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pathogenic variants are associated with
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with similarities to Smith–Magenis
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Correction to: Genome Med (2019) 11:12
https://doi.org/10.1186/s13073-019-0623-0

It was highlighted that the original article [1] contained
a typographical error in the Results section. Subject 17
was incorrectly cited as Subject 1. This Correction article
shows the revised statement. The original article has been
updated.
Correct statement:
“Of note, subject 17 of our cohort presented with mild

delayed motor milestones, generalized hypotonia, and, in
particular, dysmorphic features including midface hypo-
plasia, tented upper lips, along with sleep issues, ASD,
food-seeking behavior, and aggressive behavior; these
clinical features are similar to those reported in SMS.”
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