_CSV

		Well		ExptType		Experiment		Sample		TargetType		Target		Status		Concentration		Supermix		CopiesPer20uLWell		TotalConfMax		TotalConfMin		PoissonConfMax		PoissonConfMin		Positives		Negatives		Ch1+Ch2+		Ch1+Ch2-		Ch1-Ch2+		Ch1-Ch2-		Linkage		AcceptedDroplets		CNV		TotalCNVMax		TotalCNVMin		PoissonCNVMax		PoissonCNVMin		ReferenceCopies		UnknownCopies		Ratio		TotalRatioMax		TotalRatioMin		PoissonRatioMax		PoissonRatioMin		FractionalAbundance		TotalFractionalAbundanceMax		TotalFractionalAbundanceMin		PoissonFractionalAbundanceMax		PoissonFractionalAbundanceMin		ReferenceAssayNumber		TargetAssayNumber		Threshold		MeanAmplitudeofPositives		MeanAmplitudeofNegatives		MeanAmplitudeTotal		ExperimentComments		MergedWells		TotalConfMax68		TotalConfMin68		PoissonConfMax68		PoissonConfMin68		TotalCNVMax68		TotalCNVMin68		PoissonCNVMax68		PoissonCNVMin68		TotalRatioMax68		TotalRatioMin68		PoissonRatioMax68		PoissonRatioMin68		TotalFractionalAbundanceMax68		TotalFractionalAbundanceMin68		PoissonFractionalAbundanceMax68		PoissonFractionalAbundanceMin68

		A01		Absolute Quantification		ABS		Cont-P1		Ch1Unknown		L.m.		Manual		82		ddPCR Supermix for Probes		1640						88		76		670		9314		8		662		508		8806		0		9984																1.31						1.46		1.16		56.7						59.5		53.9		1		1		1718		6246.9		999.25		1351.4		Absolute Quantification Experiment								84.9		78.6														1.39		1.23						58.1		55.3

		A02		Absolute Quantification		ABS		CCC1-P2		Ch1Unknown		L.m.		Manual		0.4		ddPCR Supermix for Probes		8						1.07		0.1		3		8772		0		3		12		8760		0		8775																0.25						0.58		0		20						41		0		1		1		1656		6077.4		990.86		992.6		Absolute Quantification Experiment								0.69		0.21														0.42		0.08						31		9

		A03		Absolute Quantification		ABS		CCC2-P3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.3		0		0		11895		0		0		728		11167		0		11895																																				1		1		1283		0		1012.6		1012.6		Absolute Quantification Experiment								0.14		0

		B01		Absolute Quantification		ABS		Cont-S1		Ch1Unknown		L.m.		Manual		0.32		ddPCR Supermix for Probes		6.4						0.85		0.08		3		11046		0		3		1279		9767		0		11049																0.0022						0.0049		0		0.22						0.49		0		1		1		1582		3854.1		1004.7		1005.4		Absolute Quantification Experiment								0.55		0.17														0.0035		0.0009						0.35		0.09

		B02		Absolute Quantification		ABS		CCC1-S2		Ch1Unknown		L.m.		Manual		0.44		ddPCR Supermix for Probes		8.8						1.04		0.13		4		10641		0		4		470		10171		0		10645																0.008						0.017		0		0.8						1.7		0		1		1		1347		1703.4		989.5		989.77		Absolute Quantification Experiment								0.71		0.25														0.0126		0.004						1.25		0.4

		B03		Absolute Quantification		ABS		CCC2-S3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.31		0		0		11520		0		0		278		11242		0		11520																																				1		1		1377		0		1027.8		1027.8		Absolute Quantification Experiment								0.14		0

		C01		Absolute Quantification		ABS		Cont-P2		Ch1Unknown		L.m.		Manual		58.2		ddPCR Supermix for Probes		1164						63.2		53.3		531		10463		0		531		169		10294		0		10994																3.2						3.7		2.6		76.2						79.3		73		1		1		2146		6342.9		1079.6		1333.8		Absolute Quantification Experiment								60.8		55.7														3.48		2.91						77.8		74.6

		C02		Absolute Quantification		ABS		CCC1-P3		Ch1Unknown		L.m.		Manual		79		ddPCR Supermix for Probes		1580						85		73		637		9201		28		609		1436		7765		0		9838																0.415						0.454		0.377		29.4						31.3		27.4		1		1		1365		5895.5		997.66		1314.8		Absolute Quantification Experiment								81.9		75.6														0.435		0.396						30.3		28.4

		D01		Absolute Quantification		ABS		Cont-S2		Ch1Unknown		L.m.		Manual		5.3		ddPCR Supermix for Probes		106						6.9		3.9		46		10277		0		46		892		9385		0		10323																0.049						0.064		0.035		4.7						6		3.4		1		1		2640		6037.9		973.3		995.87		Absolute Quantification Experiment								6.1		4.5														0.057		0.042						5.4		4

		D02		Absolute Quantification		ABS		CCC1-S3		Ch1Unknown		L.m.		Manual		0.22		ddPCR Supermix for Probes		4.4						0.7		0.03		2		10817		0		2		1551		9266		0		10819																0.0012						0.003		0		0.12						0.3		0		1		1		1927		5807.9		1003.4		1004.2		Absolute Quantification Experiment								0.42		0.09														0.0021		0.0003						0.21		0.03

