View metadata, citation and similar papers at core.ac.uk

Deantonio et al. Microbial Cell Factories 2014, 13:132
http://www.microbialcellfactories.com/content/13/1/132

-

brought to you by .. CORE

provided by Archivio Istituzionale della Ricerca- Universita del Piemonte Orientale

©)(5)©) MICROBIAL CELL
©)5)E) FACTORIES
e)((e

J

I\

o)

RESEARCH Open Access

An Air-well sparging minifermenter system for
high-throughput protein production

Cecilia Deantonio', Valentina Sedini', Patrizia Cesaro?, Fabio Quasso?, Diego Cotella', Francesca Persichetti’,

Claudio Santoro'” and Daniele Sblattero'

Abstract

easy to handle, lab scale, high throughput systems.

full length proteins.

demands for HTPP.

Background: Over the last few years High-Throughput Protein Production (HTPP) has played a crucial role for functional
proteomics. High-quality, high yield and fast recombinant protein production are critical for new HTPP technologies.
Escherichia coli'is usually the expression system of choice in protein production thanks to its fast growth, ease of handling
and high yields of protein produced. Even though shake-flask cultures are widely used, there is an increasing need for

Results: In this article we described a novel minifermenter system suitable for HTPP. The Air-Well minifermenter system
is made by a homogeneous air sparging device that includes an air diffusion system, and a stainless steel 96 needle
plate integrated with a 96 deep well plate where cultures take place. This system provides aeration to achieve higher
optical density growth compared to classical shaking growth without the decrease in pH value and bacterial viability.
Moreover the yield of recombinant protein is up to 3-fold higher with a considerable improvement in the amount of

Conclusions: High throughput production of hundreds of proteins in parallel can be obtained sparging air in a
continuous and controlled manner. The system used is modular and can be easily modified and scaled up to meet the

Keywords: High-Throughput Protein Production, Shake-flask, E.coli, Air-sparging, Minifermenter

Background

The increasing amount of data derived from genome scale
studies has forced the implementation of protein expression
pipelines that support high throughput (HT) screening and
testing of cloned gene products [1,2]. Typically, these pipe-
lines combine batteries of cultivation devices eventually in-
tegrated with fluidic-handling and/or robotic apparatus for
automated processes. Tubes or shake flasks have been the
standard lab-scale cultivation devices for decades and have
been used in industry and academia to grow a wide range
of microorganisms as well as mammalian cells. They are
easy to operate and can be designed for automated moni-
toring of cultivation parameters such as pH and dissolved
oxygen. However, they are unfit for HT operations as their
scale-up possibilities are limited to a few dozen parallelized
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cultures. Thus, there has been an intense effort to design
cultivation apparatus that allows growth of hundreds to
thousands of cultures in parallel. This goal is typically
achieved by two means: reducing the working volume of
cultures to milliliter-scale or below, and using bacteria as
expression hosts [3].

Deep-well microtiter plates are regularly employed as
easy-to-use miniaturized minifermenters. They allow work-
ing with multiples of 96 cultures simultaneously. The bio-
mass and the amount of recombinant protein obtained by
milliliter-scale cultures are satisfactory for most research
purposes and allow selection of protein candidates for
scale-up production and expression. Fast cultivation, easy
handling and well-characterized genetics make Escherichia
coli one of the most widely used hosts for the production of
heterologous proteins. However, even in such a micro-
organism, the production of recombinant proteins at high
levels and biologically active form is not guaranteed, being
influenced by the physico-chemical properties of each
protein and by cultivation conditions. In particular, when
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operating with microtiter-based systems, nutrient con-
sumption and aeration play a major role [4]. Typically bac-
terial cultures are carried out in batch mode by shaking or
stirring a fixed volume of rich medium [5]. Unfortunately,
at high cell densities, nutrients can become limiting and
lead to carbon catabolite repression, consequent growth
impairment and reduced production of the desired protein.
In addition, the small specific mass transfer area of multi-
well plates limits oxygen diffusion, leading to stress re-
sponses and medium acidification [6].

