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Specific antibiotics were shown to affect intestinal permeability in either a positive or negative

direction dependent on the class of antibiotic. Changes in gut microbial composition and alpha
Figure 4: Plasma FITC-dextran concentrations. Each point

represents an individual animal. Horizontal lines and error bars diversity, which were also observed, could be linked to intestinal permeabillity, although changes

show means and SEM, respectively. Significant differences

from CON group are indicated by asterisks (*; P < 0.05). In permeability did not always result from major changes in microbiota and vice versa.
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