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CHAPTER I 

 

 

INTRODUCTION 

Selenium as an Essential Trace Element 

Selenium (Se) is an essential trace element for humans, and its appearance in the food 

supply is closely related to soil selenium, which is highly variable  [1].  For example, selenium 

was first recognized as an essential trace element in 1957 when it was discovered to be crucial as 

a component of Factor 3, which prevented liver necrosis in rats [2].  In 1973, the University of 

Wisconsin reported Se as a part of glutathione peroxidase (Gpx) [3], and in 1985, phospholipid 

hydro-peroxide glutathione peroxidase (p-Gpx) was identified as a second Se-containing enzyme 

[4].  These two enzymes generally characterize the biochemical functions of Se such that the 

presence or absence of Se affects the underlying mechanism by which Se contributes to redox 

balance [4].  In animals, Se deficiency results in pathological conditions manifested as defective 

growth, hepatic necrosis, myocardial degeneration and muscular dystrophy [5].  In humans, Se 

deficiency takes on symptoms related to the function of Se in the body.  The symptoms range 

from bone and muscle pain to dry, flaky skin [6].   

High levels of free radicals induced through deficiency of Se leads to reactions 

contributing to pathologies of diabetes, cardiovascular disease, hypertension and related 

complications [6].  Se is crucial for the antioxidant activity of Gpx, which catalyzes the 

scavenging of reactive hydrogen peroxide and lipid hydroperoxide [7].  It is also important in the 
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conversion of the thyroid hormone thyroxine (T4) to triiodothyronine (T3), as a component of the 

selenoprotein 5’ iodothyronine deiodinase, the enzyme responsible for the conversion [8].  Low 

Se intake has also been associated with Kashin-Beck disease, a disease characterized by endemic 

osteoarthropathy affecting both bones and joints with a typical onset in the first or second decade 

of life [9, 10].   

 Despite its requirements for enzymatic function, excess Se may lead to a toxicity 

associated with negative effects.  Short term exposure to excess Se consumed through diet in 

animals results in abnormal posture, unsteady gait and eventual death. Livestock exhibit 

blindness, weak legs, paralysis, dullness, anorexia, weight loss, ataxia, and dystrophic hooves 

from long-term consumption of highly seleniferous grasses and crops [11].  Humans living in 

areas with excess Se in the soil developed changes in their integumentary system manifested as 

dermatitis, hair loss and nail changes [12].  These changes were observed at an intake greater than 

16 times the optimal level for the recommended dietary allowance (RDA) [12].  As a result, early 

research on Se focused on the consequences of excessive Se intake.  Current research, however, 

also includes focus on Se deficiency and the resulting pathophysiological conditions after Se was 

identified as an essential nutrient for balancing the redox system [13].  The emerging evidence is 

promising in support of the importance of Se in the prevention of chronic diseases, including its 

impact on bone health [13].     

Selenium and Bone 

Overview of Bone 

Bones constitute a large part of the endoskeleton of vertebrates and support and protect 

various organs of the body.  Bone consists of osseous tissue that provides rigidity and a coral-like 

three-dimensional internal structure.  This tissue is relatively hard and light weight, formed 

mostly of calcium phosphate in the form of calcium hydroxyapatite (Ca10(PO4)6(OH)2) [14].   

Osseous tissue houses marrow, endosteum, periosteum, nerves, blood vessels and cartilage [14].    

Bone is not uniformly solid but consists of two main compartments:  cortical bone and trabecular 
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bone.  Cortical bone is compact (5-30% porosity) and makes up the outer compartment of bone, 

while trabecular bone makes up the interior and is composed of a network of rod and plate-like 

elements that make the overall tissue lighter and allow room for blood vessels and marrow.  

Trabecular bone accounts for 20% of total bone mass, and cortical bone accounts for 80% [15].  

Aside from a structural and protective role, bones are important in movement, blood production, 

mineral storage, growth factor production, and fat storage [16].   

Cellular Structure of Bone 

Two types of bone cells constitute trabecular and cortical bone.  Osteoblasts descend 

from osteoprogenitor cells and form bone.  They are located on the surface of osteoid seams 

(narrow regions of newly formed organic matrix) and make a protein mixture known as osteoid, 

which mineralizes to become bone.  Osteoid is mainly composed of Type I collagen secreted by 

osteoblasts.  Osteoblasts also produce hormones like prostaglandins to act on the bone itself.  

They also produce other important molecules involved in the mineralization process including 

alkaline phosphatase [14].  Osteocytes are formed when osteoblasts mature after migrating into 

bone matrix and get trapped after mineralization.  Not only are osteoblasts important in bone 

formation and matrix maintenance, but are crucial in calcium homeostasis [14].   

Osteoclasts are the multinucleated cells responsible for breaking down bone, a process 

known as bone resorption.  These cells are located in resorption pits, also called Howship’s 

lacunae, and need to migrate to the site of resorption.  They act by releasing active enzymes such 

as tartrate resistant acid phosphatase to break down the crystal of bone.  They release acids to 

solublize mineral as well [14].   

Molecular Structure of Bone 

 Bone matrix makes up the majority of bone and consists of both inorganic and organic 

components [17].  As mentioned above, hydroxyapatite is an important component of bone, and 

is the inorganic portion of bone matrix [18].  The organic part of matrix is mainly composed of 

Type I collagen synthesized intracellularly as tropocollagen and then exported to form fibrils 
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[18].  Various matrix proteins also make up the organic portion of bone matrix including 

glycosaminoglycans, osteocalcin, osteonectin, bone sialo protein, osteopontin and cell attachment 

factor.  These growth factors are thought to function as growth factors to promote bone 

formation/mineralization but their full function is not fully known [14]. 

Bone Remodeling 

 The purpose of bone remodeling or bone turnover is to maintain plasma calcium (Ca) 

homeostasis, to repair micro-damages to bone from stress, and to shape and sculpt the bone 

during growth.  Bone turnover occurs continuously throughout life and requires osteoblast and 

osteoclast activity in tandem.  Blood calcium is regulated by parathyroid hormone activity, which 

stimulates osteoclasts that breakdown bone and release calcium into blood, and osteoblasts that 

reconstitute the Ca from the blood into bone.  Bone volume is determined by the rates of bone 

formation and bone resorption.  Mohan and Baylink report that certain growth factors may work 

to locally alter bone formation by increasing osteoblast activity [19].  These factors include 

insulin-like growth factors I and II, transforming growth factor-β, fibroblast growth factor, 

platelet-derived growth factor, and bone morphogenetic proteins [19].  Research has suggested 

that trabecular bone volume in postmenopausal osteoporosis may be determined by the 

relationship between the total bone forming surface and the percent of surface resorption [20].  

Bone remodeling is also important in facture and microfracture repair of the skeleton.  Repeated 

stress, such as weight-bearing exercise, or bone healing, results in the bone thickening at the 

points of maximum stress.  It has been hypothesized that this is a result of bone's 

piezoelectric properties, which cause bone to generate small electrical potentials under stress [21].  

Chronic inflammation has been shown to disrupt bone remodeling leading to bone loss [22].   

Bone disorders 

 According to the Institute of Musculoskeletal Health and Arthritis at the National 

Institutes of Health, more than 400 million people around the world suffer from crippling, chronic 

pain of joint disease, osteoporosis, spine diseases and musculoskeletal trauma, and this number is 
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predicted to increase to 570 million people by the year 2020 [23].  Associated risk factors include 

aging, low estrogen/testosterone levels, low dietary Ca intake, and family history.  

Epidemiological studies and studies with animal models have suggested that a deficiency of 

selenium (Se) is associated with bone loss from osteoporosis [23].   

 Osteoporosis is as metabolic bone disease characterized by low bone mineral density and 

microarchitectural deterioration of bone leading to its fragility [24].  About 1.5 million hip, spine, 

and wrist fractures are reported in the United States every year [25].  About 24% of patients with 

hip fractures die within a year after the incident, either from direct complications or due to the 

surgical treatment [26].  These complications include pneumonia and blood clots in the lung [25].  

The estimated national direct expenditures (hospitals and nursing homes) for treatment of 

osteoporosis and associated fractures were $19 billion in 2005 ($52 million each day) and the cost 

is expected to reach $25.3 billion by 2050 [25]. 

 Several factors have been implicated in the etiology of bone diseases including selenium 

deficiency.  Still a major public health concern in many parts of the third world, selenium 

deficiency has been associated with bone loss [27-29].  However, the mechanism in which Se 

plays that role is not completely elucidated.   

Overall Objective 

The long-term research goal is to examine the potential role for selenium supplementation as a 

prevention strategy for chronic diseases associated with inflammation.   

Statement of Problem 

The rationale for these studies is that there is not yet (to our knowledge) a systematic 

investigation of the role of increased dietary intake of selenium as a possible prevention strategy 

for diseases of chronic inflammation.  This research will evaluate potential synergistic effects of 

selenium deficiency and inflammation on bone loss as well as potential beneficial effects of 

selenium supplementation.  In addition, the research model also provides a basis for future 

investigation of nutrient, phytochemical, and drug effects on bone loss due to chronic 
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inflammation.  By understanding the role of Se under normal and inflammatory states, this may 

have a significant impact on the dental, medical, and nutritional fields.   

Objective 

The objective in this research project was to evaluate the effects of selenium depletion and 

supplementation on the skeletal response using an in vivo model of chronic inflammation.   

Hypothesis 

The central hypothesis was that selenium adequate and selenium supplemented diets will have 

better bone quality than selenium deficient diets.  The inflammatory treatment is expected to 

reduce bone quality. 

Specific Aims 

The specific aims were: 

Specific Aim 1: to assess bone microarchitecture of animals consuming different levels of dietary 

selenium.  The hypothesis is that higher dietary selenium will result in better bone 

microarchitecture parameters. 

Specific Aim 2:  to assess bone strength of animals consuming different levels of dietary 

selenium.  The hypothesis is that higher dietary selenium will result in bone that is stronger. 

Significance of the Study 

Selenium deficiency has been associated with osteoporosis in growing individuals [30].  This 

experiment is innovative as the animal model provides a framework for research to apply to 

human models.  The effects of Se supplementation on chronic inflammation have implications on 

human conditions associated with inflammation such as osteoarthritis and periodontitis.  The 

results of the study apply to Se and its effect on bone quality.  If this study is confirmed by more 

animal and controlled clinical human studies, it may serve as a basis for dietary recommendation 

for preventing or decreasing the incidence of a selenium deficiency-related bone disorder.  

Previous medicinal and dental conditions of inflammation that have required continual 
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hospitalization and extended drug therapy will have a potential treatment.  This treatment can be 

adapted to current dietary habits, reducing the cost of medicinal care in the healthcare industry.  
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CHAPTER II 
 

 

LITERATURE REVIEW 

Metabolism of Selenium 

Selenium is classified as a metalloid and has metallic forms such as selenate, inorganic 

forms such as selenite, and organic forms such as the amino acids selenomethionine (SeMet) and 

selenocysteine (SeCys) [31].  SeCys and SeMet are most widely found in plant and animal 

sources in protein form [31].  SeCys is a modified amino acid found in selenoproteins in both 

flora and fauna food sources, playing a role in redox reactions as active centers of selenoenzymes 

[32].   SeCys does not have a free form due to a selenol (-SHe) group that is highly reactive.  Se 

in SeMet residues is largely found indiscriminately within the protein, i.e. a specific codon for 

methionyl is not found in proteins containing Se in the form of SeMet residues [32]. The 

accumulation of Se in plants often takes inactive forms such as SeMet, methyl selenocysteine 

(MeSeCys) and γ-glutamyl-Se-methylselenocysteine [32].   

Selenium as a Component of Protein 

The amino acid forms that Se takes are SeCys or SeMet [33].  The term selenoprotein refers to 

proteins containing SeCys, while proteins with Se as SeMet are called Se-containing proteins [6, 

31].  Se is incorporated within the protein early during the translation of the primary structure 

through SeCys.  This incorporation of Se at this stage 
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protein translation makes Se slightly different among other trace elements [34].  For 

example, both Cu and Zn and other metals are integrated into their respective proteins after the 

primary structure has been formed [34].  SeCys is coded for with a UGA codon in the 

selenoprotein mRNA [35].  SeCys is located in the active site of the majority of selenoproteins 

that scavenge reactive oxygen species (ROS) [36].   Cysteine is structurally similar to SeCys 

except the S atom in cysteine is replaced by Se in SeCys [37].   

Absorption and Transport of Selenium 

Se consumed through food is readily absorbed at a rate that ranges from 50 to 100% [38].  

The major dietary form is SeMet, and it is readily absorbed at about 90% through a similar 

mechanism to that which absorbs methionine [38].  Inorganic Se is relatively poorly absorbed, 

and the mechanism of selenocysteine absorption is not well known [39].  Selenate absorption uses 

a mechanism common to the one used by sulfate.  It depends on the Na+ gradient, and absorption 

is maintained by the Na+/K+ ATPase [40].  Selenate is absorbed almost completely with some loss 

occurring through urine.  Selenite absorption, however, is less consistent, due to interactions in 

the gut.  Once absorbed, selenite is relatively well retained without the partial loss through urine 

seen with selenate [39].  Se membrane transporters have yet to be reported, but SeMet uses the 

same mechanism as methionine [6] (Fig. 2.1).   

Metabolic Pathways for Conversion of Se to a Common Intermediate: Selenide 

Varying forms of Se are consumed through diet to be eventually transformed into a 

common active intermediate for the synthesis of SeCys  [41] (Fig. 2.1).  Inorganic forms of Se, 

selenite and selenate, are reduced by glutathione (GSH) and thioredoxin reductase (TrxRs) to 

selenide [42, 43].  Transportation of Se uses bicarbonate and phosphate buffer systems.  Selenite 

is directly taken up by red blood cells (RBCs), while selenate ions are taken up by hepatocytes 

[44].  Selenite is readily reduced to selenide, in RBCs and intestinal cells [45].  It is released into 

the blood stream and is bound to albumin and transported to the liver [45].  The reduced forms of 

inorganic Se are used to synthesize selenoprotein P and glutathione peroxidase (Gpx) in the liver 
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for release into the bloodstream [46].  The organic forms of Se, SeCys and SeMet, (as 

selenoamino acids) are transformed to selenide by a lyase reaction [47].  β-lyase transforms 

SeCys directly to selenide while SeMet transforms to selenide by a trans-selenation pathway in 

the cells (Fig 2.1).  Excessive Se intake causes the C-Se bond to be cleaved at the γ position by γ-

lyase of Se Met.  This results in the formation of selenide for synthesis of selenoproteins [48].   

Fig.2.1: Metabolic Pathways for Selenium [42] 

 

SeCys is synthesized during protein formation and converted to selenide.  Selenide is 

used to make selenophospate for the synthesis of selenoproteins [49, 50].  This ATP-requiring 

reaction is catalyzed by selenophosphate synthetase [51].  The carbon skeleton required for SeCys 

is derived from serine, and dietary SeCys or SeMet are not used [52].   Serine is esterified to the 

3΄ end of the terminal adenoside of tRNAsec UCA to produce Ser-TRNAsec UCA by seryl-tRNA 

synthases [53].  The next step involves the production of selenocysteine-rRNASec UCA by the 

substitution of serine-OH with SeH from selenophosphate by selenocysteine synthase [54].  

Degradation of SeCys is catalyzed by selenocysteine lyase which releases elemental Se that 

converts to selenide to complete the cycle [55].   
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Fig. 2.2: Differences in metabolic pathways for selenite and selenate [42] 

 

SeMet does not have a specific codon but uses the same AUG codon as Met to be 

incorporated into general proteins until degradation and release (Fig. 2.2) [56].  Once released, it 

is converted to selenide by trans-selenation or directly by the γ-lyase pathway.  The concentration 

of SeMet in total body protein is proportional to the concentration of Se in the food. 

Mammalian Selenoproteins 

 The first SeCys containing protein was discovered in mammals in 1973 [3].  Since then, 

more types of selenoglutathione peroxidases (Gpx) have been identified and characterized [57].  

Glutathione peroxidase protects against oxidative damage by reducing hydrogen peroxide and 

other hydro-peroxides [58].  Phospholipid glutathione peroxidases (P-Gpx) also function in the 

reduction of phospholipid, cholesterol, and cholesteryl ester to prevent cell membrane lipid 

peroxidations [58].  P-Gpx plays a role in the structural function of male spermatozoa and offers a 

plausible explanation for the male infertility seen in Se deficiency [59].  There are also three 

TrxRs that function by reducing thioredoxin and helping to maintain cellular thiol redox status 

[60].  All of these TrxRs are pyridine nucleotide-disulphide oxidoreductases that contain 

selenium [61].  Specifically, these TrxRs catalyze the NADPH-dependent reduction of the redox 

protein thioredoxin [61].  Hill and co-workers compared thioredoxin reductase activity in liver, 
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kidney and brain of rats fed selenium-deficient and control diets for 14 weeks after weaning [62].  

Liver and kidney of selenium deficient mice showed a 4.5% and 11% reduced activity 

respectively, but inhibition of thioredoxin activity was not seen in brain [62].   

Other selenoproteins include a family of deiodinases (three in total) involved in thyroid 

hormone metabolism [63].  Types I and II are important in the conversion of T4 to T3, while the 

Type III enzyme inactivates T3 [63].  Selenophosphate synthetase 2 (SPS2), is also a 

selenoprotein which synthesizes the Se donor for SeCys biosynthesis [64].  Other selenoproteins 

important in oxidative defense include selenoprotein-W, selenoprotein-P and methionine 

sulfoxide reductase.  Selenoprotein P also serves to transport Se to peripheral tissues [64].   

Selenium Concentration in the Body 

 The total Se content of the human body is estimated from various cadaver studies to 

range from 13-23 mg [6].  Total Se in US subjects was estimated at 30 mg using stable isotope 

methodology [38].  About 60% of body selenium is stored in various tissues such as muscle, 

liver, blood and kidney, while about 30% is found in the skeletal system alone [6].  Immune cells, 

erythrocytes and platelets have a relatively higher concentration of Se in the body [6].  Normal 

levels of Se are reported to be 0.1 – 0.34 mg/L (1.27 – 4.32 µmol/L) for white blood cells; 0.04 – 

0.60 mg/L (0.11 – 7.6 µmol/L) in serum; 0.03 mg/L (<0.38 µmol/L) in urine and <0.4 µg/g (0.01 

µmol/L) in hair [33].  The National Health and Nutrition Examination Survey (NHANES) III for 

US young adults 19-30 years of age reported the mean serum Se concentration to be 127 and 124 

µg/L for males and females respectively [39].  European adults from different countries have 

different values [65] which ranged from 86 µg/L in Sweden, France, and Italy to 43 µg/L in 

Serbia.  Values for adults in New Zealand are reported to range from 62 – 69 µg/L [66].  

Individuals in low Se areas like in China have plasma Se concentration of 11 – 16 µg/L.   

Excretion of Selenium 

 The primary mode of Se excretion after intestinal absorption is urine [67].  Dietary 

intake, if within normal physiological doses, influences the amount of Se excreted in the urine.  
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When intake is excessive, Se tends to be exhaled out into breath in addition to the urinary route 

[68].  Se is methylated sequentially before excretion to produce monomethylated Se and 

trimethylselenonium as urinary and dimethylselenide as expiratory metabolites [6, 68].  The 

concentrations of the two urinary metabolites differ by the Se intake:  at lower dietary Se intake, 

monomethylated Se is mostly excreted while at high level of dietary Se intake, the trimethylated 

form is predominantly excreted [69].  The monomethylated Se in urine is now characterized to be 

a selenosugar (Se-methyl-N-acetylgalactosamine) [70].  Overall, Se is regulated at physiological 

levels by urinary excretion as opposed to other major trace elements like iron that are regulated 

by absorption.   

Physiological Functions of Selenium 

Gpx 

Selenium, an essential trace element for humans, forms selenoproteins that have a variety 

of beneficial effects for the body [6].  These selenoproteins include four different glutathione 

peroxidases (Gpx 1, 2, 3 and 4), which catalyze the reduction of peroxides that can cause cellular 

damage [6].  Gpx was described, in 1973, as the first selenoprotein with clear metabolic functions 

[3].  These enzymes are usually classified in three different forms:  cytosolic, phospholipd and 

extracellular glutathione peroxidases (c-Gpx, p-Gpx and e-Gpx) and have differences in 

structural, kinetic, immunological and electrophoretic properties [71, 72].  Gpx enzymes play a 

major role in protecting cells and tissues from damage by free radicals and hydroperoxides by 

reducing them into their less reactive forms [73].  Both intracellular and extracellular Gpx are 

effective in reducing hydrogen peroxide and other organic hydroperoxides to prevent injury to 

cell membranes [3].  Gpx has been used as a major indicator of Se status at physiological doses.  

The justification for using Gpx as a marker for Se is related to the linear relationship between 

whole blood Gpx and plasma Se when the concentration of Se is below 100 µg/L [74].  When Se 

is depleted at experimental and clinical levels, the plasma Gpx activity is reduced in humans and 
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small animals.  In addition, both experimental and clinical Se depletion have been shown to 

reduce tissue, blood, and plasma GPx activity in both humans and rats [75, 76].     

Gpx1:  Gpx1 is the classic form of selenium in the body.  It is believed to account for 

about half of the body’s total selenium and is found in all tissues, primarily in liver, kidney, and 

RBCs.  SeCys is the active moiety of the Gpx enzyme [77] and Gpx1 has a primarily defensive 

role as it scavenges reactive oxygen species (ROS) generated from oxidative damage to the body 

[78].  A knockout model resulted in mice that showed no apparent adverse health effects [79], 

with the exception of higher susceptibility to a Coxsackie virus [80], and to acute paraquat 

toxicity [7].  The cyclic oxidation and reduction of paraquat in cells, with the resulting in 

production of free radicals of oxygen, leads to lung injury and eventual death [81].   Gpx1 is also 

purported to protect bone and cartilage from oxidative damage by possibly preventing the 

accumulation of H2O2  in the cell [67].   

Gpx2:  This enzyme was first identified from human liver DNA and is enriched in 

epithelium especially in intestine and lung [82]. The primary GPx species found in rat intestine is 

glutathione peroxidase-2, and it is postulated to be active as a peroxide scavenger [82].   

Knockout-mice models of either Gpx1 or Gpx2 show redundancy under healthy conditions.  

However, ileocolitis has been shown to develop with mice that have both Gpx1 and Gpx2 

knocked out [83, 84].   

Gpx3:  Gpx3 is predominantly secreted by the kidney and is the main form of selenium 

found in breast milk [85, 86].  It is most abundantly found in the plasma [87].  The main activity 

of Gpx3 is hypothesized to be protection against oxidative damage in the intracellular spaces 

(mostly in the kidneys) [88].   

Gpx4:  Glutathione Peroxidase-4 is found in high quantities in sperm and testis [89].  The 

reason may be due to the need to reduce the high level of hydroperoxides being generated during 

spermatogenesis as a substitute for glutathione in case of shortage [89].  Possibly Gpx4 may also 

function as a structural protein of sperm [90].  Gpx4 differs from the previous proteins as the 
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ROS species that it scavenges are comparatively larger [89].  Gpx4 is also lipophilic possibly 

destroying peroxides along membranes [89].  Deficiency in Gpx4 was found to be associated with 

increased breakage of sperm mid-piece leading to male infertility [90].  Gpx4 KO is 

embryonically lethal [90].  Additional glutathione peroxidases, such as Gpx5, Gpx6, and Gpx7 

have also been identified, but their functions have not yet been fully clarified.     

Gpx5:  Glutathione peroxidase-5, also known as epididymal secretory glutathione 

peroxidase is encoded in humans by the GPX5 gene.  It is specifically expressed in the 

epididymis in the mammalian male reproductive tract, and is androgen-regulated.  The mRNA for 

Gpx uniquely does not contain a selenocysteine (UGA) codon.  Thus, the encoded protein is 

selenium independent, and has been proposed to play a role in protecting the membranes of 

spermatozoa from the damaging effects of lipid peroxidation and/or preventing premature 

acrosome reaction [91].   

Gpx6:  This enzyme is not well studied and is described as an odorant-metabolizing 

protein, with about 40% amino acid sequence identity to Gpx1. It is expressed in the Bowman’s 

gland of the rodent olfactory system [92].     

Gpx7:  The function of Gpx7 is not well known.  To date it has only been found as a Cys 

homolog which has not yet been well characterized [6].  