		E01		Absolute Quantification		ABS		Cont-P3		Ch1Unknown		L.m.		Manual		175		ddPCR Supermix for Probes		3500						184		165		1366		8542		47		1319		505		8037		0		9908																2.59						2.84		2.33		72.1						74.1		70.1		1		1		1923		6044.5		979.64		1677.9		Absolute Quantification Experiment								179.3		169.8														2.72		2.46						73.1		71.1

		E02		Absolute Quantification		ABS		CCC2-P1		Ch1Unknown		L.m.		Manual		4.6		ddPCR Supermix for Probes		92						6.2		3.3		39		9940		2		37		593		9347		0		9979																0.064						0.084		0.043		6						7.8		4.2		1		1		1890		5849.5		1006.3		1025.2		Absolute Quantification Experiment								5.4		3.9														0.074		0.053						6.9		5.1

		F01		Absolute Quantification		ABS		Cont-S3		Ch1Unknown		L.m.		Manual		2.5		ddPCR Supermix for Probes		50						4.6		1.2		9		4150		2		7		408		3742		0.35		4159																0.021						0.035		0.007		2						3.4		0.7		1		1		1258		1381.6		984.26		985.12		Absolute Quantification Experiment								3.5		1.8														0.028		0.014						2.7		1.4

		F02		Absolute Quantification		ABS		CCC2-S1		Ch1Unknown		L.m.		Manual		0.43		ddPCR Supermix for Probes		8.6						1.01		0.13		4		10976		3		1		164		10812		0.32		10980																0.024						0.048		0		2.3						4.7		0		1		1		1391		2195.5		1003.6		1004		Absolute Quantification Experiment								0.68		0.25														0.036		0.011						3.5		1.1

		G01		Absolute Quantification		ABS		CCC1-P1		Ch1Unknown		L.m.		OK		32.2		ddPCR Supermix for Probes		644						35.8		28.6		307		11052		6		301		317		10735		0		11359																0.95						1.1		0.8		48.7						52.6		44.8		1		1		1663		5880.9		978.4		1110.9		Absolute Quantification Experiment								34.1		30.4														1.03		0.87						50.7		46.7

		G02		Absolute Quantification		ABS		CCC2-P2		Ch1Unknown		L.m.		Manual		0.24		ddPCR Supermix for Probes		4.8						0.78		0.04		2		9714		1		1		75		9639		0.12		9716																0.026						0.067		0		2.6						6.4		0		1		1		1536		4932.4		998.19		999		Absolute Quantification Experiment								0.47		0.11														0.046		0.006						4.4		0.7

		H01		Absolute Quantification		ABS		CCC1-S1		Ch1Unknown		L.m.		Manual		0.44		ddPCR Supermix for Probes		8.8						1.04		0.13		4		10623		1		3		958		9665		0.0778		10627																0.004						0.0081		0		0.4						0.8		0		1		1		1989		5986.3		992.59		994.47		Absolute Quantification Experiment								0.71		0.25														0.006		0.0019						0.6		0.19

		H02		Absolute Quantification		ABS		CCC2-S2		Ch1Unknown		L.m.		Manual		0.13		ddPCR Supermix for Probes		2.6						0.64		0.01		1		8827		0		1		416		8411		0		8828																0.0023						0.0079		0		0.23						0.79		0		1		1		1313		1368.8		1012.3		1012.4		Absolute Quantification Experiment								0.33		0.04														0.005		0						0.49		0

		A04		Absolute Quantification		ABS		CCC4-P1		Ch1Unknown		L.m.		Manual		41.1		ddPCR Supermix for Probes		822						45.9		36.4		288		8095		5		283		309		7786		0		8383																0.92						1.06		0.77		47.8						51.8		43.8		1		1		1582		6096.8		1094.4		1266.3		Absolute Quantification Experiment								43.6		38.7														0.99		0.84						49.8		45.8

		B04		Absolute Quantification		ABS		CCC4-S1		Ch1Unknown		L.m.		Manual		0.11		ddPCR Supermix for Probes		2.2						0.52		0		1		10750		1		0		2230		8520		0.109		10751																0.0004						0.0013		0		0.04						0.13		0		1		1		1485		2495		1038		1038.2		Absolute Quantification Experiment								0.27		0.03														0.00084		0						0.084		0

		C04		Absolute Quantification		ABS		CCC4-P2		Ch1Unknown		L.m.		Manual		21.2		ddPCR Supermix for Probes		424						24.5		17.8		151		8321		4		147		536		7785		0		8472																0.273						0.322		0.224		21.4						24.5		18.4		1		1		1524		5348.4		998.08		1075.6		Absolute Quantification Experiment								22.9		19.4														0.298		0.248						23		19.9

		D04		Absolute Quantification		ABS		CCC4-S2		Ch1Unknown		L.m.		Manual		0.9		ddPCR Supermix for Probes		18						1.7		0.4		8		10113		2		6		1815		8298		0.0799		10121																0.004						0.0068		0.0012		0.4						0.68		0.12		1		1		1267		1439.2		1050.7		1051		Absolute Quantification Experiment								1.3		0.64														0.0054		0.0026						0.54		0.26

		E04		Absolute Quantification		ABS		CCC4-P3		Ch1Unknown		L.m.		Manual		8.8		ddPCR Supermix for Probes		176						11.2		6.8		64		8521		2		62		698		7823		0		8585																0.088						0.111		0.065		8.1						10		6.2		1		1		1920		5909.4		1062.6		1098.8		Absolute Quantification Experiment								9.9		7.7														0.099		0.076						9.1		7.1

