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In the original version of the above article, a recent publication and its findings had not been acknowledged. The online and print

versions have now been corrected, and the corrected sentence reads ‘‘. but the importance of loss of H3K9me2 is not clear (Walter

et al., 2016).’’ The full citation to the reference has been added to the reference list: Walter, M., Teissandier, A., Pérez-Palacios, R.,

Bourc’his, D. (2016). An epigenetic switch ensures transposon repression upon dynamic loss of DNAmethylation in embryonic stem

cells. Elife 5. http://dx.doi.org/10.7554/eLife.11418
ª 2016 The Authors. Published by Elsevier Inc.
This is an open access article under the CC BY license (http://creativecommons.org/licenses/by/4.0/).
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