Iodothyronine Deiodinases 

 Iodothyronine deiodinases consist of three selenoenzymes and are required for 

metabolism of thyroid hormones [93].  Thyroxine 5’-deiodinase-1 (DIO-1), or Type 1, is 

abundantly present in liver and converts thyroxin (T4) to triiodothyronine (T3) that circulates in 

plasma [93].  When Se is deficient, the activity of DIO-1 decreases and results in lower 

circulating T3 [93].  Deiodinases Type II and Type III (DIO-2 and DIO-3) are present in different 

types of tissues of the body [94].  DIO-2 and DIO-3 produce T3 and are present in brain, pituitary, 

brown adipose tissue, placenta and skin [94].  DIO-3 is important in the deiodination of T4 and T3 

into inactive forms playing a role in maintaining optimum levels of T4 and T3 in the body [95].   
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Thioredoxin Reductase (TrxR) 

Mammalian TrxRs are selenoenzymes which catalyze reduction of small intracellular 

molecules that regulate intracellular redox state contributing to antioxidant defense systems in the 

cells [96].  TrxR1 is located in the cystosol and nucleus, while TrxR2 is present in the 

mitochondria [67].  When Se is deficient in rats, the TrxR activity is less affected than Gpx1 

activity but more affected than selenoprotein P [67].  Loss of TrxR activity may be important in 

the development of the signs and symptoms of selenium deficiency [97].  The discovery that 

made clear the role of TrxR in reducing vitamin E and dehydroascorbate to the 

semihydroascorbate radical further substantiated selenium’s antioxidant role  and suggested a 

potential anticarcinogen function as well [96, 97].   

Selenophosphate Synthetase 

Certain enzymes are postulated to be responsible for liberating Se from its conjugates.  

Selenophosphate synthetase-1 (SPS1) may be involved in recycling selenium from 

selenocysteine, while selenophosphate synthetase-2 (SPS2) might use selenite-reduced selenium 

[98].  SPS is a selenocysteine-containing selenoprotein that plays a role in providing active Se for 

the synthesis of SeCys in mammals.  SPS1 is essential for selenoprotein biosynthesis [99]. 

Plasma Selenoprotein P 

Other selenoproteins include selenoprotein P, which accounts for about 40% of plasma 

selenium and is the main plasma selenoprotein in the body [88].  It was first recognized in the 

plasma of rats  and constituted about 50-60% of plasma Se [100].  It is secreted by the liver [100].  

Adverse liver conditions in hospital patients have been shown to result in decreased plasma 

selenoprotein P [101].  Se deficiency leads to a 5-10% reduction in selenoprotein P when 

compared to control, signifying the importance of dietary Se in regulating selenoprotein P  [102].  

Synthesis of selenoprotein P is given a higher priority compared to other selenoproteins and 

levels of the protein decline less rapidly than Gpx when exogenous Se supply is limited [102].  

There is also the potential of using selenoprotein P as a marker for Se in individuals with 
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adequate Se intake as the level of selenoprotein P correlates with plasma Se level [103].  It is also 

a transport protein in the blood [104].  Decreased level of Se in testes and brain and increased 

level of urinary Se excretion have been shown in selenoprotein P knockout mice suggesting the 

important role of selenoprotein P in transport [88].   

Selenoprotein W 

Selenoprotein W is largely found in muscle and is smaller in size than selenoprotein P 

[105].  Its role is postulated to be as an antioxidant because it has been shown to bind to 

glutathione [36].  The discovery of selenoprotein W came from the investigation of the factor 

involved as the cause of white muscle disease in Se deficient sheep [106].   

Other selenoenzymes important in coping with oxidative stress includes selenoprotein R 

or methionine-R-sulfoxide reductase as it is produced during oxidative burden [107].  

Selenoprotein K and Selenoprotein S are unique, being the only identified selenium-containing 

membrane proteins [92].   

The Relationship of Se with Selenoproteins 

The selenoproteins represent the largest portion of Se in the body and are regulated by the 

SeCys pool [67].  The effect of Se levels on selenoprotein function was studied in rats and 

showed differential expression of selenoproteins based on the Se status of the body [108].  

Severity of Se deficiency leads to significantly lower levels of mRNA for GPX1 activity in Se 

deficient male rats which showed a decrease of 1% to 7% compared to Se adequate animals 

[108].  Severe Se deficiency leads to significantly lower levels of mRNA for Gpx1 and of GPX1 

protein [109].   

When weanling rats fed Se deficient diet were supplemented with graded dietary Se, the 

liver GPX1 and its mRNA showed a sigmoid response with increased response with increased 

level of dietary Se intake [110].  The study showed, when Se intake is higher than 0.1 µg Se/g 

diet, the Se status fails to regulate both GPX1 activity and its mRNA.  In contrast, the liver GPX4 

activity decreased only to 40% of the Se adequate level and reached a plateau at 0.05 µg Se/g diet 
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while the mRNA for liver GPX4 remained not significantly affected by Se intake [110].  The 

activity of plasma GPX3 was also reduced in these deficient rats to 7-8% of the level in Se 

adequate rats and reached a plateau at 0.07 µg Se/g diet [110].  Other studies also demonstrated 

that liver TrxR, DIO-1 and selenoprotein P activities in Se deficiency decreased to 5-10% of the 

Se adequate level [111].   

In conclusion, these studies show obvious differences in level of selenoproteins by Se 

status.  When Se is deficient, there will be reduced levels of selenoproteins [67].  Factors other 

than Se deficiency need to be considered when Se status is evaluated using selenoproteins [110].  

Considering the progress in the sequencing of the human genome and the current scientific 

advancement, mRNA evaluation of selenoproteins might need to be the preferred approach in 

evaluating Se status in the future.   

Food Sources of Selenium 

Selenium concentration in grains and seeds is associated with the variable selenium 

content of the soil used to grow the plants [1].  Food grown in areas where Se is deficient has 

much lower levels of Se/g compared to food grown in seleniferous areas [30].  Therefore, cereals 

and grains range from <0.1 to >0.8 µg Se/g while fruits and vegetables usually have less than 0.1 

µg Se/g [30].  Se content of livestock also depends on Se content of the food they consume.  

Concentration of Se in organ meats and sea foods ranges from 0.4 to 1.5 µg Se/g.  Muscle meats 

contain 0.1 to 0.4 µg Se/g and dairy products contain 0.1 to 0.3 µg Se/g [30].  In the United States 

most livestock are supplemented with inorganic Se and animal foods here have levels of Se as 

selenoproteins closer to 1.5 µg Se/g [30].  Organ and muscle meats are, therefore, good sources of 

selenium.  Pork, beef, chicken, and eggs are the major sources of selenium intake in the U.S. diet 

[112].   Generally, drinking water has insignificant amounts of Se, but well water in seleniferous 

areas may contain higher Se content.   

Human Requirements for Selenium 
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The upper limit and RDA set by the Food and Nutrition Board (FNB) of the Institute of 

Medicine is still disputed [6], because factors such as the type of Se compound, exposure time, 

physiological status, an unregulated SeMet pool, and interactions with other metals are important 

[88].  The expression of selenoenzymes, on the other hand, is regulated by Se status so a 

biochemical approach (instead of dietary intake or tissue concentration or balance study) was 

used to determine the RDA for Se intake.  In 1980, an initial estimated safe and adequate daily 

dietary intake was extrapolated for humans (50 to 200 µg Se/d) from animal experiments that 

assessed Se status  using the activity of  GPX [113]. 

In 2000, however, the FNB of the Institute of Medicine evaluated the level of Se that 

plateaued the plasma Gpx3 for Chinese men and adjusted the requirement for North American 

males to 55 µg Se/d (Table. 2.1). The data from New Zealand was evaluated by the FNB and the 

plasma Gpx activity increase between the group who consumed 38 µg Se/d was found to be not 

different from the group who consumed 68 µg Se/d and the Estimated Average Intake (EAR) was 

suggested to be 38 µg Se/d. The Adequate Intake for infants for Se varies according to age.  

Based on level of Se concentration in breast milk, 15 and 20 µg Se/d is calculated for under six 

months and 6-12 months old infants respectively. The RDA during pregnancy is 60 µg Se/d based 

on fetal transfer and Se excretion in milk (Table 2.1).  

 

Table 2.1: Selenium intake recommendations for healthy US and Canadian populations [113] 

  AGE (years) 

  
0-6 

months 
7 - 12 

months 
1 - 3 4 - 8 9 - 13 14 - 50 >70 Pregnancy Lactation 

AI 
µg/day 

15 20 - - - - - - - 

RDA 
µg/day 

- - 20 30 40 55 55 60 70 

AI:  Adequate Intake; RDA:  Recommended Dietary Allowance 
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The recommendations for Se intake in the rest of the world are lower than the United 

States of America which recommends 55 µg Se/d for all persons 14 years and above (Table 2.1).  

The World Health Organization (WHO) recommended Se intake based on Se needed to achieve 

two-thirds of maximum achievable Gpx3 activity [114]. With adjustment for inter-individual 

variations taken into account, 40 µg/d and 30 µg/d were proposed for adult males and females 

respectively which is in line with typical Se consumption worldwide (Table.2.2) [114]. The New 

Zealand study used 67% of maximum Gpx3 activity and calculated a Se intake recommendation 

of 39 µg/d, which was similar to what the value WHO recommended.  

Table 2.2: Recommended nutrient intake (RNI) for selenium (µg/day) [115] 

 

Selenium Interaction with other Nutrients 

Se interacts with several other nutrients that affect the antioxidant system.  Copper and 

zinc are part of superoxide dismutase (SOD), and iron is a component of catalase [43].  Se also 
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interacts with vitamin E in minimizing lipid peroxidation [116] and with vitamin C as TrxR 

catalyzes regeneration of the reduced form of vitamin C from its oxidized form, dehydroascorbic 

acid [117].  The role of Se in iodine metabolism makes it an important nutrient in thyroid 

hormone synthesis [118].  The effect of iodine deficiency is exacerbated with concomitant Se 

deficiency.  Se dependent enzymes iodothyronine deiodinases are important for conversion of T4 

to its biologically active form of T3 [63].  

Techniques of Determining Selenium Status 

The common techniques for assessing selenium status include measurement of selenium 

concentration in blood, tissues, and excreta.   

Plasma Se 

Protein bound Se is associated to α and β - globulins of lipoproteins. Plasma and serum 

Se concentrations are comparable and both reflect short term changes in Se intake, mainly of 

SeMet compared to inorganic forms of Se [119]. SeMet is not subject to homeostatic control as 

this form of Se incorporates into tissue proteins in place of methionine [120]. Plasma Se values 

less than 0.1 µmol/L are associated with depletion and with clinical features  of deficiency [121]. 

There are no universally agreed upon cut-off values for plasma Se [122]. Cut-off points suggested 

by Thomson are only for assessment of the adequacy of Se [123]. Plasma or serum Se are 

measured more accurately using inductively coupled plasma mass spectrometry (ICP-MS) [122]. 

Plasma Se is said to be affected by Se intake, age, puberty, pregnancy and lactation, prematurity, 

smoking and chronic diseases in humans [122]. Due consideration must be given to these factors 

while interpreting results. 

Whole Blood Se 

Whole blood Se is stable and is used as an index of long term Se intake [122]. The whole 

blood Se changes after a period of depletion (months), which makes the relationship of current Se 

intake with whole blood concentration somewhat difficult to associate [122]. As a result, criteria 

for interpretation of the values of whole blood Se have not yet been established. Whole blood Se 
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could also be assessed using AAS and ICP-MS, though the analysis is said to be difficult. Factors 

affecting plasma Se  affect concentration of Se in whole blood as well [122]. 

Erythrocyte and Platelet Se 

Erythrocyte Se is mostly associated with the hemoglobin, while only 15% is associated 

with its glutathione peroxidase. This too reflects long term Se status. For people consuming stable 

intakes of Se, positive correlation was seen between erythrocytes, plasma and dietary intake 

[124]. Erythrocyte Se is lower in disease conditions that affect absorption of Se, and it responds 

slowly to Se supplementation compared to plasma Se. The longer period required for the 

synthesis of the erythrocyte and the limited transferability of hemoglobin-bound Se contributed to 

slow response of erythrocytes to Se supplementation [125]. The type of Se used for 

supplementation determines the rate of response by erythrocytes. The erythrocyte response to 

supplementation with inorganic Se is slower than with SeMet, even though SeMet is not subject 

to homeostatic regulation [126]. Determination of erythrocyte Se is not highly recommended due 

to problems with measurements. Information on factors affecting erythrocyte Se concentration is 

lacking but associations exist between chronic diseases affecting Se absorption, long term low Se 

intake, genetic diseases such as sickle cell anemia and Down’s syndrome [127]. 

Urinary Se 

Se excretion in urine helps to regulate homeostasis of Se in the body and it is  the major 

excretory pathway for Se (50 - 60%), while the remainder gets excreted via feces [128]. Urinary 

excretion correlates well with dietary intake and plasma Se such that dietary Se intake can be 

roughly estimated to equal twice as much as urinary Se [129]. Urinary Se excretion is lower in 

females, pregnant women and aged people [122] and reduction of Se in the aged population is 

associated with reduction in muscle mass [130]. Urinary Se is used as an index of toxicity and the 

allowable maximum  concentration is at 1.3 µmol/L [131]. Fasting urine samples are preferred for 

measurement of urinary Se at the population level [122]. A fluorometric method is commonly 

used to measure urinary Se but the AAS method can also be used [122]. 
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Gpx 

Glutathione peroxidase activity in cells and plasma is used for the assessment of long and 

short-term selenium deficiency, respectively [30, 132].  When Se intake is below threshold (1.15 

µmol/L), erythrocyte Gpx1 activity is used to assess Se status and it correlates with whole blood 

or erythrocyte Se level [133].  The correlation no longer exists when Se intake is beyond the 

threshold value  making it a difficult indicator of Se status [134].  Gpx1 activity in platelets is 

also a sensitive indicator as platelets contain significantly higher concentration of Se than any 

other tissues and have a high turnover.  On the other hand, platelet separation is difficult [134].  

Gpx3 is measured more accurately than other glutathione peroxidases and it contains 12% of the 

Se in plasma [135].  A strong correlation has been identified between plasma Se and Gpx3 

activity [126], and  plasma Se and Gpx3 are said to be good measures of Se status [120].  Plasma 

Gpx3 activity increases following supplementation and this is not dependent on the type of Se 

used for supplementation [122].  Gpx3 is also used in population studies where Se status is low 

[124].  Gpx3 is more stable at -80°C than Gpx1 activity.  Enzyme-linked immunosorbant assay 

(ELISA) kits are also used [122]. 

Plasma selenoprotein P 

Selenoprotein P is said to be more sensitive to Se deficiency than glutathione peroxidase 

activity [133].  Response to Se supplementation by selenoprotein P is higher than Gpx3 [136] and 

selenoprotein P and plasma Se correlate positively with Se status  [122].  Optimal level for 

plasma selenoprotein P has yet to be defined [122].  Selenoprotein P could be measured by 

competitive radioimmunoassay using 75Se labeled human selenoprotein P [135].  

Molecular biomarkers 

 In rodents mRNA levels used to determine Se requirements have revealed a hierarchy in 

the transcriptome level of selenoprotein expression [137].  Gpx1 is less labeled than other 

selenoproteins in Se deficiency [137], while Sepp1 (gene that encodes selenoprotein P) and DIOl 

mRNA levels decrease less than Gpx1 mRNA levels [138].  Sunde and colleagues reported that 
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blood Gpx1 mRNA can be used as a molecular biomarker to verify dietary Se requirements in 

rats [139].  Barnes and co-workers characterized the Se regulation of rat molecular biomarkers in 

liver, kidney, and muscle in Se depleted (<0.01 µg Se/g diet) male weanling rats and rats with 

graded levels of Se (0 – 0.8 µg Se/g diet).  Most selenoprotein mRNA was found not to be 

significantly regulated by Se status, with the exception of selenophosphate sythetase-2, which 

was up-regulated in Se deficiency.  No biomarkers for Se status determination were characterized 

for high (> 0.8 µg Se/g diet) Se intake [140].   

There is inadequate data on the biomarkers of Se status in humans [123]. Sunde and 

colleagues conducted a longitudinal study in the U.K. measuring the efficacy of molecular 

biology markers for assessing Se status in humans [141].  In addition to biochemical markers like 

levels of plasma Se, selenoprotein mRNA levels from ~40 participants with an average plasma Se 

concentration of 1.13 ± 0.16 µmol/L (35.13 ± 5.44 mg/L) were taken as molecular biomarkers.  

No significant change was seen over time in mRNA levels and levels did not correlate with 

plasma Se, indicating that the subjects were on the plateau of the Se response curves.  Although 

the molecular biomarkers were readily detectable, they did not distinguish differences in Se 

levels, particularily when plasma levels were this low [141].  

Hair and Toe Nail 

Hair and toenails can be used as indicators of short-term and long-term selenium intake, 

respectively [122].  There are 4 main analytical methods used to assess selenium status [142-145].  

Selenium status determination through fluorometry requires very precise, minute measurements 

of Se with the main risk being Se loss during dissolution of a given sample [142].  Neutron 

activation analysis is also used for Se measurement in biological samples, and is a relatively 

faster method.  However, it requires the use of research reactors [143].  Routine analysis is more 

commonly performed by atomic spectroscopy using either hydride generation [144] or graphite 

furnace [146].  Inductively coupled plasma-mass spectroscopy can also be used to measure 

selenium in combination with analysis of other elements [145]. 
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Multiple Indices 

For individuals with low Se status, the measurement of total Se and Gpx3 in plasma is 

recommended [122]. For those having adequate Se status, Se status could be assessed by  total Se 

in plasma and erythrocytes as a marker of current and longer term status respectively [122]. When 

blood collection is limiting, analysis of toenail Se is recommended as a marker of long term Se 

status. When Se status is studied as a risk factor  for disease, interaction of Se with other 

antioxidant nutrients, polyunsaturated fats, heavy metals and iodine status must be investigated to 

rule out any confounding effects of these nutrients [122]. 

Selenium Deficiency 

Manifestations of Se deficiency are species specific. In mice, deficiency causes 

degeneration of muscle and organs such as liver and pancreas and reproductive failure in male 

rodents due to defects in sperm production [147]. Rats fed on a diet that was deficient in Se, 

vitamin E and sulfur amino acids developed liver necrosis, which caused reproductive failure and 

death within three to four weeks.  Diets deficient in Se but not in vitamin E and sulfur amino 

acids fed to rats and chickens showed that Se was still an essential nutrient [148].  Se deficiency 

in mice results in multiple necrotic degeneration of skeletal muscle, heart, kidney, liver, and 

pancreas and reproductive failure.  [148].  Knockout mice models have been used to show Se as 

key in neurological function and gastrointestinal disease [100, 149].   

Various species of food animals have different responses to chronic Se deficiencies [6].  

Mulberry heart, a cardiac condition, is present in swine low on Se [67].  Lambs present with 

muscular dystrophy known as white muscle disease.  Turkeys develop gizzard myopathy and 

cattle develop myopathy of skeletal and heart muscle [67].  In cattle, Se deficiency resulted in 

muscle myopathy and reproductive system problems, manifested as reproductive failure in bulls 

and retention of placenta in cows [147]. Chickens with severe Se deficiency manifested with 

symptoms related to exudative diathesis secondary to degeneration of capillary beds [147] . The 

reasons for these species specific manifestations of Se deficiency are not clear. 
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In humans, selenium deficiency is associated with Keshan disease, which is an endemic 

juvenile cardiomyopathy due to low Se intake [150].  It is reported mainly in areas of China and 

Eastern Siberia where low Se content in the soil is common (mean Se content 0.125 µg/g) [151].  

A comprehensive supplementation of Se in the 1970s was used to combat Keshan disease in the 

peasant population of certain hilly and mountainous regions in China with soil low in Se [66].  

Several studies contributed to the decisions for the governmental supplementation program [152].  

More recently, selenium supplementation for children in Kashin Beck Disease-affected 

areas of China has been investigated by Chinese scientists [153].  Bai and colleagues orally 

supplemented children ages 3-13 years with sodium selenite in Jingcuan County of the Ganshu 

Province for 2 years.  In children, selenium content increased from 56.5 ng/g to 251.7 ng/g and 

metaphyseal damage detected by finger X-ray decreased from 79.2% to 34.4%.  In children 

without supplementation, however, the researchers saw an increase in the detected metaphyseal 

damage of finger X-ray from 57.6% to 65.5% showing that selenium supplementation promoted 

lesion repair [154].  In Guide County of the Qinghai Province, Li and colleagues administered 

three different types of oral selenium supplementation to children.  The supplementation period 

lasted for a year and showed a therapeutic effect on metaphyseal joints.  Additional data on 

participants were not available [155].   

A report from New Zealand of patients given total parenteral nutrition (TPN) without Se 

supplementation showed a tendency towards Se deficiency [156].  After surgery and TPN, 

patients exhibited symptoms including dry flaky skin, bilateral muscular myalgia and pain with a 

great drop of plasma Se from 25 µg/L to 9 µg/L after surgery and TPN [156].   

Selenium and iodine deficiency interact and lead to the development of endemic 

myxedematous cretinism manifested by goiter and lowered intelligence and neurological 

disorders [147]. Se supplementation alone without a concurrent iodine supplementation leads to 

aggravation of the condition due to activation of deiodinases, which increased synthesis of T3 

exacerbating iodine deficiency  [157].   
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Selenium Toxicity 

Acute and chronic selenium toxicity were first reportedly seen in livestock due to high 

soil levels resulting in the accumulation of selenium in plants [158].  Inorganic selenium and 

selenoaminoacids have increased bioavailability and could be toxic, if consumed in excess, as 

opposed to methylated forms (trimethylselenonium chloride, dimethylselenide) which are less 

toxic.  Hydrogen selenide is in comparison the most toxic form.  The biomechanical mechanism 

underlying selenium toxicity is not known.  The human body lacks homeostatic mechanisms to 

control or reduce Se absorption even under chronic toxic intake [36].  Safer and colleagues 

reported selenite inactivating eukaryotic initiation factor 2-α [159] but more detail is not well 

known.  To examine the mechanism of toxicity in mice, Hasegawa and colleagues investigated 

the liver of Imprint Control Region (ICR) male mice treated with selenocystine [160].   

In humans, modest intakes of selenium (<800 µg Se/d) are not evidenced to be 

toxic[161].   A study in South Dakota and Wyoming on Se in the water supply showed no signs 

of selenium toxicity in 142 subjects who consumed as much as 724 µg Se/d [162].  Increased 

levels (50x higher than the standard 10 µg/L) of inorganic Se in well water resulted in increased 

Se in urine in humans but not in blood [162].  Blood concentration in this study did not reflect the 

exposure to increased Se intake [162].  

More common than acute selenotoxicity is human chronic selenium toxicity which results 

in hair loss and brittle nails [163].  Exacerbated selenosis presents with skin lesions, 

gastrointestinal issues, nervous system disturbances and mottling of the teeth [161].  Abnormal 

endocrine function, reduced synthesis of thyroid and growth hormones, and reduced metabolism 

of insulin-like growth factor have also been reported.  Effects on the immune system have also 

been documented with low natural killer cell production and hepatotoxicity [164].  Excess Se has 

also been postulated to inhibit protein synthesis and increase the risk of cancer by catalyzing 

hydrosulfide oxidation [164].  In China, nail morphology was used as an endpoint to calculate the 

no-observed adverse-effect level (NOAEL) for selenium [165].  The participants with nail 
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problems exhibited lower glutathione concentrations and slightly longer prothrombin times [165].  

Yang et al calculated 853 µg Se/d as the NOAEL value [165] and this was used to set the UL of 

Se at 400 µg Se/d [163].   

Fatal toxicity from supplements has also been reported.  Helzlouer and colleagues 

reported 13 people who took dietary selenium with 27.3 mg Se/tablet, which was 182 times 

higher than indicated on the label [166].   

