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ABSTRACT 
Prostate-specific antigen (PSA) is a marker that is commonly used in estimating prostate 
cancer risk. Prostate cancer is usually a slowly progressing disease, which might not cause 
any symptoms whatsoever. Nevertheless, some cases of cancer are aggressive and need to 
be treated before they become life-threatening. However, the blood PSA concentration 
may rise also in benign prostate diseases and using a single total PSA (tPSA) 
measurement to guide the decision on further examinations leads to many unnecessary 
biopsies, over-detection, and overtreatment of indolent cancers which would not require 
treatment. Therefore, there is a need for markers that would better separate cancer from 
benign disorders, and would also predict cancer aggressiveness. The aim of this study was 
to evaluate whether intact and nicked forms of free PSA (fPSA-I and fPSA-N) or human 
kallikrein-related peptidase 2 (hK2) could serve as new tools in estimating prostate cancer 
risk. 

First, the immunoassays for fPSA-I and free and total hK2 were optimized so that they 
would be less prone to assay interference caused by interfering factors present in some 
blood samples. The optimized assays were shown to work well and were used to study the 
marker concentrations in the clinical sample panels. 

The marker levels were measured from preoperative blood samples of prostate cancer 
patients scheduled for radical prostatectomy. The association of the markers with the 
cancer stage and grade was studied. It was found that among all tested markers and their 
combinations especially the ratio of fPSA-N to tPSA and ratio of free PSA (fPSA) to 
tPSA were associated with both cancer stage and grade. They might be useful in 
predicting the cancer aggressiveness, but further follow-up studies are necessary to fully 
evaluate the significance of the markers in this clinical setting. 

The markers tPSA, fPSA, fPSA-I and hK2 were combined in a statistical model which 
was previously shown to be able to reduce unnecessary biopsies when applied to large 
screening cohorts of men with elevated tPSA. The discriminative accuracy of this model 
was compared to models based on established clinical predictors in reference to biopsy 
outcome. The kallikrein model and the calculated fPSA-N concentrations (fPSA minus 
fPSA-I) correlated with the prostate volume and the model, when compared to the clinical 
models, predicted prostate cancer in biopsy equally well. Hence, the measurement of 
kallikreins in a blood sample could be used to replace the volume measurement which is 
time-consuming, needs instrumentation and skilled personnel and is an uncomfortable 
procedure. Overall, the model could simplify the estimation of prostate cancer risk.  

Finally, as the fPSA-N seems to be an interesting new marker, a direct immunoassay for 
measuring fPSA-N concentrations was developed. The analytical performance was 
acceptable, but the rather complicated assay protocol needs to be improved until it can be 
used for measuring large sample panels. 
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In conclusion, by combining different markers it is possible to enhance the prostate cancer 
risk estimation and avoid unnecessary biopsies and adverse effects of over-detection and 
overtreatment. 
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TIIVISTELMÄ 
Joka vuosi tuhannet miehet Suomessa ja muualla maailmassa sairastuvat 
eturauhassyöpään, joka on Suomessa ja monessa muussa länsimaassa miesten yleisin 
syöpä. Eturauhassyöpä aiheuttaa paitsi huolta ja tuskaa kantajalleen myös merkittävät 
kustannukset terveydenhuoltojärjestelmälle. Eturauhassyöpä on yleensä hitaasti etenevä, 
eivätkä kaikki syövät aiheuta koskaan oireita. Osa syövistä kuitenkin etenee nopeasti ja 
voi lopulta aiheuttaa jopa kuoleman. Näiden syöpien löytyminen mahdollisimman 
varhaisessa vaiheessa on tärkeää, jotta hoito olisi tehokasta. 

Prostata-spesifinen antigeeni (PSA) on verenkierrossa oleva proteiini, jota käytetään 
yleisesti biomerkkiaineena eturauhassyövän riskin arvioinnissa. Veren PSA-taso voi 
kuitenkin nousta myös muissa eturauhasen sairauksissa. Jos yksittäisen kokonais-PSA-
määrityksen (tPSA) perusteella päätetään jatkotutkimuksista, seurauksena on monien 
turhien koepalojen otto, oireettomien hitaasti kasvavien syöpien löytyminen 
(ylidiagnostiikka) sekä turha hoito (ylihoito). On siis olemassa tarve biomerkkiaineelle, 
joka auttaisi erottamaan syövän muista eturauhasen sairauksista ja toisaalta hitaasti 
kasvavat syövät aggressiivista syövistä. Tämän tutkimuksen tarkoituksena oli selvittää, 
voitaisiinko vapaan PSA:n (fPSA) eri muotoja (ehjä fPSA eli fPSA-I ja sisäisesti 
pilkkoutunut fPSA eli fPSA-N) tai ihmisen kallikreiinin kaltaista peptidaasi 2:ta (hK2) 
hyödyntää eturauhassyövän riskin arvioinnissa. 

Immunomääritysten, joilla fPSA-I- ja hK2-määriä mitataan, todettiin olevan herkkiä 
verinäytteissä oleville erilaisille häiritseville tekijöille ja vaativan kehittämistä. Tehtyjen 
parannusten jälkeen määritykset toimivat hyvin, ja niitä voitiin käyttää kliinisten 
näytteiden biomerkkiainepitoisuuksien mittaamiseen. 

Biomerkkiaineiden pitoisuudet mitattiin eturauhasen poistoleikkaukseen menossa olevilta 
eturauhassyöpäpotilailta ennen leikkausta otetuista verinäytteistä. Pitoisuuksia verrattiin 
syövän levinneisyysasteeseen ja pahanlaatuisuuteen. Biomerkkiaineista ja niiden suhteista 
erityisesti fPSA-N:n ja tPSA:n suhde sekä fPSA:n ja tPSA:n suhde olivat yhteydessä 
syövän levinneisyyteen ja pahanlaatuisuuteen. Nämä pitoisuudet ja suhteet saattaisivat 
auttaa syövän aggressiivisuuden arvioinnissa, mutta tarvitaan laajempia 
seurantatutkimuksia, jotta niiden todellinen kliininen arvo voidaan todeta. 

Biomerkkiaineista tPSA, fPSA, fPSA-I ja hK2 on aikaisemmin yhdistetty tilastolliseen 
malliin, jonka avulla voitaisiin vähentää turhien koepalojen ottamista miehiltä, joilla on 
kohonnut tPSA-taso. Tässä väitöskirjatutkimuksessa edellä mainitun kallikreiinimallin 
kykyä ennustaa syövän läsnäolo koepaloissa verrattiin malleihin, joissa oli mukana 
nykykäytännön mukaisia kliinisiä tietoja. Kallikreiinimalli ja laskennallinen fPSA-N-
pitoisuus (fPSA – fPSA-I = fPSA-N) korreloivat eturauhasen tilavuuden kanssa, ja 
kallikreiinimalli myös ennusti syövän läsnäolon koepaloissa yhtä hyvin kuin kliinisiä 
tietoja sisältävä malli. Täten verinäytteestä tehtävät biomerkkiainemääritykset voisivat 
korvata ultraäänen avulla tehtävän eturauhasen tilavuuden mittaamisen, joka vaatii 
erityislaitteiston ja osaavan henkilökunnan, ja joka voi olla myös epämukava toimenpide. 
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Kaiken kaikkiaan näiden biomerkkiaineiden mittaaminen voisi yksinkertaistaa 
eturauhassyövän riskin ennustamista. 

Koska fPSA-N osoittautui kiinnostavaksi biomerkkiaineeksi, kehitettiin immunomääritys 
sen mittaamiseksi verinäytteistä suoraan sen sijaan, että pitoisuus olisi määritetty 
laskennallisesti muiden määritysten tuloksista. Määritys toimi hyvin, mutta sen 
suorittaminen on jossain määrin monimutkaista, joten määritys tarvitsee kehittämistä 
ennen kuin sillä voidaan mitata isoja näyte-eriä. 

Yhteenvetona voidaan todeta, että yhdistämällä eri biomerkkiaineita on mahdollista 
parantaa eturauhassyövän riskin ennustamista. Näin vältetään turhien koepalojen ottamista 
ja vähennetään ylidiagnostiikasta ja ylihoidosta aiheutuvia haittoja. 
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1 INTRODUCTION 
Every year thousands of men hear that they have prostate cancer, the most common cancer 
of men in Finland. It causes mental and physical suffering to these men and their families 
as well as significant costs to the healthcare system. In 2010 a total of 4719 men were 
diagnosed with prostate cancer in Finland which was 31.6% of all cancers diagnosed in 
men. Prostate cancer was the second most common cause of cancer deaths among men 
with 847 cases (13.8% of all cancer deaths) after the lung cancer, the cause of death in 
1547 cases (25.2% of all cancer deaths). (Finnish Cancer Registry, 2012) 

Prostate cancer is a slow growing disease and it rarely causes clinical symptoms. Many 
men die without ever knowing they had developed the cancer and most likely the actual 
cause of death is other than prostate cancer. The current question is which cases of 
prostate cancer should we find and treat and which ones do not cause any actual harm to 
the men. The following question is how should we proceed to find those cases of cancer: 
by carrying out age-group specific screening of the entire male population, by estimating 
the risk of each man with some kind of a statistical method or just by reacting to the 
symptoms once they occur? 

Prostate-specific antigen (KLK3, PSA) has had an important role in finding cases of 
prostate cancer since the late 1980s. Large screening studies were started in the 1990s to 
find out how good PSA would be as a screening method and now that the first results have 
been reported the question still remains without an unambiguous answer (Andriole et al., 
2009; Schroder et al., 2009). On one hand, it has become clear over the years that many 
men are diagnosed and also treated unnecessarily because many cases of indolent cancer 
are found by using PSA testing. On the other, there are definitely aggressive cases of 
cancer which need to be found as early as possible to treat the men, increase their life span 
and quality of life and finally prevent the cancer deaths.  

In this thesis, PSA and its different forms in blood circulation as well as human kallikrein-
related peptidase 2 (KLK2, hK2) were studied as possible biomarkers to improve the 
prostate cancer diagnostics. The two proteins are part of a family of 15 proteins for which 
a new nomenclature system was suggested in 2006 (Lundwall et al., 2006). In this system 
the genes encoding each member of the family are called as kallikrein-related peptidases 
(KLK) followed by the number of the gene symbol, except for the first member which is 
still called kallikrein 1. The corresponding proteins are called with the same names except 
that the abbreviations are written in standard font to separate them from the genes which 
are written in italics. Despite the suggestion for nomenclature the old names for KLK3 
and KLK2 are commonly used and for practical reasons in this thesis the old abbreviations 
PSA and hK2 are used instead of the suggested ones. 
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2 REVIEW OF THE LITERATURE 

2.1 Prostate cancer 
Prostate is a male secretory gland situated below the bladder and surrounding the urethra. 
Its biological function is to produce 20% of the liquid that forms the major part of semen. 
It consists of glandular structures which are surrounded by stromal structures. There are 
three distinct parts of the prostate: central, transition and peripheral zones. 

2.1.1 Pathogenesis 

Prostate cancer is both a biologically and clinically heterogeneous disease but it is often a 
slow growing type of cancer and many men have it without any symptoms during their 
life. It has been estimated that 30% of the men over 50 years and 70–80% of the men over 
80 years of age have the cancer but only one out of ten of these cases of latent cancer 
develop into a clinically diagnosed cancer (Jemal et al., 2005; Prostate Cancer: Current 
Care guideline, 2007). The highest rates of prostate cancer occur in the United States and 
Europe while the men in Asia suffer least of the prostate cancer (Hsing et al., 2000). 

Most cases of cancer (70%) occur in the peripheral zone of the prostate and they are 
adenocarcinomas which means that the cancer cells originate from the epithelium (Lee et 
al., 2011). In the normal prostate's glandular structure the epithelial secretory cells are 
columnar, usually as a single-cell high layer, and form acini (round sacs or cavities 
surrounded by the cells) which have a basal cell layer to support the structure. The 
histological definition of prostate cancer involves the loss of the basal cell layer. Prostatic 
intraepithelial neoplasia (PIN) is considered as a premalignant transformation of the 
epithelial cells. The low grade PIN (LGPIN) may have more than one layer of epithelial 
cells but the basal cell layer is still intact. In high grade PIN (HGPIN) the basal cell layer 
is defined as discontinuous and these cells may be difficult to separate from actual well 
differentiated cancer cells. (Ayala and Ro, 2007)  

In its early phases prostate cancer tumor occurs within the prostate capsule and it may be 
multifocal meaning that there are several separated tumors which may even be genetically 
different. If the prostate cancer grows outside of the prostate capsule it may spread to the 
seminal vesicles or bladder neck. If the cancer metastasizes further it may do so either via 
lymph or blood typically to bone.  Both prostate and cancer cells are androgen regulated 
but often, in the late, metastasized phases of the cancer progression, cancer cells lose their 
sensitivity to androgens. 

It seems that environmental factors may have a stronger effect on prostate cancer 
development than inherited factors (Lichtenstein et al., 2002; Lichtenstein et al., 2000). 
About 2–3% of prostate cancers are inherited and approximately 20% appear within 
certain families (Prostate Cancer: Current Care guideline, 2007). Especially a diet with 
increased fat and red meat consumption seems to be related to an increased risk of prostate 
cancer (Giovannucci et al., 1993; Whittemore et al., 1995). On the other hand a diet with a 
high intake of tomatoes (or lycopene from other sources) or soy may protect from the 
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prostate cancer (Badger et al., 2005; Chen et al., 2001; Etminan et al., 2004; Gann et al., 
1999). The effect of diet and environmental factors is probably the key factors in the rise 
of the prostate cancer risk when men from Asia or other low-risk countries move to North 
America (Marks et al., 2004; Shimizu et al., 1991; Watanabe et al., 2000). 

2.1.2   Diagnosis, staging and grading 

Diagnosis 

Prostate cancer may not cause any symptoms in the early phase but after progressing to 
some extent the symptoms may include urinating difficulties, blood secretion in urine or 
bone pain in the cases of already metastasized cancer. When prostate cancer is suspected 
the clinical examination involves serum PSA measurement (in Finland both total and free 
PSA), palpation through rectum which is called digital rectal examination (DRE), and 
later also transrectal ultrasound (TRUS) can be used. Diagnosis is always made by 
histological findings from a prostate biopsy tissue sample. The biopsies (6–12 or even up 
to 21) are taken with a needle under TRUS guidance through rectum (Chun et al., 2010; 
Prostate Cancer: Current Care guideline, 2007). Prostate cancer may also be found 
incidentally in prostate tissue removed during transurethral resection of the prostate 
performed to relieve the symptoms of benign growth of the prostate.  

Prostate cancer symptoms may be similar to symptoms of other diseases of prostate so an 
essential part of prostate cancer diagnosis is discrimination of benign conditions from 
cancer. Most common benign diseases are benign prostatic hyperplasia (BPH) and 
prostatitis. 

In BPH the transition zone of the prostate has grown so much that it causes symptoms, 
most often urinating difficulties. This is caused by the overgrown prostate tissue which is 
squeezing the urethra. The prostate continues to grow throughout a man's life so BPH is 
very common. It has been estimated that approximately 80% of the men over 60 years of 
age have histological signs of BPH and 40% suffer from the symptoms (Garraway et al., 
1991; Sagnier et al., 1996; Sanda et al., 1997). BPH may also cause the serum PSA to 
rise. 

Prostatitis may be caused by a bacterial infection either as an acute or chronic condition. 
Coliform, enterococci and staphylococci bacteria are common causes and the infection can 
usually be cured with antibiotics (Sharp et al., 2010). Infectious prostatitis may occur after 
taking a prostate biopsy (Loeb et al., 2011; Nam et al., 2010).  It is also possible that 
prostatitis is caused by inflammation without any signs of bacterial infection. The disease 
is called chronic pelvic pain syndrome, and its etiology is not known. This syndrome can 
also exist without inflammatory signs and it may also cause the serum PSA to rise. Some 
prostatitis cases are found only in histological samples taken due to some other urological 
conditions. (Sharp et al., 2010.) 

Prostate cancer fulfills many characteristics of a disease which could be screened across 
the male population. It is a major health issue, there is a screening method with which it 
can be found in an early stage and it is curable at its early stage. The most common 
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screening method is the PSA measurement, but also DRE or TRUS can be used for 
screening. The screening of prostate cancer seems to lead to some reduction in mortality 
with the cost of over-detection and overtreatment (Schroder et al., 2009; Schroder et al., 
2012). Over-detection means that many cases of cancer that would not cause any harm to 
the men are detected and thus many unnecessary biopsies are taken causing unnecessary 
anxiety to the men. Over-detection may lead to overtreatment which means that cases of 
cancer that could be followed without treatment are actually treated with aggressive 
methods which may cause more serious side-effects than just doing nothing. In addition to 
this, there is no information on the cost-benefit ratio of the screening or how screening 
affects the quality of life. Thus, the population-based screening is not currently 
recommended in Finland (Prostate Cancer: Current Care guideline, 2007). The effect of 
PSA-based screening is discussed in more detail in chapter 2.2.2. 

Stage 

The extent, or spread, of the prostate cancer is defined by the TNM staging classification 
of American Joint Committee on Cancer and the International Union against Cancer 
(Table 1). The classification system is based on the cancer status of the prostate gland 
itself (T), lymph nodes (N) and other metastases (M). Organ-confined cancers are not 
growing outside of the prostate capsule and non-organ-confined cancers have grown 
through the capsule. Pelvic lymph nodes are usually the first lymph nodes where the 
prostate cancer metastasizes and the very advanced cancer most often send metastases to 
the bones. 

The histopathological staging of the prostate can be done after removal of the prostate 
(radical prostatectomy). Essentially the same definitions are used for both clinical (cTNM, 
Table 1) and pathological (pTNM) staging. The pathological staging may provide some 
additional information, for example whether there is a possibility that some extracapsular 
parts of the tumor have not been successfully removed. 

Grade 

Prostate cancer's progression can be estimated by grading the histological tissue sample. 
The grading classifies the tissue patterns by the morphology of the tissue structures or the 
cell morphology. Usually, the more differentiated the cells and other structures are the less 
aggressive the cancer is. The loss of glandular structure and deformed cells are usually a 
sign of potentially aggressive cancer which may end up sending metastases to other parts 
of the body. 

Gleason grading is a commonly used method to evaluate prostate cancer tissue. It was 
developed by Dr. Donald Gleason with The Veterans Administration Cooperative 
Research Group in 1966 (Gleason, 1966; Gleason and Mellinger, 1974). It has been 
updated since the first publication and the latest version was published in 2005 (Epstein, 
2010; Epstein et al., 2005). The Gleason grading system is based on the overall 
appearance of the tissue and the individual cell morphology does not play an important 
role. It takes into account that the cancer cells do not progress uniformly and that there 
may be several different types of cancer tissue in one prostate. The Gleason grade is given 
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in numbers between 1 and 5 so that the most differentiated tissue is given grade 1 and the 
least differentiated tissue is grade 5 (see Figure 1). The two predominant patterns, 
primary and secondary, are graded, and the grades are then added up to get the Gleason 
score which can vary between 2 and 10. 

Table 1. The 1997 TNM cancer staging classification of the American Joint Committee 
on Cancer and the International Union against Cancer for prostate cancer. TNM stands for 
Tumor, Nodes, Metastases. The classification system was updated in 2002 and 2009 but 
the 1997 version is shown here because it was used in the current study (Edge et al., 2010; 
Greene et al., 2002; Sobin LH, 1997). 
 
Tumor 

 
Sub-stage 

 
Definition 

TX  Primary tumor cannot be assessed 
T0  No evidence of primary tumor 
T1  Clinically inapparent tumor, not palpable or visible by imaging 
 T1a Incidental histologic finding in < 5% of resected tissue 
 T1b Incidental histologic finding in > 5% of resected tissue 
 T1c Tumor identified by needle biopsy (e.g. due to elevated PSA) 
T2  Confined within the prostate 
 T2a Tumor involves one lobe 
 T2b Tumor involves both lobes 
T3  Tumor extends through the prostate capsule but has not spread 

to other organs 
 T3a Extracapsular extension (unilateral or bilateral) 
 T3b Tumor invades seminal vesicles 
T4 

 
Tumor is fixed or invades adjacent structures other than seminal 
vesicles: bladder neck, external sphincter, rectum, levator 
muscles and/or pelvic wall 

 
Nodes 

 
Sub-stage 

 
Definition 

NX  Regional lymph nodes cannot be assessed 
N0  No regional lymph node metastasis 
N1  Regional lymph node metastasis 
 
Metastasis 

 
Sub-stage 

 
Definition 

MX  Distant metastasis cannot be assessed 
M0  No distant metastasis 
M1  Distant metastasis 
 M1a Non-regional lymph node metastasis 
 M1b Bone metastasis 
 M1c Metastasis at other sites 
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Figure 1. The Gleason grading of prostate cancer (Modified from Epstein et al., 2005 by 
Johanna Vuojola). 
 

Another type of grading has been named as World Health Organization (WHO) grade 
which was developed by Dr. F. K. Mostofi in 1975 (Mostofi, 1975). In this grading system 
the cell morphology is also taken into account. The evaluated characteristics include 
increased cellularity, nuclear crowding, disturbance of cellular polarity, failure of 
differentiation of epithelial cells from the basal layer of epithelium, polymorphism, 
irregularity in cell size, variations of shape and chromatin pattern of the nuclei, displaced 
or abnormal mitotic figures and giant cells. The grading is given in numbers from 1 to 3 in 
which the grade 1 is the least anaplastic (i.e. the cells are more differentiated) and the 
grade 3 is the most anaplastic type (i.e. the cells are not differentiated). 
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2.1.3 Treatment and prognosis 

The treatment of prostate cancer is currently efficient for localized cancer, especially for 
organ-confined tumors. The low stage, low grade cancers can be left without treatment 
under so called watchful waiting or active surveillance, especially if the patient is over 70 
years old (or the expected lifetime is less than 10 years for other reasons than prostate 
cancer). The localized cancers are most often treated with removal of the prostate (radical 
prostatectomy) or with different forms of radiation therapy. The prognosis is good, the  
10-year survival rate is 90–94% (Albertsen et al., 2007; Lu-Yao and Yao, 1997). 

The treatment may have adverse effects like complications during the surgery and post-
treatment incontinence or impotency. The rates for retaining continence and potency vary 
between different treatment techniques and for example between different surgeons. 
Generally 58–97% of the radical prostatectomy patients retain continence and 31–94% 
retain potency. The overall complication rate during radical prostatectomy operations is 
approximately 10%. (Coelho et al., 2010.) Radiation therapy may also cause side effects 
to a significant number of patients (up to 20 %) (Prostate Cancer: Current Care guideline, 
2007). Due to these possible adverse effects treatment of an indolent cancer may cause 
more harm than benefit to the patient. 

If the cancer has metastasized, it may be treated with both radical prostatectomy or 
radiation therapy and castration by removal of testes (orchiectomy) or chemically 
preventing androgen secretion. As the prostate cells are under androgen regulation this 
kind of treatment may prolong the patient's life by 2–3 years but if the cancer turns into a 
hormone-resistant type the lifetime expectancy is only from half to one and half years 
(Berry et al., 2006; Tannock et al., 1996). 

2.2 Free prostate-specific antigen forms in prostate cancer 
diagnostics 

2.2.1 Structure and function of prostate-specific antigen (PSA) 

PSA (KLK3) is a serine protease produced in the prostate epithelial cells as a 261 amino 
acid preproPSA. The 17 amino acid prepeptide is cleaved in endoplasmic reticulum and 
the resulting proPSA is transported to the plasma membrane (McCormack et al., 1995). 
The 7 amino acid propeptide is cleaved to produce the enzymatically active PSA which 
has chymotrypsin-like substrate specificity. PSA is secreted to the lumen of prostatic ducts 
and eventually it forms part of the seminal fluid. PSA is activated by hK2 (KLK2), KLK4, 
trypsin and other kallikreins (Kumar et al., 1997; Lovgren et al., 1997; Takayama et al., 
2001a; Takayama et al., 1997; Takayama et al., 2001b; Yoon et al., 2007) and its main 
biological function is to cleave gel-forming proteins in semen to liquefy the semen and 
thus enable spermatozoa motility (Lilja, 1985; Lilja et al., 1987; Malm et al., 2000; 
McGee and Herr, 1988). PSA has also many putative functions which relate to, for 
example, enhancing the invasion and proliferation of tumor cells (Lawrence et al., 2010). 
The five disulfide bonds hold the molecule together even if it would be inactivated 
through internal peptide bond cleavages. 
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The molecular mass of PSA polypeptide is 26 079 Da. PSA has one glycosylation site at 
Asn45 and the carbohydrate moiety increases the mass with approximately 2300 Da. 
Therefore,  depending on the structure of the moiety, the overall mass of PSA is around  
28 400 Da (Belanger et al., 1995; Mattsson et al., 2008). PSA protease function is partly 
regulated by complex formation with its inhibitors of which α1-antichymotrypsin (ACT, 
SERPINA3) and α2-macroglobulin (A2M), α1-antitrypsin (AT or API, SERPINA1) and 
protein C inhibitor (PCI, SERPINA5) are the most important (Christensson et al., 1990; 
Christensson and Lilja, 1994; Espana et al., 1991; Stenman et al., 1991; Zhang et al., 
1997). Most of the PSA in the prostate tissue and seminal plasma is in free and active 
(noncomplexed) form (Christensson and Lilja, 1994; Denmeade et al., 1997; Espana et al., 
1993; Mikolajczyk et al., 1997a; Mikolajczyk et al., 2000b). The PSA found in blood 
circulation is mostly (65–95%) complexed but the inactive forms (5–35%), including 
proPSA and internally cleaved forms, do not form complexes (Lilja et al., 1991; Stenman 
et al., 1991; Zhang et al., 1999). 