To circumvent these problems, several strategies have
been proposed regarding medium composition, on-line
feeding and aeration [7]. For instance, it has been shown
that substituting glycerol for glucose in bacterial broth
overcomes overflow metabolism and the accumulation
of fermentation metabolites [8]. Furthermore, new media
formulations have been proposed that allow tight regula-
tion of the expression of recombinant protein by auto-
induction, thus minimizing off-line interventions during
culture growth [9]. Several small-scale systems have been
designed that are suitable for parallelized cultivations in
fed-batch mode [10,11]. In fed-batch cultures one sub-
strate solution can be continuously maintained at limiting
concentrations in order to control growth and match the
oxygen transfer rate [5]. Demanding constant control, fed-
batch cultures are usually performed in bioreactors, where
cultivation parameters and nutrient supply are highly au-
tomated [12]. One of the most effective technologies is the
Robo-Lector platform [11], a microfermentation system in
which bacterial growth and protein production are moni-
tored using non-invasive on-line monitoring signals and
can be coupled to downstream protein purification de-
vices. However, despite medium and culture automation
improvements, aeration remains the major cause of bac-
terial growth impairment and poor protein production
[13]. Orbital shaking is the most used and cost-effective
means to achieve aeration. The influence of shaking diam-
eter, frequency and filling volume on gas-liquid mass
transfer has been evaluated both theoretically and experi-
mentally [14]. In practice, oxygen transfer capacity in-
creases with increasing gas—liquid mass transfer area [6].
However, when operating with microtiter wells at stand-
ard shaking conditions (100-300 rev./min, shaking diame-
ters 6—20 mm) the gas—liquid mass transfer area remains
mainly constant. This is due to the effect of interfacial ten-
sion throughout the microtiter well [6]. Thus, the increase
of oxygen transfer can be obtained only beyond a critical
shaking frequency, when a critical centrifugal force over-
comes the surface tension of the medium. On the other
hand, shaking intensity cannot be increased beyond the
point when liquid spillage occurs between adjacent wells.

In this paper we present a novel device that uses air
sparging as an alternative to shaking for microbial cell cul-
tivation in 96 deep-well plates. By comparative analyses
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we demonstrate that E. coli clones cultured in the novel
apparatus grow faster and reach higher cell densities than
by shake cultivation. Furthermore, the quantity and qual-
ity of the produced recombinant proteins are significantly
improved.

Results

Overall features of the cultivation system

Forced by a need to express and screen several hundred
recombinant proteins in E. coli, we designed a system to
allow growth of multiples of 96 cultures, at milliliter-
scale, in batch-mode with little instrumentation and lab-
space requirements. The key feature of the system is that
simultaneous agitation/aeration of cultures is provided
through a simple air sparging device (Figure 1A,B; Air-
Well minifermenter) powered by a low-pressure air supply.
The core part of the device consists of two elements: a
stainless steel plate holding 96 needles (96 needle plate) that
is clamped to an air flow diffusing Plexiglas bell (see Mate-
rials and Methods for details). When assembled over a 2 ml
deep-well microtiter plate (Figure 1B), a cultivation unit is
obtained that is connected, singly or in multiple units, to an
air flow source. After building a few prototypes of differing
construction materials, needle width or shape, we finally
opted for the following key characteristics: i) a thick stain-
less steel plate that could be repeatedly autoclaved, was not
deformable and was sufficiently heavy to weigh on the mul-
tiwell plate; ii) 96 needles that fit inside each well to a depth
of 1-1.5 mm from the bottom to prevent cell sedimenta-
tion and extend the time of gas—liquid mass exchange; iii)
the presence of three grids inside the divergent bell to split
air flux evenly to all 96 needles (Figure 1C). The Air-Well
minifermenter is powered by pulsed low pressured air
influx. The pulse period and pulse width are defined by a
wave generator that controls a solenoid valve (for details
see Material and Methods).

Air-Well minifermenter design and parameters

The major advantages of the Air-Well minifermenter are
the following: the cultivation unit is stationary and up to
4 units (384 cultures) can be hosted in a small bench-top
thermostatic cabinet (an example is shown in Figure 1);
several Air-Well minifermenter units can be powered by a
single air flow source, and considering the low pressure
even a portable aquarium air pump might suffice; the air
sparging into a deep-well plate increases oxygen transfer
and avoids sedimentation of the bacteria cultures during
the incubation; the use of autoinduction medium mini-
mizes manual interventions during culture growth. How-
ever, when we first ran the system with continuous air
influx, we observed a significant production of bubbles
in all wells, a phenomenon that could favour cross-
contamination and high evaporation of well content.
We addressed this problem by two means. First, we
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Figure 1 Air-Well minifermenter scheme/layout. A) schematic representation of the Air-Well minifermenter. B) the Air-Well minifermenter.
C) Magnification of the Plexiglas bell with the grid used to equally split the air flux.