		F04		Absolute Quantification		ABS		CCC4-S3		Ch1Unknown		L.m.		Manual		0		ddPCR Supermix for Probes		0						0.35		0		0		10165		0		0		48		10117		0		10165																																				1		1		1486		0		1106.3		1106.3		Absolute Quantification Experiment								0.16		0

		A01		Absolute Quantification		ABS		Cont-P1		Ch2Unknown		Act		Manual		62		ddPCR Supermix for Probes		1240						68		57		516		9468		8		662		508		8806		0		9984																1.31						1.46		1.16		56.7						59.5		53.9		1		1		3760		4762.4		3029.5		3119.1		Absolute Quantification Experiment								65.2		59.7														1.39		1.23						58.1		55.3

		A02		Absolute Quantification		ABS		CCC1-P2		Ch2Unknown		Act		Manual		1.6		ddPCR Supermix for Probes		32						2.7		0.9		12		8763		0		3		12		8760		0		8775																0.25						0.58		0		20						41		0		1		1		3501		4346.4		3005.3		3007.2		Absolute Quantification Experiment								2.12		1.19														0.42		0.08						31		9

		A03		Absolute Quantification		ABS		CCC2-P3		Ch2Unknown		Act		Manual		74		ddPCR Supermix for Probes		1480						80		69		728		11167		0		0		728		11167		0		11895																																				1		1		3449		4595.5		2983		3081.7		Absolute Quantification Experiment								77.1		71.5

		B01		Absolute Quantification		ABS		Cont-S1		Ch2Unknown		Act		Manual		145		ddPCR Supermix for Probes		2900						153		137		1279		9770		0		3		1279		9767		0		11049																0.0022						0.0049		0		0.22						0.49		0		1		1		3685		4734.7		3105.2		3293.8		Absolute Quantification Experiment								148.8		140.7														0.0035		0.0009						0.35		0.09

		B02		Absolute Quantification		ABS		CCC1-S2		Ch2Unknown		Act		Manual		53.1		ddPCR Supermix for Probes		1062						57.9		48.3		470		10175		0		4		470		10171		0		10645																0.008						0.017		0		0.8						1.7		0		1		1		3560		4507.4		2967		3035		Absolute Quantification Experiment								55.6		50.7														0.0126		0.004						1.25		0.4

		B03		Absolute Quantification		ABS		CCC2-S3		Ch2Unknown		Act		Manual		28.7		ddPCR Supermix for Probes		574						32.1		25.4		278		11242		0		0		278		11242		0		11520																																				1		1		3501		4585.6		3009.1		3047.1		Absolute Quantification Experiment								30.5		27

		C01		Absolute Quantification		ABS		Cont-P2		Ch2Unknown		Act		Manual		18.2		ddPCR Supermix for Probes		364						21		15.5		169		10825		0		531		169		10294		0		10994																3.2						3.7		2.6		76.2						79.3		73		1		1		3903		4802.9		3182.7		3207.6		Absolute Quantification Experiment								19.6		16.8														3.48		2.91						77.8		74.6

		C02		Absolute Quantification		ABS		CCC1-P3		Ch2Unknown		Act		Manual		190		ddPCR Supermix for Probes		3800						199		180		1464		8374		28		609		1436		7765		0		9838																0.415						0.454		0.377		29.4						31.3		27.4		1		1		3516		4504.9		2886.1		3127		Absolute Quantification Experiment								194.5		184.6														0.435		0.396						30.3		28.4

		D01		Absolute Quantification		ABS		Cont-S2		Ch2Unknown		Act		Manual		106		ddPCR Supermix for Probes		2120						113		99		892		9431		0		46		892		9385		0		10323																0.049						0.064		0.035		4.7						6		3.4		1		1		3564		4623.4		2981.4		3123.3		Absolute Quantification Experiment								109.9		102.8														0.057		0.042						5.4		4

		D02		Absolute Quantification		ABS		CCC1-S3		Ch2Unknown		Act		Manual		182		ddPCR Supermix for Probes		3640						191		173		1551		9268		0		2		1551		9266		0		10819																0.0012						0.003		0		0.12						0.3		0		1		1		3581		4580.2		2979.9		3209.4		Absolute Quantification Experiment								186.7		177.4														0.0021		0.0003						0.21		0.03

		E01		Absolute Quantification		ABS		Cont-P3		Ch2Unknown		Act		Manual		67		ddPCR Supermix for Probes		1340						73		62		552		9356		47		1319		505		8037		0		9908																2.59						2.84		2.33		72.1						74.1		70.1		1		1		0		4434.6		2833.2		2922.5		Absolute Quantification Experiment								70.3		64.6														2.72		2.46						73.1		71.1

		E02		Absolute Quantification		ABS		CCC2-P1		Ch2Unknown		Act		Manual		72		ddPCR Supermix for Probes		1440						78		67		595		9384		2		37		593		9347		0		9979																0.064						0.084		0.043		6						7.8		4.2		1		1		3529		4530		2966.7		3059.9		Absolute Quantification Experiment								75.3		69.4														0.074		0.053						6.9		5.1