PSA is almost exclusively expressed in the prostate even though it has been detected in 
small quantities in other tissues and body fluids (Shaw and Diamandis, 2007). The 
epithelial cells secreting PSA have a strong polarity towards the prostatic ducts and only a 
very small proportion of the PSA is able to escape into blood circulation. The structural 
changes in tissue caused by different disease states cause more PSA to enter the blood 
stream which is the rationale for using PSA as a biomarker. As infections, inflammations 
and benign growth (BPH) of the prostate can cause more PSA to escape into the blood as 
well, PSA is not a prostate cancer specific marker but rather an indicator of an abnormal 
prostate status. 

2.2.2 Circulating PSA as a marker for prostate cancer 

Since the first proposal of using PSA for cancer detection (Papsidero et al., 1980) it has 
become the most important tumor marker – despite its lack of specificity. The ways of 
using PSA measurements differ greatly between different countries. In the United States 
and Canada the PSA measurements are very common and they are recommended by 
different organizations but in slightly different way (Greene et al., 2009; Heidenreich et 
al., 2011; Kawachi et al., 2010; Wolf et al., 2010). The general trend seems to encourage 
the patient and doctor to discuss all possible consequences of performing the assay and 
then base the decision on the discussion. As new information emerges from the studies the 
recommendations have been changing since the widely accepted suggestion to use  
4 ng/mL PSA cut-off for further examination by Catalona et al. (Catalona et al., 1991).  

Recently, two large population-based randomized prostate cancer screening studies have 
reported results which were somewhat controversial. The North American Prostate, Lung, 
Colorectal, and Ovarian (PLCO) Cancer Screening Trial reported that PSA-based 
screening did not affect prostate cancer mortality after a 7 to 10 year follow-up (Andriole 
et al., 2009) while the European Randomized study of Screening for Prostate Cancer 
(ERSPC) reported a 20–30% reduction in prostate cancer deaths but also a need for large 
number of men screened (> 1000 men) and diagnosed (37 men) with cancer to prevent one 
prostate cancer death (Roobol et al., 2009b; Schroder et al., 2009; Schroder et al., 2012). 
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In other words, there is a big risk for over-detection (overdiagnosis) which may lead to 
overtreatment: while only a part of the diagnosed cases of cancer are actually life 
threatening it may be difficult to predict which cases are indolent and which need to be 
treated. Furthermore, many men do not want to live with the cancer and want to be treated 
rather than rely on active surveillance of the cancer. In addition to causing costs to the 
healthcare system, the side-effects of an unnecessary treatment (for example urinary 
problems or impotence after removal of the prostate) may turn out to be worse than doing 
nothing. Another side of the procedure is the false-positive rate in the screening. In 
Finland, approximately 7% of the screened men had a PSA value above the screening cut-
off but no cancer was found in the following biopsy, and when attending several rounds of 
screening as many as one in every eight men may have a false-positive result (Kilpelainen 
et al., 2010). This emphasizes the need for better tools for estimating the cancer risk of an 
individual man.  

In Europe PSA is used less than in the North America and it is recommended in many 
countries only for symptomatic patients. The degree of so called opportunistic screening 
for prostate cancer differs between countries as well. Opportunistic screening means that 
patients or clinicians want to measure PSA values even though there may not be any direct 
evidence for the need for it.  

In Finland, The Current Care guideline suggests PSA measurements only for symptomatic 
patients (Prostate Cancer: Current Care guideline, 2007). Total PSA (tPSA) 
concentrations, comprising both complexed and free PSA forms, rise with age and, 
therefore, age-specific reference ranges are used (Table 2). For patients with tPSA values 
within the range of 2.5–10 ng/mL the measurement of the free PSA (fPSA) is 
recommended because the ratio of fPSA and tPSA (F/T PSA) is generally lower in 
prostate cancer patients and calculating the F/T PSA ratio is likely to help in deciding 
whether a biopsy is necessary (Table 3). In addition to using tPSA as an aid in cancer 
diagnostics it is widely used for the follow-up of the radical prostatectomy patients. The 
PSA concentration in their blood circulation should remain low and a rising concentration 
is usually a sign of a recurrent cancer.  

Table 2. Age-specific reference ranges for total PSA (tPSA) used in Finland. µg/L = 
ng/mL (Catalona et al., 1994; Prostate Cancer: Current Care guideline, 2007; Thompson 
et al., 2004) 
Age (years) Serum tPSA (µg/L) 
40–49 < 2.5 
50–59 < 3.5 
60–69 < 4.5 
70–79 < 6.5 
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Table 3. PSA concentrations and prostate cancer risk. µg/L = ng/mL (Catalona et al., 
1994; Prostate Cancer: Current Care guideline, 2007; Thompson et al., 2004) 
PSA concentration in 
serum or plasma Risk of prostate cancer 

  
tPSA µg/L % 
0–2 1 
2–4 15 
4–10 25 
> 10 > 50 
  
F/T PSA (%) when 
tPSA 4–10 µg/L  

0–10 56 
10–15 28 
15–20 20 
20–25 16 
> 25 8 
 

F/T PSA has been shown to help in discriminating prostate cancer from BPH in many 
studies since the first publications of serum fPSA (Lilja et al., 1991; Stenman et al., 1991). 
The F/T PSA has helped in discriminating men with and without cancer with a tPSA 
within the range of 2.5–10 ng/mL but it seems that the discriminative power is decreased 
in men with a tPSA of 2.5–4 ng/mL (Bangma et al., 1997; Catalona et al., 1998; 
Raaijmakers et al., 2004; Recker et al., 2001). However, an F/T PSA < 15% in men with a 
tPSA < 3 ng/mL may predict future cancer (Finne et al., 2008). In addition, F/T PSA 
seems to help in predicting cancer aggressiveness (Bjork et al., 1999; Raaijmakers et al., 
2004; Shariat et al., 2006; Southwick et al., 1999). fPSA is also a significant factor, 
together with tPSA, in many statistical models predicting prostate cancer risk (Chun et al., 
2007; Finne et al., 2004; Steuber et al., 2007a; Vickers et al., 2008). The models and risk 
calculators are discussed in more detail in chapter 2.5.   

In addition to F/T PSA ratio, PSA velocity and density have also been suggested to help in 
assessing the prostate cancer risk. PSA velocity (PSAV) is calculated from PSA 
measurements made over a period of time to see whether the PSA concentration is rising, 
which can be a sign of developing disease (BPH or prostate cancer) (Carter et al., 1992; 
Loeb et al., 2007; Meeks et al., 2008). According to the Finnish Current Care guideline 
further examination is recommended when a PSAV exceeds 0.75 ng/mL per year (based 
on three measurements made within a time period of at least one year) in a man with tPSA 
within the range of 4–10 ng/mL. However, PSAV may not exceed the significance of F/T 
PSA in a screening setting as has been suggested recently (Schroder et al., 2006; Ulmert et 
al., 2008; Vickers et al., 2009). 

PSA density (PSAD) is the serum (total) PSA concentration divided by the prostate 
volume. As prostate volume, as well as serum PSA, increases with age and in BPH it has 
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been suggested that large amounts of PSA leaking into blood circulation from a small 
prostate, thus increasing the ratio of PSAD, would be an indication of cancer (Epstein et 
al., 1994; Freedland et al., 2005; Kranse et al., 1999; Roehrborn et al., 1999a; Roehrborn 
et al., 1999b; Seaman et al., 1993). Prostate volume and PSAD have provided additional 
discriminative power in some statistical models predicting cancer risk or cancer pathology 
(Newton et al., 2010; Radwan et al., 2007; Roobol et al., 2012). More aggressive types of 
cancer have been found in small prostates but there is debate about whether this is caused 
by the biology of the cancer or whether it is due only to PSA measurement or biopsy 
regime characteristics (Briganti et al., 2007; Newton et al., 2010; Ngo et al., 2012; van 
Leeuwen et al., 2009). However, the volume measurement (or estimation) requires either a 
digital rectal examination (Roobol et al., 2012) or transrectal ultrasound measurement 
which should be performed by a urologist and are considered to be invasive procedures. 

The current commercial immunoassays for tPSA measure free and complexed forms 
(mostly PSA-ACT) but not PSA bound to A2M which is not immunoreactive in 
conventional immunoassays. The assays are expected to recognize both forms equally 
(equimolar recognition) and the manufacturers should inform the users on how the assays 
are calibrated. The equimolarity and standardization issues are discussed in more detail in 
chapter 2.4.2. A few assays for measuring complexed PSA (cPSA) exist but it seems that 
its clinical significance is approximately the same as that of fPSA measurement (Leinonen 
et al., 1993). Most manufacturers offer fPSA assays which are generally expected to 
recognize all noncomplexed PSA forms. There are also immunoassays which are specific 
for certain subforms of fPSA. 

The first studies investigating the different forms of free PSA in serum were made in the 
mid-1990s. Huber et al. (1995) found that the pI values of PSA forms in the serum of 
prostate cancer patients were higher than in the serum of BPH patients and they speculated 
that different glycosylation would explain this difference (Huber et al., 1995). A few years 
later the precursor forms, or proPSA, as well as internally cleaved forms were found in the 
serum of prostate cancer patients (Mikolajczyk et al., 1997a; Noldus et al., 1997). Soon it 
was reported that the proPSA and inactive intact mature forms were more abundant in the 
serum of prostate cancer patients while the serum of BPH patients had more internally 
cleaved forms (Charrier et al., 1999; Hilz et al., 1999; Qian et al., 1997). These findings 
were supported by observations of different PSA forms in prostate tissue. Internally 
cleaved, or nicked, PSA was found in BPH nodules and proPSA forms were more often 
present in cancer tissue than in benign transition zone tissue (Chen et al., 1997; 
Mikolajczyk et al., 2000a). The different fPSA forms and their clinical use are described 
in more detail in the Figure 2 and in the following chapters. 
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Figure 2. fPSA subforms and the immunoassays recognizing them. PSA is presented as 
the bar in which the propeptide is gray, propeptide cleavage sites are marked with dashed 
vertical lines and internal cleavage sites with solid vertical lines. The amino acids at 
internal cleavage sites are indicated. The forms detected by different immunoassays are 
indicated on the left (fPSA-I and fPSA-N) and on the right (proPSA and BPSA).  

2.2.3 Precursor forms of PSA (proPSA) 

The pro-sequence of PSA consists of seven N-terminal amino acids which are cleaved by 
hK2, trypsin or other proteases to form the enzymatically active mature PSA. The process 
is very rapid and efficient as no proPSA have been found in seminal plasma (Mikolajczyk 
et al., 2001). In the prostate tissue and in the serum of prostate cancer patients PSA forms 
with different number of pro-sequence amino acids have been found. The number of the 
remaining amino acids is depicted by a negative number: [-7] referring to the full length 
pro-sequence and [-1] for the last amino acid before the mature PSA sequence starts. Most 
common proPSA forms are [-7], [-5], [-4] and [-2] while the forms [-6] and [-3] have not 
been found (Peter et al., 2001). All proPSA forms are inactive but the [-5] and [-4] 
proPSA forms can be activated with hK2 or trypsin while the [-2]proPSA cannot 
(Mikolajczyk et al., 2001). This probably enhances [-2]proPSA stability both in the 
prostate tissue and in the blood circulation making it a potential marker for prostate cancer 
(Chan et al., 2003; Khan et al., 2003; Mikolajczyk et al., 2001). 
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Immunoassays recognizing different proPSA forms have been developed. An assay that 
measures [-7] and [-5] forms simultaneously, i.e. [-5,-7]proPSA assay, as well as assays 
for [-4] and [-2]proPSA forms have been developed by Hybritech Inc. (San Diego, USA), 
a Beckman Coulter subsidiary (Khan et al., 2003; Mikolajczyk et al., 2004; Mikolajczyk 
et al., 2001; Sokoll et al., 2003; Sokoll et al., 2008). The assays have minimal cross-
reactivity with other proPSA forms. Another assay for [-5,-7]proPSA was developed by 
Humboldt University (Berlin, Germany) in collaboration with Roche Diagnostics 
(Penzberg, Germany) (Bangma et al., 2004; Hösel et al., 2002; Lein et al., 2005).  

Several studies investigating the clinical potential of different proPSA forms have been 
conducted. Most of them have been rather small-scale and preliminary in nature (Bangma 
et al., 2004; de Vries et al., 2005; Khan et al., 2003; Khan et al., 2004; Mikolajczyk et al., 
2004; Naya et al., 2004; Naya et al., 2005; Sokoll et al., 2003; Sokoll et al., 2008). In a 
larger study (n = 1091) Catalona et al. found that using the ratio of summed 
concentrations of proPSA forms to fPSA concentration (%pPSA) improved the specificity 
of cancer detection over F/T PSA in men with a tPSA range of 2–10 ng/mL and that 
higher [-2]proPSA/fPSA ratios were associated with more aggressive cancer in cancer 
patients (Catalona et al., 2003; Catalona et al., 2004).  

The results from studies measuring the [-5,-7]proPSA in cancer patients have not showed 
that this form would have clinical significance over F/T PSA (Bangma et al., 2004; 
Catalona et al., 2003; Lein et al., 2005; Stephan et al., 2006c) despite some contradictory 
data (Miyakubo et al., 2009; Stephan et al., 2007). Therefore, the recent studies have 
concentrated on the clinical utility of [-2]proPSA. 

A common observation in most of the studies is that none of the proPSA forms is 
clinically useful as a single marker but rather in combination with either fPSA or tPSA (or 
both). The median concentration of [-2]proPSA in  serum is approximately 14 pg/mL 
ranging from 1 pg/mL to nearly 100 pg/mL. The [-2]proPSA/fPSA ratio is approximately 
1.5% ranging from under 0.5% to 6% and the ratio tends to be higher in cancer patients 
than in men without cancer (Guazzoni et al., 2011; Sokoll et al., 2010). Recently, more 
evidence of the true clinical value of [-2]proPSA has accumulated after the launch of the 
automated p2PSA immunoassay by Beckman Coulter. The studies consistently show that 
[-2]proPSA has additional value in predicting prostate cancer risk at initial biopsy and it 
could help in reducing unnecessary biopsies either as a ratio to fPSA or in a mathematical 
formula called "Beckman Coulter prostate health index" or phi. In the formula the 
concentration of [-2]proPSA has been combined with fPSA and tPSA concentrations. The 
phi is discussed in more detail in chapter 2.5.1. (Catalona et al., 2011; Guazzoni et al., 
2012; Guazzoni et al., 2011; Isharwal et al., 2011; Jansen et al., 2010; Le et al., 2010; 
Sokoll et al., 2010; Stephan et al., 2009b) 

More controversial data has been reported regarding the value of [-2]proPSA in predicting 
the aggressiveness of the prostate cancer. For example, Sokoll et al. reported  
[-2]proPSA/fPSA to be related with cancer aggressiveness in 245 prostate cancer patients 
(Sokoll et al., 2010) but Jansen et al. state that it has limited additional value in 
identifying aggressive prostate cancer in 756 studied men of whom 400 were cancer cases 
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(Jansen et al., 2010). Catalona et al. and Guazzoni et al. have reported the ability of either 
phi or [-2]proPSA/fPSA to predict high-grade cancer (Catalona et al., 2011; Guazzoni et 
al., 2012) even though Guazzoni et al. were more cautious in their conclusions regarding 
the relationship. In their earlier study of 268 men they found [-2]proPSA/fPSA to correlate 
with Gleason score but unable to improve the prediction of Gleason score of the prostate 
cancer in the biopsy (Guazzoni et al., 2011). In the artificial neural network model created 
by Stephan et al. the inclusion of [-2]proPSA into the model improved prostate cancer 
detection and could replace prostate volume and DRE information in it (Stephan et al., 
2009b). Similar results were reported by Guazzoni et al. (2011) who reported the 
predictive accuracy of [-2]proPSA/fPSA and phi to exceed, for example, that of PSA 
density (see chapter 2.2.2).  

2.2.4 Intact free PSA (fPSA-I) 

The intact free PSA, or fPSA-I, is a PSA form which does not have an internal cleavage at 
the Lys145/Lys146 (Nurmikko et al., 2000). The fPSA-I immunoassay is based on a 
unique antibody 4D4 (or 5C3) which does not recognize the PSA with cleavage at this 
site. The cleavage may also occur at Lys146/Leu147 (Chen et al., 1997; Vegvari et al., 
2012) which is not recognized by the 4D4 either. For simplicity, in this thesis the site 
Lys145/Lys146 is used to refer to both possible sites. The cleavage at Lys145/Lys146 is 
probably the most common nicking site with or without other cleavages at Arg85/Phe86 
or Lys182/Ser183 (Christensson et al., 1990; Linton et al., 2003; Mattsson et al., 2008; 
Noldus et al., 1997). The immunoassay recognizes both proPSA and mature PSA which 
may be in either inactive (Christensson et al., 1990; Zhang et al., 1995) or active form. 
Active PSA is found in very low amounts (~3% of fPSA) in the circulation (Niemelä et 
al., 2002). As it is possible that, for example, cleavage at Lys182/Ser183 exists without a 
cleavage at Lys145/Lys146 (Linton et al., 2003) the fPSA-I fraction is not fully intact 
PSA (i.e. PSA without any internal cleavages) but it is not clear whether the proportion of 
PSA with nicks somewhere else but not at Lys145/Lys146 is clinically significant. In 
seminal plasma the proportion of PSA with cleavage at Lys182/Ser183 but without one at 
Lys145/Lys146 is estimated to be approximately 10% so the proportion of it in blood 
circulation is likely to remain below or rise to 10% at the most (Linton et al., 2003). 

The first clinical studies assessing the value of fPSA-I suggested that the fPSA-I/fPSA 
ratio (I/F PSA) would help in discriminating men with and without cancer or benign 
disease (Niemelä et al., 2002; Nurmikko et al., 2001). The average serum fPSAI 
concentration is generally between 0.4 and 0.6 ng/mL and the short-term intra-individual 
variation of fPSA-I seems to be rather small (Christensson et al., 2011). The change in the 
fPSA-I concentrations over a longer time period, i.e. fPSA-I velocity, is unlikely to 
facilitate predicting prostate cancer in biopsy (Vickers et al., 2009).  

The fPSA-I concentration as a single marker has not been significant in predicting the 
presence of prostate cancer. fPSA-I amounts to approximately 40–60% of fPSA and its 
ratio to fPSA is generally higher in cancer patients than in men without cancer (Gupta et 
al., 2010; Niemelä et al., 2002; Nurmikko et al., 2001; Vickers et al., 2010a; Vickers et 
al., 2008). In a study of Steuber et al. (2005) fPSA-I concentration was not predictive of 
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prostate volume but it seemed to be associated with cancer volume despite the lack of 
statistical significance (Steuber et al., 2005).  

Later studies involved examination of large screening cohorts participating the European 
Randomized study of Screening for Prostate Cancer (ERSPC). Based on 740 screened 
men with elevated tPSA in Gothenburg, Sweden, a statistical model including fPSA-I as 
well as age, tPSA, fPSA and hK2 was developed for predicting the outcome of the initial 
biopsy. The model was able to significantly reduce the number of unnecessary biopsies, 
the reduction being 57% if a 20% risk of cancer would have been used as an indication for 
biopsy (Vickers et al., 2008). Later studies confirmed these results in the previously 
unscreened men (Vickers et al., 2010a) but also in recently screened men (Vickers et al., 
2010b; Vickers et al., 2010c). fPSA-I is an essential part of the panel as demonstrated by 
the decrease in the predictive accuracy when fPSA-I is removed (Vickers et al., 2011). 
The kallikrein panel is described and discussed in more detail in chapter 2.5.1.  

2.2.5 Nicked free PSA (fPSA-N) 

Nicked free PSA is defined as the fraction of free PSA containing the internal cleavage at 
Lys145/Lys146, thus being the fraction which is unrecognizable by the antibody 4D4 (or 
5C3). As discussed in the previous chapter regarding fPSA-I (2.2.4) this cleavage may be 
the only one but it may also exist together with other internal cleavages. In various studies 
the fPSA-N concentrations have been calculated by subtracting fPSA-I concentrations 
from fPSA concentrations because there has not been a direct fPSA-N immunoassay 
available. A prototype of a direct fPSA-N assay was developed by Pauliina Niemelä in her 
doctoral thesis (Niemelä, 2002) and the assay was further optimized and published (IV) 
during this study. 

BPH nodules and hyperplastic tissue in general contain more internally cleaved forms of 
PSA than proPSA forms or mature inactive PSA (Chen et al., 1997; Mikolajczyk et al., 
2000b). The biological reason for this is currently unknown but it is thought that PSA is 
exposed to different proteases in the prostate tissue before diffusion to blood circulation. 

The clinical value of fPSA-N seems to be in discriminating BPH patients from prostate 
cancer patients. Especially, the ratio of fPSA-N to tPSA (N/T PSA) has been significant in 
predicting the presence of benign enlargement of the prostate (Niemelä et al., 2002; 
Nurmikko et al., 2001; Steuber et al., 2002). Ever since the first studies it has seemed 
evident that fPSA-N values as such are not of clinical value for individual patients but in a 
statistical combination with tPSA and fPSA the value might be much greater (Steuber et 
al., 2005; Steuber et al., 2002). As fPSA-N concentrations have been calculated from 
fPSA and fPSA-I concentrations either fPSA-N or fPSA-I has usually been excluded from 
the models to avoid problems that might be caused by their strong correlation with each 
other, or multicollinearity. In studies by Steuber et al. (2005 and 2007) fPSA-N was used 
in multivariate models. First, fPSA-N was found to be a significant predictor of prostate 
transition zone volume which is the common site for benign enlargement of the prostate 
(Steuber et al., 2005). In the second study (Steuber et al., 2007a), N/T PSA was found to 
be a strong univariate predictor of initial biopsy outcome, and fPSA-N was chosen into a 
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multivariate model with tPSA, fPSA and different forms of soluble urokinase plasminogen 
activator receptor (suPAR). fPSA-N was not an independent predictor in the model but 
provided additional diagnostic information. Also, it has been shown that the change in the 
fPSA-N concentrations over time, i.e. fPSA-N velocity, is not predictive of prostate cancer 
(Vickers et al., 2009). In the same study, a logistic regression model including age, tPSA 
and fPSA-N had a better diagnostic performance (in terms of AUC, see chapter 2.5.1 for 
explanation) than age and tPSA combined with either fPSA, F/T PSA, fPSA-I or hK2. 

2.2.6 Benign PSA (BPSA) 

Benign PSA (BPSA) has a distinctive internal cleavage at Lys182/Ser183 which occurs 
most often together with a cleavage at Lys145/Lys146 as well as other cleavages.  
A fraction of BPSA (10–30%) may be without the cleavage at Lys145/Lys146 as 
discussed in chapter 2.2.4. BPSA was found in BPH nodules in transition zone of the 
prostate (Mikolajczyk et al., 2000b) and later, after development of an immunoassay, in 
the serum of both BPH and prostate cancer patients comprising, on average, 25% of the 
fPSA fraction (Linton et al., 2003). The Beckman Coulter automated BPSA immunoassay 
is named Access BPHA assay and it is available for research use only (Stephan et al., 
2009a). 

The clinical value of BPSA seems to be much like that of fPSA-N. BPSA has been found 
to correlate with prostate volume (Canto et al., 2004; Naya et al., 2004). Thus, it may be 
more useful in discriminating BPH patients from prostate cancer patients than in a 
screening setting but the results from different studies are somewhat controversial (Jansen 
et al., 2010; Khan et al., 2004; Sokoll et al., 2008; Stephan et al., 2009a). Again, it is 
likely that this form of fPSA is not clinically useful alone but rather used in relation to 
tPSA, fPSA or [-2]proPSA or in combination with them in a statistical model (de Vries et 
al., 2005; Stephan et al., 2009a). The data regarding the ability of BPSA to predict 
aggressive cancers is also contradictory and no definitive conclusions can be made yet  
(de Vries et al., 2005; Jansen et al., 2010; Stephan et al., 2009a). 