decided to supply air influx as pulse waves based on the
empirical observation that, though bubbles dissipated
spontaneously, the process required 1-2 seconds to
occur. This was accomplished by inserting a solenoid
valve downstream of the air flow source and providing
defined pulse parameters with a wave generator. Then
we evaluated whether the inclusion of an antifoam re-
agent in the culture medium could accelerate the dissi-
pation of bubbles without affecting bacterial growth.
Three different bacterial clones were inoculated in
autoinduction medium supplemented with 0.01% or
0.05% antifoam and grown in parallel, either by shaking
(orbital diameter 2.5 cm and 200 rpm) or by pulsed air
sparging (period 2.5 s, width 200 ms). ODgg values
were measured at 2, 3 and 4 h after inoculation. The re-
sults demonstrated that the inclusion of antifoam in the
medium did not affect bacterial growth at either con-
centration (Figure 2). We also verified that the presence
of 0.01% antifoam in the medium was sufficient to avoid
well to well cross contamination. We filled each well of a
96 deep-well plate with 1 ml of sterile antifoam containing

medium and randomly inoculated 38 wells with different
bacterial clones. After an overnight growth in air sparging
mode (period 2.5 s, width 200 ms), the ODgqq values of all
96 wells were measured. As shown in Figure 2C, none of
the uninoculated wells were contaminated by the adjacent
cultures. As it is likely that the frequency and width of air
pulses influence bubble quantity and quality, as well as the
growth of bacteria, we decided to optimize these parame-
ters. We used four 96 deep-well plates, each one contain-
ing 24 wells filled with 1 ml of autoinduction medium
(0.01% antifoam) and freshly inoculated with an identical
clone. One plate was grown by orbital shaking at 200 rpm
(orbital diameter 2.5 cm), the others by air sparging at
fixed pulse width (200 ms) and three different pulse pe-
riods (10 s; 5 s; 2.5 s). Mean ODyg, values were deter-
mined at 1, 3, 4 and 6 hours of growth or after overnight
incubation (sample volume was adjusted to 1 mL before
the measurements). As expected, air sparging significantly
increases the growth rate of cells when compared to
shaken cultures (Figure 3A). Although at first sight these
results might indicate that the best condition to use is a
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Figure 2 Growth curves of clones with anti foam. 3 different clones were grown in parallel in the presence of 0.01% A) or 0.05% B) antifoam
in shaking or air sparging condition. C) Scatter plot of the O.D.qy of 96 wells on a air sparging plate grown after an overnight in presence of
0.01% antifoam. Only 38 wells were inoculated with bacteria (clones) to check cross contamination in empty wells (blanks).

pulse period of 2.5 s for an overnight culture, we also ob-
served two effects that lowered the appeal of these condi-
tions. The volume of overnight cultures grown with air
sparging, at any pulse period, was significantly reduced
(15-18%; Figure 3B). Moreover, the pH of these cultures
rose above 8 (Figure 3C) indicating that microorganisms
switched to peptide catabolism [12]. On the other hand,
these results also showed that the biomass obtained after
6 hours of cultivation by air sparging, in particular at a
pulse period of 5 s, was double that of shaken cultures,
with acceptable variations in culture volume and pH
(Figure 3B-C). To check if these variations are dependent
on the position of the culture within the plate, we used a
96 deep-well plate containing all wells filled with 900 pl of
autoinduction medium freshly inoculated with a single
clone, grew it for 6 hours at 37°C (pulse period 5 sec) and
then measured the culture volume of each well. The Plate
was divided into three different zones (inlet of Figure 3D),
peripheral, middle and central and as shown in Figure 3,
we did not observe significant differences within these
zone in terms of evaporation rate (Figure 3D). Based on
these evidences, we decided to use a growth time of

6 hours and a pulse period of 5 sec to perform subsequent
protein production experiments.