		F01		Absolute Quantification		ABS		Cont-S3		Ch2Unknown		Act		Manual		122		ddPCR Supermix for Probes		2440						134		110		410		3749		2		7		408		3742		0.35		4159																0.021						0.035		0.007		2						3.4		0.7		1		1		3547		4716		3010.9		3179		Absolute Quantification Experiment								128		116														0.028		0.014						2.7		1.4

		F02		Absolute Quantification		ABS		CCC2-S1		Ch2Unknown		Act		Manual		18		ddPCR Supermix for Probes		360						20.8		15.3		167		10813		3		1		164		10812		0.32		10980																0.024						0.048		0		2.3						4.7		0		1		1		3564		4621.4		2964.3		2989.5		Absolute Quantification Experiment								19.4		16.6														0.036		0.011						3.5		1.1

		G01		Absolute Quantification		ABS		CCC1-P1		Ch2Unknown		Act		OK		33.9		ddPCR Supermix for Probes		678						37.6		30.2		323		11036		6		301		317		10735		0		11359																0.95						1.1		0.8		48.7						52.6		44.8		1		1		3659		4556.8		2973.5		3018.5		Absolute Quantification Experiment								35.8		32.1														1.03		0.87						50.7		46.7

		G02		Absolute Quantification		ABS		CCC2-P2		Ch2Unknown		Act		Manual		9.2		ddPCR Supermix for Probes		184						11.5		7.3		76		9640		1		1		75		9639		0.12		9716																0.026						0.067		0		2.6						6.4		0		1		1		3414		4436.4		2939		2950.7		Absolute Quantification Experiment								10.3		8.2														0.046		0.006						4.4		0.7

		H01		Absolute Quantification		ABS		CCC1-S1		Ch2Unknown		Act		Manual		111		ddPCR Supermix for Probes		2220						118		104		959		9668		1		3		958		9665		0.0778		10627																0.004						0.0081		0		0.4						0.8		0		1		1		3524		4602.2		2993.4		3138.6		Absolute Quantification Experiment								114.9		107.7														0.006		0.0019						0.6		0.19

		H02		Absolute Quantification		ABS		CCC2-S2		Ch2Unknown		Act		Manual		57		ddPCR Supermix for Probes		1140						62		51		416		8412		0		1		416		8411		0		8828																0.0023						0.0079		0		0.23						0.79		0		1		1		3478		4558		2974		3048.7		Absolute Quantification Experiment								59.6		54														0.005		0						0.49		0

		A04		Absolute Quantification		ABS		CCC4-P1		Ch2Unknown		Act		Manual		44.9		ddPCR Supermix for Probes		898						49.9		40		314		8069		5		283		309		7786		0		8383																0.92						1.06		0.77		47.8						51.8		43.8		1		1		3667		4749		3076		3138.6		Absolute Quantification Experiment								47.5		42.4														0.99		0.84						49.8		45.8

		B04		Absolute Quantification		ABS		CCC4-S1		Ch2Unknown		Act		Manual		274		ddPCR Supermix for Probes		5480						285		262		2231		8520		1		0		2230		8520		0.109		10751																0.0004						0.0013		0		0.04						0.13		0		1		1		3495		4433		2951.5		3258.9		Absolute Quantification Experiment								279		268														0.00084		0						0.084		0

		C04		Absolute Quantification		ABS		CCC4-P2		Ch2Unknown		Act		Manual		77		ddPCR Supermix for Probes		1540						84		71		540		7932		4		147		536		7785		0		8472																0.273						0.322		0.224		21.4						24.5		18.4		1		1		3500		4227.4		2803.9		2894.6		Absolute Quantification Experiment								80.8		74.2														0.298		0.248						23		19.9

		D04		Absolute Quantification		ABS		CCC4-S2		Ch2Unknown		Act		Manual		233		ddPCR Supermix for Probes		4660						244		222		1817		8304		2		6		1815		8298		0.0799		10121																0.004						0.0068		0.0012		0.4						0.68		0.12		1		1		3488		4463.8		2971.8		3239.7		Absolute Quantification Experiment								238		227														0.0054		0.0026						0.54		0.26

		E04		Absolute Quantification		ABS		CCC4-P3		Ch2Unknown		Act		Manual		100		ddPCR Supermix for Probes		2000						108		93		700		7885		2		62		698		7823		0		8585																0.088						0.111		0.065		8.1						10		6.2		1		1		3833		4571.3		2984.7		3114.1		Absolute Quantification Experiment								103.9		96.3														0.099		0.076						9.1		7.1

		F04		Absolute Quantification		ABS		CCC4-S3		Ch2Unknown		Act		Manual		5.6		ddPCR Supermix for Probes		112						7.3		4.1		48		10117		0		0		48		10117		0		10165																																				1		1		3639		4439.3		3049.3		3055.9		Absolute Quantification Experiment								6.4		4.8
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				Sample		Target Type		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Accepted Droplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9984		1.31