2.2.7 Other free PSA forms 

Glycovariants 

The glycosylation patterns of proteins are different in cancer cells than in normal cells and 
this difference could be detected and used in diagnostics (Drake et al., 2010). PSA has one 
N-linked glycosylation site at Asn45 (Belanger et al., 1995) and different glycosylation 
patterns between normal, BPH and prostate cancer have been found (Li et al., 2011; 
Ohyama et al., 2004; Peracaula et al., 2003; Tabares et al., 2007; Tabares et al., 2006; 
White et al., 2009). It seems that in prostate cancer PSA forms contain less sialic acid and 
more fucose than BPH derived PSA (Dwek et al., 2010; Sarrats et al., 2010). The research 
on the clinical significance of different glycovariants of serum fPSA has been rather 
limited and it has been hindered by the technological obstacles due to the requirements for 
sensitivity (high PSA concentrations needed) or demanding technology which is not 
readily available (Dwek et al., 2010). Recently, enzyme-linked lectin assays (ELLAs) 
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have been published (Dwek et al., 2010; Meany et al., 2009), which may ease further 
studies to clarify the clinical significance of different glycovariants. 

Alternatively spliced variants 

Several different alternatively spliced variants of KLK3 gene have been found (David et 
al., 2002; Heuze et al., 1999; Heuze-Vourc'h et al., 2003; Pampalakis et al., 2008; Schulz 
et al., 1988; Tanaka et al., 2000). Many of them have been detected on mRNA level but 
only a few on protein level in prostate tissue or prostate cancer cell lines (David et al., 
2002; Heuze-Vourc'h et al., 2003; Kumar et al., 2000). To date, there are only 
speculations that these protein variants could be present also in blood circulation but 
whether they would have any clinical significance remains to be seen. 

2.3 Kallikrein-related peptidase 2 (hK2) in prostate cancer 
diagnostics 

2.3.1 Structure and function of hK2 

Human kallikrein-related peptidase 2 (KLK2, hK2) shares 79% of its amino acid sequence 
with PSA (Schedlich et al., 1987) as well as many epitopes which are recognized by 
antibodies developed originally against PSA (Piironen et al., 1998). Like PSA, it is 
produced almost exclusively in the prostate and secreted into the prostatic fluid 
(approximately 0.1–2% of PSA concentrations). hK2 has trypsin-like substrate specificity 
and it is thought that hK2 activates proPSA in the semen but it may also cleave 
semenogelins. (Deperthes et al., 1995; Deperthes et al., 1996; Kumar et al., 1997; 
Lovgren et al., 1997; Magklara et al., 2000; Takayama et al., 1997). In seminal plasma 
hK2 forms a complex with PCI (SERPINA5) within ten minutes and this complex is the 
major form found in semen (Deperthes et al., 1996; Grauer et al., 1996; Heeb and Espana, 
1998). In addition, hK2 has most probably an important role in activating other kallikreins 
and proteins in enzyme cascades (Lawrence et al., 2010). 

Unlike PSA, most of the serum hK2 is in free form but some of the hK2 forms complexes 
with ACT (Becker et al., 2000a; Black et al., 1999; Grauer et al., 1998). The complex 
with PCI has not been found in serum (Grauer et al., 1998) and a possible complex with 
A2M would not be detectable by conventional immunoassays. There is a lack of 
information about other complexed hK2 forms in serum. The free hK2 (fhK2) may occur 
in serum as a mature form as hK2 is able to autoactivate (Denmeade et al., 2001; 
Mikolajczyk et al., 1997b). It is also probable that nicked forms of fhK2 are present in the 
blood circulation (Lovgren et al., 1999; Mikolajczyk et al., 1999). Due to the close 
resemblance between hK2 and PSA it is likely that other fhK2 variants similar to fPSA 
variants exist. There may be variation in length of the peptide backbone and in 
glycosylation, splicing or nicking. Despite the majority of the circulating hK2 being in 
free form, the ratio of fhK2 to total hK2 (thK2) seems to vary between 15–100% 
(Vaisanen et al., 2004; Vaisanen et al., 2006).  
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In general, hK2 concentrations in blood are less than 2% of tPSA concentrations which 
requires very sensitive assays for detection of circulating hK2. As the covariation of PSA 
and hK2 in circulation is < 60% and their immunohistochemical expression patterns in 
prostate tissue are different, hK2 is considered to be independent of PSA as a potential 
marker (Charlesworth et al., 1997; Piironen et al., 1996a; Tremblay et al., 1997). 

2.3.2 Total and free hK2 in prostate cancer diagnostics 

It has been found in several studies that hK2 concentrations are elevated in patients with 
prostate disorders. Whether measuring hK2 concentrations is of an independent clinical 
value has been a more controversial issue. There are studies that report hK2 measurement 
being helpful in discriminating prostate cancer patients from non-cancer patients and other 
studies where hK2 has been shown to add information in predicting the cancer stage or 
grade pre-operatively (Becker et al., 2003; Haese et al., 2001; Kwiatkowski et al., 1998; 
Recker et al., 1998). But there are also contradicting results for both cases (Bangma et al., 
2004; Kurek et al., 2004; Stephan et al., 2006a; Steuber et al., 2007a). So far it seems that 
hK2 is most useful in combination with fPSA or other PSA forms. This has been 
supported by studies in screening settings which aimed at the prediction of cancer risk in 
biopsy (Becker et al., 2000b; Nam et al., 2000; Raaijmakers et al., 2007; Vickers et al., 
2010a; Vickers et al., 2008) and also in radical prostatectomy patients for predicting 
cancer aggressiveness and biochemical recurrence of the cancer (Haese et al., 2001; Haese 
et al., 2005; Steuber et al., 2006; Steuber et al., 2007b; Wenske et al., 2009). The 
kallikrein panel including thK2 is discussed in more detail in chapter 2.5.1.   

In these studies, often only thK2 has been measured. Both of the two most commonly 
used immunoassays are for research-use only (Becker et al., 2000a; Blijenberg et al., 
2003; Finlay et al., 2001; Piironen et al., 1996a; Vaisanen et al., 2004). There are 
differences in the assay constructs and standardization (discussed in chapter 2.4.2) which 
may partly explain the contradictory results. The intraindividual variation seems to be 
rather low (Christensson et al., 2011) at least in the short term. There is a lack of 
information on different fhK2 forms and the ability of different assays to recognize them 
or thK2 in equimolar fashion. So far it seems that measuring fhK2 does not offer 
additional information on thK2 (Steuber et al., 2007b; Vaisanen et al., 2004; Vaisanen et 
al., 2006) but the number of studies is so low that no final conclusion can be drawn yet. If 
new information regarding all possible fhK2 forms is discovered fhK2 may again become 
more interesting from a clinical point of view. 

2.4 Challenges with immunoassays 

2.4.1 Immunoassay interference 

Analytical interference is an error in the measurement caused by the sample component 
which is not, by itself, producing a signal in the assay. Immunoassay results may be 
falsely high or low due to different factors. The sample handling (too early centrifugation, 
freezing and thawing) and storage (temperature, time) as well as the nature of the sample 
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(serum or anticoagulated plasma) may affect the measurement. The sample may contain 
fat, debris, clots or aggregates of fiber that interfere with the measurement (Selby, 1999). 

Clinical impact of assay interference 

It is important to recognize the possibility of false results especially when the clinical 
decision depends on the test result. There are unfortunate cases of misdiagnosis and 
mistreatment due to false immunoassay results (Cole et al., 1999; Ismail et al., 2002). The 
problem is pronounced for the very sensitive assays where even a slightest signal is 
significant. 

In the normal clinical setting where men are tested for PSA level a slight increase or 
decrease in the PSA concentration is probably insignificant if the level stays below the 
commonly used thresholds of 3 or 4 ng/mL. If the false signal is markedly high it may 
lead to unnecessary biopsies but as the final decision on treatment is not based solely on 
the PSA value the chance of mistreatment will decrease. Only in the case where the 
prostate cancer patient has been treated by radical prostatectomy and the possible 
recurrence is followed by regular PSA measurements even an increase from 0.01 ng/mL to 
1 ng/mL may cause unnecessary treatment. There are some reported cases where the PSA 
concentration was falsely elevated due to assay interference after a radical prostatectomy 
(Camacho et al., 2002; McAuley et al., 2002; Park et al., 2007) but the patient was 
unnecessarily treated for recurrent cancer only in a few cases (Fritz et al., 2009; Morgan 
and Tarter, 2001).  

Antibody-binding components in blood 

Different antibody binding components in the blood cause interference especially in two-
site immunoassays (Figure 3). A falsely high signal occurs when the tracer antibody is 
bound to the capture antibody through the interfering factor when no antigen is bound to 
the antibodies. A falsely low signal occurs when either the capture or tracer antibody is 
incapable of binding the antigen because of the interfering factors. The most common 
interfering factors are either complement factors or different immunoglobulins produced 
by human immune system. 
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Figure 3. Immunoassay interference in two-site immunoassays. The desired signal from 
the complex of antigen and assay antibodies is shown on the far left. Positive assay 
interference bridges the labeled tracer antibodies unspecifically to the capture antibody. 
Negative assay interference prevents the formation of the desired complex by blocking the 
required binding sites of the antibodies. 
 

Complement activation involves binding of the complement proteins to the Fc-part of 
aggregated IgG molecules. It is natural that in immunoassays where a solid phase is 
occupied by stacked IgG molecules the complement may attach to the surface and either 
block the binding of the antigen by steric hindrance and cause a falsely low signal or also 
the tracer antibody forming a bridge resulting in a falsely high signal. (Baatrup et al., 
1986; Kapyaho et al., 1989) 

Rheumatoid factors are human autoantibodies of any class but mainly IgM which 
recognize the Fc part of human immunoglobulins. They may also recognize 
immunoglobulins from other species and thus cause interference in the immunoassays. 
The rheumatoid factors are present in approximately 70% of rheumatoid arthritis patients 
but they are also present in patients with other autoimmune diseases and in about 5% of 
normal population (Courtenay-Luck et al., 1987; Wolfe et al., 1991). 

Heterophilic antibodies are human antibodies of any subclass which bind to any part of 
murine (or other animal) antibody, are of sufficient titer and affinity to have an 
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analytically significant effect and there is no known immunogen (Bjerner, 2005; Kaplan 
and Levinson, 1999). They are differentiated from the specific antibodies against animal 
antibodies (human anti-animal antibodies, HAAA) which are caused by for example 
therapeutic or imaging use of animal antibodies (the immunogen is known) or sometimes 
when the patient has a history of handling animals. The in vivo use of mouse antibodies 
for treatment or diagnostics is common and will cause the immune system to produce 
human anti-mouse antibodies (HAMAs) which may be very specific for the antibody used 
but may sometimes be of less specificity and interfere with the immunoassays even 
though the administered antibody is not used in the assay. (Kaplan and Levinson, 1999; 
Kricka, 1999).  

The heterophilic antibodies are mainly of IgM class and they may be specific to murine 
IgG subclass (Bjerner et al., 2005). Thus they are prone to bind to the tightly stacked 
mouse monoclonal IgGs bound on the solid surface of the assay. They, as well as the 
specific HAMAs, often bind to the Fc part of the antibody (Bjerner et al., 2002; Thorpe et 
al., 2003).   

The frequency estimations of the heterophilic antibodies and HAAAs differ depending on 
the population and assay method used. The reported frequencies vary from 3.4% to 52% 
(Bjerner et al., 2002; Boscato and Stuart, 1986; Frengen et al., 1994; Hawkins et al., 1980; 
Koshida et al., 2010; Ward et al., 1997) and even a prevalence of 0.53% has been reported 
(Ismail et al., 2002) but the latter study was conducted with commercial assays in which 
the interference may have been reduced by blockers in the assay reagents. 

Autoantibodies against the antigen may cause falsely low signals by inhibiting the binding 
of the antigen to the assay antibody. This problem has been found for example in 
immunoassays measuring a cardiac marker troponin I (Eriksson et al., 2005). There are 
also reports of autoantibodies towards PSA both in BPH (Zisman et al., 1995) and prostate 
cancer patients (McNeel et al., 2000) but their impact on the measured PSA levels remains 
uncertain.  

Removing interference  

The most common way to reduce the assay interference is to use different blocker agents 
in the assay buffer. Most unwanted protein-protein interactions are avoided by adding 
bovine serum albumin (BSA) and detergents, such as polysorbates. 

The complement is a problem mainly for fresh serum samples and complement activity 
progressively decreases when the samples are stored at +4 °C or when the samples are 
diluted. Also, as Ca2+ ions are needed to activate the complement the use of EDTA plasma 
prevents the interference caused by the complement. (Kapyaho et al., 1989; Weber et al., 
1990). 

Adding an excess of different immunoglobulins, like bovine gammaglobulin, into the 
assay buffer reduces the interactions between immunoglobulins and proteins binding to 
them (Figure 4). Assays with mouse antibodies usually benefit from an addition of either 
mouse serum or purified unspecific mouse immunoglobulins (often IgG). These scavenger 
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antibodies should prevent the binding of the heterophilic and other antibodies in the 
sample to the assay antibodies. Specific commercial blockers are available, for example 
MAK-33 (Roche Molecular Biochemicals) and HBR (Heterophilic Blocking Reagent, 
Scantibodies) of which MAK-33 is an irrelevant mouse monoclonal IgG and HBR  
a mouse monoclonal IgG against human IgM. Denaturation or polymerization of the 
blocking agents have been found to enhance blocking efficiency (Bjerner et al., 2002; 
Lenz et al., 1990). 

 
Figure 4. Removing immunoassay interference. Scavenger antibodies can be used to 
remove assay interference by having an excess of them together with the sample. The 
interfering factors are expected to bind the scavenger antibodies instead of the capture and 
tracer antibodies. The interfering factors often recognize the Fc part of the antibody and 
thus, the use of capture or tracer antibodies as antibody fragments without the Fc part 
(F(ab')2 or Fab fragments) reduces the assay interference. 
 

Redesigning the assay may help in reducing interference problems. Selecting antibodies of 
different animal origin or subclass has been shown to have some effects  (Hennig et al., 
2000; Larsson et al., 1992) as has the use of chimeric antibodies (Kuroki et al., 1995). The 
most efficient way to reformulate an assay to reduce the interference is to use antibody 
fragments lacking the Fc part because it is the portion to which the complement proteins 
and most of the heterophilic antibodies and rheumatoid factors most often bind. 
Enzymatically produced or recombinant Fab or F(ab')2 fragments as well as recombinant 
scFv fragments have, in several studies, been shown to be effective even though this will 
not eliminate the interference completely (Bjerner et al., 2002; Csako et al., 1988; Vaidya 
and Beatty, 1992; Warren et al., 2005). The most efficient removal of interference is most 
likely accomplished by combining the use of antibody fragments and at least some 
immunoglobulin blocker in the buffer. 

The HAMAs (and other HAAAs) may be very specific for the particular antibody which 
has been administered to the patients and these administered antibodies should not be used 
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in assay constructs. After repeated administrations the HAMAs may develop a specificity 
against the antigen-binding site (idiotype) of the administered antibody and as a 
consequence they may start to compete with the actual antigen for the binding to the assay 
antibodies (Frodin et al., 1992; Reinsberg and Nocke, 1993). This causes negative 
interference which may be very difficult to detect. The situation is similar when there are 
autoantibodies against the antigen. If this is suspected the presence of the anti-idiotypic or 
autoantibodies may be verified by recovery tests with known amounts of the antigen 
added to the sample. If the assay result is significantly different from the expected value 
some kind of negative interference may be present. The only way to achieve the correct 
value is to remove all immunoglobulins from the sample by, e.g., chromatography 
(Turpeinen et al., 1990). 

2.4.2 Standardization and different assay constructs 

PSA 

Many antibodies recognizing PSA were originally raised against fPSA purified from 
seminal plasma and, therefore, they may prefer binding to fPSA instead of PSA-ACT. 
This non-equimolar recognition becomes a problem because samples from patients with 
BPH or other benign conditions have more fPSA and thus the tPSA concentration may 
appear to be higher than the actual value (Semjonow et al., 1996). Similar problems may 
occur in assays in which the binding reactions of antigen to antibody are not allowed to 
reach equilibrium state and if the rate of binding is different for fPSA and PSA-ACT 
(McCormack et al., 1995). The problem of non-equimolarity was one of the main reasons 
different assays to give different tPSA concentrations even for the same sample (Graves, 
1993a; Graves, 1993b). To address this problem 83 PSA antibodies were characterized in 
an antibody epitope mapping workshop which was organized by the International Society 
of Oncology and BioMarkers (ISOBM) in the late 1990's (Stenman et al., 1999).  

A further problem, differential standardization of assays, was another major cause for 
different results and in 2000 WHO launched the First International Standard for PSA 
(free) and also for PSA (90:10). Both originate from seminal plasma and the latter is a 
mixture of PSA-ACT (90%) and fPSA (10%). (Rafferty et al., 2000)  

The use of the WHO calibration has diminished the variation between different assays but 
still the concentrations are not fully interchangeable preventing, for example, the adoption 
of uniform recommendations for tPSA (or F/T PSA) thresholds for biopsy indication (Kort 
et al., 2006; Roddam et al., 2006; Stephan et al., 2006b). The reason for this discrepancy, 
apart from calibration, is most likely in the different assay constructs – different antibodies 
and procedures (Semjonow et al., 2000). For example, antibodies may have different 
affinities and in the procedures the incubation times may vary. 

As stated, there may be clinical consequences of the methodological differences. For 
example, the Beckman Coulter original Hybritech Tandem-R calibration has been widely 
used and now the company is offering both the original and the WHO calibration for their 
PSA assays. By using the WHO calibration the results are approximately 20 to 25% lower 
than using the conventional Hybritech calibration (Fillee et al., 2010; Jansen et al., 2008; 
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Stephan et al., 2008). This would also have clinical implications if the currently used 
threshold for further examinations is not adjusted accordingly. 

There are many statistical models which are used to predict cancer risk before the initial 
biopsy and Stephan et al. studied whether different risk nomograms are predictive if the 
tPSA or fPSA concentrations are measured with an assay different from the one used for 
creating and validating the model (Stephan et al., 2011). The differences were large and 
could lead to unacceptable variation in prostate cancer risk estimations. Especially the 
fPSA measurements seem to be prone to variation, whether calibrated according to WHO 
calibration or not, (Kort et al., 2006; Semjonow et al., 2000; Stephan et al., 2006b; 
Stephan et al., 2011) and thus the calculation of F/T PSA should be made from previously 
studied combinations of assays to draw any conclusions. The fPSA variation in 
measurements may be caused by the differential recognition of the various fPSA forms 
found in blood. In general, each assay should have its own reference ranges and when a 
statistical model is used the assay should be the same that was used for the development 
and validation of the model. The clinical laboratory should inform clinicians if the assay 
method used by the laboratory is changed and provide the PSA concentrations from both 
assays for a while to familiarize the clinician with the new method.  

hK2 

There is no international standard material to calibrate hK2 assays. Recombinant ek-rhK2 
which has mutated pro-sequence to prevent autoactivation (Lovgren et al., 1999), was 
recommended as a potential standard material due to its ability to improve the agreement 
between the Hybritech (Beckman Coulter) thK2 assay and time-resolved fluorometric 
assay for thK2 developed by research groups in Scandinavia (Haese et al., 2003c). There 
are significant differences between the two assays even after common calibration and the 
results are, most likely, not interchangeable. The reason for the differences between the 
assays may be in the possible different hK2 forms in the blood, assay constructs or other, 
for example sample related issues.  

2.4.3 Stability of PSA and hK2 in sample material 

If handled and stored appropriately, total PSA is rather stabile in both serum and 
anticoagulated plasma, even for several years but fPSA seems to be more vulnerable to 
degradation especially in serum (Pettersson et al., 1995; Piironen et al., 1996b; Ulmert et 
al., 2006; Woodrum et al., 1996). Of the different fPSA forms the stability of fPSA-I and 
[-2]proPSA have been studied and they seem to resemble fPSA in their stability 
characteristics, tending to degrade faster in serum. Therefore, either fast measurement, 
freezing or collection of anticoaculated plasma is recommended to retain the protein 
concentration (Nurmikko et al., 2001; Semjonow et al., 2010). 

There is little published information regarding the long-term stability of hK2. The stability 
study made with the Hybritech (Beckman Coulter) hK2 assay suggests that hK2 is rather 
stabile in serum but should be measured soon after blood draw or, for long term storage, 
should be kept at –70 °C (Finlay et al., 2001). For the time-resolved fluorometric assay 
(Vaisanen et al., 2004) the short term stability seemed to be generally good both at +4 °C 
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(over three weeks) and at room temperature (up to 120 h) in either serum or heparin, 
EDTA or citrate plasma. However, hK2 concentration in individual samples could 
fluctuate even up to 2.5 fold during the storage at room temperature (V. Väisänen, 
unpublished results). 

2.5 Diagnostic tools for prostate cancer 

2.5.1 Statistical models 

Regression models and artificial neural networks 

Linear and logistic regression models as well as artificial neural networks (ANNs) are 
some of the most common statistical models used in the studies regarding the prostate 
cancer diagnostics. Linear regression is used not only for calculating standard curves but 
also for estimating whether some other factors (variables) may affect the linear 
relationship of variables x and y. For example, it is known that PSA values increase with 
age and it is possible to fit a linear function to a data set consisting of the PSA 
concentration and age of a group of men (y = a + bx, where y is PSA concentration, x is 
age, a is constant and b is coefficient). It is possible to study whether prostate volume has 
a relationship with PSA concentration when the effect of age is taken into account. This is 
done by adding another variable b2x2 to the equation where b2 is the regression coefficient 
implicating the value or effect of the new variable x2 (prostate volume) in the model. 
There may be several variables and they can be chosen so that only (clinically relevant) 
statistically significant variables are left in the final model. Because linear regression is 
used for studying the association of, for example, biomarkers and linear parameters of the 
disease, it is not usually used to classify individuals into different groups (with or without 
cancer risk etc.). The variables' value in discrimination of groups of individuals may be 
further studied by other methods like logistic regression or ANNs.  

Logistic regression is used to predict a probability of an event which may or may not 
happen, i.e. it has two values (0 or 1). For example, a patient either has a cancer or he does 
not or, the cancer is either organ-confined or non-organ-confined. The function fitted to 
the data is a logistic function f(z) = ez / (1+ ez) where variable z is consisting of i number 
of risk factors bixi (plus the intercept term b0). Again, bi is the regression coefficient 
implicating the effect of each variable in the model. Similarly to linear regression, the 
final model can be chosen to include only statistically (and clinically) significant 
variables. 

ANNs are more complicated functions which have more parameters than logistic 
regression. The possible interaction of variables (i.e. variables are affecting each other) 
and nonlinear relationships are taken into account. The ANN is trained with a set of data 
to find (complex) patterns in the data, and after this learning phase, it can be applied to 
another set of data to predict, for example, the risk of cancer. There is no possibility to 
evaluate the significance of a single variable in the ANN model and in that sense the ANN 
is considered a "black box" (Cammann et al., 2011). 
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Model characteristics 

There is a risk of over-fitting which means that the model may predict the outcome 
perfectly in the training set of data but when it is applied to another set the it does not 
predict the outcome anymore. For this reason there should be a validation data set where 
the outcome is known as in the training set but which consists of new observations. In this 
way the model functionality can be checked independently. Usually the original data set is 
divided into training and validation sets, which means that the number of observations 
needed is rather high. Even if the model has been internally validated in this manner it 
may not be directly applicable to a totally new data set, such as another population. For 
example, the model may have been developed based on European patients but it is not 
self-evident that it will work correctly when used for North American patients due to 
differences in populations. For using the model in another population it has to be validated 
externally for the population in question. 

The quality of a prediction model can be estimated by how good the model is in 
discriminating the two groups (healthy and cancer patients) and how well the model is 
calibrated meaning the extent to which the probabilities predicted by the model actually 
agree with the observed probabilities (or outcomes). Common terms to describe diagnostic 
methods are explained in the Table 4. 

Table 4. The terms used to describe a diagnostic method. 

 

The model's ability to discriminate two groups is commonly visualized with a receiver-
operating characteristic (ROC) curve where sensitivity is plotted against false positive rate 
(1 – specificity) and expressed as the area under the ROC curve (AUC, see Figure 5). The 
AUC of 0.5 means that the model does not discriminate the two groups (the same as a flip 
of a coin). The higher the AUC above 0.5, the better the discriminatory power of the 
models are. The shape of the curve may be different for two models even though the 
AUCs are the same meaning that the models' ability to separate the groups at a given 
sensitivity may be different. This makes the comparison of the models somewhat more 
difficult. Also other relating numbers, for example, positive and negative predictive values 
(PPV and NPV, see Table 4.) and specificities at certain sensitivity levels can be used to 
describe the model performance. The calibration can be evaluated, for example, by 
quantile-quantile plots where the distributions of the predicted and observed probabilities 
are plotted. If the distributions are similar the points align on a diagonal (45°) line. If the 
points do not lie on this line, the position of those points show whether the model under- 

no cancer cancer
Negative predictive value: 

          true negatives           
true negatives + false negatives

Positive predictive value: 

            true positives            
false positives + true positives

Specificity: Sensitivity:
            true negatives                        true positives            

true negatives + false positives false negatives + true positives

Condition ("truth")

Test result

no cancer true negatives false negatives

cancer false positives true positives
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or overestimates the prostate cancer risk, and whether this is general or just in certain 
areas. 