McConnell and Portman reported in 1952 the median lethal dose for mice at 1.3 g of Se 

as dimethyl selenide per kg of body weight (1.8 g of dimethyl selenide total injected through 

intraperitoneal injection), and 1.6 g of Se per kg of body weight (2.2 g dimehtyl selenide) for rats 

[167].  In rats, 0.1 µg Se/g diet is the minimum dietary requirement, while intake over 2 µg Se/g 

diet produces toxicity [67] resulting in a 20 fold factor difference between the requirement and 

the onset of toxicity.  Wilber reported the toxicity in rats of different selenium compounds 

injected via the intraperitoneal gland, and found sodium selenate to be 5.5 – 5.8 mg/kg body 

weight [168].  Raines and Sunde measured Se regulation of the liver transcriptome (all RNA in 

the cell) in mice and rats with three microarray experiments.  The weanling mice and rats were 

fed Se-deficient diets supplemented with up to 5 µg Se/g diet.  They found no toxicity effect in 

mice at 0.2 µg Se/g diet and in rats at 2.0 µg Se/g diet.  Rats fed 5 µg Se/g diet showed 23% 

reduced growth when compared to Se-adequate rats, and significantly altered expression of over 

1000 liver transcripts.  High but non-toxic Se intake for both mice and rats (less than 2 µg Se/g 

diet) had fewer than 10 transcripts altered [169].   

Effects of Selenium on Bone 

Antioxidant protection can be observed from physiological doses of selenium.  As an 

essential cofactor of glutathione peroxidase, selenium is important in the reduction of hydrogen 

peroxide: a product of oxidized species [170].  Dreher and colleagues showed antioxidative 

defense for human fetal osteoblasts that was mediated by expressed glutathione peroxidase.  Their 

evidence suggested that glutathione peroxidase expression is essential for osteoblast function and 
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could be involved in metabolic bone diseases [171].  A model of heparin-induced osteoporosis in 

New Zealand white rabbits showed sodium selenite to restore structural alterations in femur when 

taken in combination with vitamin E and C [172].  Rats supplemented with selenium (0.15 mg/kg 

diet) showed less necrosis in the chondrocytes of the growth plates of tibia when compared to rats 

fed a diet from Kashin-Beck disease endemic areas.  They also showed better bone volume/tissue 

volume ratio (BV/TV), trabecular thickness, and trabecular number, and reduced trabecular 

separation [173].   

Impact of Selenium Deficiency on Bone Health 

Selenium deficiency is associated with Kashin-Beck disease, a severe type of 

osteoarthritis that affects the bone and joints [174].  It is a degenerative, disabling endemic 

osteoarticular condition that affects the bone and joints of its sufferers, with a typical onset in the 

first or second decade of life.   

Kashin-Beck disease (KBD) was first identified in 1849 by a Russian doctor, Nikolai 

Ivanonvich Kashin, but its cause is still unknown.  In Tibet, the risk factors seem to include 

selenium deficiency in the soil [10], fungal contamination of barley (the staple grain) [175], 

organic matter (fluvic acid) in the water [10], and iodine deficiency [176].  Kashin-Beck disease 

has been reported in certain areas of Tibet, northern China, Mongolia, Siberia, and North Korea 

[10, 177].  Thirty million people are reported to live in areas of China where the disease is 

endemic, and about 2-3 million of this population are estimated to be affected [10].   

Early symptoms of KBD in pre-adolescents and adolescents include stiffness, swelling, 

and pain in the interphalangeal joints of the finger; symptoms that are reported as been reversible 

[9].  Disease progression into the third decade of life presents with generalized osteoarthritis in 

the elbows, knees, and ankles, and with joint locking [9, 178].  Impaired bone development as a 

result of degeneration and necrosis of the bone’s epiphyseal growth plate has been suggested by 

Ge and Yang [179].  While selenium deficiency is accepted as a cause of the disease, all 

selenium-deficient areas do not exhibit the disease, implicating other factors as necessary for full 
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development of true Kashin-Beck disease.  Kashin-Beck disease has been suggested by Suetens 

and co-workers to result from oxidative damage to cartilage and bone cells when associated 

which decreased antioxidant defense [180]. 

Reactive oxygen species are produced during the process of bone resorption.  Active 

osteoclasts produce superoxide, NO·, and H2O2.  H2O2 is believed to be the principal stimulator of 

bone resorption.  Modulation of H2O2 may be an important way by which bone metabolism is 

regulated [181].  It has been found that NO· is produced by both the osteoblast and osteoclast and 

that it has major effects in producing osteoclast detachment and exerting a toxic inhibition of 

bone resorption [182].  Key and colleagues conducted a study that suggested that superoxide 

generated at the osteoclast-bone interface is involved in bone matrix degradation [183].  The 

researchers localized superoxide formed along the osteoclast-bone interface by demonstrating the 

electron-dense deformazan granules between the osteoclastic membrane and the bone surface.  

The formation of this reaction product was inhibited by a superoxide scavenger, the deferoxamine 

mesylate-manganese complex, confirming the specificity of the reaction product.  The scavenger 

also inhibited bone resorption.  High concentrations of superoxide generated in vitro at neutral pH 

degraded osteocalcin into numerous peptide fragments, demonstrating the ability of superoxide to 

break peptide bonds [183].    

 The deficiency of selenium played a role in the etiology of Kashin-Beck disease in 

selenium-deficient male Wistar rats [184].   The rats were fed the Se depleted diets for 3 – 11 

months, after which they were killed.  Their articular cartilages were studied both with light and 

electron microscope but no clear changes in the articular chondrocytes were observed from light 

microscopy.  The electron microscope, however, showed degeneration in the deeper layers of the 

chondrocytes.  Sasaki and colleagues also measured the bone mineral density (BMD) of femur 

using the microdensitometry method and ash weight.  Rats in the Se-deficient group sacrificed 

from the 5th month onward had lower BMD (ash weight).  Serum Se concentrations, alkaline 

phosphatase activity, and urine Se concentrations were decreased as well.  [184].  Mice fed a Se 
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deficient diet and supplemented with fulvic acid had decreased cartilage in the knee joints and 

developed fibrocartilage at the articular surface, similar to early stages of osteoarthritis [185].  

There was also underdevelopment of the articular space and meniscus, while the subchondral 

bone was poorly formed, and early differentiation was not seen during endochondral ossification 

[185].  Similarly, Yao and colleagues investigated the effects of supplemental selenium and 

selenium with iodine on bone and growth plate cartilage histology on 96 Wistar rats of both sexes 

that were randomly given either a control diet, a depleted diet, a selenium supplemented diet, or a 

diet with both iodine and selenium [153].  After 4, 8, and 12 weeks, rats were randomly sacrificed 

and the left knee including the distal femur and the proximal tibia was harvested and fixed in 4% 

(w/v) formaldehyde.  The static parameters analyzed consisted of the bone volume/tissue volume 

ratio (BV/TV), the trabecular thickness (TbTh), the trabecular separation (TbSp), and the 

trabecular number (TbN).  The rats on the depleted diet had comparatively reduced BV/TV, 

TbTh, and TbN while TbSp was increased [153]. 

Selenium deficient and fulvic acid supplemented mice, considered by Yang and 

colleagues [161] to be an animal model of Kashin Beck-disease, had irregular bone formation and 

substantial reduction in the number of lysine residues in type I collagen from bone and type II 

collagen from cartilage.  A lower melting point of type I collagen from bone, and lower breaking 

force of bone were also found in the animals.  In a study aiming to understand the role of 

selenium deficiency in the etiology of Kashin-Beck disease, Sasaki and colleagues [159] 

observed decreased femur ash weight, and a decrease in the sulfotranferase activity (involved in 

glucosaminoglycan synthesis) in 3 to 11 month selenium-deficient rats. 

Suetens and colleagues [155] also suggested a second mechanism whereby normal 

stimulation of bone remodeling by thyroid hormones may be blocked by certain mycotoxins in 

the fungal contaminated grain.  Chasseur and colleagues [149] did not observe a decrease in the 

prevalence of Kashin-Beck disease by iodine supplementation when a fungal species (Alternaria 

sp.) was present, and thus suggested a competitive binding of a mycotoxin to a thyroid hormone 
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receptor in bone cells.  Fulvic acid, an environmental contaminant involved in the etiology of 

Kashin-Beck disease, has been shown to covalently bind with iodine [162], suggesting that fluvic 

acid may interfere with iodine bioavailability.   

Ren and colleagues studied the role of combined selenium and iodine deficiency in bone 

development as a possible experimental model for Kashin-Beck osteoarthropathy in 48 Sprague-

Dawley rats and showed that combined selenium and iodine deficiency impaired the growth of 

bone and cartilage [163].  The rats were randomly divided into four different diet groups:  

Selenium and iodine deficient, selenium sufficient and iodine deficient, iodine sufficient and 

selenium deficient, and selenium and iodine sufficient diets.  They found that mean tibial length 

of rats fed the depleted diet was significantly shorter.  The group that consumed the selenium 

sufficient and iodine deficient diet had smaller proliferative zones and thinner growth plate 

cartilage [163].   

Role of Pro-Inflammatory Cytokines and Free Radicals in Bone Loss 

Normal growth and development in young growing mammals (humans and rodents) 

depends on many factors including growth hormone (GH), thyroid hormones and nutritional 

status.  The growth promoting effect of GH is believed to be mediated in part by insulin-like 

growth factor-1 (IGF-1) [164].  Growth hormone causes the liver (and to a lesser extent other 

tissues) to produce several small peptides called somatomedins (at least four somatomedins have 

been isolated), that in turn have potent effects of increasing all aspects of bone growth [165].  The 

most important of these is somatomedin C, also called IGF-1, which in turn regulates GH 

secretion through a feedback stimulation of somatostatin [164].  Both GH and IGF-1 influence 

bone growth and increase bone mineral content and bone mineral density [166].  The 

bioavailability and bioactivity of IGF-1 are modulated by IGF-binding protein-3 (IGFBP-3), a 

GH dependent glycoprotein and the main carrier for IGF-1 in blood [164]. 

Yanavski and coworkers [166] investigated bone status and the levels of IGF-1 and IGF 

binding protein in white and African American girls and found BMC, BMD and free IGF-1 to be 



33 

 

higher in African American than white American girls, while IGF-binding protein-3 was similar 

or lower in African American girls.  In the study, free IGF-1 was positively correlated with BMC 

and BMD in both groups.   

A study by Basu and colleagues examined the role of free radicals in bone resorption by 

looking at the effect of oxidative stress on bone mineral density (BMD) in 48 women and 53 men 

from a population-based study.  The specific biomarkers they examined included 8-iso-PGF2  (a 

major F2-isoprostane and a biomarker of oxidative stress) and a control, 15-keto-dihydro-PGF2  

(a biomarker of inflammatory response) through analysis of urine samples and quantitative 

ultrasound (QUS) measurements.  Through multivariate linear regression analyses, 8-iso-PGF2  

were negatively associated with bone BMD and QUS, while no association was found for 15-

keto-dihydro-PGF2 .  Their findings established a biochemical link between increased oxidative 

stress and reduced bone density [167].   

Bone turnover is regulated by a balance between osteoblast (bone-forming) activity and 

osteoclast (bone-resporption) activity [5, 156] .  Smith and colleagues reported the use of 90-day 

time-release lipopolysaccharide (LPS) pellets to study effects of inflammation on bone [168].  To 

develop an in vivo model of bone loss induced by chronic systemic inflammation, twenty-four 3-

month-old male Sprague-Dawley rats (Harlan, Indianapolis, IN) were randomly assigned to one 

of three groups:  Low dose LPS (3.3 µg/day), high dose LPS (33.3 µg/day), or placebo.   The rats 

were anesthetized with an intramuscular injection of a ketamine/acepromazine/atropine cocktail 

(35 mg, 1.5 mg, and 0.04 mg per kg body weight, respectively) for implantation of the pellet.  

Tail blood samples were collected at one month, two month, and three month points of the study 

period for a neutrophil count.  At the end of the study, day 90, rats were anesthetized, DEXA 

scanned, and bled via cardiac puncture.  To assess the alterations in local regulators of bone 

metabolism and inflammation-related proteins in the proximal metaphysis of the tibia, 

cyclooxygenase (COX)-2, tumor necrosis factor (TNF)-α, and interleukin (IL)-1β expression 

were evaluated by immunohistochemistry.  Neutrophil counts were elevated (P< 0.05) in the low 
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(971 x 103 cells/mL) and high  (1049 x 103 cells/mL) dose LPS groups at 30 days compared to 

placebo (405 x 103 cells/mL).    Neutrophils remained elevated in the High dose group at 60 (912 

x 103 cells/mL) days and at the end of the study (860 x 103 cells/mL) indicating that inflammation 

was still present and the animals had not yet developed a tolerance at the tissue level.  

Immunohistochemistry revealed LPS induced a dose-dependent increase in the expression of 

COX-2 – the rate limiting enzyme in PGE2 production – in the proximal tibial growth plate region 

and metaphysis.  An increase was also seen in TNF-α and IL-1β (P<0.05) in the tibial metaphysis.  

In the epiphyseal region of the proximal tibia, the only inflammatory mediator to have this 

behavior was COX-2.  TNF-α and IL-1β showed increase in this region of the tibia only in the 

high dose group.   In general, osteoclast and monocyte-like cells had stronger intensity of staining 

for IL-1β and TNF-α in the proximal tibia metaphysis than in the epiphyseal plate.  Bone loss was 

confirmed through DEXA and µCT analysis of excised femur and tibia [168].   

Indicators of Bone Quality 

The quality of bone is defined through measures of bone strength such as material 

properties (collagen and mineral), which are affected by turnover and structural properties 

(geometry and microarchitecture) [169].  Bone quality may be determined by several factors, 

including its properties that affect its strength.  The geometry of bone consists of the size and 

shape of bone.  The size of bone is a determinant of bone strength.  Reduced bone mineral content 

and a smaller vertebral bone were seen in women with fractures of the spine [170].  Silva and 

Gibson developed a 2-dimensional model of human vertebral trabecular bone from four women 

(ages 47, 55, 85, and 86 years) and investigated its mechanical behavior using finite element 

analysis [170].  The structural arrangement of bone (microarchitecture) is also strongly related to 

bone strength [171].  Turan and colleagues studied the microarchitecture in rats fed diets with 

graded quantities of selenium and vitamin E.  The stiffness (modulus of elasticity) of bones 

(femur and tibia) was measured by a tensile test, and biomechanical strength of both the deficient 

and excess groups were decreased when compared to control [171].   
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Collagen content and structure also affect bone quality.  There is a reduced concentration 

of cross-links in bones from patients with osteoporosis [169].  Collagen has smaller influence on 

the stiffness of bone, but improves bone toughness through intramolecular cross-links [172].  

Collagen fiber orientation explained 71% of variation in bone tensile strength in a linear 

regression analysis [173].  Bone is formed by the production of a protein framework that hardens 

when calcium and phosphorus are deposited on it.  Bone strength partly depends on this mineral 

deposition [173].  Apart from bone mineral content, the perfection and the maturity of mineral 

crystals are also important determinants of bone strength [173]. 

Bone Mineral Density 

Bone mineral density refers to the amount of minerals in a three-dimensional volume of 

bone.  However, bone mineral density is also estimated by dual energy X-ray absorptiometry 

(DEXA) based on a two-dimensional area.  There is a strong correlation between fracture risk and 

low bone mass.  The WHO has developed diagnostic categories that compare a person’s bone 

density with the peak value for a healthy young adult using a T-score [174].  A normal bone is 

indicated when bone mineral density or bone mineral content is within 1 standard deviation (SD) 

(+1 SD or -1 SD) of the young adult mean value.  A low bone density (osteopenia) is indicated by 

a bone mineral density or bone mineral content of 1 to 2.5 SD below the young adult mean (-1 to 

-2.5 SD).  Osteoporosis is defined by a bone density or bone mineral content of 2.5 SD or more 

below the young adult mean (>-2.5 SD).  Severe osteoporosis is said to exist when bone mineral 

density or bone mineral content is more than 2.5 SD below the young adult mean and there have 

been one or more fractures due to osteoporosis [174].   

Bone Microarchitecture 

Bone mass is not the only property that affects bone strength.  The microarchitecture of 

bone is also an important factor in strength, and is considered in measuring bone mechanical 

properties.  Bone microarchitectural parameters of trabecular bone like trabecular number (TbN), 

trabecular thickness (TbTh), trabecular separation (TbSp), connectivity density, and parameters 
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of cortical bone such as width and porosity indicate bone fragility independent of bone density 

[175].  An aged model of human vertebral trabecular bone was developed by Silva and Gibson by 

concurrently reducing the trabecular thickness and trabecular number of a young model with 

intact values.  Trabecular number and thickness decrease in aging.  Increase of trabecular 

thickness alone in the model saw bone mass rebounding as strength increased by 60%, but this 

was only 37% of its original value.  Therefore, increase of trabecular number seems to be 

essential for full recovery of bone loss [170].   

The structural model index (SMI) is a 3-D bone structural parameter that quantifies the 

plate versus rod characteristics of trabecular bone [176, 177].  An SMI of zero (0) pertains to a 

purely plate-shaped bone, and a value of 3 indicates a purely cylindrical rod-like structure, and 

values between designate mixtures of plate and rod forms [177].  Human tibial cancellous bone 

changes with aging from plate-like to rod-like, indicating a deterioration of the structure of bone 

with aging [176].   

Microarchitectural deterioration such as decreased trabecular connectivity has been 

related to increased possibility of fracture and one of the positive effects of parathyroid hormone 

(PTH) on bone is the restoration of moderate lost trabecular connectivity [178].  Even though 

connectivity is believed to be important in the biomechanics of bone in osteoporosis [178], there 

is not much evidence to support this hypothesis  in healthy bone.  Kabel and coworkers observed 

an inverse association of connectivity with bone stiffness [179].  Connectivity seems to be 

inversely associated with elastic  properties of cancellous bone of people with no known bone 

disorders.   

Degree of anisotropy (DA) refers to the extent to which a material has different properties 

in different directions [180, 181].  Poor bones seem to have higher DA values.  An analysis of 

porous hydroxyapatites with an anisotropic characteristic (higher DA) intended for the bone-graft 

market found the specimens to possess lower compressive moduli than isotropic specimens with 

the same apparent densities [182].  Similarily, Chappard and colleagues [181] found higher DA 
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values in the bone of subjects with vertebral fracture than in control subjects.  Furthermore, an 

improvement in the structural properties of the vertebra (L1 and L2) of dogs following alendronate 

treatment was accompanied by a decreased degree of anisotropy in the bone specimens [183]. 

Bone Biomechanical Properties 

Biomechanical properties of bone are those properties of bone that are associated with 

elastic and inelastic reactions when a force is applied.  They also involve the relationship between 

stress and strain [184].  Biomechanical properties range from elastic abilities to stress responses 

of bone, and include stiffness, hardness, strain, fatigue life (fracture of bone under repetitive 

stress), and strength [185].  Bone strength depends on bone matrix volume, bone 

microarchitecture and the degree of mineralization of bone [186].  The more cancellous bone is 

mineralized, the higher its stiffness.  Young human bone is less mineralized than mature bone 

[186].  Ciarelli and colleagues suggest that both low and high mineralization may be deterimental 

to bone mechanical properties, with low mineralization level causing reduced stiffness and 

strength and high mineralization leading to reduced fracture toughness due to increased 

brittleness [187].   

Bone mechanical properties can be determined using three or four point bending 

techniques and fatigue tests for long bones [180, 185, 188].  The compressive tests are more 

appropriate for small and cubic samples or trabecular bone [186]. 

There is not much information about the effects of iodine and selenium on the 

biomechanical properties of bone in growing individuals.  However, retarded growth and lower 

breaking force of the tibia have been observed in selenium-depleted mice compared to controls 

[161].  Growth retardation and osteopenia were seen in second generation selenium-deficient 

male rats [189].  Methamizol-induced hypothyroidism during postnatal development leads to 

decreased bone length and biomechanical competence (measured as Vickers microhardness) of 

the femora and humeri in birds [190].   

Biomarkers of Bone Metabolism 
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 Bone density determination is valuable for evaluation of patients at risk for osteoporosis, 

but it does not give any information about the rate of bone turnover, therefore, supplementing 

bone density information with measurement of markers of bone turnover may enhance the 

prediction of fracture risk.  Bone markers indirectly measure bone cell activities [177].  

Biochemical markers of bone metabolism are byproducts that are released into the blood stream 

and urine during the process of bone remodeling, which involves bone resorption and bone 

formation [191].   

 Serum and urine tests can detect these markers and provide information about the rate of 

bone resorption and formation.  Bone formation can be evaluated using serum non-specific 

alkaline phosphatase (ALP), bone-specific alkaline phosphatase (B-ALP), osteocalcin, 

carboxyterminal propeptide of type I collagen (PICP), and aminoterminal propeptide of type I 

collagen  (PINP) [191].  Indicators of bone resorption such as cross-linked C-telopeptide of type I 

collage, tartrate resistant acid phosphatase (TRAP), N-telopeptide of collagen cross-links (NTx), 

and C-telopeptide of collagen cross-links (CTx) can be determined in serum.  Other bone 

resorption markers such as hydroxyproline, free and total pyridinoline, free and total 

deoxipyridinoline as well as NTx and CTx can be assessed in urine [191].   

 Bone specific alkaline phosphatase is an osteoblast product that is believed to be an 

essential enzyme for bone mineralization [191].  Both bone specific and tissue non-specific 

alkaline phosphatase can promote mineralization by hydrolyzing a variety of phosphate 

compounds to make inorganic phosphate available for bone mineralization [192].  It has been 

suggested that alkaline phosphatase may destroy inhibitors of mineral crystal growth and behave 

like a calcium binding protein [193].   

 Osteocalcin (bone gla-protein) is a peptide synthesized and secreted by osteoblasts during 

bone formation.  It is mostly incorporated into bone matrix with some escaping into the blood; 

therefore, osteocalcin is accepted as a marker of bone formation.  However, osteocalcin is also 
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released from bone to the circulation during bone resorption.  Therefore, osteocalcin is more a 

marker of bone turnover than of bone formation [191]. 

 Aminoterminal and carboxyterminal propeptide of type I collagen direct the assembly of 

the collagen triple helix and are separated from the newly formed collagen molecules and 

released into circulation [191].  Therefore, their concentration in serum may be an index of bone 

formation.  However, these byproducts of collagen synthases are also produced by other type I 

collagen and are less useful than alkaline phosphatase (ALP) and osteocalcin (OC) as indicators 

of bone formation [191].   

 TRAP (tartrate resistant acid phosphatase, also known as type-5 acid phosphatase) is an 

iron-containing protein produced in different tissues with acid phosphatase activity and is one of 

the most abundant enzyme in osteoclasts [194].  Serum TRAP is used as a biochemical marker of 

osteoclastic activity and bone resorption [195].  However, it lacks specificity because other cells 

that are not related to bone such as erythrocytes and platelets also release TRAP into serum [195].   

 NTx and CTx are degradation products of type I collagen, mainly produced by cathepsin 

K. Pyridinoline, deoxypyridinoline, and cross-linked C-telopeptide of type I collagen (ICTP) are 

also degradation products produced by matrix metalloproteases [196].  Pyridinoline and 

deoxypyridinoline are the two cross-links present in the mature form of type I collagen.  Urine 

levels of pyridinoline and deoxypyridinoline correlate with the breakdown of collagen released 

from bone matrix by the osteoclasts [197].  This cross-linking structure, which is unique to 

collagen and elastin molecules, creates bonds between polypepetide chains in collagen fibrils to 

enhance stability.  Pyridinoline and deoxypyridinoline cross-links can be excreted free or still 

bound to the peptide chains and either form can be measured.  Deoxpyridinoline is the more 

abundant cross-link in bone collagen and is generally the one measured [197]. 

Studies on the Effects of Selenium on Bone 

 Selenium is required for T3 synthesis and thyroid hormone homeostasis [198].  Therefore 

it may indirectly protect bone through thyroid hormones.  Physiological doses of selenium may 
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also directly protect bone through its antioxidative properties.  Selenium is an essential 

component of the enzyme glutathione peroxidase as well as thioredoxin reductases as the active 

center of which selenium catalyzes reduction of hydroperoxides produced from oxidized species 

such as superoxide and lipoperoxides [143].  Thus, it may protect bone and cartilage cells against 

oxidative damage [144].  Dreher and colleagues [144] demonstrated a selenite-dependent Gpx 

mediated antioxidative defense of fetal human osteoblasts against hydrogen peroxide and reactive 

oxygen species.  In the study it was shown that osteoblasts express an antioxidative system to 

protect themselves against H2O2 after bone resorption is mediated by osteoclasts.  Therefore, lack 

of Gpx may lead to impaired osteoblast function and could be involved in metabolic bone disease.     