				CCC1-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8775		0.25

				CCC2-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11049		0.0022

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10645		0.008

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10994		3.2

				CCC1-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9838		0.415

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10323		0.049

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10819		0.0012

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		9908		2.59

				CCC2-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9979		0.064

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4159		0.021

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10980		0.024

				CCC1-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11359		0.95

				CCC2-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9716		0.026

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10627		0.004

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8828		0.0023

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8383		0.92

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10751		0.0004

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8472		0.273

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10121		0.004

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8585		0.088

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9984		1.31

				CCC1-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8775		0.25

				CCC2-P3		Ch2Unknown		Act		74		1480		80		69		728		11895

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		11049		0.0022

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10645		0.008

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11520

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10994		3.2

				CCC1-P3		Ch2Unknown		Act		190		3800		199		180		1464		9838		0.415

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		10323		0.049

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		10819		0.0012

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9908		2.59

				CCC2-P1		Ch2Unknown		Act		72		1440		78		67		595		9979		0.064

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		4159		0.021

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10980		0.024

				CCC1-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11359		0.95

				CCC2-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9716		0.026

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		10627		0.004

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8828		0.0023

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8383		0.92

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		10751		0.0004

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		8472		0.273

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		10121		0.004

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		8585		0.088

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10165





Sheet10

		

				Sample		Target Type		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Accepted Droplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9984		1.31						L.m.								B.n.

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11049		0.0022						Petiole		Stem						Petiole		Stem

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10994		3.2				Control		855.7		19.3				Control		412.3		860.3

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10323		0.049				CCC1		315.7		10697.0				CCC1		599.7		993.3

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		9908		2.59				CCC2		13.7		10442.7				CCC2		466.3		10442.7

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4159		0.021				CCC3		167.7		10345.7				CCC3		518.0		10345.7

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9984		1.31

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		11049		0.0022

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10994		3.2				Control		2.1		0.0

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		10323		0.049				CCC1		0.5		10.8

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9908		2.59				CCC2		0.0		1.0

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		4159		0.021				CCC3		0.3		1.0

				CCC1-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8775		0.25				Control		7.1								7.1

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10645		0.008				CCC1

				CCC1-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9838		0.415				CCC2

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10819		0.0012				CCC3

				CCC1-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11359		0.95

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10627		0.004

				CCC1-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8775		0.25

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10645		0.008

				CCC1-P3		Ch2Unknown		Act		190		3800		199		180		1464		9838		0.415

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		10819		0.0012

				CCC1-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11359		0.95

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		10627		0.004

				CCC2-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520

				CCC2-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9979		0.064

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10980		0.024

				CCC2-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9716		0.026

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8828		0.0023

				CCC2-P3		Ch2Unknown		Act		74		1480		80		69		728		11895

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11520

				CCC2-P1		Ch2Unknown		Act		72		1440		78		67		595		9979		0.064

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10980		0.024

				CCC2-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9716		0.026

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8828		0.0023

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8383		0.92

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10751		0.0004

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8472		0.273

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10121		0.004

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8585		0.088

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8383		0.92

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		10751		0.0004

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		8472		0.273

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		10121		0.004

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		8585		0.088

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10165





Selected_columns

		DDPCR RESULTS

		Sample		Target		Concentration		Copies Per20uL Well		Poisson Conf Max		Poisson Conf Min		Positives		Negatives		Accepted Droplets		Ratio