 
Figure 5. Receiver-operating characteristic (ROC) curve and AUC. The ROC curve 
illustrates the discrimination of two groups (patients with and without cancer) by 
parameters, which are in this example the Model 1 (dotted line) and Model 2 (dashed 
line). The reference line (solid line) shows the situation where there is no discrimination. 
The area under the ROC curve (AUC) is in this case 0.5. Of the models, the Model 2 can 
discriminate the two groups better as the line is closer to perfect discrimination (the upper 
left corner) than the line of Model 1. The AUC of Model 2 is higher than that of Model 1 
(exact AUCs have not been calculated). 

Comparing models 

Whether one model discriminates the groups better than the other can be evaluated by 
comparing the AUCs of the two models on same data (or on different data if the models 
are being validated externally). The model with the larger AUC discriminates the groups 
better statistically (see Figure 5). This does not necessarily mean that the other model is 
clinically more useful.  

The clinical value can be evaluated by a decision curve analysis (Vickers and Elkin, 2006) 
which takes into account the fact that each decision will have consequences which may be 
beneficial or harmful and that individuals may weigh those consequences differently.  
A common example of using decision curve analysis is a situation where, after PSA 
measurement (and maybe also some clinical workup), a patient and a clinician consider 
whether the patient has a clinically significant prostate cancer risk and a biopsy should be 
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taken. As biopsy may have some negative consequences some men might want the biopsy 
taken if the cancer risk lies at or above 30% (threshold probability) while some may want 
to be biopsied if the risk lies at 10% or above, i.e. the men weigh the relative harm of a 
false-positive and false-negative predictions differently. The net benefit for each threshold 
probability is estimated by adding up the benefits (true positives) and subtracting the 
harms (false-positives). The latter is weighed by a factor which is derived from the 
threshold probability. In the decision curve (Figure 6) the net benefit is plotted on the  
y-axis and the threshold probability (estimated cancer risk by the model) is plotted on the 
x-axis. The curves of different models, including options of treating (biopsying) all or 
none, are drawn and the model having the highest net benefit at certain (clinically 
relevant) threshold probability or cancer risk (range) is the one that should be used. 

 
Figure 6. Decision curve analysis. The relative harms and benefits of the decision (biopsy 
or not) are expressed as net benefit and the threshold probability (probability to have 
cancer at biopsy) at which one might choose either alternative are plotted on the y- and  
x-axis respectively. In this example, should a man choose biopsy when the prostate cancer 
risk is 20% or higher, Model B would give the best net benefit while Model A would give 
the same result as biopsying all men. 

Models for predicting prostate cancer risk 

The models including PSA measurements in them (most of them are) seem to be tied to 
the PSA assay method (in addition to the population cohort) used while developing them. 
This was noted in a recent study where the predicted probabilities varied significantly if 
PSA values form other assays were applied (Stephan et al., 2011). This is an important 
issue to recognize when the models are utilized in clinical practice. 
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Kallikrein panel consists of measured concentrations of tPSA, fPSA, fPSA-I and thK2. A 
laboratory base model including age and tPSA and a clinical model including DRE in 
addition to the subject's age and tPSA were developed using multivariable logistic 
regression and compared with similar models with the additional three kallikrein forms 
(Vickers et al., 2008). The models were developed with the ERSPC screening cohort from 
Gothenburg, Sweden, comprising 740 men undergoing biopsy within the first screening 
round due to elevated tPSA of ≥ 3 ng/mL in order to study the kallikrein panel's ability to 
help in predicting the presence of cancer in the prostate biopsy (192 men had cancer). The 
result was that using this kallikrein panel a significant number of unnecessary biopsies 
could have been avoided. Using a 20% probability of prostate cancer as the threshold, 
57% or 60% of the biopsies could have been avoided using the laboratory or clinical 
models with kallikreins, respectively.  

A low number of cancer cases were missed (31 or 33 of 152 low-grade cases of cancer 
with laboratory and clinical models, respectively) and only few of them were high-grade 
cancers (3 or 1 of 40 high-grade cancer cases). In the decision curve analysis these full 
models including all kallikreins had better net benefit than the base models or base models 
with fPSA over the studied range of threshold probabilities (5–75%). These results were 
later repeated and thus externally validated with another ERSPC cohort form Rotterdam, 
The Netherlands (Vickers et al., 2010a). 

Additionally, the kallikrein panel also predicts the biopsy outcome in recently screened 
men (Vickers et al., 2010b; Vickers et al., 2010c) with elevated tPSA – a subgroup in 
which tPSA (or the base model including age) loses its ability to predict the biopsy 
outcome due to the tPSA based screening. The kallikrein panel has also been applied to 
men with previous negative biopsy (Gupta et al., 2010) and pre-biopsy work-up 
(Benchikh et al., 2010) and again, the number of unnecessary biopsies could be 
significantly reduced with only a few, mostly  low-grade cases of cancer missed. To study 
whether the kallikrein panel would truly help in reducing the over-diagnosis of early-stage 
and low-grade cancers the panel was applied to men who attended the Malmö Diet and 
Cancer study (Manjer et al., 2001) during 1991–1996 by providing a blood sample 
(Vickers et al., 2010e). Their cancer status at the end of year 2005 was used to calculate 
the number of men with tPSA ≥ 3 ng/mL, who would have been advised against biopsy if 
kallikrein panel had been used but who would have developed a clinically diagnosed 
cancer within 5 years after the blood draw. There would have been 21 in 1000 men with 
clinical cancer and only two of them would have been diagnosed with advanced cancer. 
Therefore, the use of the kallikrein panel could also reduce over-diagnosis and the model 
would reduce the number of biopsies by 42%. (Vickers et al., 2010e.) 

As it is notable that the kallikrein panel was developed with screening cohorts and with 
specific immunoassays there is no data on how the panel would work with referral patients 
(even though they might resemble the cohort with previous clinical work-up) or with PSA 
and hK2 concentrations measured with assays from other manufacturers. To date the 
fPSA-I and hK2 assays used in the kallikrein panel are not commercially available unlike 
the models discussed in the following chapters. 
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Prostate health index (phi) is a mathematical function developed by Beckman Coulter. It 
consists of measurement of tPSA, fPSA and [-2]proPSA (with p2PSA assay) and the 
concentrations are combined into a formula: ([-2]proPSA/fPSA) x √tPSA. The phi was 
launched in 2009 and to date only a few studies investigating the clinical significance of 
phi have been published. Generally, the published studies suggest that phi could help in 
discriminating prostate cancer patients from men without cancer (Catalona et al., 2011; 
Guazzoni et al., 2011; Jansen et al., 2010; Le et al., 2010). The increasing phi seems to be 
associated with increasing cancer risk and the AUCs for predicting prostate cancer in 
initial biopsy have been between 0.70 and 0.77, which indicated that phi discriminated 
patients better than using only tPSA or F/T PSA. At sensitivities around 90% the 
specificity of phi was 20–35% (in comparison to specificities of tPSA < 10% and F/T PSA 
10–23%). The phi is to be used only with Beckman Coulter PSA assays and there are 
separate reporting criteria for the Hybritech and WHO calibrated assays. The company 
provides three-class risk classification tables on their web site to help clinicians to 
interpret the phi result (Beckman Coulter, 2012). 

There are also several other prediction models but few of them have been validated 
externally (Schroder and Kattan, 2008; Shariat et al., 2008) and even fewer have gained 
popularity among urologists. The two of the most commonly used models are presented in 
the following chapter because there are user friendly Internet based prediction tools 
available on them. 

2.5.2 From a model to a practical tool 

Nomograms 

A nomogram is a graphical presentation of a statistical model which is made to help the 
use of the model in practice (see Figure 7). Usually there are several segmented 
specifically aligned lines indicating the values which each variable may have, and a line 
where the points corresponding to those values can be seen by drawing a straight line from 
the variable value to the points. Another line indicates the total number of points which is 
aligned with a line where the final probability can be estimated again by drawing a 
straight line from the total points to the corresponding probability. It is possible to make 
the nomogram in different formats, for example as a handheld round disk where each 
layer correspond one variable. The layers are aligned by turning the disks according to 
instructions to obtain the probability of the disease, or prostate cancer as was done with 
ERSPC risk calculator (Kranse et al., 2008).  
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Figure 7. A generic example of a nomogram. The points of each variable are read from 
the line at the top. All points are added up and marked on the "Total points" line. The 
probability of the event is read from the bottom line at the position directly below the sum 
total. 
 

The nomograms are usually tied to the characteristics of the population they were 
developed for and also to the variables they include. If a variable is not available it is often 
impossible to calculate the probability and another nomogram without that particular 
variable is needed. This may not be practical as there may be many variables which are of 
different value to different kind of populations. 

The nomogram can also be applied as an Internet based calculator tool as was done with 
the above mentioned ERSPC risk calculator as well as the prediction model based on the 
Prostate Cancer Prevention Trial (PCPT). These risk calculators are discussed below.  

Risk calculators 

ERSPC risk calculators are nomograms of six logistic regression models based on the 
screening cohorts in ERSPC section Rotterdam. The risk calculators provide estimates of 
current prostate cancer risk based on age, family history and urinary complaints in 
calculator 1, tPSA only in calculator 2 and tPSA in combination with DRE, TRUS, 
prostate volume and previous biopsy status in calculators 3 for previously unscreened 
men, 4 for previously screened but not biopsied men and 5 for previously screened and 
biopsied men. The last calculator is intended for the calculation of the probability for 
having a potentially indolent prostate cancer and for aiding in choosing a treatment. 
(Kranse et al., 2008; Roobol et al., 2012; Steyerberg et al., 2007)  The risk calculators 
have been validated externally (Cavadas et al., 2010; Roobol et al., 2009a; Trottier et al., 
2011; van Vugt et al., 2011) and have been shown to help in estimating the risk for an 
individual patient as well as in the decision-making to perform biopsy. Recently it was 
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suggested that the prostate volume estimation, which is made with TRUS for the risk 
calculator, and thus requires equipment and skills to perform, could be replaced by a DRE 
based volume estimation to further ease the use of the calculators (Roobol et al., 2012). 

The calculators are available at www.prostatecancer-riskcalculator.com (accessed 
1.3.2012) where the user fills in the required information on a form after which the 
program reports the estimated risk. They are developed based on Beckman Coulter tPSA 
assay with Hybritech calibration as this was chosen to be the common screening assay in 
ERSPC (Schroder et al., 2009). The sextant biopsy scheme used is also noteworthy, as this 
scheme may not be used anymore and 10- or 12-core schemes may be more common in 
contemporary clinical practice. This might cause the underestimation of the prostate 
cancer risk (Cavadas et al., 2010). 

PCPT risk calculator was based on data of 5519 men who participated in the prevention 
study in its placebo arm (Thompson et al., 2006). The men were primarily healthy and 
their tPSA was below 3 ng/mL. The variables included in the calculator were age (≥ 50 
years), family history, race or ethnicity, status of the possible prior biopsy, DRE finding 
and tPSA concentration (the latter two variables should be no older than 1 year). The 
calculator gives estimates of risks of prostate cancer and high-grade prostate cancer in 
prostate biopsy. The calculator is available at http://deb.uthscsa.edu/URORiskCalc/ 
Pages/uroriskcalc.jsp (accessed 2.3.2012). 

The calculator has been externally validated several times with contradicting results and it 
seems to be generally overestimating the cancer risk if the population to which the model 
is applied differs from the original population with which the model was developed 
(Ankerst et al., 2012). When the PCPT and ERSPC calculators have been compared head-
to-head, the ERSPC calculator has performed better than the PCPT calculator (Cavadas et 
al., 2010; Trottier et al., 2011). The differences in study populations may explain these 
results. 

2.5.3 Future aspects 

The future of prostate cancer diagnostics lies most probably in multiple markers combined 
together within a statistical model. Whether the markers are the ones in the kallikrein 
panel, some newer markers like prostate cancer antigen 3 (PCA3) (Auprich et al., 2011), 
or some combination of protein and genetic markers (Aly et al., 2011) together with 
clinical information remains to be seen. The future of PSA in all of its forms does not 
seem to be threatened and it is likely that it will be measured also in the future. There is 
certainly need for development in the statistical models for them to be truly reliable tools 
for the clinician. The methods for developing a flexible and adaptive risk estimation tool 
may already exist, perhaps in service of a totally different purpose (Vickers et al., 2010d), 
and the innovative adaptation of those methods to diagnostics is just waiting to be 
discovered.  
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3 AIMS OF THE STUDY 
The overall aim of the study was to optimize the immunoassays for fPSA-I, fhK2 and 
thK2 and use those assays to measure the marker concentrations in clinical samples in 
order to study the concentration levels in different cohorts of prostate cancer patients and 
without prostate cancer. Also, a statistical model using the markers was applied to study 
the association of the markers with prostate volume. Finally, a direct immunoassay for 
measuring fPSA-N was developed to improve the analytical performance over the 
calculation method used in previous publications. 

The more detailed aims in the original publications were:  

I To assess whether the assay interference observed in fPSA-I, fhK2 and thK2 
assays could be eliminated by removal of the Fc portion from the capture or tracer 
antibodies. 

II To measure the concentration level of different PSA forms (tPSA, fPSA, fPSA-I 
and calculated fPSA-N) in prostate cancer patients selected for radical 
prostatectomy and study the association of the markers and the pathological stage 
and grade of the cancer.  

III To study the association of four kallikrein markers (tPSA, fPSA, fPSA-I and 
thK2) with prostate volume by applying a statistical model, based on the four 
kallikreins, which predicts the prostate biopsy outcome and to assess whether any 
of the markers or combination thereof could replace the volume measurement in 
predicting the biopsy outcome.  

IV To develop a direct immunoassay for fPSA-N concentration measurements and to 
evaluate its analytical performance. 
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4 SUMMARY OF MATERIALS AND METHODS 
The details of the materials and methods used are described in the original publications  
(I-IV). 

4.1 Clinical samples 
The summary of the different sample panels is described in the Table 5. All samples were 
obtained following standard hospital protocols and ethical procedures accepted by the 
ethical review board of each institution. The following study procedures were in 
accordance with the Helsinki Declaration of 1975, as revised in 1996. As the sample 
processing and storage conditions may affect especially the fPSA concentrations (see 
chapter 2.4.3), these procedures have been described in detail.  

The routine heparin plasma samples collected at Malmö University Hospital (Malmö, 
Sweden) were stored at room temperature for up to 6 h and then transferred to +4 °C for 
1–4 day storage before freezing at –20 °C. All identifying information was removed prior 
to sending the samples to the Department of Biotechnology, University of Turku and no 
clinical information except for gender was attached to the samples. fPSA, fPSA-I, thK2 
and fhK2 concentrations of the samples were measured to find the samples with potential 
assay interfering factors (I). The selected samples were used to further study the 
interference problem. The samples used for studying interference fPSA-N (unpublished) 
were similar to other routine samples except that the immunoassay measurements were 
performed at Malmö University Hospital before the pooling at the Department of 
Biotechnology. 

The routine serum samples collected at Turku University Hospital were without any 
identifying information and were collected identically to the routine samples at Malmö 
University Hospital. These samples were used to evaluate the optimized immunoassay 
protocols (I). 

The clinically defined anti-coagulated plasma samples were collected from consecutive 
men that underwent clinical work-up due to their symptomatic prostate condition at the 
Department of Urology at Turku University Hospital. The samples were taken before 
biopsy or initiation of treatment, centrifuged within 3 h of the blood draw and stored at  
–20 °C. The samples were used to evaluate the optimized immunoassays (I), to study the 
pre-operative fPSA forms concentrations in radical prostatectomy patients (II) and to 
evaluate the fPSA-N immunoassay (IV). 

The samples collected for the European Randomized Study of Screening for Prostate 
Cancer (ERSPC) were processed within 3 h of the venipuncture at the Rotterdam 
University Hospital, Rotterdam, The Netherlands and at the Sahlgrenska University 
Hospital, Göterborg, Sweden where they were stored at –80 °C and –20 °C, respectively. 
The samples were shipped in a frozen state to Malmö University Hospital where the 
kallikrein measurements were performed (III). 
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The plasma samples collected from healthy volunteers at the Department of 
Biotechnology were centrifuged within 1 h of the venipuncture and stored at –20 °C. The 
samples were used for fPSA-N immunoassay evaluation (IV). 

Table 5. Description of the samples used in the studies. Samples obtained from one 
individual may have been used in more than one study. 
Collection 
place 

Sample 
type 

Matrix Gender Number of 
samples 

Publication and use 

Malmö 
University 
Hospital 

routine heparin 
plasma 

male 
female 

957 
1092 

I assay interference 
studies 

   female 31 (8) 
IV fPSA-N assay 
interference study, 
(recovery study) 

Turku 
University 
Hospital 

routine serum male 171 I assay interference 
studies 

 
clinically 
defined 
patients 

heparin 
plasma male 138 I assay interference 

studies 

    111 II fPSA forms in rpa 
patients 

    13 (5) 
IV fPSA-N assay 
evaluation (recovery 
study) 

  EDTA 
plasma male 111 I assay interference 

studies 

    198 II fPSA forms in rpa 
patients 

    63 IV fPSA-N assay 
evaluation 

Rotterdam 
University 
Hospital 

screening 
study 
population 

serum male 2914 III kallikreins and 
prostate volume 

Sahlgrenska 
University 
Hospital, 
Göteborg 

screening 
study 
population 

serum male 740 III kallikreins and 
prostate volume 

UTU/BTb healthy 
volunteers 

EDTA 
plasma 

male 
female 

9 
12 

IV fPSA-N assay 
evaluation 

a rp, radical prostatectomy  
b UTU/BT, University of Turku, Department of Biotechnology 
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4.2 Antibodies and standard materials 

4.2.1 Monoclonal antibodies (Mabs) 

The monoclonal antibodies used are listed in the Table 6. 

Table 6. The monoclonal antibodies (Mab) used in the studies. 
Mab Specificity Immunoassay Publication Reference 
11B6 fhK2 fhK2 capture I-III (Vaisanen et al., 2004) 
2C1 tPSA, thK2 fPSA-N, 

fPSA(2C1)b, 
tPSA(2C1)b 
tracer in all 

IV (Pettersson et al., 1995) 

2E9 tPSA thK2 blocker I-III (Lilja et al., 1991) 
4D4 fPSA-I 

PSA-ACT 
fPSA-I tracer, 
fPSA-N blocker 

I-IV (Nurmikko et al., 2000) 

5A10 fPSA fPSA tracer I-IV (Lilja et al., 1991) 
5A10 Fab fPSA fPSA-I, 

fPSA-N, 
fPSA(2C1)b 
capture in all 

I-IV (Eriksson et al., 2000) 

5F7 tPSA thK2 blocker I-III (Nurmikko et al., 2000) 
5H6 tPSA thK2 blocker I-III (Nurmikko et al., 2000) 
6H10 thK2  

(10% tPSA)a 
thK2 capture, 
fhK2 tracer 

I-III (Becker et al., 2000a) 

7G1 tPSA, thK2 thK2 tracer I-III (Nurmikko et al., 2000) 
H117 tPSA, thK2 tPSA, 

tPSA(2C1)b 

fPSA 
capture in all 

I-IV Abbot, USA  
Characterized in (Eerola et al., 
1997; Piironen et al., 1998) 

H50 tPSA, thK2 tPSA tracer I-III Abbot, USA  
Characterized in (Eerola et al., 
1997; Piironen et al., 1998) 

a Mab 6H10 has 5% cross-reaction with tPSA (with 20 times lower affinity) 
b tPSA(2C1) and fPSA(2C1) are assays made in parallel with fPSA-N assay 

4.2.2 Antibody fragments 

Preparation of F(ab´)2 fragments 

To reduce the immunoassay interference the Mabs 11B6 and 6H10 were digested to 
F(ab')2 fragments with bromelain treatment (I) which results in removal of the Fc part of 
the Mab. The bromelain containing ID-Diluent 1 (Diamed, USA) was added to the Mab in 
0.5 M Tris-HCl, pH 7.0, 1 M NaCl, 30 mM EDTA (32 µL of Diluent for each mg of Mab) 
and incubated for 2 h at +37 °C. The reaction was stopped by adding 1/10 reaction volume 
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of freshly made 0.2 M ethylene maleimide. The F(ab')2 fragments were purified as 
described in chapter 4.2.3. 

Recombinant 5A10 Fab fragment 

The recombinant 5A10 Fab fragment was cloned from the monoclonal hybridoma cell line 
as described by Eriksson et al. (Eriksson et al., 2000). The Fab fragment containing 
expression vector pKK incorporated C-terminal cysteine and hexahistidine tag to the Fab 
fragment which provided the purification site and enabled the site-specific biotinylation.  

The recombinant 5A10 Fab fragment was expressed into the periplasmic space of Escherichia 
coli strain RV308 in a 4 L batch fermentation (BioFlow3000 fermentor, New Brunswick 
Scientific, USA)  in SB medium (30 g/L tryptone, 20 g/L yeast extract, 10 g/L MOPS, pH 7.0) 
supplemented with 0.1 g/L ampicillin, 0.2% glucose and 2 mM MgSO4. The inoculation was 
done when the cells were at exponential growth phase. The cells were grown overnight at  
+26 °C to OD600 of 4 after which the production of the Fab was induced by adding isopropyl 
β-D-1-thiogalactopyranoside (IPTG) to 100 µM. The growth was monitored by OD600 and 
oxygen consumption and the cells were harvested by centrifugation when the growth started to 
decrease. The cell pellets were stored at –70 °C prior to purification. 

The purification was done essentially as previously described (Korpimaki et al., 2004). 
Briefly, the cells were lysed by Tris buffer extraction based on osmotic shock. The Fab 
fragment was purified first with cation exchange chromatography with Streamline SP 25 
(GE Healthcare, USA) and then using immobilized metal affinity chromatography  
(Ni-NTA Agarose, Qiagen, Germany). The biotinylation of the free cysteines at the Fab 
C-terminus was done while the Fab fragments were bound in the Ni-NTA column by 
circulating 400 µM EZ-Link PEO-maleimide activated biotin (Thermo Scientific, USA) 
through the column for 2 h. Finally, the buffer was changed to TSA buffer (50 mM Tris-
HCl, pH 7.75, 150 mM NaCl, 0.5 g/L NaN3) with desalting column (GE Healthcare) and 
bovine serum albumin (BSA) was added to 1 g/L to enhance stability. 

4.2.3 Purification, biotinylation and labeling of Mabs and antibody 
fragments 

The Mabs produced by the hybridoma cells and the enzymatically digested F(ab´)2 
fragments were purified with Protein G column (GE Healthcare Life Sciences, UK) which 
was equilibrated with 20 mM sodium phosphate buffer, pH 7.5. Elution of the bound 
antibody or F(ab’)2 fragment was done with 0.1 M glycine, pH 2.7. The pH was 
immediately neutralized by collecting the fractions on 1/10 of the fraction volume of 1 M 
Tris-HCl, pH 9. The antibody or F(ab’)2 fragment containing fractions were pooled by 
their absorbance at 280 nm and the buffer was changed to 0.9% NaCl before further 
modifications. The purity of the F(ab’)2 fragments were verified by running a sodium 
dodecyl sulfate polyacrylamide gel electrophoresis (SDS-PAGE).  

The antibodies and their F(ab’)2 fragments were biotinylated using 40–60-fold molar 
excess of biotin isothiocyanate in 50 mM NaHCO3, pH 9.8. The reaction was incubated at 
room temperature for 4 h after which the excess biotin was removed by changing the 
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buffer twice with desalting columns (GE Healthcare) equilibrated and eluted with TSA 
buffer, pH 7.75. To enhance the stability BSA was added to 1 g/L. 

The antibodies and their F(ab’)2  fragments were labeled with 50–200-fold molar excess of 
N1 europium(III) chelate (N1-(4-isothiocyanatobenzyl)diethylenetriamine-N1,N2,N3,N4-
tetracis(acetic acid) in 50 mM NaHCO3, pH 9.8. The reaction was incubated overnight at 
+4 °C (room temperature for Mab 7G1) after which the unreacted chelate was removed by 
gel filtration with Superdex 200 HP column (GE Healthcare) equilibrated and run with 
TSA, pH 7.75. The fractions containing the antibody were pooled by the absorbance of the 
fractions at 280 nm and BSA was added to 1 g/L. 

4.2.4 PSA and hK2 

The recombinant proPSA and ek-hK2 (mutated pro-sequence to enhance stability) used as 
immunoassay standard material were produced using a baculovirus expression system 
Trichoplusia ni (High Five) as described previously (Lovgren et al., 1997; Rajakoski et 
al., 1997). The proteins were purified with affinity chromatography. AffiGel 10 support 
matrix (Bio-Rad, USA) was coupled with the monoclonal antibody 5A10 for proPSA and 
11B6 for ek-hK2 purification. The columns were equilibrated and run with 50 mM Tris, 
pH 7.2, 0.5 M NaCl and the elution was done with 0.2 M glycine, pH 2.5. The fractions 
were neutralized by collecting the eluted proteins on 1/10 of the fraction volume of 1 M 
Tris-HCl, pH 9. 