Selenium in Cell Culture Studies 

Using a cell culture model, Lean and colleagues suggest that estrogen provides a 

protective effect for bone through the lowering of reactive oxygen species (ROS) concentrations 

via better antioxidant activity.  High concentrations of ROS not only damage cell constituents, but 

could also affect signaling proteins like TNF-α and NF-kβ, which, at appropriate levels, are 

essential for osteoclast development. Cytokines such as IL-1 upregulate their own activity by 

inducing the production of oxidants that may inhibit cytosolic enzymes.  Selenium dependent 

glutathione peroxidases and thioredoxin reductases help keep cytosolic enzymes in their reduced 

form, therefore adequate selenium nutrition may protect bone by down-regulating cytokine 

signaling [199]. 

Selenium in Epidemiological Studies 

An epidemiological study on patients with rheumatoid arthritis (RA) showed healthy 

controls having significantly (<0.001) higher plasma selenium concentrations than the patients 

[200].  Likewise, Kamanli and colleagues found lower concentrations of plasma Gpx, catalase, 

glutathione, β-carotene, and vitamin E in patients with RA as compared with the controls,  In the 

same study, significantly higher concentrations of C-reactive protein, lipid peroxidation markers, 

and rheumatoid factor were found in patients with RA than in controls [201].  A similar study on 
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children and juveniles with RA conducted by Araujo et coworkers reported oxidant/anti-oxidant 

levels imbalanced where levels of lipid peroxidation products were elevated in the synovial fluid, 

while plasma antioxidant levels dropped [202].  In the study by Arajuo and colleagues, the extent 

of lipid peroxidation was estimated by measurement of peripheral plasma lipid hydro-peroxides 

that are the major initial molecular products of lipid peroxidation, and thiobarbituric acid reactive 

substances (TBARS), mostly malondialdehyde (MDA), a secondary product of lipoperoxidation 

[202].   

Selenium Studies in Animal Models 

Ren and colleagues investigated the roles of combined selenium and iodine deficiency in 

bone development as a model of Kashin-Beck osteoarthropathy [163].  They randomly divided 

Sprague-Dawley rats (n = 48) into selenium deficient diet (-SE+I), iodine deficient diet (+Se-I), 

combined selenium and iodine deficienct (-Se-I) diet, and selenium and iodine sufficient diet 

(+Se+I) groups.  Within two generations of rats (F0 and F1), they measured the growth of bone 

and cartilage, and the expression of type X collagen and parathyroid hormone-related peptide.  

They found that tibial length in –Se-I rats was significantly shorter in F1 generation rats.   In +Se-

I fed F1 rats, the thickness of the growth plate cartilage, and the proliferative zone was smaller, 

while in −Se−I rats the growth plate, and the proliferative and hypertrophic zones were also 

thinner in the F1 generation. In articular cartilage, type X collagen expression was increased in the 

deep zone in −Se−I rats of the F0 generation, and in −Se+I, +Se−I and −Se−I rats of the 

F1 generation.  Parathyroid hormone-related peptide expression was increased in the middle zone 

of −Se+I, +Se−I and −Se−I rats of both F0 and F1 generations. In the growth plate cartilage, type 

X collagen and parathyroid hormone-related peptide were expressed in the hypertrophic zone. 

Type X collagen expression was significantly reduced in −Se+I and −Se−I rats in both F0 and F1 

generations, while parathyroid hormone-related peptide expression was stronger in −Se+I, +Se−I 

and −Se−I rats in both F0 and F1 animals. The researchers concluded that combined selenium and 

iodine deficiency impaired the growth of bone and cartilage.  The changes in the expression of 
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type X collagen and parathyroid hormone-related peptide induced by combined selenium and 

iodine deficiency were comparable to measurements of type X collagen and parathyroid 

hormone-related peptide in Kashin-Beck osteoarthropathy [163].   

Turan and colleagues conducted a study to investigate the effects of dietary selenium on 

the biomechanical properties of bone noting the correlation between catalytic activity of selenium 

compounds and toxicity in past literature.  Newborn Wistar rats of both sexes were fed for 12-14 

weeks with either a control diet (225 µg Se/kg), or selenium (9.8 µg Se/kg diet) and vitamin E 

deficient, or a selenium-excess (4.2 mg Se/kg) diet and vitamin E –adequate diet.  The animals 

were housed individually in wire-bottomed cages and given deionized water with negligible 

amounts of Se (< 1 µg/L).  All groups were evaluated for the stiffness (modulus of elasticity) of 

the femur and tibia by tensile test. The tensile strength of the bones was machine tested after the 

proximal and distal ends were fixed with adhesive.  The tensile tests were performed on all 

specimens with a constant speed of 2 mm/min and the loading was of a displacement-controlled 

type using a 500-N load cell.  The force versus deflection curves obtained from the tests were 

transformed into stress versus strain diagrams.  Finally, the modulus of elasticity of each bone 

was calculated from the slope of the linear region of the stress-strain curve.  The researchers 

found that, compared to the control, the deficient and the excess groups had decreased 

biomechanical strength.  To support the biomechanical results for both experimental groups, X-

ray diffraction analysis and a Fourier transform infrared spectroscopy (FTIR) study were 

performed on the femurs and tibias.  The X-ray diffraction test on the femora and the tibia of both 

experimental groups showed possible alterations in crystallinity or a poor crystalline substance.  

The FTIR spectra of femora and tibiae from both experimental groups show a decrease in 

intensity of carbonate bands in the spectral region of 2900-3000 cm-1, and at 1750 cm-1 with 

respect to those of the controls.  The researchers concluded that the bones of both the excess and 

deficient group showed a decrease in crystallinity which was more profound for the excess group 
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in both tibia and femur.  Both the X-ray diffraction and FTIR analyses correlated very well with 

the biomechanical data [171].  

Moreno-Reyes and colleagues investigated whether growth inhibition cause by selenium 

deficiency in rats is associated with changes in bone metabolism.   Female Wistar rats on a 

selenium-deficient diet (0.005 mg selenium/kg) were mated with selenium-adequate male rats in 

house and housed individually after pregnancy was confirmed.  The pregnant dams were 

continuously fed the deficient diet through delivery and weaning.  Male pups (n = 24) were 

weaned at 21 days of age and remained on the diet until the end of the experiment (day 74).  

Control male mice were obtained in the same way but the parental generation was fed diets 

supplemented with 0.19 mg of selenium/kg.  Control and experimental mice were pair-fed.  Rats 

were sacrificed on day 74 and femurs and tibias were collected while pituitaries were dissected 

and frozen.   

To determine selenium status, plasma selenium was measured by atomic absorption 

spectrometry using the Zeeman background correction.  The researchers found reduced plasma 

selenium concentration in rats fed low selenium diet.  Rats fed low selenium diet also had 

reduced glutathione peroxidase activity by 99% (3 ± 0.3 U/mg protein vs. 574 ± 27 U/mg 

protein; p < 0.001).  To determine growth parameters, tail length and body weight of F1 

generation weaning male rats were measured once a week starting on day 21 until the end of 

experiment.  Body weight and tail length were significantly lower in the selenium-deficient rats 

two weeks after weaning, and the difference increased with age.  At the end of the experiment, 

body weight was reduced by 31% and tail length was reduced by 13% in the selenium-deficient 

rats.  The lengths of the dissected bones were also significantly reduced.   

Concentrations of plasma proteins and albumin were slightly lower in selenium-deficient 

animals (p = 0.02).  Plasma thyroid hormones and alkaline phosphatase were not significantly 

different between groups, but there was a trend (p = 0.06) toward lower T3 and lower alkaline 

phosphatase in the selenium-deficient rats.  Furthermore, the researchers found a 68% reduction 
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in pituitary GH concentrations and a 50% reduction in insulin-like growth factor I (IGF-I) in 

selenium-depleted rats.  Several markers were used by Moreno-Reyes and co-workers to gauge 

bone metabolism.  Plasma calcium concentration was lower in selenium-deficient rats while 

urinary calcium concentration from 24-hour collections was 2-fold greater compared to controls.  

Plasma and urinary phosphate did not show significant differences between groups.  Plasma IGF-

I was significantly correlated with plasma calcium in the selenium-deficient group (p = 0.025).  

Although plasma 25(OH)D3 concentrations were not different in both groups, selenium-deficient 

rats showed a 25% reduction in plasma ostecalcin concentrations and 57% reduction in urinary 

deoxypyridinoline concentrations.   Dual-energy X-ray absorptiometry was used to measure the 

BMC and BMD of the distal end of the femur and the proximal end of the tibia.  Morphometric 

measurements of left femur were taken by slicing longitudinally in the coronal plane of the distal 

end.  Trabecular bone volume and surface were measured on a SAMBA 2005 image analyzer in 

the metaphysis of the left femur.  Femur and tibia BMC and BMD were significantly reduced by 

the selenium-depleted diet and remaining significantly lower even after controlling for body 

weight in a multiple regression analysis.  Trabecular bone volume, trabecular surfaces, and 

diameter were also reduced in the selenium-deficient rats.  The osteoblast number was increased 

by 3-fold and the osteoclast number was increased by 2-fold.  The trabecular bone architecture 

was clearly deteriorated in selenium-deficient rats with fewer and thinner trabeculae.  No specific 

measures of oxidative stress or lipid peroxidation were included [189].   
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CHAPTER III 
 

 

METHODOLOGY 

This section recounts the experimental design of the study including the diet given to 

mice, and the methods of assessing Se status and bone quality.   

Animal Experiment and Study Design  

This study has a 4 x 2 factorial design (four diet groups with an LPS group and a placebo 

group) and randomization occurred as shown in Fig 3.1.  The study was approved by the 

Institutional Animal Care and Use Committee (IACUC) of Oklahoma State University (OSU).  

Second generation selenium-deficient animals were used to demonstrate the effects of Se in a 

relatively short time.   

Animal Feeding and Handling   

Forty-one timed-pregnant C57BL6 mice (Harlan, Indianapolis, IN) (60-80g) were fed a 

commercially purchased Torula yeast selenium-deficient diet (modified AIN-93G; Teklad Diets, 

Harlan Laboratories, Madison, WI) for the last 5 to 7 days of pregnancy and through lactation.  

Animals were housed in an environmentally controlled animal care facility and delivered their 

litters approximately 5-6 days after arrival.  Male pups were weaned at 23 or 24 days of age and 

randomly assigned to the depletion diet or to diets supplemented with 0.2, 2 or 4 mg/kg diet of 

Se, added as sodium selenate, for 14 weeks.  Feeding occurred on a daily basis ad libitum at about 

5 g diet/day/mouse.  Clean water was also provided every 2-3 days and bedding was changed 

weekly.   
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Figure 3.1: Study design randomization flowchart 

Preparation of the Experimental Diets   

The experimental diets followed a modification of the recommendations of the American 

Institute of Nutrition (AIN-93) for growing rodents and were isocaloric and isonitrogenous [1].  

Minerals and vitamins were equivalent for the four different diets, except for selenium, which 

was added or omitted according to the experimental design.  The basal Se depletion diet (Torula 

yeast-based, approximately 0.02mg Se/kg diet) was produced commercially, while the 

supplemented diets were prepared either commercially or in-house from a basal mix at the 

Nutritional Sciences laboratory at Oklahoma State University in 5 kg batches in a commercial 

mixer.  Selenium was added in the form of sodium selenate at 0.2, 2.0 or 4.0 mg Se/kg.   Diets 
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were refrigerated until being partitioned for feeding.  The composition of the experimental diets is 

presented in Table 3.1. 

Table 3.1. Composition of the experimental diets  

Added Se (mg/kg diet) 

Ingredients (g/kg) 0 Se 0.2 Se 2.0 Se 4.0 Se 

Torula yeast 340 340 340 340 

L-cysteine 3 3 3 3 

Dextrose, monohydrate 399.02 399.02 399.02 399.02 

Sucrose 100 100 100 100 

Soybean oil 60 60 60 60 

Cellulose 50 50 50 50 

Mineral mix 35 35 35 35 

Vitamin mix AIN-93-VX 10 10 10 10 

Choline bitartrate 2.5 2.5 2.5 2.5 
 

Chronic Inflammation   

At 96-98 days of age mice were randomly assigned within diet groups to placebo or to 

lipopolysaccharide (LPS) (E. coli Serotype 0127:B6) treatment to produce inflammatory stress.  

Time release pellets (0 or 0.1 µg/g body weight/d) were implanted subcutaneously after 

anesthetization with intraperitoneal injections mixed ketamine (10 mg/mL) and xylazine (1 

mg/mL) at a concentration of 0.006 mL/10 g body weight.  Body weight was taken on the day of 

implantation as well as at 14-days after implantation.  

Necropsy of Pups   

All necessary surgical instruments were autoclaved and preparations for tissue harvests 

and collection of blood were organized before the day of necropsy.  The day before the necropsy, 

the pups were fasted overnight for 12 hours and their body weight was recorded. On the day of 

necropsy, each mouse was anesthetized with injections of mixed ketamine (10 mg/mL) and 

xylazine (1 mg/mL) at a concentration of 0.006 mL/10 g body weight.  PIXImus whole body 

scans were taken.  Blood was drawn with syringes pre-coated with EDTA from the carotid artery 

before dissection for harvesting of organs and tissues.  The blood was held on ice for up to 2-3 
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hours until the end of necropsy.  Plasma was obtained from whole blood by centrifugation at 

4,000 rpm (Eppendorf #5415R) for 20 min and stored at -80°C.  Liver was placed in liquid 

nitrogen and stored at -20°C.  The right tibia and spine were excised and stored at -20°C.  

Determination of Weight Change, Organ Weight, and Body Lean and Fat Mass  

Weight fluctuations were assessed by calculating weight data gathered during the 30 days 

of LPS treatment.  Harvested organs were weighed immediately before storage.  Body lean mass 

and fat weights were assessed using PIXImus. 

Laboratory Analyses 

Plasma Gpx 

Se status was measured by plasma glutathione peroxidase 3 activity using a kinetic 

enzyme assay (Product No. FR17, Oxford Biomedical Research, Inc. Oxford, MI).  The assay 

was conducted at room temperature (20 - 25°C) and spectrophotometric readings were done at 

340 nm.  The spectrophotometer was zeroed at 340 nm with deionized water.  The plasma 

samples from mice fed 0.2, 2 and 4 mg/kg diet were diluted 1:10 using assay buffer provided in 

the kit.  The plasma samples from mice fed the selenium-depleted diet were not diluted with 

assay buffer.  An appropriate volume of assay buffer, pre-diluted NADH reagent and sample were 

pipetted into the cuvette and placed in the spectrophotometer followed by addition of tert-butyl 

hydroperoxide and mixed by pipetting.  The GPX coupled reduction of tert-butyl hydroperoxide 

from the oxidation of NADPH by glutathione reductase and concomitant oxidation was 

monitored for three minutes in a spectrophotometer by the decrease in absorbance at 340 nm.  In 

each reading, the rate of decrease in A340/minute was calculated and the net rate for the sample 

was calculated by subtracting the rate from the water blank.  The net A340/min for each sample 

was then converted to NADPH consumed.  One unit of GPX is expressed as the amount of GPX 

needed to oxidize 1 µmol of NADPH per min.  The value for each sample was corrected for 

dilution factors and expressed as GPX µM/mL.  
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Bone Analyses 

Tibia and vertebral columns were stored at -20°C.  Individual bones were thawed for 15 

min at room temperature before analysis.   

Bone Measurement by Microcomputed Tomography (µCT) 

After bones were properly thawed and defleshed they were placed in 12 mm or 16 mm 

µCT tubes with either water or 10% ethanol and pre-scanned in the µCT-40 (Scanco Medical AG, 

Zurich, Switzerland) to confirm repositioning.  The microarchitecture of the trabeculae of 

vertebra (L4) and proximal tibia were scanned using microcomputed tomography (µCT).  The 

vertebral body was scanned for a region VOI distally from the proximal growth plate at medium 

resolution (16 µm per slice), while the proximal tibial was scanned distally at high resolution for 

a minimum of 150 slices at 12 µm per slice.  For cortical bone analysis, the midshaft region 

calculated precisely at the middle of the tibia was scanned at 12 µm per slice for a minimum of 45 

slices.   

Bone Densitometry by PIXImus 

Two-dimensional analysis of tibial and L4 bone mineral area (BMA), bone mineral 

content (BMC), and bone mineral density (BMD) were assessed by the PIXImus (Lunar Corp. 

Madison, WI).  BMC is an estimate of the amount of mineral present in the bone, BMA estimates 

the two-dimensional area occupied by bone, and BMD is equal to BMC divided by BMA.   

Bone Structure Analysis   

The microarchitecture of the trabeculae of the L4 vertebra, and the proximal tibia were 

analyzed using µCT.  Contours were placed on L4 vertebrae to identify a VOI beginning at 10 

slices (16 µm per slice) away from the growth plate in order to include in the VOI only the 

secondary spongiosa within the two growth plates.  µCT analysis for vertebra was performed at a 

threshold of 315, a sigma of 0.7, and a gauss support of 1.0.   

Contours were placed on a total of 100 consecutive tomographic slices (12 µm per slice) 

of tibia beginning at 10 slices from the growth plate (sigma = 0.7, threshold = 360, gauss support 



50 

 

= 1.0).  Contours were also placed on 30 slices scanned from the midshaft region of the tibia to 

analyze cortical bone volume, thickness, and porosity.   

Bone morphometric parameters including cortical porosity, trabecular bone relative 

volume (BV/TV), trabecular number (TbN), trabecular separation (TbSp), and trabecular 

thickness (TbTh), as well as the structural model index (SMI), connectivity density (ConnD) of 

the trabeculae, and the degree of anisotropy (DA) were obtained for L4 and tibia. 

Bone Biomechanical Tests  

Bone Strength Simulation Using Finite Element Analysis by Micro-CT   

The finite element analysis (FEA) simulates compression of a region of interest (ROI) of 

bone to determine the response to pressure.  The FEA simulation software (v. 1.16), is used in 

combination with the micro-computed tomography (µCT) histomorphometric data.  

Biomechanical properties of tibia and the L4 vertebra were modeled using a VOI composed of 

trabecular bone, which was subjected to a high friction compression test in the z direction.  This 

allowed determination of mechanical properties such as average strain, total force and 

physiological force, stiffness, size independent stiffness, and von Mises stress of the trabecular 

cores.   

Liver Ash Weight and Mineral Content Using Inductively Coupled Plasma-mass 

Spectroscopy 

Liver samples were ashed following a modified protocol from Hill and colleague [2].  

Liver tissue was ashed in duplicate to determine the Se content with inductively coupled plasma 

mass spectrometry (ICP-MS).  Excised liver previously stored at -80°C was kept on ice to remove 

approximately 0.1 g of tissue.  The liver sample was oven dried overnight at 100°C in acid-

washed, glass borosilicate tubes. Dry weights of the samples were taken, and acid digestion was 

conducted with 1 part concentrated nitric acid (HNO3) and 5-6 parts hydrogen peroxide H2O2 

added every 30-60 minutes while the samples were being heated continuously at 95°C.  Acid 
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digestion continued until the tissue samples turned a solid white.   Se concentrations were 

determined in triplicate using ICP-MS (ELAN 9000, PerkinElmer SCIEX, Waltham, MA).   

Statistical Analyses  

Data were analyzed using SAS (Statistical Analysis System) version 9.3 (SAS Institute 

Inc., Cary, NC).  Two-way ANOVA was performed using PROC GLM followed by post hoc 

analysis with Fisher’s least significant differences test for means separation when F values were 

significant.  Data are represented as means ± SEM and p < 0.05 was considered significant.  

When interaction terms were significant, data are presented graphically.   
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CHAPTER IV 
 

 

RESULTS AND DISCUSSION 

This section recounts the results of the study and discusses the implications of the results 

with respect to the existing literature.   

Results 

Body Weight, inflammation, and diet indicator 

Body Weight and Bone Density 

There were no statistically significant differences in body weight by dietary Se intake at d 

120 (p > 0.05, Table 4.1).  Some weight fluctuations were seen in both the placebo and LPS 

group at 14 days after LPS implantation (p = 0.002), but by necropsy (d 120) the weight 

differences were no longer significant but showed a trend for lower weight in the LPS group (p = 

0.07).  This indicates that LPS treatment and/or Se deficiency and supplementation did markedly 

affect growth of the mice.  BMD and BMC measurements were reduced by LSP treatment when 

compared to control (p = 0.02).  Mice in the Se adequate diet had lower BMD (p = 0.004) and 

BMC (p < 0.0001) compared to mice in the Se deficient and supplemented groups. 

Organs Weights 

 Kidney and thymus weight showed no significant differences by dietary Se intake or by 

LPS at 120 days of age at necropsy (p > 0.05, Table 4.2).  Thymus weight, however, tended to be 

higher for LPS (0.050 g) compared to placebo group (0.043 g) (p = 0.06).  Liver weight was 

significantly affected by diet (p = 0.04) with mice in the 4.0 mg Se/kg diet group having the 

smallest liver indicating a possible toxicity effect.   
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Table 4.1 Body weight and bone density of mice fed supplemental Se with and without LPS (mean ±SEM) 

Treatment means 

Added Se 
(mg/kg diet) Pellet n 

Body Weight 
at LPS(g) 

Body Weight at 
14d post LPS (g) 

Body Weight 
at necropsy (g) BMD (g/cm2) BMC (g/cm2) 

0 
placebo 10 25.2 ± 0.3  25.6 ± 0.2  25.7 ± 0.2  0.052 ± 0.001  0.58 ± 0.01 
LPS 10 25.0 ± 0.6  24.7 ± 0.4  24.1 ± 0.5  0.050 ± 0.001  0.55 ± 0.02 

0.2 
placebo 11 25.5 ± 0.4  25.7 ± 0.5  25.5 ± 0.5  0.049 ± 0.000  0.53 ± 0.01 
LPS 10 24.5 ± 0.3  24.2 ± 0.2  25.1 ± 0.2  0.047 ± 0.000  0.50 ± 0.01 

2 
placebo 11 25.8 ± 0.5  26.2 ± 0.5  25.7 ± 0.6   0.050 ± 0.001  0.55 ± 0.02 
LPS 10 26.3 ± 0.6  25.5 ± 0.6  26.0 ± 0.7  0.050 ± 0.001 0.55 ± 0.02 

4 
placebo 10 25.8 ± 0.4  25.9 ± 0.5  25.2 ± 0.4  0.050 ± 0.001 0.56 ± 0.01 
LPS 10 25.4 ± 0.4  25.1 ± 0.3  24.8 ± 0.4  0.050 ± 0.001 0.57 ± 0.02 

Diet means 
Added Se 
(mg/kg diet) N 

Body Weight 
at LPS(g) 

Body Weight at 
14d post LPS (g) 

Body Weight 
at necropsy (g) BMD (g/cm2) BMC (g/cm2) 

0 20 25.1 ± 0.3 25.1 ± 0.2 24.9 ± 0.3 0.051 ± 0.001a  0.56 ± 0.01a  
0.2 21 25.0 ± 0.3 25.0 ± 0.3 25.5 ± 0.3 0.048 ± 0.000b  0.51 ± 0.01b  
2 21 26.0 ± 0.4 25.9 ± 0.4 25.9 ± 0.4 0.049 ± 0.001a  0.55 ± 0.01a  
4 20 25.6 ± 0.3 25.5 ± 0.3 25.0 ± 0.3 0.050 ± 0.001a  0.56 ± 0.01a  

LPS means 
Placebo 42 25.6 ± 0.2 25.9 ± 0.2a 25.6 ± 0.2 0.051 ± 0.001a  0.55 ± 0.01a  
LPS 40 25.3 ± 0.3 24.9 ± 0.2b  25.0 ± 0.3 0.049 ± 0.001b  0.54 ± 0.01b  

p-values 
Se  0.09 0.17 0.16 0.004 <0.0001 
LPS 0.39 0.002 0.07 0.02 0.02 
Se x LPS 0.48 0.80 0.27 0.55 0.33 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 
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Table 4.2:  Selected organ weights of mice fed supplemental Se with and without LPS (mean ±SEM) 

Treatment means 
Added Se 
(mg/kg diet) Pellet n Liver (g) n Kidney (g) n Thymus (g) 

0 
placebo 9 1.31 ± 0.02 10 0.17 ± 0.00 10 0.04 ± 0.00 
LPS 10 1.36 ± 0.02 10 0.17 ± 0.00 10 0.05 ± 0.00 

0.2 
placebo 11 1.39 ± 0.05 11 0.16 ± 0.00 11 0.04 ± 0.00 
LPS 10 1.39 ± 0.03 10 0.16 ± 0.00 10 0.05 ± 0.00 

2 
placebo 11 1.30 ± 0.04 11 0.17 ± 0.01 11 0.05 ± 0.00 
LPS 9 1.38 ± 0.04 9 0.16 ± 0.01 10 0.05 ± 0.00 

4 

placebo 10 1.30 ± 0.04 9 0.17 ± 0.01 10 0.05 ± 0.00 

LPS 11 1.32 ± 0.05 11 0.17 ± 0.01 11 0.05 ± 0.00 

Diet means 
Added Se 
(mg/kg diet) N Liver (g) n Kidney (g) n Thymus (g) 

0 19 1.35 ± 0.00a  20 0.17 ± 0.00 20 0.05 ± 0.00 
0.2 21 1.39 ± 0.03a  21 0.16 ± 0.00 21 0.05 ± 0.00 

2 20 1.33 ± 0.03ab  20 0.17 ± 0.00 21 0.05 ± 0.00 
4 21 1.27 ± 0.03b  20 0.17 ± 0.00 21 0.05 ± 0.00 

LPS means 
Placebo 41 1.31 ± 0.02 41 0.17 ± 0.00 42 0.04 ± 0.00 
LPS 40 1.36 ± 0.20 40 0.16 ± 0.00 41 0.05 ± 0.00 

p-values 
Se  0.04 0.17 0.89 
LPS 0.12 0.22 0.06 
Se x LPS 0.55 0.87 0.40 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05.
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Plasma Se and Gpx3 Activity 

Plasma Se of mice from different experimental diets at necropsy showed significant 

differences by diets supplemented with Se ( 0.0; 0.2; 2.0 and 4.0 mg Se/kg diet) (p = 0.02) 

(Table 4.3). Mice fed the Torula yeast Se-deficient diet with no added Se had significantly lower 

plasma Se compared with other groups (Table 4.3). However, plasma Se was not significantly 

affected by LPS. 

