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Figure S1. Fitted CS for the selection shown in figure 3 in the main manuscript (grey — random coil,
blue-target, red ensemble fit). All values shown in ppm. (a) ASTEROIDS selection using only *C
chemical shifts. (b) ASTEROIDS selection against all chemical shifts.
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Figure S2. Fitted RDCs for the selection shown in figure 4 in the main manuscript (grey — random
coll, blue-target, red ensembile fit).
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Figure S3. Fitted CS and RDCs for the selection shown in figure 5 in the main manuscript (grey —

random coil, blue-target, red ensemble fit).
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