The dilutions of the standard material were made in TSA, pH 7.75, with 1 g/L protease-
free BSA. The concentrations were calibrated against World Health Organization (WHO) 
free PSA standard (Rafferty et al., 2000) using the tPSA immunoassay (chapter 4.3.3) 
which recognizes PSA and hK2 with equal affinity (Lovgren et al., 1995). The 
concentration range was from 0.006 ng/mL to 570 ng/mL (6 dilutions) for proPSA and 
from 0.0034 ng/mL to 3.4 ng/mL (7 dilutions) for ek-hK2. For the tPSA and fPSA assays 
performed in Malmö University Hospital the standard material included in the Delfia 
Prostatus PSA F/T Dual Assay kit (Perkin-Elmer Life Sciences, USA) was used. 

The seminal plasma PSA pools A, B, C, D and E, used for fPSA-N immunoassay 
evaluation, were a kind gift from Professor Ulf-Håkan Stenman (Department of Clinical 
Chemistry, University of Helsinki, Helsinki, Finland). They were fractionated by anion 
exchange chromatography as described by Zhang et al. (Zhang et al., 1995). The pools A 
and B contained only intact PSA with different glycosylation (Mattsson et al., 2008), C 
and D mostly internally cleaved forms (20% and 10% of intact PSA respectively) and pool 
E was 95% internally cleaved PSA (5% of intact PSA). 

4.3 Immunoassays 

4.3.1 General immunoassay protocol 

All immunoassays were conducted on streptavidin coated 96-well microtitration plates 
(Innotrac Diagnostics, Finland or Kaivogen Oy, Finland) either with 1235 Automatic 
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immunoassay system AutoDelfia (Perkin-Elmer Life Sciences) or manually. The 
following basic protocol was used unless otherwise stated. The assays were performed in 
three steps with 1 h incubation at room temperature with slow shaking. The plates were 
washed twice after capture antibody and sample incubations and four times after label 
incubation. The enhancement solution (200 µL/well) was incubated 5 to 10 min at room 
temperature with slow shaking before time-resolved europium fluorescence measurement 
by AutoDelfia or with Victor 420 Multilabel Counter (Perkin-Elmer Life Sciences). The 
concentrations of the unknown samples were calculated using MultiCalc software version 
2.52 (Perkin-Elmer Life Sciences). The assay buffers used in each assay are described in 
the following chapter (4.3.2). 

4.3.2 Assay buffer 

All assays had a common assay buffer containing 50 mM Tris-HCl, pH 7.75, 150 mM 
NaCl, 0.05% NaN3, 0.01% Tween 40, 0.05% bovine gammaglobulin, 20 µM diethylene 
triamine pentaacetate, 0.5% bovine serum albumin and 20 mg/L cherry red. This buffer 
was used without supplements for the capture antibody dilutions. The bovine IgG reduces 
some of the unspecific reactions but for sample and label incubations the buffer was 
supplemented with different blocking agents to further reduce the heterophilic interference 
originating from the sample matrix.  

For total and free PSA immunoassays the assay buffer was supplemented with 5 µg/mL 
native mouse IgG, 5µg/mL MAK-33 monoclonal antibody (Roche Applied Science, 
Switzerland), 5 µg/mL heterophilic antibody blocking agent HBR-2 (Scantibodies 
Laboratory, USA) and 100 U/mL heparin. 

For the original thK2 assay the assay buffer was supplemented with 10 mg/L native mouse 
IgG, 5 mg/L denatured mouse IgG and 10 mL/L mouse serum and for the fhK2 assay with 
10 mg/L native mouse IgG and 25 mg/L denatured mouse IgG. For the original fPSA-I 
assay the assay buffer was supplemented with 10 mg/L native mouse IgG and 5 mg/L 
denatured mouse IgG. The composition was changed during the assay optimization 
process as described below. 

In the study of assay interference (I) the initial screening of samples was performed with 
assay buffer without supplements but the above mentioned blockers as well as mouse 
serum and unspecific monoclonal antibodies were tested both in their native and heat-
denatured forms and in different combinations during the optimization process. The heat-
denaturation of the different blockers was performed at 63 °C for 30 min. The optimized 
thK2, fhK2 and fPSA-I assays were made with an assay buffer supplemented with  
25 mg/L denatured mouse IgG. This buffer was also applied to fPSA-N assays as well as 
the tPSA(2C1) and fPSA(2C1) assays performed in parallel with the fPSA-N assay. 

4.3.3 Total and free PSA immunoassays (I–IV) 

The tPSA and fPSA concentrations were measured using in-house immunoassays (I, II, 
IV) except for the measurements made at Lund University Hospital in Malmö which were 
performed using Delfia Prostatus PSA F/T Dual Assay (Perkin-Elmer Life Sciences) (III). 
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The capture antibody for both assays was biotinylated H117 (300 ng/well in 100 µL of 
assay buffer in each well). The proPSA standards and samples were added in 25 µL 
volume on 100 µL of assay buffer in each well. The europium labeled tracers were H50 
Mab for tPSA assay and 5A10 Mab for fPSA assay (both 100 ng/well in 200 µL of assay 
buffer per well). 

4.3.4 Intact fPSA immunoassay (I–IV) 

Recombinant 5A10 Fab fragment, which was site-specifically biotinylated to its  
C-terminal cysteine, was used as the capture antibody (150 ng/well in 100 µL of assay 
buffer). The proPSA standards and samples were added in 50 µL volume on 100 µL of 
assay buffer per well. The europium labeled Mab 4D4 was used as tracer (200 ng/well in 
200 µL of assay buffer per well). 

The original assay protocol used for measuring the Göteborg cohort (III) was performed 
with a different buffer (see 4.3.2). The capture antibody was the intact, biotinylated 5A10-
Mab (200 ng/well in 200 µL assay buffer), and the sample incubation was done with  
0.5 µL of mouse serum in 100 µL of assay buffer in each well for 2 h. The label 
incubation and measurement were done as in the optimized assay. 

4.3.5 Nicked fPSA immunoassay (IV) 

Calculated fPSA-N concentrations 

The calculated concentrations of fPSA-N were used in publications II-IV. The calculation 
was done by subtracting the fPSA-I concentration from fPSA concentration. If the fPSA-I 
concentration was higher than fPSA concentration the fPSA-N concentration was set to 
0.001 ng/mL and the I/F PSA ratio to 100% for statistical analysis. 

Interference in fPSA-N immunoassay (unpublished) 

Based on the interference problems seen in fPSA-I immunoassay it was hypothesized that 
interference would also be a similar problem in fPSA-N immunoassay as the capture 
antibody is the same. This was verified by measuring three pools of female samples 
(consisting of 9, 10 and 12 samples, Table 5.), known to produce falsely high signals in 
fPSA-I immunoassay, with fPSA-N immunoassay and fPSA(2C1) immunoassay made in 
parallel with a similar protocol with both Mab and Fab capture antibodies with assay 
buffer supplemented with heat-denatured mouse IgG. 

fPSA-N immunoassay and fPSA(2C1) and tPSA(2C1) immunoassays made in parallel  

The fPSA-N immunoassay principle is illustrated in Figure 8A. The biotinylated 
recombinant 5A10 Fab fragment was used as the capture antibody (150 ng in 25 µL of 
assay buffer per well) and the proPSA standards and samples were added in 50 µL volume 
on top of 50 µL of assay buffer and incubated for 2 h at room temperature with slow 
shaking. After two washes, 5000 ng of 4D4 Mab was added in 50 µL of assay buffer in 
each well to block all intact PSA. The plate was sealed with a tape and incubated 
overnight at +4 ºC without shaking. After incubation without a washing step the europium 



Summary of materials and methods 

54 
 

labeled 2C1 tracer Mab was added (100 ng in 50 µL of assay buffer per well) and the 
incubation was continued for 4 h at +4 ºC. After four washes the measurement was made 
as described above (chapter 4.3.1). 

In order to obtain fPSA and tPSA concentrations, which would be comparable to fPSA-N 
concentrations, similar protocols were used to measure the concentrations of fPSA and 
tPSA in parallel with fPSA-N immunoassay (see Figure 8B and C). The biotinylated 
capture antibodies were the recombinant 5A10 Fab fragment (150 ng/well) in fPSA(2C1) 
assay and H117 in tPSA(2C1) assay (300 ng/well), both applied in 25 µL of assay buffer 
in each well. The sample incubation was done as in fPSA-N assay but instead of blocker 
Mab 4D4, only assay buffer was used. The tracer in both assays was europium labeled 
2C1 Mab as in the fPSA-N assay.  

 
Figure 8. The principle of the direct fPSA-N immunoassay and the assays for fPSA and 
tPSA measurements. A) fPSA-N assay. B) fPSA(2C1) the standard curve of which was 
also used for calculating fPSA-N concentrations (see text for details). C) tPSA assay. 
cPSA = complexed PSA. The fPSA(2C1) and tPSA(2C1) assays were made in parallel 
with the same overall protocol to obtain comparable concentrations (IV, unpublished). 
 

The fPSA(2C1) immunoassay standard curve was used to calculate the fPSA-N 
concentrations because the standard material, intact proPSA, was blocked in the fPSA-N 
assay. The standard curve in the fPSA-N assay was used to calculate the efficiency of the 
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4D4 blocking. The specific signal of each calibrator dilution in fPSA-N assay was divided 
by the corresponding signal in the unblocked fPSA(2C1) assay, the resulting ratio was 
then subtracted from 1 and multiplied by 100% to obtain the blocking efficiency for the 
particular calibrator dilution in each run. Because the blocking was not perfect, the 
average blocking efficiency of all calibrator dilutions was used to correct the fPSA-N 
concentrations for this cross-reaction with fPSA-I. 

4.3.6 Total and free hK2 immunoassays (I–III) 

Biotinylated 6H10-F(ab’)2 fragment was used as the capture antibody (300 ng in 100 µL 
of assay buffer per well). The recombinant ek-hK2 standards and samples were added in 
100 µL volume on 100 µL of assay buffer per well with PSA specific antibodies 2E9 
(1000 ng/well), 5F7 (1000 ng/well) and 5H6 (500 ng/well). The blocker antibodies had 
epitopes overlapping with the epitopes of the capture and tracer antibodies minimizing the 
cross-reaction of PSA. The europium labeled tracer 7G1 Mab was added (100 ng) with 
blocker Mab 5H6 (500 ng) in 200 µL of assay buffer in each well. The measurement was 
made as described above. 

The original thK2 assay was made as the optimized assay described above except that the 
buffer described in chapter 4.3.2 was used, capture antibody was the intact, biotinylated 
6H10-Mab (300 ng/well in 100 µL assay buffer) and the sample incubation was 2 h 
instead of 1 h. 

Biotinylated 11B6-F(ab’)2 fragment was used as the capture antibody (300 ng in 100 µL 
of assay buffer per well). The recombinant ek-hK2 standards and samples were added in 
100 µL volume on 100 µL of assay buffer per well. The tracer was europium labeled 
6H10-F(ab’)2 fragment (100 ng in 200 µL of assay buffer per well). The measurement was 
made as described above. 

The original fhK2 assay differed from the optimized protocol by the buffer (see chapter 
4.3.2), and by the capture and tracer antibodies being intact Mabs instead of F(ab’)2 
fragments. Furthermore, for the capture, biotinylated 11B6-Mab was used 300 ng/well in 
100 µL of assay buffer and the sample incubation was 2 h instead of 1 h in the optimized 
assay. 

4.4 Statistical analyses 
Statistical calculations were performed with R software, version 2.0.1 (R Development 
Core Team, 2005) (II), GraphPad Prism, version 4.03, for Windows (GraphPad Software, 
San Diego CA) (II and IV) or Stata 10.0/11.0 (StataCorp, College Station, TX) (III). The 
two-sided P-values < 0.05 were considered to be statistically significant. The correlations 
of different analytes and clinical or pathological attributes were studied with Spearman's 
rank correlation (II, III). The comparisons between different groups of patients were 
made from log-transformed marker concentrations with analysis of variance (II). 
Multivariable logistic regression was used to fit the predictive models based on kallikrein 
and clinical measurements in both training and validation sets (cohort randomly divided in 
a 1:3 ratio in Rotterdam and 2:1 in Göteborg, respectively) (III). tPSA and fPSA were 
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entered into the logistic models using restricted cubic splines to account for nonlinearity. 
The comparison of calculated and measured fPSA-N concentrations in patient samples 
was made with Deming (type II) regression analysis (IV).  
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5 SUMMARY OF RESULTS 

5.1 Removal of assay interference 

5.1.1 Interference rate (I)  

Female (n=1092) and male (n=957) routine heparin plasma samples were screened to 
select samples with interference. Female samples were measured with fPSA-I and fhK2 
assays and male samples with fPSA-I, fPSA, fhK2 and thK2 assays, all in singlicates. The 
assay buffer contained no other scavenger antibodies in addition to the bovine IgG. The 
interference was defined as fPSA-I or fhK2 concentrations above 0.01 ng/mL in female 
samples and ratios of I/F PSA and F/T hK2 above 1 in male samples. The observed 
interference rates are shown in Table 7.   

Table 7. Number of heparin plasma samples exhibiting falsely high signals in initial 
screening. "Both" is the number of samples having interference in both fPSA-I and hK2 
assays (I).  
Female samples n=1092 n %  Male samples n=957 n % 
fPSA-I > 0.01 ng/ml 350 32%  I/F PSA > 1 165 17% 
fhK2 > 0.01 ng/ml 427 39%  F/T hK2 > 1 335 35% 
Both 270 25%  Both 108 11% 
Total interference 507 46%  Total interference 392 41% 
 

5.1.2 Blocking components in the assay buffer (I) 

Several different blocking agents were tested for their capability to decrease the 
interference. The heat-denatured mouse IgG as 25 mg/L concentration was the best among 
the tested blockers and their combinations. In some samples the presence of blockers 
caused the false signal to rise even higher. This was especially evident when the blockers 
were in their native form (native mouse IgG, mouse serum or untreated MAK-33). Despite 
adding the blockers into the assay buffer about 30% of the pre-selected samples still had 
interference. 

5.1.3 Optimization of the capture and tracer antibodies (I) 

Several samples were depleted during the optimization process and therefore the number 
of tested samples decreased in each step. The Mabs were changed to F(ab’)2 or Fab 
fragments to reduce the interference caused by the interfering molecules attaching to the 
Fc-part of the Mab. 

Female samples 

Of the 78 samples having interference in fPSA-I assay with Mabs 33 (42%) had signal 
levels above 0.01 ng/ml after changing the capture Mab to recombinant Fab fragment and 
only 4 (5%) samples had elevated signals when the buffer with 25 mg/L denatured mouse 
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IgG was combined with the Fab-based assay. Changing both capture and tracer Mab in the 
fhK2 assay decreased the number of interference samples to 3 in 157 (2%) previously high 
signal samples. The use of 25 mg/L of denatured mouse IgG decreased the fhK2 signals 
but 3 (2%) samples remained above 0.01 ng/mL. 

Male samples 

Male samples having I/F PSA or F/T hK2 ratios above 1.5 were considered to have high 
interference and were used in optimization to ensure that the elevation in signal level is 
caused by the interference and not by assay variation. Of the 957 samples, high 
interference was found in 183 (19%) samples. The I/F ratio was high in 42 samples, the 
F/T hK2 ratio was high in 90 samples and both ratios were high in 51 samples. 

Changing the fPSA-I assay capture Mab to Fab fragment reduced the number of samples 
with I/F PSA ratio > 1 to 11/47 (23%) and using the assay buffer with 25 mg/L denatured 
mouse IgG further reduced it to only 2/47 (4%) samples with interference. 

Using F(ab’)2 fragments in fhK2 assay reduced the number of samples with F/T hK2 > 1 
to 25/140 (18%) and with the buffer containing 25 mg/l denatured mouse IgG the number 
was 15/96 (16 %). When also the capture Mab of thK2 assay was changed to F(ab’)2 
fragment the F/T hK2 ratio was above 1 in 9/96 (9 %) samples and combining both 
optimized assays with the optimized assay buffer containing the mouse IgG further 
reduced the number of interference samples to only 3/96 (3%). 

Based on these results the optimized assay formats were as stated in Table 8 and in 
chapter 4.3. These assays were used in further studies. 

Table 8. The screening and optimized assay formats (I). 

 
 Screening assay Optimized assay 

  fPSA-I fhK2 thK2  fPSA-I fhK2 thK2 
Capture and tracer antibodies       

 Biotinylated capture Mab Mab Mab  Fab F(ab’)2 F(ab’)2 

 Eu-labeled tracer Mab Mab Mab  Mab F(ab’)2 Mab 
Blocking antibodies in the assay buffer       

 Bovine IgG Yes Yes Yes  Yes Yes Yes 

 Denatured mouse IgG No No No  Yes Yes Yes 
 

5.1.4 Evaluation of optimized assays (I–III) 

The optimized assays were evaluated by measuring EDTA plasma, heparin plasma and 
serum samples with the original and optimized assays (Table 8). The results are shown in 
Table 9.  
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The number of samples having I/F PSA and F/T hK2 ratios above 1 was reduced 
significantly when the optimized assays were used. Also, the magnitude of the 
interference was decreased. In the non-optimized fPSA-I assay the concentrations in 
interference samples were generally up to 30 times higher than the fPSA concentrations, 
while in the optimized fPSA-I the concentrations in the remaining interference samples 
were only up to 3 times higher than the fPSA concentrations. The change in the hK2 
assays was similar; the F/T hK2 ratios were up to 145 in non-optimized assays while in 
the optimized assays only 6-fold difference was seen. In addition to this, the remaining 
interference was in the low concentration range near the limit of quantification in all 
assays. 

The number of interfering samples was low also in the later studies (II, III) as shown in 
Table 9. Notably, in the ERSPC Rotterdam cohort the I/F PSA was above 1 in only 6 out 
of 2914 serum samples (0.2%). Only thK2 was measured from the samples so no data is 
available for the hK2 assay interference rate in this cohort. 

Table 9. Evaluation of the optimized assays and interference rate in sample panels 
measured in the optimized assays. See details of the sample panels from Table 5 (I–III, 
unpublished). 

Sample panel Sample 
matrix 

Total 
number 

 Mab-based 
assay 

 Fab- or F(ab’)2- 
based assay 

  n  n %  n % 

    I/F PSA > 1 
Turku 
evaluation 
(I) 

serum 171  24 14  5 3 
heparin 122  19 16  2 2 
EDTA 94  9 10  1 1 

Turku, clinically defined  
rp patients (II)a 

heparin 111     0 0 
EDTA 198     5 3 

Rotterdam (III) serum 2914     6 < 1 

    F/T hK2 > 1 
Turku 
evaluation 
(I) 

serum 171  14 8  7 4 
heparin 138  21 15  8 6 
EDTA 111  28 25  5 5 

Turku, clinically defined 
rp patients (II)a 

heparin 111     4 4 
EDTA 198     8 4 

a rp, radical prostatectomy 

5.1.5 Interference in fPSA-N assay (unpublished) 

The effect of interfering factors on fPSA-N immunoassay, described in chapter 5.4 (IV), 
was tested using three pools of female heparin plasma known to have interference in 
fPSA-I assay based on measurements made at Malmö University Hospital. Two out of 
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three pools showed a signal above 0.02 ng/mL in fPSA-N assay and all three in 
fPSA(2C1) assay made in parallel when the Mab capture antibody was used. When the 
capture Mab was changed to Fab fragment, all three pools were below 0.02 ng/mL in 
fPSA-N assay and only one pool had a concentration of 0.05 ng/mL in fPSA(2C1) assay. 
In further fPSA-N, fPSA(2C1) and tPSA(2C1) assays the Fab fragment was used as the 
capture antibody and 25 mg/L heat-denatured mouse IgG was added to the assay buffer.  

5.2 fPSA isoforms in radical prostatectomy patients (II) 
The clinical value of preoperative fPSA-I and calculated fPSA-N in predicting the 
pathological features of prostate cancer was studied in 309 men scheduled to undergo 
radical prostatectomy at Turku University Hospital. The median fPSA-I concentration was 
0.42 ng/mL and it constituted 59.8% (median value) of fPSA and 5.7% of tPSA while 
fPSA-N median concentration was 0.28 ng/mL constituting 40.2% of the fPSA and 3.6% 
of the tPSA in the plasma. Median fPSA concentration was 0.70 ng/mL and the median 
F/T PSA ratio was 9.7%. 

The tPSA concentrations between 4 and 10 ng/mL have been considered to represent a so 
called "gray zone" because the cancer risk estimation is even more difficult than with the 
extremely high or low concentrations (Catalona et al., 1998; Catalona et al., 1994). 
Therefore, we also analysed the subgroup of patients with tPSA concentrations below  
10 ng/mL. 

Generally, the ratios of N/T PSA and F/T PSA were lower in patients with more advanced 
pathological features. These ratios had the strongest negative correlations with pathologic 
stage, WHO grade and Gleason score, though the correlations were modest (between  
–0.205 and –0.262). In addition to N/T and F/T PSA ratios, also fPSA-N as the only single 
marker correlated with Gleason score in patients with tPSA < 10 ng/mL. 

The individual markers could not separate different groups based on pathological TNM 
stage. I/T PSA could statistically separate pT2b group from pT3a group and N/T PSA 
pT3a and b groups from each other and F/T PSA was statistically different in both cases 
(Figure 9). I/T PSA was able to separate the two groups also in patients with tPSA  
< 10 ng/mL. When the groups were combined to organ-confined (pT2) and non-organ-
confined (pT3) groups, all three ratios and tPSA as the only single marker had statistically 
significant p-values (all < 0.01). In patients with tPSA < 10 ng/mL the difference 
remained significant only for tPSA and F/T PSA.  
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Figure 9. Box plot distributions of PSA isoform concentrations (A) and their ratios (B) in 
prostate cancer patients with different pathological TNM stage (unpublished). Boxes 
show median (line inside the box) and 25th and 75th percentiles (limits of the box). 
Whiskers show 10th and 90th percentiles. A) None of the markers could statistically 
separate different patient groups. Number of patients in the groups: pT2A, n = 52; pT2B,  
n = 94; pT3A, n = 130 and pT3B, n = 25. B) All ratios were able to differentiate at least 
two consecutive groups (the analysis of variance p-values < 0.05 shown). Number of 
patients in the groups: pT2A, n = 50; pT2B, n = 89; pT3A, n = 127 and pT3B, n = 25. 
 

The ratios were also able to statistically separate patients with different grades of cancer. 
N/T PSA was able to statistically separate all WHO groups, while F/T PSA was 
significantly different only in groups 2 and 3. Both ratios were able to separate patients 
with Gleason score < 7 from patients with Gleason score 7 as shown in Figure 10.  
N/T PSA, I/T PSA and fPSA-N as the only single marker were able to separate the groups 
also in patients with tPSA < 10 ng/mL. Furthermore, the trend of the decreasing median 
ratios with increasing Gleason score is seen in Figure 10.  

It has been suggested that the prognosis of Gleason score 7 patients whose primary 
Gleason grade is 3 or lower is better than of the patients with primary Gleason grade 4 or 
higher (Lilleby et al., 2001; Steinberg et al., 1997). We divided the patients with Gleason 
score 7 into two new groups: The group 7a included the patients with primary Gleason 
grade ≤ 3 and the group 7b included the patients with primary Gleason grade ≥ 4. These 
two groups were further combined with other patients to create a low-grade group with 
Gleason scores from 3 to 7a and a high-grade group with Gleason scores from 7b to 9. 
tPSA and all ratios, except for I/F PSA, were able to differentiate the groups. In patients 
with tPSA < 10 ng/mL only fPSA-N concentration and F/T PSA were different in each 
group. N/T PSA had a borderline significant p-value of 0.052.  
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Figure 10. Box plot distributions of fPSA isoforms (A) and their ratios (B) in prostate 
cancer patients with different Gleason scores (unpublished). Boxes show median (line 
inside the box) and 25th and 75th percentiles (limits of the box). Whiskers show 10th and 
90th percentiles. A) None of the markers could statistically separate different patient 
groups. Number of patients in different groups: Gleason score < 7, n = 190; Gleason score 
7, n = 82 and Gleason score > 7, n = 36. B) F/T PSA and N/T PSA could separate patients 
with Gleason score < 7 from patients with score 7 (the analysis of variance p-values < 
0.05 shown). Number of patients in different groups: Gleason score < 7, n = 182; Gleason 
score 7, n = 78 and Gleason score > 7, n = 35. 
 