When mice in different dietary Se groups were compared, the group that consumed no 

added dietary Se showed significantly lower plasma Gpx activity than the other three dietary Se 

groups containing 0.2, 2.0 and 4.0 mg Se /kg of diet (p < 0.0001, Table 4.2). The diet with 0.2 

mg Se added/kg diet represented the control diet and additional selenium supplementation did 

not increase Gpx activity.  Also, LPS had no significant effect of Gpx activity  

Liver Se content 

 To examine the concentrations of tissue Se in mice fed different dietary groups, ~0.1 g of 

wet liver was ashed and measured for Se content by ICP-MS.  The Se content of liver (Table 

4.4) in Se deficient mice was significantly lower than that of other dietary groups (p <0.0001).   

The Se content in two experimental diet groups (2.0 mg Se/kg  and 4.0 mg Se/kg) are very 

similar, while the Se content of mice in the Se-adequate diet group (0.2 mg Se/kg) was  < 40% 

less than the two Se supplemented groups though this repression did not reach the level of 

statistical significance. 
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Table 4.3:  Plasma Se content and Gpx3 activity in mice fed supplemental Se with and 
without LPS (mean ± SEM) 

Treatment means 

Added Se 
(mg/kg diet) Pellet n Plasma Se (mg/L) n Gpx (mU/L) 

0 
placebo 5 0.095 ± 0.03 5 32.5 ± 11.7 
LPS 5 0.103 ± 0.05 5 35.6 ± 5.4 

0.2 
placebo 4 0.260 ± 0.04 5 977.5 ± 148.4 
LPS 5 0.192 ± 0.05 5 725.4 ± 208.2 

2 
placebo 4 0.168 ± 0.06 5 937.4 ± 100.5 
LPS 5 0.247 ± 0.04 5 880.8 ± 144.0 

4 
placebo 5 0.188 ± 0.03 5 1039.2 ± 161.9 
LPS 5 0.206 ± 0.03 5 1010.4 ± 65.9 

Diet means 

Added Se 
(mg/kg diet) n Plasma Se (mg/L) n Gpx (mU/L) 

0 10 0.099 ± 0.03b 10 34.1 ± 6.1b 

0.2 9 0.222 ± 0.03a 10 851.5 ± 127.6a 

2 9 0.212 ± 0.03a 10 909.1 ± 83.3a 

4 10 0.197 ± 0.02a 10 1024.8 ± 82.5a 

LPS means 
Placebo 38 0.187 ± 0.02 40 746.7 ± 110.0 
LPS 40 0.173 ± 0.02 40 663.1 ± 105.1 

p-values 
  Plasma Se Gpx 

Se  0.02 <0.0001 
LPS 0.75 0.36 
Se x LPS 0.4 0.74 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 
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Table 4.4: Liver Se concentration in mice fed supplemental Se with and without LPS (mean 
± SEM) 

Treatment means 

Added Se (mg/kg diet) Pellet n Se in Liver (ng/g wet wt) 

0 
placebo 7 114.3 ± 94.6 
LPS 3 48.2 ± 15.1 

0.2 
placebo 4 803.6 ± 164.8 
LPS 5 850.1 ± 105.7 

2 
placebo 5 1673.1 ± 509.0 
LPS 5 1242.0 ± 80.2 

4 
placebo 5 1399.4 ± 167.2 
LPS 5 1497.8 ± 80.5 

Diet means 

Added Se (mg/kg diet) n Se in Liver (ng/g wet wt) 
0 10 94.5 ± 65.6b 

0.2 9 829.4 ± 87.7a 
2 10 1457.6 ± 253.3a 
4 10 1448.9 ± 89.0a 

LPS means 
Placebo 18 922.7 ± 189.1 
LPS 21 1005.2 ± 125.8 

p-Values 
Se  < 0.0001 
LPS 0.57 
Se x LPS 0.60 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 

 

Bone Microarchitecture  

 To examine alterations in trabecular bone and/or cortical bone, tibia and fourth lumbar 

vertebrae (L4) were analyzed using µCT.  As a measure of trabecular bone microarchitecture, 

SMI quantifies the organization of trabecular bone where a value of 0 signifies completely plate 

like trabeculae, and a value of 3 represents all rod-like trabeculae.  Connectivity density 

measures the number of connected trabeculae in a specific volume.  In cortical bone of tibia, both 

BV/TV (p = 0.07) and cortical thickness (p = 0.06) tended to be reduced by LPS treatment.  
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Cortical porosity tended to be increased by LPS (p = 0.07).  The Se-adequate diet also tended to 

have a negative effect on cortical thickness (p = 0.06) (Table 4.5) and mice in the Se deficient 

group had slightly thicker trabeculae than control animals.   

In trabecular bone of tibia, BV/TV (p = 0.004), and trabecular number (p < 0.0001) were 

both significantly reduced by LPS treatment (Table 4.6).  LPS also significantly increased 

trabecular separation (p < 0.0001).  There was an interaction effect of Se and LPS on 

connectivity density (p = 0.01) and SMI (p = 0.02) (Figure 4.1).  LPS significantly lowered 

connectivity density in the selenium-depleted group, but not in the other diet groups.  In the 

deficient diet group, SMI was significantly increased by LPS indicating more rod-like structure, 

while other diet groups were not significantly affected (Table 4.6).   

In trabecular tissue of the L4 section of spine, BV/TV (p = 0.01), connectivity density (p 

= 0.0001), and trabecular number (p = 0.001) were significantly reduced by LPS treatment 

(Table 4.7).  SMI (p < 0.0001) and trabecular separation (p < 0.0001) were significantly 

increased by LPS.  Mice fed the Se depleted diet had significantly higher BV/TV, connectivity 

density, and trabecular number, and had significantly lower SMI (p = 0.03), and trabecular 

separation (p = 0.002) than mice on the other dietary treatments.  Taken together, these data 

show that LPS treatment primarily has a negative effect on trabecular microarchitecture similar 

to the trend seen in cortical bone.  The effect of diet can primarily be seen only in the Se 

deficient mice.  These mice had significantly better microarchitecture when compared to bones 

of mice in the other dietary treatments.   
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Table 4.5:    Effects of LPS and diet on µCT measurements on tibia cortical bone volume 
fraction, cortical porosity and cortical thickness (means ± SEM) 

Treatment means 
Added Se 
(mg/kg diet) Pellet n BV/TV (%) 

Cortical 
Porosity (%) 

Cortical 
Thickness (mm) 

0 

placebo 10 95.4 ± 0.2 4.6 ± 0.2 0.213 ± 0.004 

LPS 10 92.4 ± 24.3 7.6 ± 2.4 0.200 ± 0.004 

0.2 

placebo 9 95.1 ± 0.1 4.9 ± 0.1 0.199 ± 0.004 

LPS 9 94.8 ± 0.2 5.2 ± 0.2 0.192 ± 0.004 

2 

placebo 10 94.8 ± 0.1 5.2 ± 0.1 0.203 ± 0.005 

LPS 10 92.1 ± 2.6 7.9 ± 2.6 0.196 ± 0.004 

4 

placebo 10 94.7 ± 0.2 5.3 ± 0.2 0.198 ± 0.004 

LPS 10 93.7 ± 1.3 6.3 ± 1.3 0.202 ± 0.004 

Diet means 
Added Se 
(mg/kg diet) n BV/TV (%) 

Cortical 
Porosity (%) 

Cortical 
Thickness (mm) 

0 20 93.9 ± 1.2 6.1 ± 1.2 0.207 ± 0.003 

0.2 18 95.0 ± 0.1 5.0 ± 0.1 0.196 ± 0.003 

2 20 93.4 ± 1.3 5.8 ± 0.6 0.199 ± 0.003 

4 20 94.2 ± 0.6 5.8 ± 0.6 0.200 ± 0.003 

LPS means 
Placebo 39 95.0 ± 0.1 5.0 ± 0.1 0.203 ± 0.002 

LPS 39 93.2 ± 0.9 6.8 ± 1.0 0.198 ± 0.002 

p-values 
Se      0.74 0.74 0.06 

LPS     0.07 0.07 0.06 

Se x LPS     0.72 0.45 0.2 
Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 
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Table 4.6:  Effects of LPS and diet on µCT measurements of tibia trabecular bone parameters in mice (means ± SEM) 

Treatment means 

Added Se 
(mg/kg diet) Pellet N BV/TV (%) 

Connectivity  
Density (1/mm3) SMI 

Trabecular 
Number (1/mm3) 

Trabecular 
Thickness (mm) 

Trabecular 
Separation (mm) 

0 

placebo 10 18.8 ± 0.8 292.65 ± 30.15a 1.50 ± 0.11d 5.986 ± 0.159 0.0441 ± 0.0009 0.159 ± 0.005 

LPS 10 14.0 ± 1.2 180.63 ± 14.03b 2.03 ± 0.11ab 5.183 ± 0.106 0.0448 ± 0.0017 0.185 ± 0.004 

0.2 

placebo 9 15.5 ± 1.2 155.53 ± 15.60bc 1.87 ± 0.09abc 5.039 ± 0.154 0.0049 ± 0.0016 0.190 ± 0.006 

LPS 10 11.6 ± 1.2 113.91 ± 11.50c 2.15 ± 0.11a 4.556 ± 0.117 0.0457 ± 0.0021 0.213 ± 0.006 

2 

placebo 10 15.4 ± 1.4 150.92 ± 15.50bc 1.86 ± 0.13abc 4.942 ± 0.111 0.0494 ± 0.0019 0.193 ± 0.005 

LPS 10 14.2 ± 1.3 157.49 ± 16.99bc 1.84 ± 0.09abc 4.726 ± 0.160 0.0474 ± 0.0021 0.206 ± 0.008 

4 

placebo 10 16.2 ± 4.1 191.25 ± 21.29b 1.77 ± 0.13bcd 5.240 ± 0.133 0.0467 ± 0.0015 0.181 ± 0.005 

LPS 9 15.7 ± 1.2 173.07 ± 16.60b 1.64 ± 0.14cd 4.788 ± 0.163 0.0488 ± 0.0017 0.203 ± 0.007 

Diet means 
Added Se 
(mg/kg diet) N BV/TV (%) 

Connectivity  
Density (1/mm3) SMI 

Trabecular 
Number (1/mm3) 

Trabecular 
Thickness (mm) 

Trabecular 
Separation (mm) 

0 20 16.4 ± 0.9 236.64 ± 20.66 1.76 ± 0.10 5.584 ± 0.131a 0.0444 ± 0.0009 0.172 ± 0.004b 

0.2 19 13.4 ± 0.9 133.63 ± 10.49 2.02 ± 0.08 4.785 ± 0.109b 0.0472 ± 0.0013 0.202 ± 0.005a 

2 20 14.8 ± 0.9 154.21 ± 11.22 1.85 ± 0.08 4.834 ± 0.098b 0.0484 ± 0.0014 0.200 ± 0.005a 

4 19 16.0 ± 0.9 182.64 ± 13.49 1.71 ± 0.10 5.026 ± 0.114b 0.0477 ± 0.0011 0.192 ± 0.005a 

LPS means 
Placebo 39 16.5 ± 0.6 a  198.67 ± 13.99 1.75 ± 0.06 5.308 ± 0.095a 0.0472 ± 0.0008 0.181 ± 0.003b 

LPS 39 13.8 ± 0.6b 155.85 ± 8.29 1.92 ± 0.06 5.059 ± 0.046b 0.0466 ± 0.0010 0.202 ± 0.025a 

p-Values 
Se  0.098 <0.0001 0.06 <0.0001 0.11 <0.0001 

LPS 0.004 0.003 0.05 <0.0001 0.64 <0.0001 

Se x LPS 0.24 0.01 0.02 0.21 0.43 0.69 
Means in a column with superscripts not sharing a common letter are significantly different at p < 0.05.



61 

 

Table 4.7:  Effects of LPS and diet on µCT measurements of L4 trabecular bone parameters in mice (means ± SEM) 
 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 

Treatment means 
Added Se 
(mg/kg diet) Pellet N 

BV/TV 
(%) 

Connectivity  
Density (1/mm3) SMI 

Trabecular 
Number (1/mm3) 

Trabecular 
Thickness (mm) 

Trabecular 
Separation (mm) 

0 

placebo 10 21.4  ± 0.8 291.67 ± 15.36 1.331 ± 0.076 5.638 ± 0.078 0.046 ± 0.0009 0.172 ± 0.003 

LPS 10 17.9 ± 1.1 226.87 ± 10.17 1.704 ± 0.071 5.277 ± 0.101 0.044 ± 0.001 0.187 ± 0.001 

0.2 

placebo 11 18.7 ± 0.8 241.31 ± 11.86 1.528 ± 0.057 5.353 ± 0.105 0.043 ± 0.001 0.183 ± 0.004 

LPS 11 14.7 ± 0.9 176.02 ± 11.00 1.965 ± 0.068 4.887 ± 0.077 0.042 ± 0.001 0.203 ± 0.003 

2 

placebo 10 17.9 ± 1.2 219.19 ± 12.24 1.633 ± 0.112 5.230 ± 0.104 0.044 ± 0.001 0.188 ± 0.004 

LPS 10 16.7 ± 1.1 204.97 ± 11.36 1.782 ± 0.085 5.054 ± 0.085 0.044 ± 0.002 0.196 ± 0.004 

4 

placebo 10 18.1 ± 0.9 239.30 ± 14.49 1.558 ± 0.087 5.290 ± 0.100 0.043 ± 0.0009 0.186 ± 0.005 

LPS 10 17.3 ± 0.9 190.49 ± 6.45 1.808 ± 0.053 5.035 ± 0.068 0.046 ± 0.002 0.195 ± 0.003 

Diet means 

Added Se (mg/kg diet) n 
BV/TV 
(%) 

Connectivity  
Density (1/mm3) SMI 

Trabecular 
Number (1/mm3) 

Trabecular 
Thickness (mm) 

Trabecular 
Separation (mm) 

0 20  19.8 ± 0.7a  259.27 ± 8.57a  1.517 ± 0.056b 5.458 ± 0.066a 0.045 ± 0.0009 0.179 ± 0.003a 

0.2 22  16.7 ± 0.6b  208.66 ± 8.17b  1.746 ± 0.054a 5.120 ± 0.063b 0.043 ± 0.0009 0.193 ± 0.003b 

2 10  17.3 ± 0.6b  212.08 ± 8.37b  1.707 ± 0.055a 5.142 ± 0.064b 0.044 ± 0.0009 0.192 ± 0.003b 

4 10  17.7 ± 0.7b  214.90 ± 8.57b  1.683 ± 0.056a 5.163 ± 0.066b 0.044 ± 0.0009 0.190 ± 0.003b 

LPS means 
Placebo 41 19.1 ± 0.5a 247.03 ± 7.68a 1.516 ± 0.045b 5.374 ± 0.053a 0.044 ± 0.0006 0.182 ± 0.002b 

LPS 41 16.6 ± 0.5b 199.01 ± 5.67b 1.818 ± 0.037a 5.059 ± 0.046b 0.044 ± 0.0008 0.195 ± 0.002a 

p-Values 
Se  0.01 0.0001 0.03 0.001 0.35 0.002 

LPS 0.0005 <0.0001 <0.0001 <0.0001 0.96 <0.0001 

Se x LPS 0.21 0.11 0.26 0.4 0.17 0.44 
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Bone Biomechanics 

 The influences of chronic inflammation and graded levels of Se in the diet on trabecular 

bone biomechanical properties were evaluated using finite element analysis (FEA) of µCT 

images of the proximal tibia metaphysis and L4 of spine.  Diet had a significant effect on tibia 

biomechanical properties (Table 4.8).  Compressive strength of the trabecular bone from tibia 

was significantly lower in mice fed adequate diet (0.2 Se mg/kg) compared to the other diet 

groups (p = 0.04).  Bone stiffness was also reduced in mice fed adequate diet (p = 0.04).  The 

average von Mises stress was increased in animals fed the adequate Se diet (p = 0.0001).   

In L4, an interaction effect was present (Figure 4.2) for most of the biomechanical 

properties (Table 4.9).  Size independent stiffness was significantly reduced by LPS (p = 0.03).  

In strain, an interaction effect can be seen between diet and LPS. In the adequate diet group only, 

LPS significantly reduced average strain and average apparent strain.  In bone from mice in the 

deficient diet group, LPS resulted in significantly reduced physiological force.  The simulated 

compression tests demonstrated that diet had a more significant effect than LPS on tibia strength 

and stiffness, where mice on the sufficient diet had lower quality bone and Se supplementation 

did not provide additional benefit.  LPS treatment resulted in compromised trabecular strain in 

spine mostly in mice fed adequate Se diet (0.2 Se mg/kg).   The von Mises measurements in the 

LPS treated group of the 0.2 Se mg/kg diet group were the highest.   
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Table 4.8:  Effects of LPS and diet on biomechanical properties of tibia- physiological 
force, stiffness and von Mises stresses in mice (means ± SEM) 

Treatment means 
Added Se 
(mg/kg diet) Pellet n 

Physiological 
Force (N) Stiffness (N/mm) 

von Mises Stress 
(MPa) 

0 

placebo 10 0.0487 ± 0.0044 2704.30 ± 242.32 34.13 ± 7.95 

LPS 10 0.0364 ± 0.0046 2025.10 ± 256.88 46.44 ± 11.24 

0.2 

placebo 9 0.0371 ± 0.0059 2059.78 ± 329.89 75.16 ± 9.26 

LPS 9 0.0243 ± 0.0042 1349.67 ± 230.68 119.18 ± 20.04 

2 

placebo 9 0.0429 ± 0.0073 2436.22 ± 404.93 39..09 ± 9.52 

LPS 11 0.0470 ± 0.0073 2608.64 ± 406.02 51.037 ± 13.00 

4 

placebo 10 0.0477 ± 0.0076 2651.40 ± 421.77 42.66 ± 14.64 

LPS 10 0.0487 ± 0.0061 2706.90 ± 336.64 36.12 ± 8.04 

Diet means 

Added Se (mg/kg diet) n 
Physiological 
Force (N) Stiffness (N/mm) 

von Mises Stress 
(MPa) 

0 20 0.0426 ± 0.0034a 2364.70 ± 188.69a 40.38 ± 6.85b 

0.2 18 0.0307 ± 0.0038b 1704.72 ± 213.41b 97.17 ± 11.96a 

2 20 0.0456 ± 0.0051a 2531.05 ± 281.28a 45.66 ± 8.24b 

4 20 0.0482 ± 0.0047a 2679.15 ± 262.70a 39.39 ± 7.16b 

LPS means 
Placebo 38 0.0445 ± 0.0032 2474.24 ± 175.57 47.27 ± 5.42 

LPS 40 0.0397 ± 0.0032 2204.05 ± 177.81 61.49 ± 8.19 

p-values 
Se  0.04 0.04 0.0001 

LPS 0.23 0.23 0.07 
Se x LPS 0.42 0.42 0.22 

Means in a column with superscripts not sharing a common letter are significantly different from each other at p < 0.05. 
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Figure 4.1:  Diet and LPS interaction for proximal tibia connectivity density (A) and SMI 
(B).  The four dietary treatment groups (0.0 mg Se/kg diet, 0.2 mg Se/kg diet, 2.0 mg Se/kg diet, 
4.0 mg Se/kg diet) are separated by LPS and placebo groups to better show the interactive effect 
between diet and LPS.  Bars not sharing a common letter are significantly different from each 
other at p < 0.05.
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Table 4.9:  Effects of LPS and diet on biomechanical properties of spine - average apparent strain, size independent stiffness, 
physical force, von Mises stress in mice (means ± SEM) 

Treatment means 

Added Se 
(mg/kg diet)  Pellet  n  Average Apparent Strain  Size Independent Stiffness  Physiological Force (N)  von Mises Stress  

0 

placebo  10 0.277 ± 0.014a  6.424 ± 0.449  0.0179 ± 0.0012a  132.36 ± 4.91c  

LPS  10 0.223 ± 0.106a  4.263 ± 0.647  0.0116 ± 0.0019bc  189.63 ± 17.58ab  

0.2 

placebo  10 0.492 ± 0.132a  4.416 ± 0.662  0.0115 ± 0.0016bc  183.97 ± 14.22bc  

LPS  10 0.183 ± 0.015b  2.642 ± 0.262  0.0071 ± 0.00070c  244.73 ± 15.93a  

2 

placebo  12 0.217 ± 0.019a  4.223 ± 0.544  0.0114 ± 0.0015bc  194.31 ± 26.02ab  

LPS  10 0.221 ± 0.019a  3.749 ± 0.606  0.0103 ± 0.0017bc  208.09 ± 17.20ab  

4 

placebo  10 0.218 ± 0.024a  4.108 ± 0.685   0.0111 ± 0.0018bc  206.74 ± 31.51ab  

LPS  11 0.261 ± 0.022a  4.890 ± 0.615  0.0140 ± 0.0018ab  169.37 ± 13.41bc  

Diet means 

Added Se (mg/kg diet)  n  Average Apparent Size Independent Stiffness  Physiological Force (N)  von Mises Stress  

0 20 0.250 ± 0.014  5.343 ± 0.457a  0.0148 ± 0.0013  160.00 ± 11.05  

0.2 20 0.338 ± 0.074  3.529 ± 0.402b  0.0093 ± 0.0010  208.83 ± 15.50  

2 22 0.219 ± 0.013  4.008 ± 0.399b  0.0109 ± 0.0011  200.57 ± 15.92  

4 21 0.241 ± 0.017  4.518 ± 0.455ab  0.0126 ± 0.0013  187.17 ± 16.65  

LPS 

Placebo  42 0.297 ± 0.036  4.766 ± 0.319a  0.0129 ± 0.0009  177.43 ± 12.20  

LPS  41 0.223 ± 0.011  3.910 ± 0.299b  0.0108 ± 0.0009  202.13 ± 8.87  

p-values 

Se   0.08 0.02 0.008 0.11 

LPS  0.02 0.03 0.05 0.07 

Se x LPS  0.002 0.05 0.03 0.05 
Means with superscripts not sharing a common letter are significantly different from each other at p < 0.05.
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Figure 4.2:  Diet and LPS interaction for L4 average apparent strain (A) physiological force (B) and 
von Mises stress (C).  The four dietary treatment groups (0.0 mg Se/kg diet, 0.2 mg Se/kg diet, 2.0 mg 
Se/kg diet, 4.0 mg Se/kg diet) are separated by LPS and placebo groups to better show the interactive 
effect between diet and LPS.  Bars not sharing a common letter are significantly different from each other 
at p < 0.05.
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Discussion 

Se is considered an essential element for antioxidant enzymes such as glutathione 

peroxidase that catalyze the reduction of peroxides that can cause cellular damage [1].  Peroxides 

and other reactive oxygen species (ROS) generated through inflammation lead to damage of 

bone cellular matrix [2].   Smith and colleagues reported systemic bone loss due to 90-day time-

release pellets in male Sprague-Dawley rats [3].  Ishihara and coworker showed that LPS 

induced bone resorption in a BALB/c mouse calvaria organ culture [4].  The scavenging ability of 

Gpx has been shown to have a protective effect on cells against oxidative damage [5].  Dreher 

and colleagues reported antioxidative defense for human fetal osteoblasts that was mediated by 

expressed glutathione peroxidase [5].   