Recombinant protein production

Encouraged by the above data, we wanted to verify
whether the Air-Well minifermenter could offer any ad-
vantage in the production of recombinant proteins when
compared to shaken microtiter plates. In particular, we
wanted to carry out an experiment that reflected real
conditions encountered in a screening process. To this
end, we used random clones derived from a previous
screen [15] and predicted, from DNA sequence data, to
express different fusion proteins, all sharing GST and
Flag-tag at their N- and C-termini, respectively. The
presence of two different tags fused at both termini of a
protein allows to detect it and to distinguish between
any expressed product (detected by either antibodies)
and full-length products (detected by both anti-GST and
anti-Flag antibodies). Thus, we inoculated two deep-well
plate replicates with 95 different clones in autoinduction
medium. Parallel cultures were grown for 6 hours, one
plate by air sparging (0.01% antifoam and pulse period
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5 s) the other by orbital shaking (orbital diameter 2.5 cm
and 200 rpm) [14]. The two plates were processed in
parallel and the protein purification was performed as
described in the Materials and Methods section [16].
The impact of the new cultivation system was evaluated
by protein microarray analyses [15]. This method allows
the analysis of hundreds of proteins simultaneously and
is becoming a standard in HT screening processes. Fur-
thermore, several array copies can be made with small
amounts of protein and analysed by different means to
get insights on protein status and properties [17]. After
affinity purification 95 proteins produced from shaken
or Air-Well minifermenter cultures were arrayed as
duplets onto nitrocellulose slides and analysed with anti-
GST antibody to evaluate the amount of recovered pro-
teins. As shown in Figure 4, 66 out of 95 proteins (70%)
from cultures grown by the Air-Well minifermenter
were detected with the anti-GST antibody, while only
19 (20%) from shaken cultures (Figure 4A) could be
detected.

This result indicates that the Air-Well minifermenter
provides an overall significant advantage in the produc-
tion of recombinant proteins (Figure 4B). To assess if
the cultivation mode could influence the quality of
expressed proteins as well, we analysed a protein array
replica with an anti-Flag antibody in order to detect the
full-length fusion proteins. As shown in Figure 4C, the
majority of proteins (55%) obtained with the Air-Well
minifermenter resulted full length. Thus we can con-
clude that in terms of amount and quality of the pro-
duced proteins, cultivation in the novel Air-Well
minifermenter provides a significant advantage com-
pared to the shaken mode (Figure 4B,D).

Discussion

Microtiter plates are an established tool widely used in
diagnostics because of the possibility of performing hun-
dreds of reactions in parallel and at small scale [18]. For
these reasons, microtiter plates have also been adopted
by laboratories involved in high-throughput screening of
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recombinant expression clones. Several cultivation system
based on the microtiter standard have been proposed,
some featuring high level of automation and the possibility
to monitor cultivation parameters [11]. In these systems,
agitation and aeration of cultures are commonly achieved
by orbital shaking of the plate. A limited oxygen transfer
capacity is typical of any shaken device but in microtiter
plates, in particular the 96 format or higher, there is an
additional problem due to the interfacial tension that
counteracts the centrifuge force provided by shaking [14].
Thus, microtiter plates have to be shaken at critical fre-
quencies to guarantee oxygen transfer rates (OTRs) com-
parable to those obtained in shaken or stirred flasks [19]
[6]. As a consequence, using standard lab-scale shakers,
OTR cannot be improved by increasing shaking frequency
without the risk of medium spillage and cross-
contamination. The use of breathable membranes to
seal wells is not a solution, since they significantly de-
crease oxygen transfer [20]. Because of these concerns,
we designed a simple device, referred to as the Air-
Well minifermenter, that could allow production of hun-
dreds of recombinant proteins at a scale sufficient for
screening needs. The device is based on the 96 deep-well
microtiter standard, and its key feature is the use of air
sparging as a mean to agitate/aerate bacterial cultures.
Gas sparging has been used for decades in industrial reac-
tors as an efficient method to increase gas—liquid mass
transfer surface area, but its use in cell cultivation is lim-
ited to few examples of miniaturized cultivation devices.
Doig et al. have reported a microtiter-based bubble reactor
in which air is pumped through a porous frits that seal the
bottom of each well [21]. However, the reliability of this
device is strictly dependent on the accuracy of plate