5.3 Kallikrein panel and prostate volume (III) 
A previously developed statistical model based on the measurement of tPSA, fPSA, fPSA-
I and thK2 concentrations was shown to be a strong predictor of biopsy outcome in men 
with elevated tPSA (Vickers et al., 2010a; Vickers et al., 2008). In the current study, the 
effect of adding digital rectal examination (DRE) and prostate volume measured by 
transrectal ultrasound into the model was studied. The laboratory based model included 
age and the kallikrein panel while the clinical model included age, tPSA, DRE and 
prostate volume. The models had AUCs of 0.766 and 0.763, respectively, for prostate 
biopsy outcome in Rotterdam and 0.809 and 0.774 in Göteborg (Table 10) The AUCs for 
predicting high-grade cancer were slightly higher than for any cancer in the Rotterdam 
cohort and slightly lower in the Göteborg cohort. Adding clinical measures to the 
kallikrein panel increased the predictive accuracy but the increase was statistically 
significant only in the Rotterdam cohort (Table 11). 

Furthermore, the correlations of the full model and the individual markers with prostate 
volume were studied. The full model showed a correlation of 0.60 and 0.57 (Spearman's 
rank correlation coefficient) in the Rotterdam and Göteborg cohorts, respectively. Of the 
individual markers, fPSA-N had the highest correlation of 0.55 and 0.41 in the Rotterdam 
and Göteborg cohorts, respectively (Table 12). 
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Table 10. Predictive accuracy for prostate cancer of models built on the training set and 
applied to the validation set (III). 

Model 

Rotterdam Göteborg 
Any 
cancer 
AUC 

High-grade 
cancer 
AUC 

Any 
cancer 
AUC 

High-grade 
cancer 
AUC 

A Kallikrein panel  
(age, tPSA, fPSA, fPSA-I, thK2) 0.766 0.847 0.809 0.786 

B Clinical model  
(age, tPSA, DRE, TRUS volume) 0.763 0.846 0.774 0.681 

C Full laboratory model:  
Kallikrein panel (A) + DRE 0.778 0.856 0.810 0.802 

D Laboratory plus clinical model: 
Kallikrein panel (A) + DRE + TRUS 
volume 

0.792 0.860 0.826 0.802 

 

Table 11. Comparison of the differences in predictive accuracy between the models  
(see Table 10). Data are given as difference in AUCs and p-value for the difference. (III) 

Comparison 

Rotterdam Göteborg 
Any cancer 
Difference 
(p-value) 

High-grade cancer 
Difference 
(p-value) 

Any cancer 
Difference 
(p-value) 

High-grade cancer 
Difference 
(p-value) 

A vs. B -0.003 (p=0.8) -0.001 (p=1) -0.035 (p=0.3) -0.105 (p=0.2) 
C vs. A 0.012 (p=0.033) 0.009 (p=0.17) 0.001 (p=0.9) 0.016 (p=0.3) 
C vs. B 0.015 (p=0.15) 0.010 (p=0.075) 0.036 (p=0.3) 0.121 (p=0.3) 
D vs. C 0.014 (p=0.002) 0.004 (p=0.2) 0.016 (p=0.14) 0.000 (p=0.9) 
 

Table 12. Correlation between TRUS volume and kallikrein isoforms. The analyses were 
performed on the total cohorts. All correlations were statistically significant (p < 0.05). 
(III) 

Measure 
Rotterdam 
Spearman’s 
correlation 

Göteborg 
Spearman’s 
correlation 

Kallikrein panel 0.60 0.57 
fPSA-N 0.55 0.41 
fPSA 0.53 0.51 
N/T PSA 0.46 0.39 
fPSA-I 0.44 0.36 
F/T PSA 0.43 0.48 
thK2 0.33 0.19 
tPSA 0.21 0.15 
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5.4 Development of the fPSA-N immunoassay (IV) 

5.4.1 Analytical performance 

The fPSA-N and fPSA(2C1) immunoassays had a common standard curve because intact 
proPSA was used as the calibrator. This and the standard curve for tPSA(2C1) assay are 
shown with precision profiles (mean of five different runs) in Figure 11. The blocking 
efficiency of Mab 4D4 in the fPSA-N assay was calculated as average of six calibrator 
dilutions in five different runs and it was a stable 88% at the linear range of the assay 
(0.059–55 ng/mL). To correct the fPSA-N concentrations for the 12% cross-reaction with 
fPSA-I the measured fPSA-N concentrations were multiplied with the correction factor 
0.88.  

 
Figure 11. Standard curves (closed symbols) and imprecision profiles (open symbols) for 
fPSA(2C1) and fPSA-N assays (rectangle) and tPSA(2C1) assay (square) (IV). The same 
standard curve was used for both fPSA(2C1) and fPSA-N assays due to standardization 
with intact proPSA. Blocking efficiency of fPSA-N assay at different proPSA 
concentrations is shown with X. 
 

The assay performance characteristics for the developed fPSA-N, fPSA(2C1) and 
tPSA(2C1) and optimized fPSA-I assay are shown in Table 13. The calculation of the 
analytical and functional detection limits for the fPSA-I assay and for the previously 
reported fPSA and tPSA assays are based on measurements reported in publication II. The 
detection limits of fPSA-N and fPSA(2C1) assays were close to the detection limit of the 
optimized fPSA-I assay. The detection limits of tPSA(2C1) assay were close to the 
detection limits of the previously published tPSA assay. 
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Table 13. Assay performance characteristics for the developed fPSA-N, fPSA(2C1) and 
tPSA(2C1) assay and optimized fPSA-I assay as well as, for comparison purposes, for 
previously reported fPSA and tPSA assays. 

Assay Publication 
Analytical 
det. lim. 
ng/mLa 

Functional 
det. lim. 
ng/mLb 

Recovery from 
plasma 
% (range) 

fPSA-N IV 0.016 0.100 95.0  (89.6–145.3c) 
fPSA(2C1) IV 0.016 0.100 90.7 (84.7–101.4) 
tPSA(2C1) IV 0.006 0.05 94.8 (87.9–108.1) 
fPSA-I II , IV 0.01d 0.13 84 (75–96)e 
fPSA II , unpublished 0.006f 0.03e N.D.g 

tPSA II , unpublished 0.006f 0.03f N.D. 
a det. lim., detection limit, calculated as mean of calibration diluent + 2SD 
b det. lim., detection limit, estimation of lowest concentration with CV% < 20% 
c A single sample of the five samples measured  
d  Originally reported analytical det. lim. 0.035 ng/mL (Nurmikko et al., 2001)  
e in serum, from (Nurmikko et al., 2001)  
f Originally reported analytical det. lim. 0.01 ng/mL and functional det. lim. < 0.1 ng/mL 
(Lerner et al., 1996) 
g N.D., no data 
 

5.4.2 Detection of different seminal plasma PSA isoforms 

Five seminal plasma PSA pools containing differing proportion of intact and nicked PSA 
(Zhang et al., 1995) were measured with fPSA-N, fPSA(2C1) and tPSA(2C1) assays to 
ensure that the fPSA-N assay measures nicked PSA as specifically as expected. The ratios 
of fPSA-N and fPSA to tPSA are shown in Figure 12. Pools A and B were reported to 
contain only intact PSA, pools C 20% and D  10% of intact PSA, and pool E only 
approximately 5% of intact PSA. 
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Figure 12. Proportion of fPSA (circle) and fPSA-N (square) to tPSA in seminal plasma 
PSA pools (IV). 

5.4.3 fPSA forms in clinical material 

The different PSA forms (fPSA-N, fPSA-I, fPSA and tPSA) were at or below the 
analytical detection limit in all 12 samples from healthy female volunteers. The 
concentrations and interquartile ranges of the markers for 9 healthy male volunteers,  
27 patients with benign prostate condition and 49 prostate cancer patients are shown in 
Table 14.  

Table 14. Median and interquartile range (IQR) of different PSA forms and their ratios in 
healthy males and patients with benign disease and prostate cancer (IV, unpublished). 
The markers were measured with the new assays developed in study IV, except for fPSA-I 
which was measured using the optimized assay (I). 
Marker 
median (IQR) 

Healthy 
n = 9 

Benign disease 
n = 27 

Cancer 
n = 49 

tPSA (ng/mL) 0.649 (0.432–0.821) 10.34 (4.375–19.56) 5.464 (4.728–10.743) 
fPSA (ng/mL) 0.247 (0.151–0.283) 1.385 (0.651–2.771) 0.855 (0.628–1.761) 
fPSA-N (ng/mL) 0.050 (0.033–0.064) 0.420 (0.153–0.786) 0.239 (0.131–0.452) 
fPSA-I (ng/mL) 0.176 (0.09–0.205) 0.478 (0.284–0.606) 0.550 (0.351–0.914) 
    
F/T PSA (%) 38.5 (35.2–40.8) 19.7 (14.2–27.3) 14.7 (12.4–22.9) 
N/T PSA (%) 7.8 (6.8–9.2) 5.1 (4.0–7.2) 3.4 (2.3–4.7) 
I/T PSA (%) 27.1 (24.9–27.9) 5.5 (2.8–9.9) 9.4 (6.3–13.0) 
N/F PSA (%) 19.9 (18.1–22.4) 27.6 (23.4–36.3) 24.2 (17.4–31.9) 
I/F PSA (%) 70.8 (68.2–71.3) 28.7 (21.6–53.6) 64.6 (52.9–74.8) 
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5.4.4 Comparison of the new assays to previously used methods 

In all previous studies the concentration of fPSA-N was calculated by subtracting fPSA-I 
concentration from fPSA concentration. The calculated and directly measured fPSA-N 
concentrations of the 76 patients are plotted in Figure 13A. Furthermore, the fPSA and 
tPSA concentrations measured with previously published and new methods in these 
patients are plotted in Figure 13B and C. The Deming (model II) regression lines and 
corresponding equations are also shown in the figures. 

The measured fPSA-N concentrations were on average 91% of the calculated values  
(SD 64%, median 77%, interquartile range 62–96%). fPSA(2C1) concentrations were on 
average 128% of the concentrations measured with previously used fPSA assay (SD 51%, 
median 112%, interquartile range 95–145%) while the tPSA(2C1) assay gave a result 
which was on average 75% of the result from the previously used tPSA assay (SD 14%, 
median 73%, interquartile range 67–82%).  
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Figure 13. Comparison of the new assays and previously used methods (IV, 
unpublished). Concentrations were measured from 79 samples of men with benign or 
cancerous prostate condition. Concentrations from different methods are compared by 
Deming (model II) regression (line and equations). A) fPSA-N concentrations determined 
by directly measuring with the new fPSA-N assay or by calculation (fPSA minus  
fPSA-N). B) fPSA concentrations measured with the new fPSA(2C1) or with the 
previously used assay (see chapter 4.3.3). C) tPSA concentrations measured with the new 
tPSA(2C1) assay or with the previously used assay (see chapter 4.3.3).  
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6 DISCUSSION 

6.1 Immunoassays and their performance 
Assay interference is a recognized problem for immunoassays and has caused some 
unfortunate cases of misdiagnosis and unnecessary treatments (Cole et al., 1999; Fritz et 
al., 2009; Ismail et al., 2002). The interference caused by different antibody-binding 
molecules in the sample component is often decreased by adding scavenger 
immunoglobulins to which the proteins should bind instead of the assay antibodies. Even 
though the results have been good and the scavenger antibodies are used as blocking 
agents in most immunoassays they do not remove the interference completely. 

The prevalence of the assay interference is strongly dependent on the assay construct and 
the population in question. Despite the use of scavenger antibodies in the assay buffers, 
our original fhK2 and fPSA-I assays suffered from falsely elevated signals in some 
samples causing the ratios of F/T hK2 and I/F PSA to be above 1, which is impossible by 
definition (Nurmikko et al., 2001; Vaisanen et al., 2004; Vaisanen et al., 2006). When 
1092 random female and 957 male heparin plasma samples were measured with fPSA-I or 
fhK2 assays with previously published protocols bovine IgG as the only blocking agent 
there were falsely elevated signals in 10–40% of the samples (I). These rates are within 
the published range of observed interference rates (see Chapter 2.4.1 for more 
information) even though they are at the upper end of the range. It is notable that this 
initial screening was done in singlicates which increases the possibility that assay 
variation explains part of the falsely elevated signals. 

Many of the antibody-binding interfering factors are more likely to bind the Fc part of the 
antibody molecule and thus, removing the Fc part has been previously used to successfully 
reduce interference problems (Bjerner et al., 2002; Vaidya and Beatty, 1992). In our 
assays, changing the capture or tracer Mab to Fab- or F(ab')2-fragment and adding 
denatured mouse IgG to the assay buffer practically removed or significantly reduced the 
interference (0–6% of samples exhibiting falsely high signals).The magnitude of the false 
elevation of the signals was decreased as well. The effects were also seen in large patient 
sample cohorts measured with the optimized assays. 

The original assays have been used to measure many sample panels (Niemelä, 2002; 
Nurmikko et al., 2001; Steuber et al., 2005; Vaisanen et al., 2004; Vaisanen et al., 2006; 
Vickers et al., 2008) and the interference may have affected the results. If the prevalence 
of interfering samples is assumed to be approximately the same in different patient groups 
(healthy subjects as well as patients with benign conditions and cancer) the presence of 
interference samples might weaken the association between the markers and prostate 
cancer and thus cause underestimation of the markers' clinical value. The effect would 
probably be minor when large panels are measured. However, there is a possibility that the 
prevalence of the assay interference does differ between the different patient groups. This 
is not very likely, though, as the results based on the studies using the kallikrein panel 
show: the overall discrimination was similar in cohorts measured with original and 
optimized assays (Vickers et al., 2010a; Vickers et al., 2008; Vickers et al., 2010b; 
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Vickers et al., 2010c). A smaller-scale study (unpublished) in which the original and 
optimized assays were used to measure four sample groups with different tPSA range and 
F/T PSA ratios (n = 100 in each) shows similar results. The effect of the change in the 
assay format was minor in each group (results not shown).  

A novel observation was that in some samples the blocking antibodies caused a signal 
elevation instead of a decrease. Even though this was clearly more common when the 
blocking antibodies were in native form we cannot exclude the possibility that the 
denatured mouse IgG could also cause false signal elevation in some samples. 
Alternatively, it is possible that there might have been negative interference in some 
samples, in which the signals were elevated in the optimized assay but remained at a 
"logical level". This is difficult to confirm but, if true, could be seen as a desired 
correction to the result. 

The optimized fPSA-I assay had better analytical and functional detection limits than the 
original assay because the recombinant Fab fragment used as the capture antibody is 
smaller allowing more dense binding to the streptavidin surface and thus higher antigen 
binding capacity. Furthermore, the site specific biotinylation enables these fragments to 
bind to the streptavidin surface in a functional orientation further increasing the capacity. 
This caused an increase in the signal to background ratio and lead to improved detection 
limits in the fPSA-I assay. The improved assay performance was also seen in the 
kallikrein panel when it was applied to recently screened men in both Göteborg and 
Rotterdam cohorts (Vickers et al., 2010c). The samples from Göteborg were measured 
with the original assays and the Rotterdam samples with the optimized assays. The 
predictive accuracy associated with fPSA-I was increased when the optimized assay was 
used. However, the optimized fhK2 and thK2 assays, based on enzymatically cleaved 
F(ab')2-fragments, had similar detection limits as the previously used assay protocols 
(results not shown) and thus the improvement in assay performance in terms of fewer 
samples with interference may not be as direct and visible as with fPSA-I assay. 

The assay interference observed in the fPSA-I assay suggested that the fPSA-N and 
fPSA(2C1) assays (IV) might be prone to similar interference problems. Indeed, it was 
found that using the recombinant Fab as capture antibody instead of Mab and adding the 
denatured mouse IgG into the assay buffer were also necessary for these two assays. For 
consistency, the same assay buffer was used in the tPSA(2C1) assay too, even though the 
capture antibody was Mab in this assay. The analytical and functional detection limits of 
the fPSA-N and fPSA(2C1) assays were comparable to the fPSA-I assay's detection limits 
and the tPSA(2C1) detection limits were also close to the detection limits of the 
previously published tPSA assay. 

In the fPSA-N assay, the unique Mab 4D4 which recognizes PSA without the internal 
cleavage at Lys145/Lys146 was used as a blocker antibody to inhibit the binding of the 
tracer Mab 2C1 which has an overlapping epitope. The blocking was stable: 88% of the 
fPSA-I signal was blocked. The reasons for imperfect blocking may be that the epitopes 
are not completely mutually exclusive and that the affinity of 4D4 is slightly low due to 
the rather fast dissociation of the antibody and antigen (unpublished, results not shown). 
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To compensate for the lower affinity 4D4 was used in large excess. Increasing the amount 
further might improve the blocking efficiency but it was considered impractical as the 
consumption of the antibody would have been too high. 

The concentrations measured with the new assay methods were compared to the 
concentrations measured from the same patient samples with the previously used methods 
by Deming regression analysis. The fPSA-N assay gave concentrations that were 
generally lower than the calculated concentrations. Based on the regression line slope 
(1.23) and the y-axis intercept (close to 0), the difference between the methods seem to be 
proportional rather than constant. This is most likely due to differences in assay 
constructions (for example antibody combinations and assay protocols) which are known 
to affect assay results as discussed in chapter 2.4.2 (Kort et al., 2006; Stephan et al., 
2006b). Furthermore, it is theoretically possible that there are differently cleaved or other 
kinds of fPSA forms which are not recognized by either fPSA-N or fPSA-I assay but are 
measured by fPSA assay. Whether this observed difference in measured and calculated 
concentrations has any clinical impact remains to be seen in the comparative studies to be 
performed in the future. 

In order to obtain fPSA and tPSA concentrations comparable to fPSA-N concentrations 
new assays with equal protocols and only the minimal necessary changes in the capture or 
tracer antibodies were developed. The new fPSA(2C1) and older fPSA assays seemed to 
agree rather well based on the Deming regression analysis as the slope was 1.03 even 
though the differences in some individual samples were high. The tPSA concentrations 
measured with the new tPSA(2C1) assay were lower than the concentrations measured 
with the previously used assay method (slope 0.86) emphasizing a need for the new assay 
to gain comparable results. As stated, the differences in antibody combinations and assay 
constructions are the probable reasons for the disagreement between the old and new 
methods. 

The specificity of the fPSA-N assay was as expected because the measured fPSA-N 
proportions of five seminal plasma pools containing different amounts of intact and nicked 
PSA were similar to previous results (Nurmikko et al., 2000; Zhang et al., 1995). 
However, the pools D and E showed somewhat lower proportions of fPSA-N than 
expected which may be due to the presence of PSA forms unrecognizable to our 
immunoassay (Mattsson et al., 2008). 

In the future, the fPSA-N assay should be standardized with pure nicked PSA standard 
material. The development of a purification method for fPSA-N is ongoing. As the assay 
method is rather complicated and long, it should be streamlined. To redesign the assay the 
binding affinity of the 4D4 antibody needs to be improved. One way to achieve this is to 
develop 4D4 Fab fragment and genetically engineer the binding site of the Fab to exhibit 
slower off-rate for dissociation from the antigen. This process has been started and results 
are expected within the next year. Another option is to develop an fPSA-N specific binder 
for example from a phage display library of Fab fragments. 
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6.2 Concentrations of fPSA forms and thK2 in blood 
samples 

Because the optimized assays were used to measure the clinically defined radical 
prostatectomy patient samples for the first time in this study it is of interest to compare 
these concentrations of fPSA forms and hK2 in blood circulation to the previously 
reported values. In the different cohorts, the median fPSA-I concentration in non-cancer 
patients was between 0.36 and 0.49 ng/mL (III, IV) and between 0.41 and 0.55 ng/mL in 
cancer patients (II–IV). The previously reported median values for fPSA-I measured with 
original assays are 0.39–0.43 for non-cancer patients and 0.47–0.49 for cancer patients 
(Nurmikko et al., 2001; Steuber et al., 2005; Steuber et al., 2002; Steuber et al., 2007a). 

The median calculated fPSA-N concentration in non-cancer patients was between 0.35 
and 0.54 ng/mL (III, IV) while the concentration in cancer patients was 0.24–0.43 ng/mL 
(II–IV). Despite the variation between different sample panels, these results are almost 
within the same range with previously published results showing median concentration 
range of 0.41–0.53 ng/mL for non-cancer patients and 0.34–0.50 ng/mL for cancer 
patients (Nurmikko et al., 2001; Steuber et al., 2005; Steuber et al., 2002; Steuber et al., 
2007a).  

The proportions of different fPSA forms in the total fPSA fractions are interesting as the 
combinations of the subforms and fPSA seem to bring new information about the prostate 
status. In men without cancer 47% of fPSA was fPSA-I and 53% was fPSA-N (calculated 
concentrations) in the Rotterdam cohort (III, unpublished). The proportions for fPSA-I 
and fPSA-N in men with a benign disease were 29% and 28%, respectively, when the 
fPSA-N concentrations were directly measured in another smaller sample set (IV). It is 
interesting that in the latter cohort the proportions of fPSA-I and fPSA-N do not add up to 
100%. Whether this is caused by assay differences or the theoretical fPSA forms that our 
assays for fPSA-I and fPSA-N may not recognize but the assay for tPSA recognizes, 
remains unclear. The latter is possible because of the variety of the reported PSA isoforms 
for example in seminal plasma (Mattsson et al., 2008). The Rotterdam cohort proportions 
are calculated with the older, established fPSA assay and the latter with the new 
fPSA(2C1) assay but as these two assays showed rather good agreement the differences in 
fPSA measurement may not be the main reason for fPSA-I and fPSA-N not adding up to 
100% of fPSA.  

In cancer patients the median proportion of fPSA-I from fPSA was 56–65% (II–IV, 
unpublished) while the proportion of calculated fPSA-N concentration was 40–44% (II, 
III). When the proportion of the directly measured fPSA-N (24% in IV), and the median 
fPSA-I concentration in the same cancer patients are added up the result is 88% which is 
closer to the 100% of total fPSA than in patients with a benign disease where fPSA-N and 
fPSA-I comprised 57% of fPSA. The properties of the fPSA-N measurement may be one 
probable cause for this: the blocking may work proportionally on samples containing 
different amounts of fPSA-I even though it seems to be stable with different 
concentrations of standard material. This question should be addressed in the future when 
the fPSA-N assay is further optimized and validated. 
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The median concentration of thK2 is 0.075–0.085 ng/mL in the cancer patients of the 
Rotterdam and Göteborg cohorts (III). This is in accordance with previously published 
median concentrations of cancer patient samples (0.065–0.105 ng/mL) which were 
measured with the original (or a similar) immunoassay method (Steuber et al., 2007a; 
Vaisanen et al., 2004; Vaisanen et al., 2006; Vickers et al., 2007). In the men without 
cancer the median thK2 concentrations were 0.045–0.067 ng/mL. This is in the same 
range as previously reported values which were between 0.037–0.093 ng/mL for men 
without cancer (Steuber et al., 2005; Steuber et al., 2007a; Vickers et al., 2007).    

6.3 Clinical significance of fPSA and hK2 forms 
Diagnosing and treating patients with indolent prostate cancer which is not likely to cause 
any harm to the patient, in other words over-diagnosis and overtreatment, are problems 
that cause not only unnecessary anxiety, discomfort and a risk of side-effects for the 
patient but also significant costs to the healthcare systems (Schroder et al., 2009). One of 
the main research questions during the last few years has been how to detect the 
aggressive cases of cancers that need to be treated and leave the indolent cases to be 
detected only until they later become significant, if they ever do. 

Previous studies have compared the fPSA-I concentrations in patients with prostate cancer 
and benign prostatic hyperplasia with results indicating that fPSA-I seems to be more 
closely related to cancer than to BPH (Nurmikko et al., 2001; Steuber et al., 2005; Steuber 
et al., 2002) and that it could aid in the discrimination of these two patient groups.  

Of note, the fPSA-I measured with our immunoassay includes also proPSA isoforms 
(Mikolajczyk et al., 2004) of which especially [-2]proPSA (or p2PSA) has been associated 
with cancer tissue (Mikolajczyk et al., 2004; Mikolajczyk et al., 2001). The p2PSA has 
been included in the Beckman-Coulter prostate health index phi (Le et al., 2010) and a 
recent study by Guazzoni et al. suggest that p2PSA and its derivatives, including phi, 
might help in predicting the prostate cancer pathology (Guazzoni et al., 2012).  

In comparison, study II was the first one to examine the association of the fPSA-I and 
fPSA-N concentrations with pathological cancer stage and grade to address their possible 
usefulness in predicting the cancer aggressiveness. Although the correlations were not 
strong, a trend showing F/T PSA, N/T PSA and I/T PSA ratios to be lower in patients with 
more adverse cancer pathology was found to exist. Because tPSA also correlates with the 
pathological stage and grade it is possible that it has major contribution to the correlation 
of the different ratios, especially with TNM stage and WHO grade. It is notable that in 
patients with tPSA < 10 ng/mL fPSA-N, as a single marker, correlated with Gleason score 
and was significantly lower in patients with high grade cancer than in patients with lower 
grade cancer, irrespective of how the patients were divided into different groups by the 
Gleason grade. Thus, it is likely that fPSA-N and, because of the calculation used, fPSA-I 
have an independent contribution to the correlation of the above mentioned ratios and 
Gleason grade as well as to their ability to separate different Gleason grade groups. In 
addition, it is possible that fPSA-N might be used as a marker for less aggressive types of 
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cancer in this patient group but most likely it would have to be combined with other 
biomarkers or clinical information to reach clinical significance. 

