Electronic Supplementary Material 1 Allelic frequencies in eight polymorphic loci in all analyzed populations of the Pilosella alpicola group. Species-unique alleles are

indicated in bold

P. alpicola P. rhodopea P. serbica P. ullepitschii*
SIM DUR COzZ BOT BOT BOT DOD DOD MUS MUS MUS BEZ VICH VICH KOP LAL BAR MLY FUR KR25 MEN KR55 OST SMA NMA BUC
N 24 14 11 2 5 10 12 2 1 10 3 14 14 1 4 17 14 16 16 16 16 16 15 20 11 14
PL 4x 5x 2X 2X 3x 4x 2X 3x 3x ax 5x 3x 3x 4x 2X 2X 2X 2X 2X 2X 2X 2X 2X 2X 2X 2X
Skdh-a 0 0 0 0 0 0 0.04 0 0 0 0 0 0 0 0.13 0.03 0 0 0 0 0 0 0 0 0 0
Skdh-b  0.02 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.59 0.5 0.22 0.41 0.53 0.21 0.44 0.43 0.05 0 0
Skdh-c  0.97 1 1 1 1 1 0.96 1 1 1 1 1 1 1 0.87 0.38 0.5 0.78 0.59 0.47 0.79 0.56 0.57 0.85 1 1
Skdh-d  0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.1 0 0
Pgml-a 1 1 1 1 1 1 0.79 1 1 0.97 1 0.98 1 1 0.87 1 1 1 1 1 1 1 1 1 0.82 1
Pgm1-b 0 0 0 0 0 0 0.21 0 0 0.03 0 0.02 0 0 0 0 0 0 0 0 0 0 0 0 0.18 0
Pgml-c 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.13 0 0 0 0 0 0 0 0 0 0 0
Pgm2-a 046 06 059 025 04 035 037 04 067 037 02 045 074 05 0.37 0.09 0.21 0.25 0.47 0.31 0.16 0.47 0.3 0.58 0.82 0.5
Pgm2-b 054 04 041 05 04 037 063 06 033 063 08 055 026 05 0.63 0.91 0.79 0.75 0.53 0.69 0.84 0.53 0.7 0.42 0.18 0.5
Pgm2-c 0 0 0 025 02 028 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pgdhl-a 022 04 0.05 0 0.13 0 0.04 0 0 0.05 0 0.02 0 0 0.38 0 0 0.25 0.09 0.16 0 0 0 0 0 0
Pgdhl-b 078 0.6 0.95 1 0.87 097 092 1 067 05 04 098 1 1 0.37 1 1 0.75 0.91 0.84 1 1 1 1 1 1
Pgdhl-c 0 0 0 0 0 0.03 0 0 033 045 0.6 0 0 0 0.25 0 0 0 0 0 0 0 0 0 0 0
Pgdhl-d 0 0 0 0 0 0 0.04 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pgdh2-a 0.01 0 0 0.25 0 0 0 0 0 0 0 0.02 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pgdh2-b 0 0 0 0 0 0 0 0 0 0 0 0.05 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pgdh2-c  0.99 1 1 0.75 1 1 1 1 1 1 1 0.91 1 1 1 1 1 0.81 1 1 1 1 1 1 1 1
Pgdh2-d 0 0 0 0 0 0 0 0 0 0 0 0.02 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pgdh2-e 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.19 0 0 0 0 0 0 0 0
Sod-a 0.5 0.6 0 1 093 075 063 083 1 048 06 095 083 05 0.87 0.74 0.25 0.31 0.41 0.56 0.32 0.34 0.4 0.05 0.27 0.86
Sod-b 0.5 0.4 1 0 0.07 025 038 017 0 052 04 005 012 05 0.13 0.26 0.75 0.69 0.59 0.44 0.68 0.66 0.6 0.95 0.73 0.14
Lap2-a 034 04 032 05 007 075 063 0.17 0 04 04 026 017 0.75 0.5 0.94 0.36 0.12 0.94 0.88 0.28 0.22 0.97 0.45 0.36 0.61
Lap2-b 0.04 02 0 0.5 04 02 017 0 0 0.1 0 0.19 0 0 0.13 0.06 0.11 0.88 0.06 0.12 0.59 0.75 0.03 0.08 0 0
Lap2-c 062 04 0.68 0 053 0.05 021 083 1 05 06 055 083 025 0.37 0 0.54 0 0 0 0.13 0.03 0 0.47 0.64 0.39
Lap3-a 0.06 0.04 0 05 013 0.05 0 0 0 0 0 0 0 0 0 0.59 0.21 0.19 0.53 0.47 0.44 0.38 0.5 0 0 0
Lap3-b  0.46 0 032 05 034 043 046 083 1 055 04 024 007 025 0.13 0 0 0 0 0.09 0 0.38 0 0 0 0
Lap3-c 0 0 0.5 0 0.13  0.02 0 0 0 0 0 0.05 0 0 0.87 0.41 0.75 0.5 0.19 0.38 0.47 0.25 0.37 0 0 0
Lap3-d 048 096 0.18 0 04 05 033 017 0 045 06 071 093 0.75 0 0 0.04 0.19 0.28 0.06 0.09 0 0.13 1 1 1
Lap3-e 0 0 0 0 0 0 0.21 0 0 0 0 0 0 0 0 0 0 0.12 0 0 0 0 0 0 0 0



Abbreviations used: PL — ploidy level, N — sample size. * Frequencies of alleles of enzyme systems SHDH, PGM, PGDH and SOD were previously published in Singliarové

et al. (2008).



