
                          Tuffin, J., Burke, M., Richardson, T., Johnson, T., Saleem, M. A.,
Satchell, S., Welsh, G. I., & Perriman, A. (2019). A Composite
Hydrogel Scaffold Permits Self‐Organization and Matrix Deposition by
Cocultured Human Glomerular Cells. Advanced Healthcare Materials,
8(17), [1900698]. https://doi.org/10.1002/adhm.201900698

Peer reviewed version

Link to published version (if available):
10.1002/adhm.201900698

Link to publication record in Explore Bristol Research
PDF-document

University of Bristol - Explore Bristol Research
General rights

This document is made available in accordance with publisher policies. Please cite only the
published version using the reference above. Full terms of use are available:
http://www.bristol.ac.uk/red/research-policy/pure/user-guides/ebr-terms/

https://doi.org/10.1002/adhm.201900698
https://doi.org/10.1002/adhm.201900698
https://research-information.bris.ac.uk/en/publications/ba6ce4c2-d7cb-4147-8d16-f540c2833ccb
https://research-information.bris.ac.uk/en/publications/ba6ce4c2-d7cb-4147-8d16-f540c2833ccb






A composite hydrogel scaffold permits self-organisation and matrix deposition 

by co-cultured human glomerular cells 

Jack Tuffin1†; Madeline Burke2†; Thomas Richardson2†, Timothy Johnson3, Moin A. Saleem1; Simon 
Satchell1; Gavin I. Welsh1*; and Adam Perriman4* 

1. Bristol Renal, Translational Health Sciences, Bristol Medical School, University of Bristol, BS13 NY, 

UK 

2. Bristol Centre for Functional Nanomaterials, University of Bristol, BS8 1FD, UK 

3. UCB, Slough SL1 3WE 

4. School of Cellular and Molecular Medicine, University of Bristol, BS8 1TD, UK 

† Denotes equal joint first author contributions 

* Denotes corresponding author. 

E-mail: Gavin Welsh; G.I.Welsh@bristol.ac.uk and Adam W. Perriman;  chawp@bristol.ac.uk 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary figure 1: Western blot results for podocyte and GEnC phenotypic markers. a: 

Podocalyxin and GAPDH load control membrane images. a’: Podocalyxin fold change (compared to 2D 

control) normalised to GAPDH load control. b: PECAM-1, WT-1 and GAPDH load control membrane 

images. b’: WT-1 fold change (compared to 2D control) normalised to GAPDH load control. b’’ PECAM-

1 fold change (compared to 2D control) normalised to GAPDH load control.  

 