manufacturing, in particular the porosity and sealing of
the frits. Furthermore, in HT screening the device requires
laborious handling to connect hundreds of well/tubing
pairs. In these respects, the Air-Well minifermenter pre-
sented here offers several advantages: the 96 needles plate
fits any commercially available 2 ml deep-well plate, with
any section (round or squared) or bottom profile (U, V or
flat); the assembly of the cultivation unit (ie. one 96
needles plate clamped to a Plexiglas bell) is operationally
simple and fast; the absence of filters and the negligible
hydrostatic pressure of well fluid allow the use of a low
pressure air pump. Nevertheless, when we built the first
device, we faced two major problems: the air supply was
not equal in each well, particularly at very low pressure,
and the bubbles formed by continuous air flow did not
dissipate efficiently, increasing the risk of well-to-well
contamination. We solved these problems by three simple
means. First we inserted three grids within the Plexiglas
bell to increase the turbulence of air flow and equalize its
diffusion (Figure 1C). Second, we decided to provide air as
a pulsed flux rather than continuously. This was achieved
by controlling the open/closed status of an in-line solen-
oid valve with a square wave generator. As a result we
obtained an even distribution of air flow across the entire
plate (Figure 1A and 3D). Finally, since we observed that
the volume of bubbles and the time to dissipate increased
with the increase of cell density, we decided to comple-
ment the medium with an antifoam reagent at a concen-
tration that did not affect cell growth (Figure 2A,B). We
provide comparative evidence demonstrating that E. coli
cells grow faster and reach higher cell density when culti-
vated in the Air-Well minifermenter (Figure 3). Further-
more, the use of an autoinduction medium [9] allows
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cultivation in batch-mode without interruptions during
culture growth. We are aware that, when compared to
other miniaturized bioreactors (e.g. the Robo-Lector, [11]),
our Air-Well minifermenter lacks the possibility of on-line
monitoring of cultivation parameters, thus being unsuit-
able, in its existing format, to study cultivation processes
in detail. However, we demonstrate that cultivation by the
Air-Well minifermenter is per se sufficient to improve the
quantity and quality of recombinant proteins produced by
different clones (Figure 4). This is likely due not only to
the increase in the biomass of the culture but mainly to
the effects that air sparging exerts on metabolic processes,
decreasing the likelihood of anaerobic metabolism and
avoiding the accumulation of noxious metabolites known
to impair bacterial survival and recombinant protein pro-
duction [12]. The Air-Well minifermenter has a simple
design and is easy to reproduce. Air flow can be provided
by any source, even an aquarium pump, and can be
eventually regulated by a manometer. The pulsed air flow
is generated by a common solenoid valve controlled by a
wave generator program. As a stationary device, it requires
limited lab space and a battery of four cultivation units
can be held in a bench-top thermostatic cabinet. Finally,
protein processing can be significantly speeded up by the
easy availability of microtiter-based liquid-handling tools
or robotics. For these features, and for the shorter time
needed to get a productive biomass, we believe that the
device described here satisfies most of the requirements
for HT screening of recombinant proteins. The system has
been used in previous screening [15,22,23], and proven to
be robust and reproducible.

Conclusions

The High-Throughput Protein Production in parallel for
structural and functional studies has fostered high through-
put systems development. In this article we demonstrate
the advantage of using a minifermenter system tailored to
the 96 deep-well plate format. The device uses air sparging
to support the parallelized growth of hundreds of individual
cultures. E. coli clones grow faster and reach higher cell
densities than by shaken culture. Furthermore, the quantity
and quality of the recombinant proteins produced are
significantly improved. The device is composed of separate
components and the air sparging plate can be easily tailored
on other microtiter plate formats such as the 24 deep-well
plates. The system is powered by low pressure pulsed air
flow and a three way valve permits the influx of oxygen to
improve culture growth. The system has proven to be
robust and reproducible for HT screening.

Methods

Design and fabrication of the Air-Well minifermenter

The air well minifermenter (Figure 1) consists of a com-
puter station and an air dispersing unit. The first unit
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consists of a computer device (Agilent 33220A Function/
Arbitrary Waveform Generator, 20 MHz) connected to an
air compressor as air source and an electric valve. The air
arriving from the compressor passes through a manometer
and passes to the electric valve that controls the parameters
(period (10-5-2.5 s), amplitude (5 Vpp) and width (200 ms)
of the pulse) of the air flux. The incubation chamber that
accommodates the air dispersing unit, is connected to the
electric valve by a silicon tube and is located adjacent to the
controller device. The air passes through a further tube
fixed on a homemade Plexiglas bell which is joined by two
steel clamps to a stainless steel 96 needle plate inserted into
the 96 well culture plate (96 deep-well, 2.2 mL, VWR). The
96 needle plate is made of a stainless steel plate 91 mm in
width, 133 mm in length and 10 mm thick. The 96 stainless
steel minitubes inserted in the plate are 57.5 mm in length
with an exterior and an interior diameter of 2 and 0.5 mm
respectively; the needles are fixed with an epoxy resin-
based glue that allows plate sterilization at 120°C. Needle
diameters and air flux intensity were optimized previously
to allow a suitable air flux to aerate and mix the cultures
without well leakages (data not shown).