Se deficiency is associated with Kashin-Beck disease, a severe type of osteoarthritis [6].   

Rats supplemented with selenium showed less necrosis in the chondrocytes of the growth plates 

of tibia when compared to rats fed diets from Kashin-Beck disease endemic areas.  They also 

showed better BV/TV, trabecular thickness, and trabecular number, while trabecular separation 

was reduced [7].  Most of the literature examines the effect on bone of Se 

deficiency/supplementation and LPS inflammation separately.  To our knowledge, there is little 

research that investigates the effect of both Se status and chronic inflammation on bone loss, and 

the potential benefit of selenium supplementation.   

In this study second generation Se deficient mice were fed graded Se concentrations of 

0.02 (deficient), 0.2 (control/adequate), 2.0 and 4.0 mg Se/kg diet for 3 months and randomly 

assigned LPS treatment on 96-98 days of age to produce inflammatory stress.   The deficient diet 

(0.02 mg Se/kg) was well below daily requirements for rodents (0.1 mg Se/kg) [8] and the Se 

sufficient diet (0.2 mg Se/kg) was adequate [1].  Raines and Sunde reported no toxicity effect in 
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mice fed Se at 0.2 µg Se/g diet, but growth retardation (23%) was seen in rats fed 5 µg Se/g [9].  

High (relative to 0.1 mg Se/kg diet) but non-toxic Se intake for both mice and rats (less than 2 µg 

Se/g diet) showed little to no toxic effect [9]. 

Chronic inflammation due to LPS implantation (0.1 µg/g body weight/d) did not cause 

major changes to body or organ weights.  Body weight and organ weight data suggested that LPS 

treatment did not cause major undue stress and illness to the mice.  Body weight tended to 

decrease due to LPS treatment by the end of the study (d 120, p = 0.07).  A previous low-dose 

LPS model also showed non-significant body weight changes between LPS-treated and placebo 

groups [3].  Thymus weight, tended to be reduced by chronic inflammation (p = 0.06).   

Although changes were not seen in body parameters due to LPS, measurements of bone 

mineral showed that LPS had induced bone loss.  Bone densitometry in LPS-treated mice was 

significantly lowered when compared to placebo.  LPS-induced catabolic state in bone 

microarchitecture was primarily observed in trabecular bone as opposed to cortical bone 

indicating that trabecular bone is primarily affected by LPS-induced inflammation.  This result 

supports the notion that the detrimental effects observed with chronic LPS administration in the 

study were not a result of compromised animal health.  Cortical thinning in the lumbar vertebra 

has been observed in adjuvant models [10], but the slower rate of cortical bone turnover and the 

relatively low grade inflammation induced in this study may require a longer study duration to 

observe such changes.  The results of this study did indeed show a trend towards cortical bone 

damage in tibia under a condition of chronic inflammation. 

The bone loss seen through bone densitometry only reduced bone strength in spine, while 

the same was not seen in tibia.  LPS-induced inflammation did not show significant effects on 
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tibia biomechanics, but did in spine.  A higher turnover in vertebral bone compared to tibia could 

explain a significant LPS effect being only seen in spine [11].   

Taken separately, the dietary treatments at 0.0 mg/Se kg diet, 0.2 mg/Se kg diet, and 2.0 

mg/Se kg diet did not have negative health consequences.  A potential toxicity effect, however, 

was detected in the mice supplemented with 4.0 mg Se/kg diet.  Toxicity levels in rats have been 

reported at higher than 5.0 mg Se/kg diet [9] with LD50 of sodium selenate at 5.8 mg Se/kg diet 

[12].  Chronic Se levels in rats of 4-5 mg Se/kg have been reported to cause growth inhibition 

and tissue damage [13].  A 30 month dietary treatment of 0.5 – 2 mg Se/kg have shown liver 

toxicity in rats [14].  No severe health effects were recorded in the mice fed the 4.0 mg Se/kg 

diet, but some behavior oddities like sluggish response to feeding time were noticed.  The effects 

of added Se at 3.0 mg/Se kg diet could mitigate any health effects and dietary levels could still 

be still be high enough to see the effects of supplemented Se on a chronic inflammation model.   

Se adequate diets had mice with less dense bone compared to the other dietary 

treatments.  Bone mineral density (BMD) and bone mineral concentration (BMC) were higher in 

the Se deficient group (0.0 mg Se/kg diet) compared to the Se adequate group (0.2 mg Se/kg 

diet).  Se deficiency has been associated with reduced growth in animals [15].  Although the 

body parameters data do not show weight reduction due to dietary treatment, changes in bone 

might have occurred.  Relatively slow growth rate of mice in the Se deficient group could lead to 

increased bone mass and account for the higher bone densitometry when compared to Se 

adequate mice.  The mice in the selenium supplemented group (2.0 mg Se/kg diet and 4.0 mg 

Se/kg diet) had higher bone densitometry compared to the Se adequate mice.  These 

supplementary dietary treatments were 10 to 20 times higher than adequate for rodents [9] and 

are defined as being high levels that have been associated with less than optimal health in rats 
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[13].  The slowed growth seen though chronic dietary Se supplementation at ~4mg Se/kg diet 

[13] could have a similar effect to that of Se deficiency [15].  In our study, the dietary treatments 

were given to growing animals, and were not chronic as in previous literature, so any significant 

health damage may not yet have been visible.   

Se status was confirmed through measurement of Se concentration in liver tissue. As 

expected, liver Se content in mice fed the deficient diet was significantly lower than mice in the 

Se adequate group.  Se supplementation did not significantly increase liver Se content compared 

to control.  Organs like kidney and liver have very high levels of Se as a component of 

glutathione [16], levels of which have been shown to not be affected by Se supplementation [17].  

The Se concentration in liver was consistent with Burke and colleagues who reported liver 

selenium levels  at 0.1 µg/g in rats fed a low-selenium diet and at 0.7 µg/g in rats fed a selenium-

adequate diet [18].  Liver Se concentration in the Se adequate diet did not differ significantly 

from the Se supplemented groups most likely due to high variability within the diet group.  An 

increase in sample size might separate and better evaluate the differences.   

Bone microarchitecture parameters were relatively better in mice fed the Se deficient 

diet.  A different result was seen in rats supplemented with selenium compared to rats on a Se 

deficient diet [7].  Yao and coworkers compared the femur microarchitecture of Wistar rats on 

graded Se diets and found Se deficient diets to have lower quality bones [19].  Increased Se in 

the diet, however, did not show beneficial effects on trabecular bone.   

The biomechanical strength of tibia was significantly lower in mice fed Se adequate diet 

compared to the other dietary treatments as evidenced by stiffness being relatively low and von 

Mises measurements being comparatively high.  This is different from previously published 

work where Wistar rats fed selenium deficient or selenium-excess diets had decreased 
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biomechanical strength when compared to control [20].  In an induced diabetic animal model 

where Se was used as an antioxidant, rat mandible strength was weaker in the selenium 

supplemented control group when compared to the diabetic group supplemented with the same 

amount of Se [21].  Dellibasi and colleagues reported this finding as unexpected and 

recommended more studies into the mechanisms of  how Se affects organisms [21].   

Interactive effects between LPS and diet in measurements of tibia microarchitecture 

showed that dietary Se at adequate levels or above protected bone from the damage caused by 

LPS.   Connectivity density showed that the LPS effect of reducing trabecular bone was only 

significant in the Se deficient group.  No other dietary treatment group showed a significant 

difference between LPS-treated and placebo mice.  This supports that Se does provide anti-

oxidant protection from bone through glutathione peroxidase [1].  SMI similarly also showed 

significant difference only in the Se deficient group where LPS reduced the quality of bone.   

Interactive effects in biomechanical measurements of L4 spine, however, only show LPS 

effect in the Se adequate group.  Interactive effects of diet and LPS treatment did show increased 

strain and von Mises stress in the LPS treated Se adequate mice compared to placebo mice in the 

same dietary group. This could be explained by the remodeling process that is more active in 

spine than in peripheral bones [11], and vertebra has more chancellors bone and is thus more 

prone to bone alterations than in tibia.  More biomechanical testing such as bone-bending would 

be useful to have better understanding of this unexpected result. 

In conclusion, mice in the Se deficient group had higher quality bone microarchitecture 

when compared to the Se adequate mice, but the bone biomechanical testing showed that Se 

deficiency did not weaken bone as much as the recommended Se intake amount for mice.  

Protective effects from excess Se were also not observed.   
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CHAPTER V 
 

 

SUMMARY, CONCLUSIONS, AND SUGGESTIONS FOR FURTHER STUDY 

Summary 

 In this study we investigated the effects of selenium supplementation and chronic inflammation 

on bone microarchitecture and strength in mice.  To ascertain the Se status of the mice we assessed 

plasma and liver Se concentrations, and Gpx activity.  We assessed bone densitometry by PIXImus scans 

and microarchitecture and strength by microcomputed tomography.   

Se status   

Significant difference in Se status was only observed between the mice fed the basal diet and the 

Se supplemented groups as evidenced by Gpx activity and plasma and liver Se concentrations.   

Body parameters   

Chronic inflammation did not have a significant effect on body or organ weights, but bone 

density was reduced.  Mice on 0.0 mg, 0.2, and 2.0 mg added Se/kg diet did not show negative health 

effects as evidenced by organ weights (p > 0.05), but mice on 4.0 mg added Se/kg diet had reduced liver 

weight (p = 0.04) indicating possible toxicity.  Thymus weight tended to be increased by LSP (p = 0.06). 

Microarchitecture   

Overall, LPS induced chronic-inflammation weakened trabecular bone quality but not cortical 

bone.  LPS did not significantly increase cortical porosity or significantly reduced cortical thickness in 

tibia (p > 0.05).  Tibia and spine trabecular bone was reduced as shown by trabecular number 

and separation.  Interactive effects between diet and LPS in tibia trabecular measurements of 

SMI and connectivity density only showed the catabolic effect of LPS only in the mice fed the 

basal diet, indicating that Se supplementation beyond what is considered deficient does promote 

Gpx activity and provided protection against bone loss.   
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Bone Biomechanics 

Bone weakness due to LPS was seen in spine, but not in tibia.  The mice fed the Se adequate diet 

had comparatively weaker tibia than the mice in the other dietary treatments.  Spine strength 

measurements had several interactive effects, but stiffness was reduced by LPS treatment.  Interaction 

between LPS and diet showed the LPS effect of reducing bone strength was seen in mice fed the basal 

diet as evidenced by von mises and physiological force measurements.  The von Mises sress and strain 

measurements were also affected by LPS in the mice fed the Se adequate diet.  

Conclusions 

For this study we hypothesized: 

1. The inflammatory treatment would reduce bone quality/microarchitecture and strength.  Overall 

this effect of reducing bone microarchitecture was more pronounced in trabecular bone than 

cortical.  LPS reduced many trabecular bone parameters significantly, but only tended to reduced 

cortical bone.  Strength was not affected in tibia by LPS, and catabolic effects from inflammation 

were only seen in mice fed the basal and Se adequate diet.   

2. Higher dietary selenium will result in better microarchitecture parameters.  Our results did not 

support this hypothesis.  Overall, mice in the Se deficient diet had better microarchitecture 

compared to mice in the other dietary treatments.   

3. Higher dietary selenium will result in bone that is stronger.  Our results did not support this 

hypothesis.  Overall, mice in the Se adequate diet group had comparatively weaker tibia than 

mice in the other dietary treatments.  Spine strength measurements showed multiple interaction 

effects between LPS and diet.  LPS reduced bone strength measurements in the Se adequate and 

Se deficient mice only.   

Suggestions for Further Studies 

• Since our dietary treatment of 4.0 mg Se/kg diet reduced liver weight, a measurement of liver 

tissue damage makers like alanine amino transferase (ALT) would help determine the toxicity of 
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this dietary treatment.  If 4.0 mg Se/kg diet was potentially toxic, it would be interesting to see 

what effects a lower concentration of Se would have (e.g. 3.0 mg Se/kg diet).   

• Even though chronic inflammation did show bone damage through measurements of bone 

microarchitecture, lipid peroxidation assessment could have also established inflammatory status.  

Liver thiobarbituric acid reactive substances (TBARS) assessment is a common method used to 

determine lipid peroxidation.  In addition, antioxidant status could be determined by ferric 

reducing ability plasma (FRAP).  Bone metabolism could be determined by assessing 

biochemical markers such as alkaline phosphate (ALP), and serum tartrate resistant acid 

phosphatase (TRAP).  Osteocalcin could also be analyzed to determine bone formation.  This 

could help better determine exactly how LPS reduced bone quality:  through increase of bone 

loss, or disruption of bone formation, or both.   

• To better understand the effects of dietary treatments on bone strength, bone biomechanical 

testing using 3-point bending could provide more information to better interpret the results we 

had.   

• To determine if the dietary treatments did cause growth retardation, it would be useful to measure 

femur or tibia length, and ash the bones to look at weight.   



76 

 

REFERENCES 
 

 

1. Holben, D.H., A.M. Smith, J.Z. Ilich, J.D. Landoll, J.P. Holcomb, and V. Matkovic, Selenium 

intakes, absorption, retention, and status in adolescent girls. J Am Diet Assoc, 2002. 102(8): p. 

1082-1087. 

2. Schwarz, K. and C.M. Foltz, Selenium as an integral part of factor 3 against dietary necrotic 

liver degeneration. J Am Chem Soc, 1957. 79(12): p. 3292-3293. 

3. Rotruck, J.T., A.L. Pope, H.E. Ganther, A.B. Swanson, D.G. Hafeman, and W.G. Hoekstra, 

Selenium: Biochemical Role as a Component of Glutathione Peroxidase. Science, 1973. 

179(4073): p. 588-590. 

4. Ursini, F., M. Maiorino, and C. Gregolin, The selenoenzyme phospholipid hydroperoxide 

glutathione peroxidase. Biochim Biophys Acta, 1985. 839(1): p. 62-70. 

5. Hoekstra, W.G. Biochemical function of selenium and its relation to vitamin E. 1975. 

6. Sunde, R.A., Present Knowledge in Nutrition 9th ed. Selenium, ed. B.A. Bowman. Vol. 1. 2006, 

Washington, DC: International Life Sciences Institute. 480-497. 

7. Cheng, W.H., Y.S. Ho, B.A. Valentine, D.A. Ross, G.F. Combs, Jr., and X.G. Lei, Cellular 

glutathione peroxidase is the mediator of body selenium to protect against paraquat lethality in 

transgenic mice. J Nutr, 1998. 128(7): p. 1070-1076. 

8. Bianco, A.C., D. Salvatore, B. Gereben, M.J. Berry, and P.R. Larsen, Biochemistry, cellular and 

molecular biology, and physiological roles of the iodothyronine selenodeiodinases. Endocr Rev, 

2002. 23(1): p. 38-89. 

9. Levander, O.A., A global view of human selenium nutrition. Annu Rev Nutr, 1987. 7: p. 227-250. 

10. Tomlinson, R., Beijing conference reviews Kashin-Beck disease. BMJ, 1999. 318(7182): p. 485. 



77 

 

11. James, L.F., K.E. Panter, H.F. Mayland, M.R. Miller, and D.C. Baker, Selenium poisoning in 

livestock: a review and progress. SSSAJ Special Publication" Selenium in Agriculture and the 

Environment", 1989. 23: p. 123-131. 

12. Yang, G.Q., S.Z. Wang, R.H. Zhou, and S.Z. Sun, Endemic selenium intoxication of humans in 

China. Am J Clin Nutr 1983. 37(5): p. 872-881. 

13. Saxena, R. and G. Jaiswal, Selenium and its role in health and disease. Kuwait Med J, 2007. 

39(1): p. 10-18. 

14. Steele, D.G. and C.A. Bramblett, The Anatomy and Biology of the Human Skeleton. 1994: Texas 

A&M University Press. 

15. Nordin, M. and V.H. Frankel, Basic Biomechanics of the Musculoskeletal System. 2001: 

Lippincott Williams & Wilkins. 

16. Lee, N.K., H. Sowa, E. Hinoi, M. Ferron, J.D. Ahn, C. Confavreux, R. Dacquin, P.J. Mee, M.D. 

McKee, and D.Y. Jung, Endocrine regulation of energy metabolism by the skeleton. Cell, 2007. 

130(3): p. 456-469. 

17. Legros, R., N. Balmain, and G. Bonel, Age-related changes in mineral of rat and bovine cortical 

bone. Calcif. Tissue Int, 1987. 41(3): p. 137-144. 

18. Bertazzo, S. and C.A. Bertran, Morphological and dimensional characteristics of bone mineral 

crystals. Key Eng Mat, 2006. 309: p. 3-6. 

19. Mohan, S. and D.J. Baylink, Bone growth factors. Clin Orthop Relat R, 1991(263): p. 30. 

20. Nordin, B.E.C., R. Speed, J. Aaron, and R.G. Crilly, Bone formation and resorption as the 

determinants of trabecular bone volume in postmenopausal osteoporosis. Lancet, 1981. 

318(8241): p. 277-279. 

21. Netter, F.H., R.V. Dingle, and H.J. Mankin, Musculoskeletal System: Anatomy, Physiology and 

Metabolic Disorders. 1997: Novartis Pharmaceuticals Corporation. 



78 

 

22. Smith, B.J., M.R. Lerner, S.Y. Bu, E.A. Lucas, J.S. Hanas, S.A. Lightfoot, R.G. Postier, M.S. 

Bronze, and D.J. Brackett, Systemic bone loss and induction of coronary vessel disease in a rat 

model of chronic inflammation. Bone, 2006. 38(3): p. 378-386. 

23. Woolf, A.D. and B. Pfleger, Burden of major musculoskeletal conditions. Bull World Health 

Organ, 2003. 81(9): p. 646-656. 

24. Siris, E.S., Y.T. Chen, T.A. Abbott, E. Barrett-Connor, P.D. Miller, L.E. Wehren, and M.L. 

Berger, Bone mineral density thresholds for pharmacological intervention to prevent fractures. 

Ann Intern Med, 2004. 164(10): p. 1108. 

25. Foundation, N.O. Fast facts about osteoporosis.  2011  [cited 2012; Available from: 

http://ww.nof.org/print/40. 

26. National Osteoporosis, F., C. University of Connecticut. Health, and C. University of 

Connecticut. Osteoporosis, Boning Up on Osteoporosis: A Guide to Prevention and Treatment. 

1997: National Osteoporosis Foundation. 

27. Messent, E.A., R.J. Ward, C.J. Tonkin, and C. Buckland-Wright, Cancellous bone differences 

between knees with early, definite and advanced joint space loss; a comparative quantitative 

macroradiographic study. Osteoarthr Cartilage, 2005. 13(1): p. 39-47. 

28. Bailey, A.J., J.P. Mansell, T.J. Sims, and X. Banse, Biochemical and mechanical properties of 

subchondral bone in osteoarthritis. Biorheology, 2004. 41(3-4): p. 349-358. 

29. Bergink, A.P., M. Van Der Klift, A. Hofman, J.A.N. Verhaar, J.P.T.M. Van Leeuwen, A.G. 

Uitterlinden, and H.A.P. Pols, Osteoarthritis of the knee is associated with vertebral and 

nonvertebral fractures in the elderly: the Rotterdam Study. Arthritis Care Res, 2003. 49(5): p. 

648-657. 

30. Holben, D.H. and A.M. Smith, The diverse role of selenium within selenoproteins: a review. J 

Am Diet Assoc, 1999. 99(7): p. 836-843. 

31. Susuki, K.T., Metabolomics of Selenium:  Se Metabolites Based on Speciation Studies. J Health 

Sci 2005. 51(2): p. 107-114. 



79 

 

32. Suzuki, K.T. and Y. Ogra, Metabolic pathway for selenium in the body: speciation by HPLC-ICP 

MS with enriched Se. Food Addit Contam 2002. 19(10): p. 974-983. 

33. Ogra, Y., K. Ishiwata, J. Ruiz Encinar, R. Lobinski, and K.T. Suzuki, Speciation of selenium in 

selenium-enriched shiitake mushroom, Lentinula edodes. Anal Bioanal Chem, 2004. 379(5-6): p. 

861-866. 

34. Burk, R.F., K.E. Hill, and A.K. Motley, Selenoprotein metabolism and function: evidence for 

more than one function for selenoprotein P. J Nutr, 2003. 133(5 Suppl 1): p. 1517S-1520S. 

35. Squires, J.E. and M.J. Berry, Eukaryotic selenoprotein synthesis: mechanistic insight 

incorporating new factors and new functions for old factors. IUBMB, 2008. 60(4): p. 232-235. 

36. Hatfield, D., Selenium:  Its Molecular Biology and Role in Human Health. 2001, Norwood, MA: 

Kluwer Academic Publishers. 

37. Driscoll, D.M. and P.R. Copeland, Mechanism and regulation of selenoprotein synthesis. Annu 

Rev Nutr, 2003. 23: p. 17-40. 

38. Swanson, C.A., B.H. Patterson, O.A. Levander, C. Veillon, P.R. Taylor, K. Helzlsouer, P.A. 

McAdam, and L.A. Zech, Human [74Se]selenomethionine metabolism: a kinetic model. Am J 

Clin Nutr, 1991. 54(5): p. 917-926. 

39. Panel on Dietary Antioxidants and Related, C., N. Subcommittee on Upper Reference Levels of, 

D. Subcommittee on Interpretation and Uses of, I. Standing Committee on the Scientific 

Evaluation of Dietary Reference, B. Food and Nutrition, and M. Institute of, Dietary Reference 

Intakes for Vitamin C, Vitamin E, Selenium, and Carotenoids. 2000: The National Academies 

Press. 

40. Navarro-Alarcon, M. and C. Cabrera-Vique, Selenium in food and the human body: a review. Sci 

Total Environ, 2008. 400(1-3): p. 115-141. 

41. Glass, R.S., W.P. Singh, W. Jung, Z. Veres, T.D. Scholz, and T. Stadtman, 

Monoselenophosphate: Synthesis, characterization, and identity with the prokaryotic biological 

selenium donor, compound SePX. Biochemistry, 1993. 32(47): p. 12555-12559. 



80 

 

42. Suzuki, K.T., Metabolomics of selenium: Se metabolities based on speciation studies. Journal of 

Health Sciences, 2005. 51(2): p. 107-114. 

43. Hatfield, D., ed. Selenium: Its Molecular Biology and Role in Human Health 2001, Kluwer 

Academic Publishers: Norwood, MA. 

44. Suzuki, K., Y. Shiobara, M. Itoh, and M. Ohmichi, Selective Uptake of Selenite by Red Blood 

Cells. Analyst, 1998. 123(1): p. 63 - 67. 

45. Shiobara, Y. and K.T. Suzuki, Binding of selenium (administered as selenite) to albumin after 

efflux from red blood cells. Journal of Chromatography B: Biomedical Sciences and Applications, 

1998. 710(1–2): p. 49-56. 

46. Suzuki, K., K. Ishiwata, and Y. Ogra, Incorporation of Selenium into Selenoprotein P and 

Extracellular Gluthathione Peroxidase: HPLC-ICPMS Data with Enriched Selenite. Analyst, 

1999. 124(12): p. 1749-1753. 

47. Schomburg, L., U. Schweizer, and J. Köhrle, Selenium and selenoproteins in mammals: 

extraordinary, essential, enigmatic. Cellular and Molecular Life Sciences, 2004. 61(16): p. 1988-

1995. 