The concentrations of different PSA forms overlapped in different groups based on 
pathological stage or grade and, therefore, the single markers did not have prediction of 
cancer pathology in an individual patient. However, as the above mentioned ratios were 
statistically different between some of the groups the markers might work as a 
combination in a statistical model. Several different models have been created for both 
prognostic and predictive use, as discussed in chapter 2.5 (Gosselaar et al., 2008; Kranse 
et al., 2008; Makarov et al., 2007; Roobol et al., 2012; Schroder and Kattan, 2008; Shariat 
et al., 2008; Steyerberg et al., 2007).  

However, we did not create a model based on the radical prostatectomy patient data 
because we did not have enough follow-up data of the patients to evaluate the model nor 
did we have access to other pre-clinical data such as the clinical stage or biopsy grade 
making the comparison with currently used methods difficult. Furthermore, the number of 
patients was not quite high enough for creating and validating such a model. 

A statistical model was developed to predict biopsy outcome in men with elevated PSA 
and participating the European Randomized Study of Screening for Prostate Cancer, or 
ERSPC (Vickers et al., 2010a; Vickers et al., 2008; Vickers et al., 2010b; Vickers et al., 
2010c). The biopsy is uncomfortable to the patient, increases the risk of infections and 
other side-effects (Loeb et al., 2011; Nam et al., 2010) and obviously increases the costs 
to the healthcare system, therefore, avoiding the unnecessary biopsies would benefit both 
the patient and the healthcare system. The model was based on the measurements of tPSA, 
fPSA, fPSA-I and thK2 – also called as the kallikrein panel – from serum samples. The 
model was shown to potentially reduce the number of unnecessary biopsies by 49–60% in 
men without recent screening and 30-40% in recently screened men when a cut-off of 
20% cancer risk was used as a threshold for biopsy. The few cases of cancer missed were 
mostly low-grade cancers typically considered to be over-diagnosed. 

In study III, the aim was to add information about prostate volume to the kallikrein model 
and study its effect on the model's predictive accuracy in previously unscreened men with 
indication for biopsy. The combination of prostate volume and serum tPSA concentration 
has been associated with prostate cancer risk in several studies (Catalona et al., 2000; 
Epstein et al., 1994; Freedland et al., 2005). Whether any of the kallikreins or their 
combinations could replace the volume measurement was also of interest. The volume 
measurement is acceptable to most men but some find it uncomfortable (Aus et al., 1993; 
Djavan et al., 2001). It requires some expertise (Ko et al., 2011) to be reproducible and a 
visit to the urologist is also necessary. Money and time would be saved if the volume 
measurement could be replaced with a blood draw. 

Indeed, the kallikrein model (including age, tPSA, fPSA, fPSA-I and thK2) was equally 
accurate to the clinical model (including age, tPSA, DRE, TRUS volume) in predicting 
prostate cancer in biopsy. The predictive accuracy was expressed as AUC (see chapter 
2.5.1) the values being 0.763 and 0.774 for the clinical model and 0.767 and 0.809 for the 
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kallikrein panel in the Rotterdam and Göteborg cohorts, respectively. When the TRUS 
volume was included in the full laboratory model (kallikrein panel and DRE) the 
increment of AUC was 0.014 or 0.016 (in the Rotterdam and Göteborg cohorts, 
respectively) which is considered very small even though it was statistically significant in 
the Rotterdam cohort. Results were essentially similar when high-grade cancer was 
predicted, further supporting the kallikrein panel's ability to replace prostate volume in 
this predictive model. 

Our hypothesis was that especially fPSA-N might correlate with prostate volume because 
Steuber et al. had previously shown that in a linear regression model fPSA and fPSA-N 
were the most important predictors for prostate transition zone volume (Steuber et al., 
2005). The fPSA-N correlated moderately with prostate volume (Spearman's correlation 
coefficient 0.55 and 0.41 in the Rotterdam and Göteborg cohorts, respectively) fPSA-N 
having the best correlation of the single markers in the Rotterdam and second best in the 
Göterborg cohorts. Our results are supported by a study in which another internally 
cleaved free PSA isoform BPSA was found to correlate with prostate volume as well as 
transition zone volume independent of age (Spearman's correlation coefficient of 0.63 and 
0.64, respectively) (Canto et al., 2004). In another study, BPSA and the ratio of BPSA to 
proPSA were also found to help in distinguishing prostate cancer patients from men 
without cancer in men with F/T PSA < 15 % as well as in men with tPSA within the range 
of 4–10 ng/mL (Khan et al., 2004).  

The presence of cancer is unlikely to effect the correlation based on a preliminary 
correlation analysis with the Rotterdam cohort (Pearson's correlation coefficient of log-
transformed concentrations of the antigens). The correlation coefficients were similar 
between the men with and without cancer (results not shown). tPSA and thK2 correlation 
coefficients had the largest differences between the groups so that the correlation 
coefficients were higher for the non-cancer group (0.367 vs. 164 for tPSA and 0.45 vs. 
0.267). In order to study the effect of cancer to the volume correlation of each antigen  
a regression analysis should be done but, unfortunately, that was not within the timeframe 
of the current study. 

The fPSA-I, as a more cancer related marker (Nurmikko et al., 2001; Steuber et al., 2002), 
was not expected to correlate strongly with prostate volume. Another recent study by 
Guazzoni et al. suggest that the ratio of p2PSA to fPSA and phi might help in predicting 
the prostate cancer in the initial biopsy (Guazzoni et al., 2011). Overall, the studies with 
different free PSA forms support each other by indicating that they probably would help 
both in estimating the cancer risk before the initial biopsy and in estimating the cancer 
aggressiveness preoperatively. However, they are most beneficial when used in 
combination with other markers, usually with tPSA and fPSA or with some clinical data 
such as age, DRE or prostate volume. 

The biology behind the different PSA forms in circulation is not clear but it has been 
hypothesized that the PSA leaked from the BPH cells is exposed to proteases and thus 
cleaved in the extracellular matrix before diffusion into the circulation. The cleavages 
inactivate the PSA and make it unable to form complexes with its inhibitors. On the other 
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hand the PSA in cancer tissues might diffuse faster into circulation due to the distorted 
structure of the cancerous tissue and it is less processed. (Balk et al., 2003; Chen et al., 
1997; Stenman, 1997.) This would explain the lower proportion of fPSA in cancer 
patients' circulation as well as the higher proportion of intact fPSA forms. The volume 
dependency of the PSA concentrations could be explained by the increased number of 
epithelial cells in BPH tissue and by the observation that PSA secretion of cancerous cells 
may actually decrease (Schalken, 2004). 

hK2 has been shown to be valuable in the kallikrein panel even though its significance 
may not be as great as that of the combination of fPSA and fPSA-I (Vickers et al., 2010a; 
Vickers et al., 2008; Vickers et al., 2010c). Because in many studies hK2 has been 
associated with tumor volume or cancer aggressiveness  it may bring additional 
information regarding the cancer status (Haese et al., 2003a; Haese et al., 2003b; Haese et 
al., 2005; Steuber et al., 2005). 

Roobol et al. suggested that the prostate cancer risk calculator (www.prostatecancer-
riskcalculator.com, discussed in chapter 2.5.2) which has been developed based on the 
ERSPC data (Kranse et al., 2008; Steyerberg et al., 2007) should contain information 
about the prostate volume whether measured by TRUS or estimated during the DRE 
(Roobol et al., 2012). The authors suggest that the DRE-based estimation could be used to 
make the use of the risk calculator easier. It might be possible to replace the volume 
estimation by the measurement of the kallikreins, which would make the use of the 
calculator even easier because, instead of inviting the patient to visit a urologist, the 
sample could be sent to a further analysis and the costs of a clinical visit would be 
replaced by the costs of the immunoassays. It has been estimated that the kallikrein assays 
would add less than $100 (approximately 75 €) to the cost of testing the tPSA alone 
(Vickers et al., 2008). 

So far it has not been sensible to study the combination of fPSA-I and fPSA-N in  
a statistical model like Khan et al. have done with proPSA and BPSA (Khan et al., 2004) 
because the use of calculated fPSA-N concentrations. The calculated fPSA-N 
concentrations are interdependent of the fPSA and fPSA-I concentrations and thus the 
information of fPSA-N is already included in the model if the two other concentrations are 
used. Once the direct fPSA-N immunoassay (IV) has been optimized for large scale 
measurements the relevance of the combination of fPSA-I and fPSA-N is obviously one of 
the most interesting thing to be studied.  

Taken together, the growing number of studies are indicating that internally cleaved fPSA 
forms (fPSA-N, BPSA) are related to the benign volume of the prostate whereas the intact 
forms (fPSA-I, proPSA) are more likely related to the presence of cancer. It would be of 
great interest to study the presence of these forms side-by-side in the very same samples 
(for example blood samples or tissue lysates from the prostates) to better understand the 
bigger picture of fPSA forms. They may tell the same story or they may offer independent 
information regarding the biology behind prostate diseases. Combining the stories might 
help us in tackling the current problems in prostate cancer diagnostics. 
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7 CONCLUSIONS 
As the systematic PSA based screening for prostate cancer seems to result in over-
diagnosis and overtreatment (Schroder et al., 2009), the search for new and better markers 
for identifying the potentially aggressive types of cancer has been intensive.  

Despite that some scientists declared already in 2004 that the "PSA era is over" (Stamey et 
al., 2004) and the fact that PSA is not cancer specific, it still remains the most important 
prostate cancer marker. The current trend to combine the information of different isoforms 
of PSA and possibly some of the newer markers has consolidated the position of PSA also 
as the future marker for one of the most common types of cancer in the Western world. 

This study focused on the measurement of intact and nicked PSA isoforms and free and 
total hK2 in different clinical settings. The main conclusions based on the original 
publications are: 

I The assay interference observed in the fPSA-I and fhK2 immunoassays was 
significantly reduced by using recombinant Fab or enzymatically produced F(ab')2 
fragments instead of intact monoclonal antibodies in the assays. Furthermore, the 
heat-denatured mouse IgG was found to be the best blocking agent and it was 
added to the assay buffer to supplement the bovine IgG used as a regular 
component in the buffer. The assay redesign did not have any negative effects on 
the analytical performance of the assays.  

II The measured fPSA-I and calculated fPSA-N preoperative concentrations as well 
as their proportion to tPSA were found to be associated with pathological Gleason 
grade of the prostate cancer in radical prostatectomy patients, especially in the 
patients with tPSA concentrations below 10 ng/mL. The strength of the 
association was moderate. The association of the markers with pathological stage 
or WHO grade may not be independent of tPSA contribution. Further studies with 
follow-up data on the patients are needed to clarify the relevance of the isoforms 
for predicting cancer pathology. 

III The kallikrein panel including age, tPSA, fPSA, fPSA-I and thK2 could predict 
the biopsy outcome equally well to the clinical model including age, tPSA, DRE 
and TRUS volume in unscreened men with indication to biopsy. The kallikrein 
panel could be considered to replace the volume measurement in prostate cancer 
risk estimations. Furthermore, the calculated concentration of fPSA-N was found 
to correlate with the prostate volume as a single marker.  

IV An immunoassay for direct measurement of fPSA-N was developed and 
evaluated. The assay was specific and had an acceptable analytical and functional 
performance. The slightly complicated assay method needs further optimization 
and the standardization should be done in the future with fPSA-N instead of 
fPSA-I which is currently used. 
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In conclusion, the use of PSA measurement is shifting from single tPSA measurement 
towards multimarker measurements combining the information from several serum 
markers with clinical information, most likely in a statistical model. The free PSA 
isoforms fPSA-I and fPSA-N seem to contain information additional to total PSA and 
when combined to hK2 it is possible to estimate the prostate cancer risk even more 
accurately. The future studies should be able to show whether the kallikrein panel could 
be used in other clinical settings, for example, to aid in estimating the prognosis after 
treatment for prostate cancer. 



Acknowledgements 

79 
 

8 ACKNOWLEDGEMENTS 
This study was carried out at the Department of Biochemistry, Food Chemistry and 
Biotechnology, University of Turku during 2005–2012. The study was supported by the 
European Union 6th framework contract LSHC-CT-2004-50311 (P-Mark), the Finnish 
Academy (project No. 878541) and the Graduate School of In Vitro Diagnostics. 

I am grateful to my supervisor, Professor Kim Pettersson: Thank you for your trust in me 
and for the support and guidance whenever I needed it while growing up as a researcher.  
I also want to thank you for taking me to the P-Mark meetings which were wonderful 
possibilities to meet esteemed researchers all over Europe. I'm sure these contacts will be 
valuable in the future.  

I also thank Dr. Pauliina Niemelä, my other supervisor: Thank you for all your support.  
I truly appreciate that you were able to find the time for all the meetings regarding my 
study and for commenting on my texts despite your busy schedule. You have cheered me 
up when I had difficulties, and encouraged me to continue. 

Thank you, Adjunct Professor Patrik Finne and Adjunct Professor Hannu Koistinen for 
reviewing the thesis and for your invaluable comments. I also thank Anu Toivonen for not 
only reviewing the language of this thesis but also taking care of my mental and physical 
health at your wonderful oriental dance classes during the past 14 years. 

I am grateful to all collaborators influencing my thesis: Dr. Ville Väisänen, my mentor 
since I started my PhD studies, and Dr. Hans Lilja, the esteemed collaborator for many 
years, thank you for all your supervision, support and inspiring discussions throughout 
these years. Dr. Martti Nurmi and Dr. Kalle Alanen, thank you for the invaluable clinical 
input for the studies. The statisticians Tommi Viitanen, Dr. Sigrid Carlsson, Daniel 
Sjoberg and Dr. Andrew Vickers, thank you for all the statistical analyses that were too 
difficult for me to perform. Professor Fritz Schröder and Dr. Monique Roobol, thank you 
for all the co-operation during the past years; it has been an honor to work with you. 

I also want to thank Emeritus Professor Timo Lövgren and Professor Tero Soukka for 
creating and keeping up a unique and inspiring research atmosphere at our department.  
I am proud to acknowledge my scientific roots. Of course, all my colleagues, researchers 
and students are part of the success story of the department and I am happy that I have had 
the privilege to work with you. Thank you all! 

Special thanks to Marja-Liisa Knuuti, Kaisa Linderborg, Görel Salomaa, Marika 
Silvennoinen and Sanna Koivuniemi for taking care of the ever growing paperwork, Mirja 
Jaala for keeping the lab working and Marja Maula for picking up all the samples, to Sari 
Lindgren, Veikko Wahlroos, Pirjo Pietilä and Henri Lähteenmäki who have been 
invaluable in producing and preparing all those antibodies and other reagents needed and 
to Pirjo Laaksonen for taking samples and answering all the questions regarding 
MultiCalc, AutoDelfia or labellings (and for the taukojumppa!). 



Acknowledgements 

80 
 

The colleagues in our office, "Maisemakonttori", you were often the first ones to hear 
about the ups and downs of my life – thank you for listening and sharing those moments. 
Our discussions have been fruitful and many problems have been solved with your help. 
Special thanks to Johanna Vuojola and Henna Hautala for your valuable comments 
regarding my thesis. 

Thank you all the past and present members of MPC (Markers of Prostate Cancer) project 
for sharing the interests and ideas, for the support and fun moments. Special thanks to 
Riina-Minna Väänänen for all the shared moments at the department, in different hotels 
and meetings, and also for reviewing many manuscripts and this thesis. Your support has 
been more important than you probably can imagine. Henna Kekki, Md. Ferdhos Khan 
Liton and Saeid Alinezhad, it has been a pleasure to know and work with you. I also wish 
to thank all the students contributing to the study, I appreciate your work. A very warm 
thank you to everyone in "BPH meeting" group, especially to Maria Rissanen and Lasse 
Välimaa, who haven't been mentioned yet. Our meetings have been, despite how we call 
them, a relief to the pain in the brain... 

My dear friends Heidi and Tuomo, Riikka and Mika, Katja and Janne, Maria and Kai, 
Antti and Sirkku, Riikka and Jarkko, Saara and Tomi, Johanna and Tuomas as well as the 
families, thank you for the support and great shared moments, I hope you know that you 
all are important to me. Maria deservers special thanks for the support during the last 
phases of the thesis project. Thanks to all my scouting and geocaching friends for 
organizing opportunities to get out the lab and reminding me of the life outside BioCity. 

The Kaislaniemi family, Aino-Riitta and Ilpo, Samuli and Virva, Mari and Sara, Maammo 
and all others, thank you for the very warm welcome into your family. Special thanks to 
Aino-Riitta for the care and maintenance during the writing process. 

Valtava kiitos äidille ja isälle, jotka aina jaksavat uskoa, luottaa ja tukea. Kiitos, että olette 
olemassa, rakastan teitä. Kiitos myös veljille Kaleville, Harrille ja Ismolle perheineen 
kaikenlaisesta tuesta, avusta ja seurasta vuosien aikana, olette hurjan tärkeitä kaikki!  

Aleksi, love of my life, my own fisherman and rock star. I can't express my gratitude for 
your mental and sometimes even physical support during this process. Your hugs and 
kisses, funny words and the amazing songs you sing to me all make me love you more and 
more each day. And it is so important to know that "niin sinäkin minua".   

 

Mari Peltola 



References 

81 
 

9 REFERENCES 
Albertsen, P.C., Hanley, J.A., Penson, D.F., Barrows, G. 

and Fine, J. (2007) 13-year outcomes following 
treatment for clinically localized prostate cancer in a 
population based cohort. J Urol 177, 932-6. 

Aly, M., Wiklund, F. and Gronberg, H. (2011) Early 
detection of prostate cancer with emphasis on genetic 
markers. Acta Oncol 50 Suppl 1, 18-23. 

Andriole, G.L., Crawford, E.D., Grubb, R.L., 3rd, Buys, 
S.S., Chia, D., Church, T.R., Fouad, M.N., Gelmann, 
E.P., Kvale, P.A., Reding, D.J., Weissfeld, J.L., 
Yokochi, L.A., O'Brien, B., Clapp, J.D., Rathmell, 
J.M., Riley, T.L., Hayes, R.B., Kramer, B.S., Izmirlian, 
G., Miller, A.B., Pinsky, P.F., Prorok, P.C., Gohagan, 
J.K. and Berg, C.D. (2009) Mortality results from a 
randomized prostate-cancer screening trial. N Engl J 
Med 360, 1310-9. 

Ankerst, D.P., Boeck, A., Freedland, S.J., Thompson, I.M., 
Cronin, A.M., Roobol, M.J., Hugosson, J., Stephen 
Jones, J., Kattan, M.W., Klein, E.A., Hamdy, F., Neal, 
D., Donovan, J., Parekh, D.J., Klocker, H., Horninger, 
W., Benchikh, A., Salama, G., Villers, A., Moreira, 
D.M., Schroder, F.H., Lilja, H. and Vickers, A.J. 
(2012) Evaluating the PCPT risk calculator in ten 
international biopsy cohorts: results from the Prostate 
Biopsy Collaborative Group. World J Urol 30, 181-7. 

Auprich, M., Bjartell, A., Chun, F.K., de la Taille, A., 
Freedland, S.J., Haese, A., Schalken, J., Stenzl, A., 
Tombal, B. and van der Poel, H. (2011) Contemporary 
role of prostate cancer antigen 3 in the management of 
prostate cancer. Eur Urol 60, 1045-54. 

Aus, G., Hermansson, C.G., Hugosson, J. and Pedersen, 
K.V. (1993) Transrectal ultrasound examination of the 
prostate: complications and acceptance by patients. Br 
J Urol 71, 457-9. 

Ayala, A.G. and Ro, J.Y. (2007) Prostatic intraepithelial 
neoplasia: recent advances. Arch Pathol Lab Med 131, 
1257-66. 

Baatrup, G., Svehag, S.E. and Jensenius, J.C. (1986) The 
attachment of serum- and plasma-derived C3 to solid-
phase immune aggregates and its relation to 
complement-mediated solubilization of immune 
complexes. Scand J Immunol 23, 397-406. 

Badger, T.M., Ronis, M.J., Simmen, R.C. and Simmen, 
F.A. (2005) Soy protein isolate and protection against 
cancer. J Am Coll Nutr 24, 146S-149S. 

Balk, S.P., Ko, Y.J. and Bubley, G.J. (2003) Biology of 
prostate-specific antigen. J Clin Oncol 21, 383-91. 

Bangma, C.H., Rietbergen, J.B., Kranse, R., Blijenberg, 
B.G., Petterson, K. and Schroder, F.H. (1997) The free-
to-total prostate specific antigen ratio improves the 
specificity of prostate specific antigen in screening for 
prostate cancer in the general population. J Urol 157, 
2191-6. 

Bangma, C.H., Wildhagen, M.F., Yurdakul, G., Schroder, 
F.H. and Blijenberg, B.G. (2004) The value of (-7,  
-5)pro-prostate-specific antigen and human kallikrein-2 

as serum markers for grading prostate cancer. BJU Int 
93, 720-4. 

Becker, C., Piironen, T., Kiviniemi, J., Lilja, H. and 
Pettersson, K. (2000a) Sensitive and specific 
immunodetection of human glandular kallikrein 2 in 
serum. Clin Chem 46, 198-206. 

Becker, C., Piironen, T., Pettersson, K., Hugosson, J. and 
Lilja, H. (2000b) Clinical value of human glandular 
kallikrein 2 and free and total prostate-specific antigen 
in serum from a population of men with prostate-
specific antigen levels 3,0 ng/ml or greater. Urology 
55, 694-699. 

Becker, C., Piironen, T., Pettersson, K., Hugosson, J. and 
Lilja, H. (2003) Testing in serum for human glandular 
kallikrein 2, and free and total prostate specific antigen 
in biannual screening for prostate cancer. J Urol 170, 
1169-74. 

Beckman Coulter. (2012) What do the phi results mean? 
Beckman Coulter. http://www.prostatehealthindex.org/ 
physician-phi-results.asp (Accessed 1.3.2012). 

Belanger, A., van-Halbeek, H., Graves, H.C., Grandbois, 
K., Stamey, T.A., Huang, L., Poppe, I. and Labrie, F. 
(1995) Molecular mass and carbohydrate structure of 
prostate specific antigen:  studies for establishment of 
an international PSA standard. Prostate 27, 187-97. 

Benchikh, A., Savage, C., Cronin, A., Salama, G., Villers, 
A., Lilja, H. and Vickers, A. (2010) A panel of 
kallikrein markers can predict outcome of prostate 
biopsy following clinical work-up: an independent 
validation study from the European Randomized Study 
of Prostate Cancer screening, France. BMC Cancer 10, 
635. 

Berry, D.L., Moinpour, C.M., Jiang, C.S., Ankerst, D.P., 
Petrylak, D.P., Vinson, L.V., Lara, P.N., Jones, S., 
Taplin, M.E., Burch, P.A., Hussain, M.H. and 
Crawford, E.D. (2006) Quality of life and pain in 
advanced stage prostate cancer: results of a Southwest 
Oncology Group randomized trial comparing docetaxel 
and estramustine to mitoxantrone and prednisone. J 
Clin Oncol 24, 2828-35. 

Bjerner, J. (2005) Human anti-immunoglobulin antibodies 
interfering in immunometric assays. Scand J Clin Lab 
Invest 65, 349-64. 

Bjerner, J., Nustad, K., Norum, L.F., Olsen, K.H. and 
Bormer, O.P. (2002) Immunometric assay interference: 
incidence and prevention. Clin Chem 48, 613-21. 

Bjerner, J., Olsen, K.H., Bormer, O.P. and Nustad, K. 
(2005) Human heterophilic antibodies display 
specificity for murine IgG subclasses. Clin Biochem 
38, 465-72. 

Bjork, T., Lilja, H. and Christensson, A. (1999) The 
prognostic value of different forms of prostate specific 
antigen and their ratios in patients with prostate cancer. 
BJU Int 84, 1021-7. 



References 

82 
 

Black, M.H., Magklara, A., Obiezu, C.V., Melegos, D.N. 
and Diamandis, E.P. (1999) Development of an 
ultrasensitive immunoassay for human glandular 
kallikrein with no cross-reactivity from prostate-
specific antigen. Clin Chem 45, 790-9. 

Blijenberg, B.G., Wildhagen, M.F., Bangma, C.H., Finlay, 
J.A., Vaisanen, V. and Schroder, F.H. (2003) 
Comparison of two assays for human kallikrein 2. Clin 
Chem Feb 49, 243-7. 

Boscato, L.M. and Stuart, M.C. (1986) Incidence and 
specificity of interference in two-site immunoassays. 
Clin Chem 32, 1491-5. 

Briganti, A., Chun, F.K., Suardi, N., Gallina, A., Walz, J., 
Graefen, M., Shariat, S., Ebersdobler, A., Rigatti, P., 
Perrotte, P., Saad, F., Montorsi, F., Huland, H. and 
Karakiewicz, P.I. (2007) Prostate volume and adverse 
prostate cancer features: fact not artifact. Eur J Cancer 
43, 2669-77. 