Air diffusion and flux homogeneity to the 96 insuffling
needles was obtained by the use of plastic grids inserted
into the Plexiglas bell (Figure 1B/C); thanks to these
grids air flux is split and directed equally to the 96
needles

Microorganism and media

Escherichia coli DH5aF strain was used. The pGEX 4 T-1°
(GE Healthcare) plasmid vector for the expression of re-
combinant protein was chosen and modified to introduce
BssHII and Nhel restriction sites in the MCS to allow
subcloning of ORF (Open Reading Frame) fragments of
96 different genes. The ORF fragments were produced
fused with a GST tag at the N-termini, and a sequence
codifying for the 7 aa FLAG tag was introduced at the
3" end to assess the production of a full-length recom-
binant protein and to investigate the degradation level.
The growth and protein production experiments were
carried out in the autoinduction media developed by F.W.
Studier [9]. The medium had the following composition
as final concentration: ZY (1% Tryptone, 0,5% Yeast ex-
tract); 25 mM Na2HPO4, 25 mM KH2PO4, 50 mM
NH4Cl, 5 mM Na2SO4; 2 mM MgSO, Metal Mix
(50uM FeCl3, 20uM CaCl2, 10uM MnCI2, 10uM
ZnSO4, 2uM CoCl2, 2uM CuCl2, 2uM CuCl2,2uM
NiClI2, 2uM Na2MoO4, 2uM Na2SeO3, 2uMH3BO3);
5052 solution (0,5% glycerol, 0,05% glucose, 0,2% a-
lactose monohydrate); 100 pg/mL of ampicillin, sterile
water to volume. The medium was supplemented with
0.01% antifoam 204 (SIGMA) to avoid bubble forma-
tion in bacterial cultures.
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Growth conditions

If not otherwise specified, the experiments were con-
ducted with 900 uL working volume of auto-inducing
media, at 37°C constant temperature during the day and
28°C for overnight growth. Shaking cultures were grown
at 200 rpm on an orbital shaker (IS-971R, Jeio Tech,
England). For each experiment, all plates received the
same inoculum prepared from a single colony. During the
growth, an aliquot of each cell culture was harvested and a
reference ODgq reading was taken with a spectrophotom-
eter (VICTOR X Multilabel Plate Readers, PerkinElmer).

Protein purification

For the protein extraction 100 pL of FastBreak® (Promega)
lysis buffer was added to each well; the plate was then
sealed with adhesive aluminium film and incubated for an
additional 15 min with gentle shaking at 4°C. 10 pL of
DNAse (10 mg/mL) were added in each well and the plate
was incubated for 15 min with gentle shaking at 4°C, in
order to reduce the viscosity of solution. Lysozyme (stock
20 mg/mL) was diluted 1:10 in water just before use and
10 pL were added in each well. The plate was then incu-
bated for 20 min with gentle shaking at 4°C to complete
clarification of lysates.

GSH magnetic beads (Promega) were prepared accord-
ing to manufacturer instruction; the bacterial lysates
were transferred to a 1 mL 96 deep-well plate (Costar)
and 25 pL of the magnetic beads suspension were added
to each well. The plate was then sealed with an alumin-
ium film and incubated with gentle mixing on a rotating
platform at 4°C for 30 min; particles were not allowed to
settle for more than a few minutes, as this reduces binding
efficiency. The plate was finally set on the magnetic
support (V&P Scientific), so that the GSH particles were
captured by the magnets. A 96 Tube Aspiration Manifold
(V&P Scientific) connected to the vacuum pump was then
used to carefully remove supernatant. The manifold was
then removed, the plate taken off the magnetic stand, and
250 pL of binding/wash buffer (50 mM Tris—HCI pH7.5,
150 mM NaCl, 1% (v/v) Triton X-100) were added to each
well with a multichannel pipette. The plate was gently
mixed for 5 min at 4°C. The plate was placed back on the
magnetic stand and washing procedure was repeated for 3
times.

Elution of the bound protein was performed by adding
25 uL of elution buffer (50 mM GSH, 100 mM NacCl,
PBS, pH adjusted to 8.0) in each well; the plate was
incubated with gentle mixing at 4°C for 15 min.

The plate was placed back on the magnetic stand, the
supernatant was carefully removed with a multichannel
pipette, and the eluted GST-fusion proteins were trans-
ferred into a new 96-well plate. A second elution step
may be performed following the same procedure. The
aliquots of the eluted protein were kept either at 4°C or,
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for longer storage, at -70°C (in this case, 10% glycerol
was added).