48. Okuno, T., T. Kubota, T. Kuroda, H. Ueno, and K. Nakamuro, Contribution of Enzymic α,γ-

Elimination Reaction in Detoxification Pathway of Selenomethionine in Mouse Liver. Toxicology 

and Applied Pharmacology, 2001. 176(1): p. 18-23. 

49. Low, S.C., J.W. Harney, and M.J. Berry, Cloning and Functional Characterization of Human 

Selenophosphate Synthetase, an Essential Component of Selenoprotein Synthesis. Journal of 

Biological Chemistry, 1995. 270(37): p. 21659-21664. 

50. Zeng, H., Selenium as an Essential Micronutrient: Roles in Cell Cycle and Apoptosis. Molecules, 

2009. 14(3): p. 1263-1278. 

51. Sunde, R.A. and J.K. Evenson, Serine incorporation into the selenocysteine moiety of glutathione 

peroxidase. Journal of Biological Chemistry, 1987. 262(2): p. 933-937. 



81 

 

52. Sunde, R. and J. Evenson, Control of gene expression of glutathione peroxidase-1 and other 

selenoproteins in rats and cultured cells trace elements in man and animals, A.M. Roussel, R.A. 

Anderson, and A.E. Favrier, Editors. 2002, Springer US. p. 21-27. 

53. Hatfield, D., I. Choi, T. Ohama, J. Jung, and A. Diamond, eds. Selenocysteine tRNA[Ser] Sec 

isoacceptors as central components in selenoprotein biosynthesis in eukaryotes Selenium in 

Biology and Human Health, ed. B. RF. 1994, Springer- Verlag New York, Inc: New York:. 25–

44. 

54. Tormay, P., R. Wilting, F. Lottspeich, P.K. Mehta, P. Christen, and A. Bock, Bacterial 

selenocysteine synthase. Structural and functional properties. Eur. J. Biochem., 1998. 254(3): p. 

655-661. 

55. Mihara, H., T. Kurihara, T. Watanabe, T. Yoshimura, and N. Esaki, cDNA cloning, purification, 

and characterization of mouse liver selenocysteine lyase. Candidate for selenium delivery protein 

in selenoprotein synthesis. J Biol Chem, 2000. 275(9): p. 6195-6200. 

56. Butler, J.A., M.A. Beilstein, and P.D. Whanger, Influence of dietary methionine on the 

metabolism of selenomethionine in rats The Journal of nutrition, 1989. 119(7): p. 1001-1009. 

57. Hatfield, D.L. and V.N. Gladyshev, How selenium has altered our understanding of the genetic 

code. Mol. Cell. Biol., 2002. 22(11): p. 3565-3576. 

58. Flohé, L. and R. Brigelius-Flohé, Selenoproteins of the glutathione system Selenium, D.L. 

Hatfield, M.J. Berry, and V.N. Gladyshev, Editors. 2006, Springer US. p. 161-172. 

59. Maiorino, M., A. Roveri, F. Ursini, R. Brigelius-Flohé, and L. Flohé, Selenium and male 

reproduction Selenium, D.L. Hatfield, M.J. Berry, and V.N. Gladyshev, Editors. 2006, Springer 

US. p. 323-331. 

60. Lu, J., C. Berndt, and A. Holmgren, Metabolism of selenium compounds catalyzed by the 

mammalian selenoprotein thioredoxin reductase. Biochimica et Biophysica Acta (BBA) - 

General Subjects, 2009. 1790(11): p. 1513-1519. 

61. Mustacich, D. and G. Powis, Thioredoxin reductase. Biochem J, 2000. 346 Pt 1: p. 1-8. 



82 

 

62. Hill, K.E., G.W. McCollum, M.E. Boeglin, and R.F. Burk, Thioredoxin reductase activity is 

decreased by selenium deficiency. Biochem Biophys Res Commun, 1997. 234(2): p. 293-295. 

63. Bianco, A.C. and P.R. Larsen, Selenium, deiodinases and endocrine function Selenium, D.L. 

Hatfield, M.J. Berry, and V.N. Gladyshev, Editors. 2006, Springer US. p. 207-219. 

64. Burk, R.F. and K.E. Hill, Selenoprotein P: An extracellular protein with unique physical 

characteristics and a role in selenium homeostasis. Annual Review of Nutrition, 2005. 25(1): p. 

215-235. 

65. Rayman, M.P., The importance of selenium to human health. Lancet, 2000. 356(9225): p. 233-

241. 

66. Chen, X., G. Yang, J. Chen, X. Chen, Z. Wen, and K. Ge, Studies on the relations of selenium 

and Keshan disease. BTER, 1980. 2(2): p. 91-107. 

67. Sunde, R., Selenium, in Handbook of Nutritionally Essential Mineral Elements, S.R. O'Dell BL, 

Editor. 1997, Marcel Dekker: New York. 

68. McConnell, K.P. and D.M. Roth. Respiratory excretion of selenium. 1966: Royal Society of 

Medicine. 

69. Itoh, M. and K.T. Suzuki, Effects of dose on the methylation of selenium to monomethylselenol 

and trimethylselenonium ion in rats. Arch Toxicol, 1997. 71(7): p. 461-466. 

70. Kobayashi, Y., Y. Ogra, K. Ishiwata, H. Takayama, N. Aimi, and K.T. Suzuki, Selenosugars are 

key and urinary metabolites for selenium excretion within the required to low-toxic range. Proc 

Natl Acad Sci, 2002. 99(25): p. 15932. 

71. Maddipati, K.R. and L.J. Marnett, Characterization of the major hydroperoxide-reducing activity 

of human plasma. Purification and properties of a selenium-dependent glutathione peroxidase. J 

Biol Chem 1987. 262(36): p. 17398-17403. 

72. Jotti, A., M. Maiorino, L. Paracchini, F. Piccinini, and F. Ursini, Protective effect of dietary 

selenium supplementation on delayed cardiotoxicity of adriamycin in rat: Is PHGPX but not GPX 

involved? Free Radic Biol Med 1994. 16(2): p. 283-288. 



83 

 

73. McKenzie, R.C., T. S Rafferty, and G.J. Beckett, Selenium: an essential element for immune 

function. Immunol today, 1998. 19(8): p. 342-345. 

74. Rea, H.M., C.D. Thomson, D.R. Campbell, and M.F. Robinson, Relation between erythrocyte 

selenium concentrations and glutathione peroxidase (EC 1.11. 1.9) activities of New Zealand 

residents and visitors to New Zealand. Br J Nutr 1979. 42(02): p. 201-208. 

75. Takahashi, K., P.E. Newburger, and H.J. Cohen, Glutathione peroxidase protein. Absence in 

selenium deficiency states and correlation with enzymatic activity. J  Clin Invest 1986. 77(4): p. 

1402. 

76. Avissar, N., J.R. Slemmon, I.S. Palmer, and H.J. Cohen, Partial sequence of human plasma 

glutathione peroxidase and immunologic identification of milk glutathione peroxidase as the 

plasma enzyme. J Nutr, 1991. 121(8): p. 1243. 

77. Chambers, I., J. Frampton, P. Goldfarb, N. Affara, W. McBain, and P.R. Harrison, The structure 

of the mouse glutathione peroxidase gene: the selenocysteine in the active site is encoded by 

the'termination'codon, TGA. EMBO J, 1986. 5(6): p. 1221. 

78. Esworthy, R.S., Y.S. Ho, and F.F. Chu, The Gpx1 gene encodes mitochondrial glutathione 

peroxidase in the mouse liver. Arch Biochem Biophys, 1997. 340(1): p. 59-63. 

79. Ho, Y.S., J.L. Magnenat, R.T. Bronson, J. Cao, M. Gargano, M. Sugawara, and C.D. Funk, Mice 

deficient in cellular glutathione peroxidase develop normally and show no increased sensitivity to 

hyperoxia. J Biol Chem, 1997. 272(26): p. 16644-16651. 

80. Beck, M.A., J. Handy, and O.A. Levander, Host nutritional status: the neglected virulence factor. 

Trends Microbiol, 2004. 12(9): p. 417-423. 

81. Wasserman, B. and E.R. Block, Prevention of acute paraquat toxicity in rats by superoxide 

dismutase. Aviat Space Environ Med 1978. 49(6): p. 805. 

82. Chu, F.F., J.H. Doroshow, and R.S. Esworthy, Expression, characterization, and tissue 

distribution of a new cellular selenium-dependent glutathione peroxidase, GSHPx-GI. J Biol 

Chem, 1993. 268(4): p. 2571-2576. 



84 

 

83. Esworthy, R.S., J.R. Mann, M. Sam, and F.F. Chu, Low glutathione peroxidase activity in Gpx1 

knockout mice protects jejunum crypts from gamma-irradiation damage. Am J Physiol 

Gastrointest Liver Physiol, 2000. 279(2): p. G426-436. 

84. Chu, F.F., R.S. Esworthy, and J.H. Doroshow, Role of Se-dependent glutathione peroxidases in 

gastrointestinal inflammation and cancer. Free Radic Biol Med, 2004. 36(12): p. 1481-1495. 

85. Burk, R.F., D.S. Early, K.E. Hill, I.S. Palmer, and M.E. Boeglin, Plasma selenium in patients 

with cirrhosis. Hepatology, 1998. 27(3): p. 794-798. 

86. Avissar, N., J.R. Slemmon, I.S. Palmer, and H.J. Cohen, Partial sequence of human plasma 

glutathione peroxidase and immunologic identification of milk glutathione peroxidase as the 

plasma enzyme. J Nutr, 1991. 121(8): p. 1243-1249. 

87. Muller, F.L., M.S. Lustgarten, Y. Jang, A. Richardson, and H. Van Remmen, Trends in oxidative 

aging theories. Free Radic Biol Med 2007. 43(4): p. 477-503. 

88. Burk, R.F., Selenium in Biology and Human Health. 1994: Springer-Verlag New York Inc. 

89. Ursini, F., S. Heim, M. Kiess, M. Maiorino, A. Roveri, J. Wissing, and L. Flohe, Dual function of 

the selenoprotein PHGPx during sperm maturation. Science, 1999. 285(5432): p. 1393-1396. 

90. Yant, L.J., Q. Ran, L. Rao, H. Van Remmen, T. Shibatani, J.G. Belter, L. Motta, A. Richardson, 

and T.A. Prolla, The selenoprotein GPX4 is essential for mouse development and protects from 

radiation and oxidative damage insults. Free Radic Biol Med, 2003. 34(4): p. 496-502. 

91. Hall, L., K. Williams, A.C. Perry, J. Frayne, and J.A. Jury, The majority of human glutathione 

peroxidase type 5 (GPX5) transcripts are incorrectly spliced: implications for the role of GPX5 

in the male reproductive tract. Biochem J, 1998. 333 ( Pt 1): p. 5-9. 

92. Kryukov, G.V., S. Castellano, S.V. Novoselov, A.V. Lobanov, O. Zehtab, R. Guigo, and V.N. 

Gladyshev, Characterization of mammalian selenoproteomes. Science, 2003. 300(5624): p. 1439-

1443. 

93. Larsen, P.R. and M.J. Berry, Nutritional and hormonal regulation of thyroid hormone 

deiodinases. Annu Rev Nutr 1995. 15(1): p. 323-352. 



85 

 

94. Germain, D.L.S. and V.A. Galton, The deiodinase family of selenoproteins. Thyroid, 1997. 7(4): 

p. 655-668. 

95. Low, S.C. and M.J. Berry, Knowing when not to stop: selenocysteine incorporation in 

eukaryotes. Trends Biochem Sci 1996. 21(6): p. 203-208. 

96. Sun, Q.A., Y. Wu, F. Zappacosta, K.T. Jeang, B.J. Lee, D.L. Hatfield, and V.N. Gladyshev, 

Redox regulation of cell signaling by selenocysteine in mammalian thioredoxin reductases. J Biol 

Chem 1999. 274(35): p. 24522. 

97. May, J.M., Z.C. Qu, and S. Mendiratta, Protection and recycling of alpha-tocopherol in human 

erythrocytes by intracellular ascorbic acid. Arch Biochem Biophys, 1998. 349(2): p. 281-289. 

98. Tamura, T., S. Yamamoto, M. Takahata, H. Sakaguchi, H. Tanaka, T.C. Stadtman, and K. 

Inagaki, Selenophosphate synthetase genes from lung adenocarcinoma cells: Sps1 for recycling 

L-selenocysteine and Sps2 for selenite assimilation. Proc Natl Acad Sci, 2004. 101(46): p. 16162-

16167. 

99. Xu, X.M., B.A. Carlson, R. Irons, H. Mix, N. Zhong, V.N. Gladyshev, and D.L. Hatfield, 

Selenophosphate synthetase 2 is essential for selenoprotein biosynthesis. Biochem J, 2007. 

404(Pt 1): p. 115. 

100. Burk, R.F. and K.E. Hill, Selenoprotein P: an extracellular protein with unique physical 

characteristics and a role in selenium homeostasis. Annu Rev Nutr, 2005. 25: p. 215-235. 

101. Hill, K.E., R.S. Lloyd, J.G. Yang, R. Read, and R.F. Burk, The cDNA for rat selenoprotein P 

contains 10 TGA codons in the open reading frame. J Biol Chem, 1991. 266(16): p. 10050-

10053. 

102. Burk, R.F. and K.E. Hill, Regulation of selenoproteins. Annu Rev Nutr 1993. 13(1): p. 65-81. 

103. Persson-Moschos, M., W. Huang, T.S. Srikumar, B. Ã…kesson, and S. Lindeberg, Selenoprotein 

P in serum as a biochemical marker of selenium status. Analyst, 1995. 120(3): p. 833-836. 

104. Motsenbocker, M.A. and A.L. Tappel, A selenocysteine-containing selenium-transport protein in 

rat plasma. Biochim Biophys Acta 1982. 719(1): p. 147-153. 



86 

 

105. Gu, Q.P., M.A. Beilstein, S.C. Vendeland, A. Lugade, W. Ream, and P.D. Whanger, Conserved 

features of selenocysteine insertion sequence (SECIS) elements in selenoprotein W cDNAs from 

five species. Gene, 1997. 193(2): p. 187-196. 

106. Beilstein, M.A., S.C. Vendeland, E. Barofsky, O.N. Jensen, and P.D. Whanger, Selenoprotein W 

of rat muscle binds glutathione and an unknown small molecular weight moiety. J Inorg 

Biochem, 1996. 61(2): p. 117-124. 

107. Kim, H.Y. and V.N. Gladyshev, Methionine sulfoxide reduction in mammals: characterization of 

methionine-R-sulfoxide reductases. Mol Biol Cell, 2004. 15(3): p. 1055-1064. 

108. Lei, X.G., J.K. Evenson, K.M. Thompson, and R.A. Sunde, Glutathione peroxidase and 

phospholipid hydroperoxide glutathione peroxidase are differentially regulated in rats by dietary 

selenium. J Nutr, 1995. 125(6): p. 1438. 

109. Sunde, R., Regulation of glutathione peroxidase-1 expression. Selenium, 2006: p. 149-160. 

110. Suzuki, K.T., Metabolomics of selenium: Se metabolites based on speciation studies. J Health Sci 

2005. 51(2): p. 107-114. 

111. Hadley, K.B. and R.A. Sunde, Selenium regulation of thioredoxin reductase activity and mRNA 

levels in rat liver. J Nutr Biochem, 2001. 12(12): p. 693-702. 

112. Schubert, A., J.M. Holden, and W.R. Wolf, Selenium content of a core group of foods based on a 

critical evaluation of published analytical data. J Am Diet Assoc, 1987. 87(3): p. 285-299. 

113. Panel on Dietary Antioxidants and Related Compounds.  Food and Nutrition Board. Institute of 

Medicine, Dietary Reference Intakes for Vitamin C, Vitamin E, Selenium, and Carotenoids. 2000: 

The National Academies Press. 

114. World Health Organization, W., ed. Trace Elementsin Human Nutrition and Health. . Selenium. 

1996, World Health Organization: Geneva, Switzerland. 105–122. 

115. FAO/WHO, Human Vitamin and Mineral Requirements, in Selenium, F.W.e. consultation, Editor. 

2001: Rome. p. 246. 



87 

 

116. Sword, J.T., A.L. Pope, and W.G. Hoekstra, Endotoxin and Lipid Peroxidation in Vitro in 

Selenium- and Vitamin E-Deficient and -Adequate Rat Tissues. The Journal of Nutrition, 1991. 

121(2): p. 258-264. 

117. Burk, R.F., Selenium, an Antioxidant Nutrient. Nutrition in Clinical Care, 2002. 5(2): p. 75-79. 

118. Sunde, R., ed. Selenium. Handbook of Nutritionally Essential Mineral Elements, ed. S.R. O’Dell 

BL, eds. 1997, Marcel Dekker: New York: . 493–556. 

119. Levander, O., B. Sutherland, V. Morris, and J. King, Selenium balance in young men during 

selenium depletion and repletion. The American Journal of Clinical Nutrition, 1981. 34(12): p. 

2662-2669. 

120. Burk, R. and O. Levander, eds. Selenium. Modern Nutrition in Health and Disease. 9th.ed., ed. 

O.J. Shils ME, Shike M, Ross AC 1999, Williams & Wilkins: Baltimore. 265 -276. 

121. Tereda, A., M. Nakada, K. Nakada, N. Yamate, Y. Tanaka, M. Yoshida, and K. Yoshida, 

Selenium administration to a ten year –old patient receiving long-term total parenteral nutrition 

(TPN): changes in Se in the blood and hair. Journal of Trace Elements in Medicine and Biology 

1996. 10: p. 1-5. 

122. Gibson, R.S., ed. Principles of Nutritional Assessmnet. second ed. 2005, Oxford Universty Press: 

New York. 

123. Thomson, C.D., Assessment of requirements for selenium and adequacy of selenium status: a 

review. Eur J Clin Nutr, 2004. 58(3): p. 391-402. 

124. Lane, H., S. Dudrick, and D. Warren, Blood selenium levels and gluthathione-peroxidase 

activities in university and chronic intravenous hyperalemention subject. Proceedings of the 

Society of Experimental Biology and Medicine 1981. 167: p. 383 – 390. . 

125. Nève, J., Human Selenium Supplementation as Assessed by Changes in Blood Selenium 

Concentration and Glutathione Peroxidase Activity. Journal of Trace Elements in Medicine and 

Biology, 1995. 9(2): p. 65-73. 



88 

 

126. Thomson, C., L. Ong, and M. Robinson, Effects of supplementation with high-selenium wheat 

bread on selenium, glutathione peroxidase and related enzymes in blood components of New 

Zealand residents. The American Journal of Clinical Nutrition, 1985. 41(5): p. 1015-1022. 

127. Neve, J., Are copper,zinc and selenium in erythrocytes valuaable biological indexes of nutrition 

and pathology? Journal of Trac Elements in Medicicen and Biology, 1999. 12: p. 113-128. 

128. Levander, O.A. and R. Burk, Selenium, in Modern Nutrition in Health and Disease. 1994, Lea & 

Febiger: Philadelphia. 

129. Thomas, C., Selenium speciation in human body fluids. . Analysts, 1998. 123: p. 827 – 831. 

130. Glover, J.R., Selenium in Human Urine: A Tentative Maximum Allowable Concentration for 

Industrial and Rural Populations. Annals of Occupational Hygiene, 1967. 10(1): p. 3-14. 

131. Hojo, Y., Evaluation of urinary selenim level as ng/mg creatinine and the use of single void urine 

as a sample for urinary selenium determination. Bulletin of Environmental Contamination and 

Toxicology, 1981. 27: p. 213-220. 

132. Arthur, J.R., Functional indicators of iodine and selenium status. Proc Nutr Soc, 1999. 58(2): p. 

507. 

133. Duffield, A.J., C.D. Thomson, K.E. Hill, and S. Williams, An estimation of selenium 

requirements for New Zealanders. The American Journal of Clinical Nutrition, 1999. 70(5): p. 

896-903. 

134. Gibson, R.S., Principles of Nutritional Assessment. 2nd ed. 2005, New York: Oxford University 

Press, USA. 

135. Xia, Y., K.E. Hill, and R.F. Burk, Biochemical Studies of a Selenium-Deficient Population in 

China: Measurement of Selenium, Glutathione Peroxidase and Other Oxidant Defense Indices in 

Blood. The Journal of Nutrition, 1989. 119(9): p. 1318-1326. 

136. Chen, X., G. Yang, J. Chen, X. Chen, Z. Wen, and K. Ge, Studies on the relations of selenium 

and Keshan disease. Biological Trace Element Research, 1980. 2(2): p. 91-107. 



89 

 

137. Behne, D., H. Hilmert, S. Scheid, H. Gessner, and W. Elger, Evidence for specific selenium target 

tissues and new biologically important selenoproteins. Biochim Biophys Acta, 1988. 966(1): p. 

12-21. 

138. Hill, K.E., P.R. Lyons, and R.F. Burk, Differential regulation of rat liver selenoprotein mRNAs in 

selenium deficiency. Biochem Biophys Res Commun, 1992. 185(1): p. 260-263. 

139. Sunde, R.A., K.M. Thompson, J.K. Evenson, and B.M. Thompson, Blood glutathione 

peroxidase-1 mRNA levels can be used as molecular biomarkers to determine dietary selenium 

requirements in rats. Exp Biol Med (Maywood), 2009. 234(11): p. 1271-1279. 

140. Barnes, K.M., J.K. Evenson, A.M. Raines, and R.A. Sunde, Transcript analysis of the 

selenoproteome indicates that dietary selenium requirements of rats based on selenium-regulated 

selenoprotein mRNA levels are uniformly less than those based on glutathione peroxidase 

activity. J Nutr, 2009. 139(2): p. 199-206. 

141. Sunde, R.A., E. Paterson, J.K. Evenson, K.M. Barnes, J.A. Lovegrove, and M.H. Gordon, 

Longitudinal selenium status in healthy British adults: assessment using biochemical and 

molecular biomarkers. Br J Nutr, 2008. 99 Suppl 3: p. S37-47. 

142. Watkinson, J.H., Fluorometric determination of selenium in biological material with 2,3-

diaminonaphthalene. Anal Chem, 1966. 38(1): p. 92-97. 

143. McKown, D.M. and J.S. Morris, Rapid measurement of selenium in biological samples using 

instrumental neutron activation analysis. J Radioanal Nucl Ch, 1978. 43(2): p. 411-420. 

144. Hahn, M.H., R.W. Kuennen, J.A. Caruso, and F.L. Fricke, Determination of trace amounts of 

selenium in corn, lettuce, potatoes, soybeans, and wheat by hydride generation/condensation and 

flame atomic absorption spectrometry. J Agric Food Chem, 1981. 29(4): p. 792-796. 

145. Chan, S., B. Gerson, R.E. Reitz, and S.A. Sadjadi, Technical and clinical aspects of spectrometric 

analysis of trace elements in clinical samples. Clin Lab Med, 1998. 18(4): p. 615-629. 

146. Henn, E.L., Determination of selenium in water and industrial effluents by flameless atomic 

absorption. Anal Chem, 1975. 47(3): p. 428-432. 



90 

 

147. Sunde, R.A., Present Knowledge in Nutrition. Selenium. 2006, Washington, DC: ILSI. 

148. Subcommittee on, S., N. Committee on Animal, and C. National Research, Selenium in Nutrition, 

Revised Edition. 1983: The National Academies Press. 

149. Esworthy, R.S., L. Yang, P.H. Frankel, and F.F. Chu, Epithelium-specific glutathione peroxidase, 

Gpx2, is involved in the prevention of intestinal inflammation in selenium-deficient mice. J Nutr, 

2005. 135(4): p. 740-745. 

150. Strain JJ, C.K., Minerals and Trace Elements, in Introduction to Human Nutrition, V.H. Gibney 

MJ, Kok FJ, Editor. 2002, Blackwell Science Ltd: Oxford. p. 177-224. 

151. Hartikainen, H., Biogeochemistry of selenium and its impact on food chain quality and human 

health. J Trace Elem Med Biol, 2005. 18(4): p. 309-318. 

152. Robinson, M.F. and C.D. Thomson. The role of selenium in the diet. 1983. 

153. Yao, Y., F. Pei, and P. Kang, Selenium, iodine, and the relation with Kashin-Beck disease. 

Nutrition, 2011. 27(11): p. 1095-1100. 

154. S.H.Q. Bai, L.L.G., Observations on effect of Kashin-Beck disease prevention by supplying 

selenium for 20 years in JingChuan County, Gansu Province. Endemic Dis Bull, 2002(17): p. 40-

42. 