		Cont-P1		L.m.		82		1640		88		76		670		9314		9984		1.31		2.4

		CCC1-P2		L.m.		0.4		8		1.07		0.1		3		8772		8775		0.25

		CCC2-P3		L.m.		0		0		0.3		0		0		11895		11895

		Cont-S1		L.m.		0.32		6.4		0.85		0.08		3		11046		11049		0.0022

		CCC1-S2		L.m.		0.44		8.8		1.04		0.13		4		10641		10645		0.008

		CCC2-S3		L.m.		0		0		0.31		0		0		11520		11520

		Cont-P2		L.m.		58.2		1164		63.2		53.3		531		10463		10994		3.2

		CCC1-P3		L.m.		79		1580		85		73		637		9201		9838		0.415

		Cont-S2		L.m.		5.3		106		6.9		3.9		46		10277		10323		0.049

		CCC1-S3		L.m.		0.22		4.4		0.7		0.03		2		10817		10819		0.0012

		Cont-P3		L.m.		175		3500		184		165		1366		8542		9908		2.59

		CCC2-P1		L.m.		4.6		92		6.2		3.3		39		9940		9979		0.064

		Cont-S3		L.m.		2.5		50		4.6		1.2		9		4150		4159		0.021

		CCC2-S1		L.m.		0.43		8.6		1.01		0.13		4		10976		10980		0.024

		CCC1-P1		L.m.		32.2		644		35.8		28.6		307		11052		11359		0.95

		CCC2-P2		L.m.		0.24		4.8		0.78		0.04		2		9714		9716		0.026

		CCC1-S1		L.m.		0.44		8.8		1.04		0.13		4		10623		10627		0.004

		CCC2-S2		L.m.		0.13		2.6		0.64		0.01		1		8827		8828		0.0023

		CCC4-P1		L.m.		41.1		822		45.9		36.4		288		8095		8383		0.92

		CCC4-S1		L.m.		0.11		2.2		0.52		0		1		10750		10751		0.0004

		CCC4-P2		L.m.		21.2		424		24.5		17.8		151		8321		8472		0.273

		CCC4-S2		L.m.		0.9		18		1.7		0.4		8		10113		10121		0.004

		CCC4-P3		L.m.		8.8		176		11.2		6.8		64		8521		8585		0.088

		CCC4-S3		L.m.		0		0		0.35		0		0		10165		10165

		Cont-P1		Act		62		1240		68		57		516		9468		9984		1.31

		CCC1-P2		Act		1.6		32		2.7		0.9		12		8763		8775		0.25

		CCC2-P3		Act		74		1480		80		69		728		11167		11895

		Cont-S1		Act		145		2900		153		137		1279		9770		11049		0.0022

		CCC1-S2		Act		53.1		1062		57.9		48.3		470		10175		10645		0.008

		CCC2-S3		Act		28.7		574		32.1		25.4		278		11242		11520

		Cont-P2		Act		18.2		364		21		15.5		169		10825		10994		3.2

		CCC1-P3		Act		190		3800		199		180		1464		8374		9838		0.415

		Cont-S2		Act		106		2120		113		99		892		9431		10323		0.049

		CCC1-S3		Act		182		3640		191		173		1551		9268		10819		0.0012

		Cont-P3		Act		67		1340		73		62		552		9356		9908		2.59

		CCC2-P1		Act		72		1440		78		67		595		9384		9979		0.064

		Cont-S3		Act		122		2440		134		110		410		3749		4159		0.021

		CCC2-S1		Act		18		360		20.8		15.3		167		10813		10980		0.024

		CCC1-P1		Act		33.9		678		37.6		30.2		323		11036		11359		0.95

		CCC2-P2		Act		9.2		184		11.5		7.3		76		9640		9716		0.026

		CCC1-S1		Act		111		2220		118		104		959		9668		10627		0.004

		CCC2-S2		Act		57		1140		62		51		416		8412		8828		0.0023

		CCC4-P1		Act		44.9		898		49.9		40		314		8069		8383		0.92

		CCC4-S1		Act		274		5480		285		262		2231		8520		10751		0.0004

		CCC4-P2		Act		77		1540		84		71		540		7932		8472		0.273

		CCC4-S2		Act		233		4660		244		222		1817		8304		10121		0.004

		CCC4-P3		Act		100		2000		108		93		700		7885		8585		0.088

		CCC4-S3		Act		5.6		112		7.3		4.1		48		10117		10165





Petiole

				DDPCR RESULTS FOR PETIOLE

				Sample		TargetType		Target		Concentration		CopiesPer20uLWell		PoissonConfMax		PoissonConfMin		Positives		Negatives		AcceptedDroplets		Ratio

				Cont-P1		Ch1Unknown		L.m.		82		1640		88		76		670		9314		9984		1.31				2.37

				Cont-P2		Ch1Unknown		L.m.		58.2		1164		63.2		53.3		531		10463		10994		3.2

				Cont-P3		Ch1Unknown		L.m.		175		3500		184		165		1366		8542		9908		2.59

				Cont-P1		Ch2Unknown		Act		62		1240		68		57		516		9468		9984		1.31

				Cont-P2		Ch2Unknown		Act		18.2		364		21		15.5		169		10825		10994		3.2

				Cont-P3		Ch2Unknown		Act		67		1340		73		62		552		9356		9908		2.59

				CCC1-P1		Ch1Unknown		L.m.		4.6		92		6.2		3.3		39		9940		9979		0.064				0.05

				CCC1-P2		Ch1Unknown		L.m.		0.24		4.8		0.78		0.04		2		9714		9716		0.026

				CCC1-P3		Ch1Unknown		L.m.		0		0		0.3		0		0		11895		11895

				CCC1-P1		Ch2Unknown		Act		72		1440		78		67		595		9384		9979		0.064

				CCC1-P2		Ch2Unknown		Act		9.2		184		11.5		7.3		76		9640		9716		0.026

				CCC1-P3		Ch2Unknown		Act		74		1480		80		69		728		11167		11895

				CCC2-P1		Ch1Unknown		L.m.		32.2		644		35.8		28.6		307		11052		11359		0.95				0.54

				CCC2-P2		Ch1Unknown		L.m.		0.4		8		1.07		0.1		3		8772		8775		0.25

				CCC2-P3		Ch1Unknown		L.m.		79		1580		85		73		637		9201		9838		0.415

				CCC2-P2		Ch2Unknown		Act		1.6		32		2.7		0.9		12		8763		8775		0.25

				CCC2-P3		Ch2Unknown		Act		190		3800		199		180		1464		8374		9838		0.415

				CCC2-P1		Ch2Unknown		Act		33.9		678		37.6		30.2		323		11036		11359		0.95

				CCC4-P1		Ch1Unknown		L.m.		41.1		822		45.9		36.4		288		8095		8383		0.92				0.43

				CCC4-P2		Ch1Unknown		L.m.		21.2		424		24.5		17.8		151		8321		8472		0.273

				CCC4-P3		Ch1Unknown		L.m.		8.8		176		11.2		6.8		64		8521		8585		0.088

				CCC4-P1		Ch2Unknown		Act		44.9		898		49.9		40		314		8069		8383		0.92

				CCC4-P2		Ch2Unknown		Act		77		1540		84		71		540		7932		8472		0.273

				CCC4-P3		Ch2Unknown		Act		100		2000		108		93		700		7885		8585		0.088





Stem

				DDPCR RESULTS FOR STEM

				Sample		Target Type		Target		Concentration		Copies Per20uL Well		PoissonConfMax		Poisson Conf Min		Positives		Negatives		Accepted Droplets		Ratio

				Cont-S1		Ch1Unknown		L.m.		0.32		6.4		0.85		0.08		3		11046		11049		0.0022				0.02