Microarray analysis

A BioOdissey Calligrapher (Biorad) equipped with 150 um
solid pins was used to print recombinant proteins onto
nitrocellulose FAST® slides (Whatman). Humidity was set
at 50%, temperature at 20°C. Proteins supplemented with
0,005% Triton X-100 were loaded 7 pL per well in 384
multi-well plates (Genetix) and printed as two replicate
spots. Distance between adjacent spots was 560 pm.

After spotting, nitrocellulose slides were blocked with
3% non-fat dry milk in PBS-Tween20 0.1% for 1 h at RT.
Incubation with primary antibodies 1:3000 (antiGST and
antiFLAG, Sigma) were performed in 2% non-fat dry milk
in PBS Tween20 0.1% at RT for 2 h with gentle agitation.

Slides were washed twice with PBS-Tween20 0.1% and
then with PBS for 15". Secondary antibodies (anti mouse
Cy-5 conjugated, Jackson ImmunoResearch) were diluted
1:200 in 2% non-fat dry milk in PBS-Tween20 0.1% for
1 h at RT, then washed as mentioned before, rinsed with
water, spun for 2’ at 1500 rpm and dried in the dark at RT.

Fluorescence was detected with a ScanArray Gx°,
PerkinElmer scanner and analyzed with ScanArray Expres-
sion Software (PerkinElmer). The fluorescence intensity of
each feature was determined, based on the mean of pixels’
intensity within the protein feature minus the mean inten-
sity of pixels in the surrounding area.

Competing interest
The authors declare that they have no competing interest.

Authors’ contributions

CD VS PC FQ carried out the protein production and purification studies; FQ
designed and constructed the apparatus. DC and FP participated in the
design of the study; CS and DS conceived the study, participated in its
design and coordination and helped to draft the manuscript. All authors
read and approved the final manuscript.

Acknowledgements

This work was supported by: Fondazione Cariplo Bando Ricerca Biomedica
2009 to CS; EC Marie Curie Research Training Network [contract no. MRTN-
CT-20010-289964] and Compagnia San Paolo to DS. This work is dedicated
to the memory of the Prof. Giuseppe Della Casa who contributed to the
conception and design of the study.

Author details

'Department of Health Sciences and Interdisciplinary Research Center on
Autoimmune Diseases (IRCAD), University of Eastern Piedmont "Amedeo
Avogadro”, Via Solaroli 17, 28100 Novara, ltaly. “Department of Sciences and
Innovation, University of Eastern Piedmont “Amedeo Avogadro”, Alessandria,
Italy.

Received: 30 April 2014 Accepted: 27 August 2014
Published online: 14 September 2014

References

1. Lesley SA: High-throughput proteomics: protein expression and
purification in the postgenomic world. Protein Expr Purif 2001, 22:159-164.

2. Braun P, LaBaer J: High throughput protein production for functional
proteomics. Trends Biotechnol 2003, 21:383-388.



Deantonio et al. Microbial Cell Factories 2014, 13:132
http://www.microbialcellfactories.com/content/13/1/132

20.

21.

22.

23.

Betts JI, Baganz F: Miniature bioreactors: current practices and future
opportunities. Microb Cell Fact 2006, 5:21.

Vasala A, Panula J, Bollok M, Ilimann L, Halsig C, Neubauer P: A new
wireless system for decentralised measurement of physiological
parameters from shake flasks. Microb Cell Fact 2006, 5:8.

Shiloach J, Fass R: Growing E. coli to high cell density-a historical
perspective on method development. Biotechnol Adv 2005, 23:345-357.
Hermann R, Lehmann M, Buchs J: Characterization of gas-liquid mass
transfer phenomena in microtiter plates. Biotechnol Bioeng 2003, 81:178-186.
Peti W, Page R: Strategies to maximize heterologous protein expression
in Escherichia coli with minimal cost. Protein Expr Purif 2007, 51:1-10.
Losen M, Frolich B, Pohl M, Buchs J: Effect of oxygen limitation and medium
composition on Escherichia coli fermentation in shake-flask cultures.
Biotechnol Prog 2004, 20:1062-1068.

Studier FW: Protein production by auto-induction in high density shaking
cultures. Protein Expr Purif 2005, 41:207-234.