155. Q. Li, Z.H.J.Z., H. Wen, Effective observation on children KBD:  control with three different 

methods of selenium supplementation in guide endemic area, Qinghai. Endemic Dis Bull, 2004: 

p. 62-64. 

156. Van Rij, A.M., C.D. Thomson, J.M. McKenzie, and M.F. Robinson, Selenium deficiency in total 

parenteral nutrition. Am J Clin Nutr 1979. 32(10): p. 2076-2085. 

157. Vanderpas, J., B. Contempre, N. Duale, H. Deckx, N. Bebe, A. Longombe, C. Thilly, A. Diplock, 

and J. Dumont, Selenium deficiency mitigates hypothyroxinemia in iodine-deficient subjects. The 

American Journal of Clinical Nutrition, 1993. 57(2): p. 271S-275S. 

158. Subcommittee on, S., N. Committee on Animal, and C. National Research, Selenium in 

Nutrition,Revised Edition. 1983: The National Academies Press. 



91 

 

159. Safer, B., R. Jagus, and D. Crouch, Indirect inactivation of eukaryotic initiation factor 2 in 

reticulocyte lysate by selenite. J Biol Chem 1980. 255(14): p. 6913-6917. 

160. Hasegawa, T., M. Mihara, K. Nakamuro, and Y. Sayato, Mechanisms of selenium methylation 

and toxicity in mice treated with selenocystine. Arch Toxicol, 1996. 71(1-2): p. 31-38. 

161. Abernathy CO, C.R., Du JT, Levander OA, Essentiality versus Toxicity:  Some Considerations in 

the Risk Assessment of Essential Trace Elements, in Hazard Assessment of Chemicals, S. J, 

Editor. 1993, Taylor and Francis: Washington, D.C. p. 81-113. 

162. Valentine, J.L., B. Faraji, and H.K. Kang, Human glutathione peroxidase activity in cases of high 

selenium exposures. Environ Res, 1988. 45(1): p. 16-27. 

163. Monsen, E.R., Dietary reference intakes for the antioxidant nutrients: vitamin C, vitamin E, 

selenium, and carotenoids. J Am Diet Assoc 2000. 100(6): p. 637. 

164. Goldhaber, S.B., Trace element risk assessment: essentiality vs. toxicity. Regul Toxicol 

Pharmacol, 2003. 38(2): p. 232-242. 

165. Yang, G. and R. Zhou, Further observations on the human maximum safe dietary selenium intake 

in a seleniferous area of China. J Trace Elem Elect H 1994. 8(3-4): p. 159-165. 

166. Helzlsouer, K., R. Jacobs, and S. Morris. Acute selenium intoxication in the United States. 1985. 

167. McConnell, K. and O.W. Portman, Toxicity of dimethyl selenide in the rat and mouse. Proc Soc 

Exp Biol Med, 1952. 79(2): p. 230-231. 

168. Wilber, C.G., Toxicology of selenium: a review. Clin Toxic, 1980. 17(2): p. 171-230. 

169. Raines, A.M. and R.A. Sunde, Selenium toxicity but not deficient or super-nutritional selenium 

status vastly alters the transcriptome in rodents. BMC genomics, 2011. 12(1): p. 26. 

170. Darlington, L.G. and T.W. Stone, Antioxidants and fatty acids in the amelioration of rheumatoid 

arthritis and related disorders. Br J Nutr, 2001. 85(3): p. 251-269. 

171. Dreher, I., N. Schutze, A. Baur, K. Hesse, D. Schneider, J. Kohrle, and F. Jakob, Selenoproteins 

are expressed in fetal human osteoblast-like cells. Biochem Biophys Res Commun, 1998. 245(1): 

p. 101-107. 



92 

 

172. Turan, B., B. Can, and E. Delilbasi, Selenium combined with vitamin E and vitamin C restores 

structural alterations of bones in heparin-induced osteoporosis. Clin Rheumatol, 2003. 22(6): p. 

432-436. 

173. Yao, Y.F., F.X. Pei, X.B. Li, J. Yang, B. Shen, Z.K. Zhou, L. Li, and P.D. Kang, Preventive 

effects of supplemental selenium and selenium plus iodine on bone and cartilage development in 

rats fed with diet from Kashin-Beck disease endemic area. Biol Trace Elem Res, 2012. 146(2): p. 

199-206. 

174. Moreno-Reyes, R., C. Suetens, F. Mathieu, F. Begaux, D. Zhu, T. Rivera, M. Boelaert, J. Neve, 

N. Perlmutter, and J. Vanderpas, Kashin-Beck disease and iodine deficiency in Tibet. Int Orthop, 

2001. 25(3): p. 164-166. 

175. Chasseur, C., C. Suetens, V. Michel, F. Mathieu, F. Begaux, N. Nolard, and E. Haubruge, A 4-

year study of the mycological aspects of Kashin-Beck disease in Tibet. Int Orthop, 2001. 25(3): p. 

154-158. 

176. Sudre, P. and F. Mathieu, Kashin-Beck disease: from etiology to prevention or from prevention to 

etiology? Int Orthop 2001. 25(3): p. 175-179. 

177. Utiger, R.D., Kashin Beck Disease:  Expanding the Spectrum of Iodine-Deficiency Disorders. 

New Engl J Med 1998. 339(16): p. 1156-1158. 

178. Sokoloff, L., Endemic forms of osteoarthritis. Clin Rheum Disease 1985. 11(2): p. 187. 

179. Ge, K. and G. Yang, The epidemiology of selenium deficiency in the etiological study of endemic 

diseases in China. Am J Clin Nutr, 1993. 57(2 Suppl): p. 259S. 

180. Suetens, C., R. Moreno-Reyes, C. Chasseur, F. Mathieu, F. Begaux, E. Haubruge, M. Durand, J. 

Neve, and J. Vanderpas, Epidemiological support for a multifactorial aetiology of Kashin-Beck 

disease in Tibet. Int Orthop 2001. 25(3): p. 180-187. 

181. Teitelbaum, S.L., Bone resorption by osteoclasts. Science, 2000. 289(5484): p. 1504-1508. 



93 

 

182. Mancini, L., N. Moradi-Bidhendi, M.L. Brandi, and I. MacIntyre, Nitric oxide superoxide and 

peroxynitrite modulate osteoclast activity. Biochem Biophys Res Commun, 1998. 243(3): p. 785-

790. 

183. Key, L.L., Jr., W.C. Wolf, C.M. Gundberg, and W.L. Ries, Superoxide and bone resorption. 

Bone, 1994. 15(4): p. 431-436. 

184. Sasaki, S., H. Iwata, N. Ishiguro, O. Habuchi, and T. Miura, Low-selenium diet, bone, and 

articular cartilage in rats. Nutrition, 1994. 10(6): p. 538-543. 

185. Yang, C., E. Wolf, K. Roser, G. Delling, and P.K. Muller, Selenium deficiency and fulvic acid 

supplementation induces fibrosis of cartilage and disturbs subchondral ossification in knee joints 

of mice: an animal model study of Kashin-Beck disease. Virchows Arch A Pathol Anat 

Histopathol, 1993. 423(6): p. 483-491. 

186. Yang, C., C. Niu, M. Bodo, E. Gabriel, H. Notbohm, E. Wolf, and P.K. Muller, Fulvic acid 

supplementation and selenium deficiency disturb the structural integrity of mouse skeletal tissue. 

An animal model to study the molecular defects of Kashin-Beck disease. Biochem J, 1993. 289 ( 

Pt 3): p. 829-835. 

187. Moulin, V., P. Reiller, B. Amekraz, and C. Moulin, Direct characterization of iodine covalently 

bound to fulvic acids by electrospray mass spectrometry. Rapid Commun Mass Spectrom 2001. 

15(24): p. 2488-2496. 

188. Ren, F.L., X. Guo, R.J. Zhang, J. Wang Sh, H. Zuo, Z.T. Zhang, D. Geng, Y. Yu, and M. Su, 

Effects of selenium and iodine deficiency on bone, cartilage growth plate and chondrocyte 

differentiation in two generations of rats. Osteoarthr Cartilage, 2007. 15(10): p. 1171-1177. 

189. Naraimoon, W.M., A. Oman, L.L. Wu, and B.A.K. Khalid, Effects of iodine deficiency on 

insulin-like growth factor-I, insulin-like growth factor-binding protein-3 levels and height 

attainment in malnourished children. J Clin Endocrinol 1996. 45(1): p. 79-83. 

190. Guyton, A.C., Hall, J.E., Medical Physiology. 10th ed. 2000, Philadelphia, PA: W&B Saunder 

Company. 



94 

 

191. Yanovski, J.A., K.N. Sovik, T.T. Nguyen, and N.G. Sebring, Insulin-like growth factors and bone 

mineral density in African American and White girls. J Pediatr, 2000. 137(6): p. 826-832. 

192. Basu, S., K. Michaelsson, H. Olofsson, S. Johansson, and H. Melhus, Association between 

oxidative stress and bone mineral density. Biochem Biophys Res Commun, 2001. 288(1): p. 275-

279. 

193. Forslind, K., C. Keller, B. Svensson, and I. Hafstrom, Reduced bone mineral density in early 

rheumatoid arthritis is associated with radiological joint damage at baseline and after 2 years in 

women. J Rheumatol, 2003. 30(12): p. 2590-2596. 

194. Silva, M.J. and L.J. Gibson, Modeling the mechanical behavior of vertebral trabecular bone: 

effects of age-related changes in microstructure. Bone, 1997. 21(2): p. 191-199. 

195. Turan, B., S. Bayari, C. Balcik, F. Severcan, and N. Akkas, A biomechanical and spectroscopic 

study of bone from rats with selenium deficiency and toxicity. Biometals, 2000. 13(2): p. 113-121. 

196. Felsenberg, D. and S. Boonen, The bone quality framework: determinants of bone strength and 

their interrelationships, and implications for osteoporosis management. Clin Ther, 2005. 27(1): 

p. 1-11. 

197. Burr, D.B., Turner. C.H, Biomechanics of Bone, in Primer on the metabolic bone diseases and 

disorders of mineral metabolism, M.J. Favus, Editor. 2003, American Society for Bone and 

Mineral Research: Washington, D.C. p. 58-61. 

198. Cooper, C., Epidemiology of Osteoporosis, in Primer on the metabolic bone diseases and 

disorders of mineral metabolism, M.J. Favus, Editor. 2003, American Society for Bone and 

Mineral Research: Washington, DC. p. 307-313. 

199. Dalle Carbonare, L. and S. Giannini, Bone microarchitecture as an important determinant of 

bone strength. J Endocrinol Invest, 2004. 27(1): p. 99-105. 

200. Ding, M. and I. Hvid, Quantification of age-related changes in the structure model type and 

trabecular thickness of human tibial cancellous bone. Bone, 2000. 26(3): p. 291-295. 



95 

 

201. Lane, N.E., J.L. Kumer, S. Majumdar, M. Khan, J. Lotz, R.E. Stevens, R. Klein, and K.V. Phelps, 

The effects of synthetic conjugated estrogens, a (cenestin) on trabecular bone structure and 

strength in the ovariectomized rat model. Osteoporos Int, 2002. 13(10): p. 816-823. 

202. Miyakoshi, N., Effects of parathyroid hormone on cancellous bone mass and structure in 

osteoporosis. Curr Pharm Des, 2004. 10(21): p. 2615-2627. 

203. Kabel, J., A. Odgaard, B. van Rietbergen, and R. Huiskes, Connectivity and the elastic properties 

of cancellous bone. Bone, 1999. 24(2): p. 115-120. 

204. Turner, C.H. and D.B. Burr, Basic biomechanical measurements of bone: a tutorial. Bone, 1993. 

14(4): p. 595-608. 

205. Chappard, C., B. Brunet-Imbault, G. Lemineur, B. Giraudeau, A. Basillais, R. Harba, and C.L. 

Benhamou, Anisotropy changes in post-menopausal osteoporosis: characterization by a new 

index applied to trabecular bone radiographic images. Osteoporos Int, 2005. 16(10): p. 1193-

1202. 

206. Hing, K.A., S.M. Best, K.E. Tanner, W. Bonfield, and P.A. Revell, Mediation of bone ingrowth 

in porous hydroxyapatite bone graft substitutes. J Biomed Mater Res A, 2004. 68(1): p. 187-200. 

207. Jianhua, H., Z. Liang, Z. Lilian, and H. Gongyi, Effects of alendronate on structural properties of 

trabecular bone in dogs. Chin Med Sci J, 2002. 17(4): p. 210-214. 

208. Evans, G., Mechanical Properties of Bone. 1973, Springfield, Illinois: Charles C. Thomas. 

209. Cotton, J.R., P. Zioupos, K. Winwood, and M. Taylor, Analysis of creep strain during tensile 

fatigue of cortical bone. J Biomech, 2003. 36(7): p. 943-949. 

210. Follet, H., G. Boivin, C. Rumelhart, and P.J. Meunier, The degree of mineralization is a 

determinant of bone strength: a study on human calcanei. Bone, 2004. 34(5): p. 783-789. 

211. Ciarelli, T.E., D.P. Fyhrie, and A.M. Parfitt, Effects of vertebral bone fragility and bone 

formation rate on the mineralization levels of cancellous bone from white females. Bone, 2003. 

32(3): p. 311-315. 



96 

 

212. Kiebzak, G.M., R. Smith, J.C. Howe, C.M. Gundberg, and B. Sacktor, Bone status of senescent 

female rats: chemical, morphometric, and biomechanical analyses. J Bone Miner Res, 1988. 

3(4): p. 439-446. 

213. Moreno-Reyes, R., D. Egrise, J. Nave, J.L. Pasteels, and A. Schoutens, Selenium deficiency 

induced growth retardation is associated with an impaired bone metabolism and osteopenia. J 

Bone Miner Res 2001. 16(8): p. 1556-1563. 

214. Bonser, R.H.C., K.E. Deaton, C.M. Bishop, and P.J. Butler, The effect of impaired thyroid 

function during development on the mechanical properties of avian bone. J Exp Zool, 2004. 

301(8): p. 636-641. 

215. Khosla, S.A.K.M., Biochemical Markers of Bone Metabolism, in Primer on the Metabolic Bone 

Diseases and Disorders of Mineral Metabolism, J.F. Murray, Editor. 2003, American Society for 

Bone and Mineral Research: Washington, DC. p. 166-172. 

216. Balcerzak, M., E. Hamade, L. Zhang, S. Pikula, G. Azzar, J. Radisson, J. Bandorowicz-Pikula, 

and R. Buchet, The roles of annexins and alkaline phosphatase in mineralization process. Acta 

Biochim Pol, 2003. 50(4): p. 1019-1038. 

217. Mornet, E., E. Stura, A.S. Lia-Baldini, T. Stigbrand, A. Menez, and M.H. Le Du, Structural 

evidence for a functional role of human tissue nonspecific alkaline phosphatase in bone 

mineralization. J Biol Chem, 2001. 276(33): p. 31171-31178. 

218. Miyazaki, S., M. Igarashi, A. Nagata, Y. Tominaga, K. Onodera, and T. Komoda, Development of 

immunoassays for type-5 tartrate-resistant acid phosphatase in human serum. Clin Chim Acta, 

2003. 329(1-2): p. 109-115. 

219. Nakasato, Y.R., A.J. Janckila, J.M. Halleen, H.K. Vaananen, S.P. Walton, and L.T. Yam, Clinical 

significance of immunoassays for type-5 tartrate-resistant acid phosphatase. Clin Chem, 1999. 

45(12): p. 2150-2157. 

220. Koizumi, M., S. Takahashi, and E. Ogata, Bone metabolic markers in bisphosphonate therapy for 

skeletal metastases in patients with breast cancer. J Breast Canc 2003. 10(1): p. 21-27. 



97 

 

221. Robins, S.P., H. Woitge, R. Hesley, J. Ju, S. Seyedin, and M.J. Seibel, Direct, enzyme-linked 

immunoassay for urinary deoxypyridinoline as a specific marker for measuring bone resorption. 

J Bone Miner Res, 1994. 9(10): p. 1643-1649. 

222. McCarty, M.F. and A.L. Russell, Niacinamide therapy for osteoarthritis--does it inhibit nitric 

oxide synthase induction by interleukin 1 in chondrocytes? Med Hypotheses, 1999. 53(4): p. 350-

360. 

223. Kose, K., P. Dogan, Y. Kardas, and R. Saraymen, Plasma selenium levels in rheumatoid arthritis. 

Biol Trace Elem Res, 1996. 53(1-3): p. 51-56. 

224. Kamanli, A., M. Naziroglu, N. Aydilek, and C. Hacievliyagil, Plasma lipid peroxidation and 

antioxidant levels in patients with rheumatoid arthritis. Cell Biochem Funct, 2004. 22(1): p. 53-

57. 

225. Araujo, V., C. Arnal, M. Boronat, E. Ruiz, and C. Dominguez, Oxidant-antioxidant imbalance in 

blood of children with juvenile rheumatoid arthritis. Biofactors, 1998. 8(1-2): p. 155-159. 

226. Reeves, P.G., F.H. Nielsen, and G.C. Fahey, Jr., AIN-93 purified diets for laboratory rodents: 

final report of the American Institute of Nutrition ad hoc writing committee on the reformulation 

of the AIN-76A rodent diet. J Nutr, 1993. 123(11): p. 1939-1951. 

227. Hill, A.D., K.Y. Patterson, C. Veillon, and E.R. Morris, Digestion of biological materials for 

mineral analyses using a combination of wet and dry ashing. Anal Chem 1986. 58(11): p. 2340-

2342. 

228. Ishihara, Y., T. Nishihara, E. Maki, T. Noguchi, and T. Koga, Role of interleukin-1 and 

prostaglandin in in vitro bone resorption induced by Actinobacillus actinomycetemcomitans 

lipopolysaccharide. J Periodontal Res, 1991. 26(3): p. 155-160. 

229. National Research Council . Subcommittee on Laboratory Animal, N., Nutrient Requirements of 

Laboratory Animals. 1995: National Academies Press. 



98 

 

230. Itoh, F., S. Aoyagi, H. Kusama, M. Kojima, and H. Kogo, Effects of clodronate and alendronate 

on local and systemic changes in bone metabolism in rats with adjuvant arthritis. J Inflamm, 

2004. 28(1): p. 15-21. 

231. Wilber, C.G., Toxicology of selenium: a review. Clinical Toxicology, 1980. 17(2): p. 171-230. 

232. Hafeman, D.G., R.A. Sunde, and W.G. Hoekstra, Effect of dietary selenium on erythrocyte and 

liver glutathione peroxidase in the rat. J Nutr, 1974. 104: p. 580 - 587. 

233. Harr, J.R., J.F. Bone, I.J. Tinsley, P.H. Weswig, and R.S. Yamamoto, Selenium Toxicity in Rats. 

II. Histopathology, in Selenium in Biomedicine. 1967, AVI Publishing: Westport. p. 153-178. 

234. Wang, Y.X. and J. Kiem, Effect of selenium supplementation on platelet selenium, glutathione 

peroxidase, and aggregation. BTER 1988. 15(1): p. 89-96. 

235. Burk Jr, R.F., R. Whitney, H. Frank, and W.N. Pearson, Tissue selenium levels during the 

development of dietary liver necrosis in rats fed torula yeast diets. J Nutr, 1968. 95(3): p. 420-

428. 

236. Delilbasi, C., S. Demiralp, and B. Turan, Effects of selenium on the structure of the mandible in 

experimental diabetics. J Oral Sci, 2002. 44(2): p. 85. 

 

 
 



VITA 
 

Abiy Girma Melaku 
 

Candidate for the Degree of 
 

Master of Science 
 
Thesis:    EFEFCTS OF SELENIUM SUPPLEMENTATION AND CHRONIC 

INFLAMMATION ON BONE MICROARCHITECTURE AND STRENGTH IN 
MICE  

 
Major Field:  Nutritional Sciences 
 
Biographical: 
 

Education:  Received an International General Certificate of Secondary Education at 
Sandford International School, Addis Ababa, Ethiopia in June 2002.  Earned an 
International Baccalaureate from Sandford International School in June 2004.  
Received a Bachelor of Arts degree in Biochemistry and Molecular Biology at 
Cornell College in Mt. Vernon, Iowa in May 2008.  Completed the requirements 
for the Master of Science degree with a major in Nutritional Sciences at 
Oklahoma State University, Stillwater, Oklahoma in July, 2012. 

 
Experience:  Program Manager Assistant at USAID, Addis Ababa, Ethiopia in 2007.  

Student researcher in the Biochemistry laboratory at Cornell College, Mt. 
Vernon, Iowa in 2008.  Research associate in virology department of Genvec, 
Inc, Germantown, Maryland from 2008 to 2010.  Graduate research and 
teaching assistant in the Department of Nutritional Sciences at Oklahoma State 
University, Stillwater, Oklahoma from 2010 to 2012.   

 
Professional Memberships:  Ethiopian Public Health Association 
 
 
 

 
 



 
ADVISER’S APPROVAL:   Dr. Barbara J. Stoecker 

 

Name: Abiy Girma Melaku                                                                    Date of Degree: July, 2012 
 
Institution: Oklahoma State University                                  Location: Stillwater, Oklahoma 
 
Title of Study: EFFECTS OF SELENIUM SUPPLEMENTATION AND CHRONIC INFLAMMATION 

ON BONE MICROARCHITECTURE AND STRENGTH IN MICE 
 
Pages in Study: 98                                 Candidate for the Degree of Master of Science 

Major Field: Nutritional Sciences 
 
Scope and Method of Study:  The effects of dietary Se and lipopolysaccharide (LPS)-induced  

inflammation on microarchitecture and strength of bone were investigated in C57BL/6 mice.  
Timed-pregnant mice were fed a Torula yeast selenium-depletion diet from the final days of 
gestation through lactation.  At 23 days of age, pups were weaned and randomly assigned to the 
depletion diet or to diets supplemented with a 0.2, 2 or 4 mg/kg diet of Se added as sodium 
selenate for 14 weeks.  At 96 – 98 days of age mice were randomly assigned to placebo or to 
lipopolysaccharide (E. coli Serotype 0127:B8) treatment to produce chronic inflammation.  Time 
release pellets (0 or 0.1 µg/g body weight/d) were implanted subcutaneously.  Mice were killed at 
120 days of age after an overnight fast.  Bone densitometry and organ and body weights were 
used to determine health status.  Se status was assessed through Gpx3 activity, and plasma and 
liver Se concentration.  Micro-CT was used to assess trabecular bone of the fourth lumbar 
vertebra (L4) and trabecular and cortical bone of tibia.  Using finite element analysis a simulated 
compression test in the z direction was used to assess strength of trabecular cores.   

 
Findings and Conclusions:  Low dose inflammation did not cause significant loss of body weight by 

necropsy, but LPS tended to increase thymus weight (p = 0.06).  Reduced BMD and BMC 
showed a catabolic state due to LPS (p = 0.02).  LPS-treatment tended (p = 0.06) to reduced tibia 
cortical thickness and increase cortical porosity (p = 0.07), while significantly reducing many 
parameters of trabecular bone.  Inflammation tended (p = 0.07) to increase von Mises stress in 
tibia trabecular bone, and significantly reduced stiffness in L4.  GPx3 activity as well as plasma 
and liver Se concentration were significantly higher in the Se adequate group than in the Se 
deficient group, but didn’t differ significantly from mice in the highly supplemented groups.  
Liver weight was significantly reduced in the 4 mg Se/kg group indicating possible toxicity.  
Contrary to our hypothesis, tibia and L4 trabecular bone parameters in Se deficient mice were 
significantly improved compared to Se adequate mice and compared with the Se supplemented 
groups.  Tibia biomechanical measurements showed physiological force (p = 0.04) and stiffness 
(p = 0.04) to be higher, and von Mises stress (0.0001) to be lower in the Se deficient, 2.0 mg/kg 
and 2.0 mg/kg compared to the Se adequate mice.  Interactive effects between LPS and diet in 
tibial connectivity density and SMI showed LPS to reduce bone strength only in the Se deficient 
group.  Interactions between diet and LPS in average apparent strain, physiological force and von 
Mises stress of L4 also showed catabolic LPS effects only in the Se deficient and Se adequate 
groups.  Further study in the mechanism of Se action in growing animals needs to be conducted to 
better explain these results.   

 
 
 
 
 