				Cont-S2		Ch1Unknown		L.m.		5.3		106		6.9		3.9		46		10277		10323		0.049

				Cont-S3		Ch1Unknown		L.m.		2.5		50		4.6		1.2		9		4150		4159		0.021

				Cont-S1		Ch2Unknown		Act		145		2900		153		137		1279		9770		11049		0.0022

				Cont-S2		Ch2Unknown		Act		106		2120		113		99		892		9431		10323		0.049

				Cont-S3		Ch2Unknown		Act		122		2440		134		110		410		3749		4159		0.021

				CCC1-S1		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10623		10627		0.004				0.00

				CCC1-S2		Ch1Unknown		L.m.		0.44		8.8		1.04		0.13		4		10641		10645		0.008

				CCC1-S3		Ch1Unknown		L.m.		0.22		4.4		0.7		0.03		2		10817		10819		0.0012

				CCC1-S2		Ch2Unknown		Act		53.1		1062		57.9		48.3		470		10175		10645		0.008

				CCC1-S3		Ch2Unknown		Act		182		3640		191		173		1551		9268		10819		0.0012

				CCC1-S1		Ch2Unknown		Act		111		2220		118		104		959		9668		10627		0.004

				CCC2-S1		Ch1Unknown		L.m.		0.43		8.6		1.01		0.13		4		10976		10980		0.024				0.01

				CCC2-S2		Ch1Unknown		L.m.		0.13		2.6		0.64		0.01		1		8827		8828		0.0023

				CCC2-S3		Ch1Unknown		L.m.		0		0		0.31		0		0		11520		11520

				CCC2-S3		Ch2Unknown		Act		28.7		574		32.1		25.4		278		11242		11520

				CCC2-S1		Ch2Unknown		Act		18		360		20.8		15.3		167		10813		10980		0.024

				CCC2-S2		Ch2Unknown		Act		57		1140		62		51		416		8412		8828		0.0023

				CCC4-S1		Ch1Unknown		L.m.		0.11		2.2		0.52		0		1		10750		10751		0.0004				0.00

				CCC4-S2		Ch1Unknown		L.m.		0.9		18		1.7		0.4		8		10113		10121		0.004

				CCC4-S3		Ch1Unknown		L.m.		0		0		0.35		0		0		10165		10165

				CCC4-S1		Ch2Unknown		Act		274		5480		285		262		2231		8520		10751		0.0004

				CCC4-S2		Ch2Unknown		Act		233		4660		244		222		1817		8304		10121		0.004

				CCC4-S3		Ch2Unknown		Act		5.6		112		7.3		4.1		48		10117		10165





Concentration

		

				The concentration calculated by Quantasoft version 1.5.38.1118 is the mod of the PoissonConfMax and PoissonConfMin. The software normalized data before bring it up.

				Petiole														Stem

				Sample		Target Type		Target		Concentration				Ratio of CN				Sample		Target Type		Target		Concentration

				Cont-P1		Ch1Unknown		L.m.		82		105.1		2.1				Cont-S1		Ch1Unknown		L.m.		0.32		2.7		0.0

				Cont-P2		Ch1Unknown		L.m.		58.2								Cont-S2		Ch1Unknown		L.m.		5.3

				Cont-P3		Ch1Unknown		L.m.		175								Cont-S3		Ch1Unknown		L.m.		2.5

				Cont-P1		Ch2Unknown		Act		62		49.1						Cont-S1		Ch2Unknown		Act		145		124.3

				Cont-P2		Ch2Unknown		Act		18.2								Cont-S2		Ch2Unknown		Act		106

				Cont-P3		Ch2Unknown		Act		67								Cont-S3		Ch2Unknown		Act		122

				CCC1-P2		Ch1Unknown		L.m.		0.4		37.2		0.5				CCC1-S2		Ch1Unknown		L.m.		0.44		0.4		0.0

				CCC1-P3		Ch1Unknown		L.m.		79								CCC1-S3		Ch1Unknown		L.m.		0.22

				CCC1-P1		Ch1Unknown		L.m.		32.2								CCC1-S1		Ch1Unknown		L.m.		0.44

				CCC1-P2		Ch2Unknown		Act		1.6		75.2						CCC1-S2		Ch2Unknown		Act		53.1		115.4

				CCC1-P3		Ch2Unknown		Act		190								CCC1-S3		Ch2Unknown		Act		182

				CCC1-P1		Ch2Unknown		Act		33.9								CCC1-S1		Ch2Unknown		Act		111

				CCC2-P3		Ch1Unknown		L.m.		0		1.6		0.0				CCC2-S3		Ch1Unknown		L.m.		0		0.2		0.0

				CCC2-P1		Ch1Unknown		L.m.		4.6								CCC2-S1		Ch1Unknown		L.m.		0.43

				CCC2-P2		Ch1Unknown		L.m.		0.24								CCC2-S2		Ch1Unknown		L.m.		0.13

				CCC2-P3		Ch2Unknown		Act		74		51.7						CCC2-S3		Ch2Unknown		Act		28.7		34.6

				CCC2-P1		Ch2Unknown		Act		72								CCC2-S1		Ch2Unknown		Act		18

				CCC2-P2		Ch2Unknown		Act		9.2								CCC2-S2		Ch2Unknown		Act		57

				CCC4-P1		Ch1Unknown		L.m.		41.1		23.7		0.3				CCC4-S1		Ch1Unknown		L.m.		0.11		0.3		0.0

