
5’-TAGTGGT-3’

3’-ATCACCA-5’
12 + +

pMFST

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15

In
ta

ct

G A D
N

as
e 

I
1 

pM 10
0 

nM

match
A
B

10
-13

10
-12

10
-11

10
-10

10
-9

10
-8

10
-7

10
-6

      [13]

-0.4

-0.2

0

0.2

0.4

0.6

0.8

1

1.2

1 2 3 4 5 6 7 8 9 10 11 12

In
ta

ct
C

+T D
N

as
e 

I
10

0 
pM 1 
µM

D
N

as
e 

I

23 + +

5’-CTGGGCA-3’

3’-GACCCGT-5’

1 2 3 4 5 6 7 8 9 10 11 12 13

In
ta

ct

A D
N

as
e 

I
10

 p
M 10

 n
M

6 + +

5’-GAGTCTA-3’

3’-CTCAGAT-5’

1 2 3 4 5 6 7 8 9 10 11 12 13

In
ta

ct

A D
N

as
e 

I
10

0 
pM 10

0 
nM

20 + +

5’-GAGGGGT-3’

3’-CTCCCCA-5’

1 2 3 4 5 6 7 8 9 10 11 12 13

In
ta

ct

A D
N

as
e 

I
10

0 
pM 10

0 
nM

22 + +

5’-CAGGCGT-3’

3’-GTCCGCA-5’

Match

Match

Match

Match

Supplemental Figure S3

Match
A

B