Huber R, Roth S, Rahmen N, Buchs J: Utilizing high-throughput experimentation
to enhance specific productivity of an E.coli T7 expression system by
phosphate limitation. BMC Biotechnol 2011, 11:22.

Huber R, Ritter D, Hering T, Hillmer AK, Kensy F, Muller C, Wang L, Buchs J:
Robo-Lector - a novel platform for automated high-throughput cultivations
in microtiter plates with high information content. Microb Cell Fact 2009,
8:42.

Krause M, Ukkonen K, Haataja T, Ruottinen M, Glumoff T, Neubauer A,
Neubauer P, Vasala A: A novel fed-batch based cultivation method provides
high cell-density and improves yield of soluble recombinant proteins in
shaken cultures. Microb Cell Fact 2010, 9:11.

Juergensmeyer MA, Nelson ES, Juergensmeyer EA: Shaking alone, without
concurrent aeration, affects the growth characteristics of Escherichia coli.
Lett Appl Microbiol 2007, 45:179-183.

Klockner W, Buchs J: Advances in shaking technologies. Trends Biotechnol
2012, 30:307-314.

D'Angelo S, Mignone F, Deantonio C, Di Niro R, Bordoni R, Marzari R, De
Bellis G, Not T, Ferrara F, Bradbury A, Santoro C, Sblattero D: Profiling celiac
disease antibody repertoire. Clin Immunol 2013, 148:99-109.

Di Niro R, D'’Angelo S, Secco P, Marzari R, Santoro C, Sblattero D: Profiling
the autoantibody repertoire by screening phage-displayed human cDNA
libraries. Methods Mol Biol 2009, 570:353-369.

Zhu H, Bilgin M, Bangham R, Hall D, Casamayor A, Bertone P, Lan N, Jansen
R, Bidlingmaier S, Houfek T, Mitchell T, Miller P, Dean RA, Gerstein M, Snyder
M: Global analysis of protein activities using proteome chips. Science
2001, 293:2101-2105.

Duetz WA: Microtiter plates as mini-bioreactors: miniaturization of
fermentation methods. Trends Microbiol 2007, 15:469-475.

Duetz WA, Ruedi L, Hermann R, O'Connor K, Buchs J, Witholt B: Methods
for intense aeration, growth, storage, and replication of bacterial strains
in microtiter plates. Appl Environ Microbiol 2000, 66:2641-2646.
Zimmermann HF, John GT, Trauthwein H, Dingerdissen U, Huthmacher K:
Rapid evaluation of oxygen and water permeation through microplate
sealing tapes. Biotechnol Prog 2003, 19:1061-1063.

Doig SD, Ortiz-Ochoa K, Ward JM, Baganz F: Characterization of oxygen transfer
in miniature and lab-scale bubble column bioreactors and comparison of
microbial growth performance based on constant k(L)a. Biotechnol Prog 2005,
21:1175-1182.

Di Niro R, Sulic AM, Mignone F, D'Angelo S, Bordoni R, lacono M, Marzari R,
Gaiotto T, Lavric M, Bradbury AR, et al: Rapid interactome profiling by
massive sequencing. Nucleic Acids Res 2010, 38:e110.

D'Angelo S, Velappan N, Mignone F, Santoro C, Sblattero D, Kiss C, Bradbury
AR: Filtering “genic” open reading frames from genomic DNA samples
for advanced annotation. BMC Genomics 2011, 12(Suppl 1):S5.

doi:10.1186/512934-014-0132-1

Cite this article as: Deantonio et al.: An Air-well sparging minifermenter
system for high-throughput protein production. Microbial Cell Factories
2014 13:132.

Page 9 of 9

Submit your next manuscript to BioMed Central
and take full advantage of:

¢ Convenient online submission

¢ Thorough peer review

* No space constraints or color figure charges

¢ Immediate publication on acceptance

¢ Inclusion in PubMed, CAS, Scopus and Google Scholar

* Research which is freely available for redistribution

Submit your manuscript at
www.biomedcentral.com/submit

( BiolVied Central




	Abstract
	Background
	Results
	Conclusions

	Background
	Results
	Overall features of the cultivation system
	Air-Well minifermenter design and parameters
	Recombinant protein production

	Discussion
	Conclusions
	Methods
	Design and fabrication of the Air-Well minifermenter
	Microorganism and media
	Growth conditions
	Protein purification
	Microarray analysis

	Competing interest
	Authors’ contributions
	Acknowledgements
	Author details
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.440 793.440]
>> setpagedevice