				CCC4-P2		Ch1Unknown		L.m.		21.2								CCC4-S2		Ch1Unknown		L.m.		0.9

				CCC4-P3		Ch1Unknown		L.m.		8.8								CCC4-S3		Ch1Unknown		L.m.		0

				CCC4-P1		Ch2Unknown		Act		44.9		74.0						CCC4-S1		Ch2Unknown		Act		274		170.9

				CCC4-P2		Ch2Unknown		Act		77								CCC4-S2		Ch2Unknown		Act		233

				CCC4-P3		Ch2Unknown		Act		100								CCC4-S3		Ch2Unknown		Act		5.6

				Petiole														Stem

				Sample		Target Type		Target		Concentration								Sample		Target Type		Target		Concentration

				Control		Ch1Unknown		L.m.		105.1								Control		Ch1Unknown		L.m.		2.7

				Control		Ch2Unknown		Act		49.1								Control		Ch2Unknown		Act		124.3

				CCC1		Ch1Unknown		L.m.		37.2								CCC1		Ch1Unknown		L.m.		0.4

				CCC1		Ch2Unknown		Act		75.2								CCC1		Ch2Unknown		Act		115.4

				CCC2		Ch1Unknown		L.m.		1.6								CCC2		Ch1Unknown		L.m.		0.2

				CCC2		Ch2Unknown		Act		51.7								CCC2		Ch2Unknown		Act		34.6

				CCC3		Ch1Unknown		L.m.		23.7								CCC3		Ch1Unknown		L.m.		0.3

				CCC3		Ch2Unknown		Act		74.0								CCC3		Ch2Unknown		Act		170.9

				Petiole														Stem

						L.m.		B.n.												L.m.		B.n.

				CCC1		37.2		75.2										CCC1		0.4		115.4

				CCC2		1.6		51.7										CCC2		0.2		34.6

				CCC3		23.7		74.0										CCC3		0.3		170.9

				Control		105.1		49.1										Control		2.7		124.3





Concentration

		



L.m.

B.n.

Concentration of DNA

The average amount of DNA detected in the petiole of plants



Ratio

		



L.m.

B.n.

Concentration of DNA

The average amount of DNA detected in the stem of plants



		

		Leptosphaeria maculans								Brassica napus								Ratio						Average

		Sample		Target		Positives				Sample		Target		Positives

		Petiole

		Cont-P1		L.m.		670				Cont-P1		Act		516				1.298				Control		2.3

		Cont-P2		L.m.		531				Cont-P2		Act		169				3.142

		Cont-P3		L.m.		1366				Cont-P3		Act		552				2.475

		Stem

		Cont-S1		L.m.		3				Cont-S1		Act		1279				0.002				Control		0.0

		Cont-S2		L.m.		46				Cont-S2		Act		892				0.052

		Cont-S3		L.m.		9				Cont-S3		Act		410				0.022

		Petiole

		CCC1-P1		L.m.		307				CCC1-P1		Act		323				0.950				CCC1		0.5

		CCC1-P2		L.m.		3				CCC1-P2		Act		12				0.250

		CCC1-P3		L.m.		637				CCC1-P3		Act		1464				0.435

		Stem

		CCC1-S1		L.m.		4				CCC1-S1		Act		959				0.004				CCC1		0.0

		CCC1-S2		L.m.		4				CCC1-S2		Act		470				0.009

		CCC1-S3		L.m.		2				CCC1-S3		Act		1551				0.001

		Petiole

		CCC2-P1		L.m.		39				CCC2-P1		Act		595				0.066				CCC2		0.0

		CCC2-P2		L.m.		2				CCC2-P2		Act		76				0.026

		CCC2-P3		L.m.		0				CCC2-P3		Act		728				0.000

		Stem

		CCC2-S1		L.m.		4				CCC2-S1		Act		167				0.024				CCC2		0.0

		CCC2-S2		L.m.		1				CCC2-S2		Act		416				0.002

		CCC2-S3		L.m.		0				CCC2-S3		Act		278				0.000

		Petiole

		CCC4-P1		L.m.		288				CCC4-P1		Act		314				0.917				CCC3		0.4

		CCC4-P2		L.m.		151				CCC4-P2		Act		540				0.280

		CCC4-P3		L.m.		64				CCC4-P3		Act		700				0.091

		Stem

		CCC4-S1		L.m.		1				CCC4-S1		Act		2231				0.000				CCC3		0.0

		CCC4-S2		L.m.		8				CCC4-S2		Act		1817				0.004

		CCC4-S3		L.m.		0				CCC4-S3		Act		48				0.000

				Petiole		Stem

		CONTROL		2.3		0.0

		CCC1		0.5		0.0

		CCC2		0.0		0.0

		CCC3		0.4		0.0

																		Petiole		Stem

																Westar		2.37		0.02

																CCC1		0.05		0.01

																CCC2		0.54		0.00

																CCC3		0.43		0.00
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Conclusion

These commercial canola cultivars showed lower DSI 
and higher survival in both cotyledon and petiole 
inoculation trials, relative to Westar  

Lm spreads more slowly from infected cotyledons 
into the petioles/stem of CCCs relative to Westar

Blackleg development was also slower in CCC stems

CCC resistance to blackleg is due to reduction of Lm 
spread into the stem from the infected cotyledon, 
limiting disease development in stem. 
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