Camacho, T., Mora, J., Segura, A., Guitian, J., Lema, F., 
Bandin, J. and Rodriguez-Espinosa, J. (2002) Falsely 
increased prostate-specific antigen concentration 
attributed to heterophilic antibodies. Ann Clin 
Biochem 39, 160-1. 

Cammann, H., Jung, K., Meyer, H.A. and Stephan, C. 
(2011) Avoiding pitfalls in applying prediction models, 
as illustrated by the example of prostate cancer 
diagnosis. Clin Chem 57, 1490-8. 

Canto, E.I., Singh, H., Shariat, S.F., Lamb, D.J., 
Mikolajczyk, S.D., Linton, H.J., Rittenhouse, H.G., 
Kadmon, D., Miles, B.J. and Slawin, K.M. (2004) 
Serum BPSA outperforms both total PSA and free PSA 
as a predictor of prostatic enlargement in men without 
prostate cancer. Urology 63, 905-10; discussion 910-1. 

Carter, H.B., Morrell, C.H., Pearson, J.D., Brant, L.J., 
Plato, C.C., Metter, E.J., Chan, D.W., Fozard, J.L. and 
Walsh, P.C. (1992) Estimation of prostatic growth 
using serial prostate-specific antigen  measurements in 
men with and without prostate disease. Cancer Res 52, 
3323-8. 

Catalona, W.J., Bartsch, G., Rittenhouse, H.G., Evans, 
C.L., Linton, H.J., Amirkhan, A., Horninger, W., 
Klocker, H. and Mikolajczyk, S.D. (2003) Serum pro 
prostate specific antigen improves cancer detection 
compared to free and complexed prostate specific 
antigen in men with prostate specific antigen 2 to 4 
ng/ml. J Urol 170, 2181-5. 

Catalona, W.J., Bartsch, G., Rittenhouse, H.G., Evans, 
C.L., Linton, H.J., Horninger, W., Klocker, H. and 
Mikolajczyk, S.D. (2004) Serum pro-prostate specific 
antigen preferentially detects aggressive prostate 
cancers in men with 2 to 4 ng/ml prostate specific 
antigen. J Urol 171, 2239-44. 

Catalona, W.J., Partin, A.W., Sanda, M.G., Wei, J.T., Klee, 
G.G., Bangma, C.H., Slawin, K.M., Marks, L.S., Loeb, 
S., Broyles, D.L., Shin, S.S., Cruz, A.B., Chan, D.W., 
Sokoll, L.J., Roberts, W.L., van Schaik, R.H. and 
Mizrahi, I.A. (2011) A multicenter study of [-2]pro-
prostate specific antigen combined with prostate 
specific antigen and free prostate specific antigen for 

prostate cancer detection in the 2.0 to 10.0 ng/ml 
prostate specific antigen range. J Urol 185, 1650-5. 

Catalona, W.J., Partin, A.W., Slawin, K.M., Brawer, M.K., 
Flanigan, R.C., Patel, A., Richie, J.P., deKernion, J.B., 
Walsh, P.C., Scardino, P.T., Lange, P.H., Subong, 
E.N., Parson, R.E., Gasior, G.H., Loveland, K.G. and 
Southwick, P.C. (1998) Use of the percentage of free 
prostate-specific antigen to enhance differentiation of 
prostate cancer from benign prostatic disease: a 
prospective multicenter clinical trial. Jama 279,  
1542-7. 

Catalona, W.J., Richie, J.P., Ahmann, F.R., Hudson, M.A., 
Scardino, P.T., Flanigan, R.C., deKernion, J.B., Ratliff, 
T.L., Kavoussi, L.R., Dalkin, B.L. and al., e. (1994) 
Comparison of digital rectal examination and serum 
prostate specific antigen  in the early detection of 
prostate cancer: results of a multicenter clinical  trial of 
6,630 men J Urol 151, 1283-90. 

Catalona, W.J., Smith, D.S., Ratliff, T.L., Dodds, K.M., 
Coplen, D.E., Yuan, J.J., Petros, J.A. and Andriole, 
G.L. (1991) Measurement of prostate-specific antigen 
in serum as a screening test for  prostate cancer. N Engl 
J Med 324, 1156-61. 

Catalona, W.J., Southwick, P.C., Slawin, K.M., Partin, 
A.W., Brawer, M.K., Flanigan, R.C., Patel, A., Richie, 
J.P., Walsh, P.C., Scardino, P.T., Lange, P.H., Gasior, 
G.H., Loveland, K.G. and Bray, K.R. (2000) 
Comparison of percent free PSA, PSA density, and 
age-specific PSA cutoffs for prostate cancer detection 
and staging. Urology 56, 255-60. 

Cavadas, V., Osorio, L., Sabell, F., Teves, F., Branco, F. 
and Silva-Ramos, M. (2010) Prostate cancer prevention 
trial and European randomized study of screening for 
prostate cancer risk calculators: a performance 
comparison in a contemporary screened cohort. Eur 
Urol 58, 551-8. 

Chan, T.Y., Mikolajczyk, S.D., Lecksell, K., Shue, M.J., 
Rittenhouse, H.G., Partin, A.W. and Epstein, J.I. 
(2003) Immunohistochemical staining of prostate 
cancer with monoclonal antibodies to the precursor of 
prostate-specific antigen. Urology 62, 177-81. 

Charlesworth, M.C., Young, C.Y., Klee, G.G., Saedi, M.S., 
Mikolajczyk, S.D., Finlay, J.A. and Tindall, D.J. 
(1997) Detection of a prostate-specific protein, human 
glandular kallikrein (hK2), in sera of patients with 
elevated prostate-specific antigen levels. Urology 49, 
487-93. 

Charrier, J.P., Tournel, C., Michel, S., Dalbon, P. and 
Jolivet, M. (1999) Two-dimensional electrophoresis of 
prostate-specific antigen in sera of men with prostate 
cancer or benign prostate hyperplasia. Electrophoresis 
20, 1075-81. 

Chen, L., Stacewicz-Sapuntzakis, M., Duncan, C., Sharifi, 
R., Ghosh, L., van Breemen, R., Ashton, D. and 
Bowen, P.E. (2001) Oxidative DNA damage in 
prostate cancer patients consuming tomato sauce-based 
entrees as a whole-food intervention. J Natl Cancer Inst 
93, 1872-9. 

Chen, Z., Chen, H. and Stamey, T.A. (1997) Prostate 
specific antigen in benign prostatic hyperplasia: 



References 

83 
 

purification and characterization. Journal Of Urology 
157, 2166-70. 

Christensson, A., Bruun, L., Bjork, T., Cronin, A.M., 
Vickers, A.J., Savage, C.J. and Lilja, H. (2011) Intra-
individual short-term variability of prostate-specific 
antigen and other kallikrein markers in a serial 
collection of blood from men under evaluation for 
prostate cancer. BJU Int 107, 1769-74. 

Christensson, A., Laurell, C.B. and Lilja, H. (1990) 
Enzymatic activity of prostate-specific antigen and its 
reactions with  extracellular serine proteinase 
inhibitors. Eur J Biochem 194, 755-63. 

Christensson, A. and Lilja, H. (1994) Complex formation 
between protein C inhibitor and prostate-specific 
antigen  in vitro and in human semen. Eur J Biochem 
220, 45-53. 

Chun, F.K., Briganti, A., Graefen, M., Montorsi, F., Porter, 
C., Scattoni, V., Gallina, A., Walz, J., Haese, A., 
Steuber, T., Erbersdobler, A., Schlomm, T., Ahyai, 
S.A., Currlin, E., Valiquette, L., Heinzer, H., Rigatti, 
P., Huland, H. and Karakiewicz, P.I. (2007) 
Development and external validation of an extended 
10-core biopsy nomogram. Eur Urol 52, 436-44. 

Chun, F.K., Epstein, J.I., Ficarra, V., Freedland, S.J., 
Montironi, R., Montorsi, F., Shariat, S.F., Schroder, 
F.H. and Scattoni, V. (2010) Optimizing performance 
and interpretation of prostate biopsy: a critical analysis 
of the literature. Eur Urol 58, 851-64. 

Coelho, R.F., Rocco, B., Patel, M.B., Orvieto, M.A., 
Chauhan, S., Ficarra, V., Melegari, S., Palmer, K.J. and 
Patel, V.R. (2010) Retropubic, laparoscopic, and robot-
assisted radical prostatectomy: a critical review of 
outcomes reported by high-volume centers. J Endourol 
24, 2003-15. 

Cole, L.A., Rinne, K.M., Shahabi, S. and Omrani, A. 
(1999) False-positive hCG assay results leading to 
unnecessary surgery and chemotherapy and needless 
occurrences of diabetes and coma. Clin Chem 45,  
313-4. 

Courtenay-Luck, N.S., Epenetos, A.A., Winearls, C.G. and 
Ritter, M.A. (1987) Preexisting human anti-murine 
immunoglobulin reactivity due to polyclonal 
rheumatoid factors. Cancer Res 47, 4520-5. 

Csako, G., Weintraub, B.D. and Zweig, M.H. (1988) The 
potency of immunoglobulin G fragments for inhibition 
of interference caused by anti-immunoglobulin 
antibodies in a monoclonal immunoradiometric assay 
for thyrotropin. Clin Chem 34, 1481-3. 

David, A., Mabjeesh, N., Azar, I., Biton, S., Engel, S., 
Bernstein, J., Romano, J., Avidor, Y., Waks, T., 
Eshhar, Z., Langer, S.Z., Lifschitz-Mercer, B., 
Matzkin, H., Rotman, G., Toporik, A., Savitsky, K. and 
Mintz, L. (2002) Unusual alternative splicing within 
the human kallikrein genes KLK2 and KLK3 gives rise 
to novel prostate-specific proteins. J Biol Chem 277, 
18084-90. 

de Vries, S.H., Raaijmakers, R., Blijenberg, B.G., 
Mikolajczyk, S.D., Rittenhouse, H.G. and Schroder, 
F.H. (2005) Additional use of [-2] precursor prostate-

specific antigen and "benign" PSA at diagnosis in 
screen-detected prostate cancer. Urology 65, 926-30. 

Denmeade, S.R., Lou, W., Lovgren, J., Malm, J., Lilja, H. 
and Isaacs, J.T. (1997) Specific and efficient peptide 
substrates for assaying the proteolytic  activity of 
prostate-specific antigen. Cancer Res 57, 4924-30. 

Denmeade, S.R., Lovgren, J., Khan, S.R., Lilja, H. and 
Isaacs, J.T. (2001) Activation of latent protease 
function of pro-hK2, but not pro-PSA, involves 
autoprocessing. Prostate 48, 122-6. 

Deperthes, D., Chapdelaine, P., Tremblay, R.R., Brunet, 
C., Berton, J., Hebert, J., Lazure, C. and Dube, J.Y. 
(1995) Isolation of prostatic kallikrein hK2, also 
known as hGK-1, in human seminal plasma. Biochim 
Biophys Acta 1245, 311-6. 

Deperthes, D., Frenette, G., Brillard-Bourdet, M., 
Bourgeois, L., Gauthier, F., Tremblay, R.R. and Dube, 
J.Y. (1996) Potential involvement of kallikrein hK2 in 
the hydrolysis of the human seminal vesicle proteins 
after ejaculation. J Androl 17, 659-65. 

Djavan, B., Waldert, M., Zlotta, A., Dobronski, P., Seitz, 
C., Remzi, M., Borkowski, A., Schulman, C. and 
Marberger, M. (2001) Safety and morbidity of first and 
repeat transrectal ultrasound guided prostate needle 
biopsies: results of a prospective European prostate 
cancer detection study. J Urol 166, 856-60. 

Drake, P.M., Cho, W., Li, B., Prakobphol, A., Johansen, E., 
Anderson, N.L., Regnier, F.E., Gibson, B.W. and 
Fisher, S.J. (2010) Sweetening the pot: adding 
glycosylation to the biomarker discovery equation. 
Clin Chem 56, 223-36. 

Dwek, M.V., Jenks, A. and Leathem, A.J. (2010) A 
sensitive assay to measure biomarker glycosylation 
demonstrates increased fucosylation of prostate 
specific antigen (PSA) in patients with prostate cancer 
compared with benign prostatic hyperplasia. Clin Chim 
Acta 411, 1935-9. 

Edge, S.B., Byrd, D.R., Compton, C.C., Fritz, A.G., 
Greene, F.L. and Trotti, A. (2010) AJCC Cancer 
Staging Manual. In. Springer-Verlag, New York. 

Eerola, R., Piironen, T., Pettersson, K., Lovgren, J., 
Vehniainen, M., Lilja, H., Dowell, B., Lovgren, T. and 
Karp, M. (1997) Immunoreactivity of recombinant 
human glandular kallikrein using monoclonal 
antibodies raised against prostate-specific antigen. 
Prostate 31, 84-90. 

Epstein, J.I. (2010) An update of the Gleason grading 
system. J Urol 183, 433-40. 

Epstein, J.I., Allsbrook, W.C., Jr., Amin, M.B. and Egevad, 
L.L. (2005) The 2005 International Society of 
Urological Pathology (ISUP) Consensus Conference 
on Gleason Grading of Prostatic Carcinoma. Am J 
Surg Pathol 29, 1228-42. 

Epstein, J.I., Walsh, P.C., Carmichael, M. and Brendler, 
C.B. (1994) Pathologic and clinical findings to predict 
tumor extent of nonpalpable  (stage T1c) prostate 
cancer. Jama 271, 368-74. 



References 

84 
 

Eriksson, S., Halenius, H., Pulkki, K., Hellman, J. and 
Pettersson, K. (2005) Negative interference in cardiac 
troponin I immunoassays by circulating troponin 
autoantibodies. Clin Chem 51, 839-47. 

Eriksson, S., Vehniainen, M., Jansen, T., Meretoja, V., 
Saviranta, P., Pettersson, K. and Lovgren, T. (2000) 
Dual-label time-resolved immunofluorometric assay of 
free and total prostate-specific antigen based on 
recombinant Fab fragments. Clin Chem 46, 658-66. 

Espana, F., Gilabert, J., Estelles, A., Romeu, A., Aznar, J. 
and Cabo, A. (1991) Functionally active protein C 
inhibitor/plasminogen activator inhibitor-3  (PCI/PAI-
3) is secreted in seminal vesicles, occurs at high 
concentrations in  human seminal plasma and 
complexes with prostate-specific antigen. Thromb Res 
64, 309-20. 

Espana, F., Sanchez-Cuenca, J., Vera, C.D., Estelles, A. 
and Gilabert, J. (1993) A quantitative ELISA for the 
measurement of complexes of prostate-specific  
antigen with protein C inhibitor when using a purified 
standard. J Lab Clin Med 122, 711-9. 

Etminan, M., Takkouche, B. and Caamano-Isorna, F. 
(2004) The role of tomato products and lycopene in the 
prevention of prostate cancer: a meta-analysis of 
observational studies. Cancer Epidemiol Biomarkers 
Prev 13, 340-5. 

Fillee, C., Tombal, B. and Philippe, M. (2010) Prostate 
cancer screening: clinical impact of WHO calibration 
of Beckman Coulter Access prostate-specific antigen 
assays. Clin Chem Lab Med 48, 285-8. 

Finlay, J.A., Day, J.R., Evans, C.L., Carlson, R., Kuus-
Reichel, K., Millar, L.S., Mikolajczyk, S.D., 
Goodmanson, M., Klee, G.G. and Rittenhouse, H.G. 
(2001) Development of a dual monoclonal antibody 
immunoassay for total human kallikrein 2. Clin Chem 
47, 1218-24. 

Finne, P., Auvinen, A., Maattanen, L., Tammela, T.L., 
Ruutu, M., Juusela, H., Martikainen, P., Hakama, M. 
and Stenman, U.H. (2008) Diagnostic value of free 
prostate-specific antigen among men with a prostate-
specific antigen level of <3.0 microg per liter. Eur Urol 
54, 362-70. 

Finne, P., Finne, R., Bangma, C., Hugosson, J., Hakama, 
M., Auvinen, A. and Stenman, U.H. (2004) Algorithms 
based on prostate-specific antigen (PSA), free PSA, 
digital rectal examination and prostate volume reduce 
false-positive PSA results in prostate cancer screening. 
Int J Cancer 111, 310-5. 

Finnish Cancer Registry. (2012) Finnish Cancer Registry. 
Finnish Cancer Registry. www.syoparekisteri.fi 
(Accessed 26.2.2012). 

Freedland, S.J., Isaacs, W.B., Platz, E.A., Terris, M.K., 
Aronson, W.J., Amling, C.L., Presti, J.C., Jr. and Kane, 
C.J. (2005) Prostate size and risk of high-grade, 
advanced prostate cancer and biochemical progression 
after radical prostatectomy: a search database study. J 
Clin Oncol 23, 7546-54. 

Frengen, J., Kierulf, B., Schmid, R., Lindmo, T. and 
Nustad, K. (1994) Demonstration and minimization of 

serum interference in flow cytometric two-site 
immunoassays. Clin Chem 40, 420-5. 

Fritz, B.E., Hauke, R.J. and Stickle, D.F. (2009) New onset 
of heterophilic antibody interference in prostate-
specific antigen measurement occurring during the 
period of post-prostatectomy prostate-specific antigen 
monitoring. Ann Clin Biochem 46, 253-6. 

Frodin, J.E., Lefvert, A.K. and Mellstedt, H. (1992) The 
clinical significance of HAMA in patients treated with 
mouse monoclonal antibodies. Cell Biophys 21,  
153-65. 

Gann, P.H., Ma, J., Giovannucci, E., Willett, W., Sacks, 
F.M., Hennekens, C.H. and Stampfer, M.J. (1999) 
Lower prostate cancer risk in men with elevated 
plasma lycopene levels: results of a prospective 
analysis. Cancer Res 59, 1225-30. 

Garraway, W.M., Collins, G.N. and Lee, R.J. (1991) High 
prevalence of benign prostatic hypertrophy in the 
community. Lancet 338, 469-71. 

Giovannucci, E., Rimm, E.B., Colditz, G.A., Stampfer, 
M.J., Ascherio, A., Chute, C.C. and Willett, W.C. 
(1993) A prospective study of dietary fat and risk of 
prostate cancer. J Natl Cancer Inst 85, 1571-9. 

Gleason, D.F. (1966) Classification of prostatic 
carcinomas. Cancer Chemother Rep 50, 125-8. 

Gleason, D.F. and Mellinger, G.T. (1974) Prediction of 
prognosis for prostatic adenocarcinoma by combined 
histological grading and clinical staging. J Urol 111, 
58-64. 

Gosselaar, C., Kranse, R., Roobol, M.J., Roemeling, S. and 
Schroder, F.H. (2008) The interobserver variability of 
digital rectal examination in a large randomized trial 
for the screening of prostate cancer. Prostate 68,  
985-93. 

Grauer, L.S., Charlesworth, M.C., Saedi, M.S., Finlay, 
J.A., Liu, R.S., Kuus-Reichel, K., Young, C.Y. and 
Tindall, D.J. (1996) Identification of human glandular 
kallikrein hK2 from LNCaP cells. J Androl 17, 353-9. 

Grauer, L.S., Finlay, J.A., Mikolajczyk, S.D., Pusateri, 
K.D. and Wolfert, R.L. (1998) Detection of human 
glandular kallikrein, hK2, as its precursor form and in 
complex with protease inhibitors in prostate carcinoma 
serum. J Androl 19, 407-11. 

Graves, H.C. (1993a) Issues on standardization of 
immunoassays for prostate-specific antigen: a  review. 
Clin Invest Med 16, 415-24. 

Graves, H.C. (1993b) Standardization of immunoassays for 
prostate-specific antigen. A problem of  prostate-
specific antigen complexation or a problem of assay 
design? Cancer 72, 3141-4. 

Greene, F.L., Page, D.L., Fleming, I.D., Fritz, A.G., Balch, 
C.M., Haller, D.G. and al., e. (2002) AJCC cancer 
staging manual. In. Springer-Verlag, New York. 

Greene, K.L., Albertsen, P.C., Babaian, R.J., Carter, H.B., 
Gann, P.H., Han, M., Kuban, D.A., Sartor, A.O., 
Stanford, J.L., Zietman, A. and Carroll, P. (2009) 
Prostate specific antigen best practice statement: 2009 
update. J Urol 182, 2232-41. 



References 

85 
 

Guazzoni, G., Lazzeri, M., Nava, L., Lughezzani, G., 
Larcher, A., Scattoni, V., Gadda, G.M., Bini, V., 
Cestari, A., Buffi, N.M., Freschi, M., Rigatti, P. and 
Montorsi, F. (2012) Preoperative Prostate-Specific 
Antigen Isoform p2PSA and Its Derivatives, %p2PSA 
and Prostate Health Index, Predict Pathologic 
Outcomes in Patients Undergoing Radical 
Prostatectomy for Prostate Cancer. Eur Urol 61,  
455-66. 

Guazzoni, G., Nava, L., Lazzeri, M., Scattoni, V., 
Lughezzani, G., Maccagnano, C., Dorigatti, F., 
Ceriotti, F., Pontillo, M., Bini, V., Freschi, M., 
Montorsi, F. and Rigatti, P. (2011) Prostate-specific 
antigen (PSA) isoform p2PSA significantly improves 
the prediction of prostate cancer at initial extended 
prostate biopsies in patients with total PSA between 
2.0 and 10 ng/ml: results of a prospective study in a 
clinical setting. Eur Urol 60, 214-22. 

Gupta, A., Roobol, M.J., Savage, C.J., Peltola, M., 
Pettersson, K., Scardino, P.T., Vickers, A.J., Schroder, 
F.H. and Lilja, H. (2010) A four-kallikrein panel for 
the prediction of repeat prostate biopsy: data from the 
European Randomized Study of Prostate Cancer 
screening in Rotterdam, Netherlands. Br J Cancer 103, 
708-14. 

Haese, A., Graefen, M., Becker, C., Noldus, J., Katz, J., 
Cagiannos, I., Kattan, M., Scardino, P.T., Huland, E., 
Huland, H. and Lilja, H. (2003a) The role of human 
glandular kallikrein 2 for prediction of pathologically 
organ confined prostate cancer. Prostate 54, 181-6. 

Haese, A., Graefen, M., Steuber, T., Becker, C., Noldus, J., 
Erbersdobler, A., Huland, E., Huland, H. and Lilja, H. 
(2003b) Total and Gleason grade 4/5 cancer volumes 
are major contributors of human kallikrein 2, whereas 
free prostate specific antigen is largely contributed by 
benign gland volume in serum from patients with 
prostate cancer or benign prostatic biopsies. J Urol 170, 
2269-73. 

Haese, A., Graefen, M., Steuber, T., Becker, C., Pettersson, 
K., Piironen, T., Noldus, J., Huland, H. and Lilja, H. 
(2001) Human glandular kallikrein 2 levels in serum 
for discrimination of pathologically organ-confined 
from locally-advanced prostate cancer in total PSA-
levels below 10 ng/ml. Prostate 49, 101-9. 

Haese, A., Vaisanen, V., Finlay, J.A., Pettersson, K., 
Rittenhouse, H.G., Partin, A.W., Bruzek, D.J., Sokoll, 
L.J., Lilja, H. and Chan, D.W. (2003c) Standardization 
of two immunoassays for human glandular kallikrein 2. 
Clin Chem 49, 601-10. 

Haese, A., Vaisanen, V., Lilja, H., Kattan, M.W., 
Rittenhouse, H.G., Pettersson, K., Chan, D.W., Huland, 
H., Sokoll, L.J. and Partin, A.W. (2005) Comparison of 
predictive accuracy for pathologically organ confined 
clinical stage T1c prostate cancer using human 
glandular kallikrein 2 and prostate specific antigen 
combined with clinical stage and Gleason grade. J Urol 
173, 752-6. 

Hawkins, B.R., Saueracker, G.C., Dawkins, R.L., Davey, 
M.G. and O'Connor, K.J. (1980) Population study of 
heterophile antibodies. Vox Sang 39, 339-42. 

Heeb, M.J. and Espana, F. (1998) alpha2-macroglobulin 
and C1-inactivator are plasma inhibitors of human 
glandular kallikrein. Blood Cells Mol Dis 24, 412-9. 

Heidenreich, A., Bellmunt, J., Bolla, M., Joniau, S., Mason, 
M., Matveev, V., Mottet, N., Schmid, H.P., van der 
Kwast, T., Wiegel, T. and Zattoni, F. (2011) EAU 
guidelines on prostate cancer. Part 1: screening, 
diagnosis, and treatment of clinically localised disease. 
Eur Urol 59, 61-71. 

Hennig, C., Rink, L., Fagin, U., Jabs, W.J. and Kirchner, 
H. (2000) The influence of naturally occurring 
heterophilic anti-immunoglobulin antibodies on direct 
measurement of serum proteins using sandwich 
ELISAs. J Immunol Methods 235, 71-80. 

Heuze, N., Olayat, S., Gutman, N., Zani, M.L. and Courty, 
Y. (1999) Molecular cloning and expression of an 
alternative hKLK3 transcript coding for a variant 
protein of prostate-specific antigen. Cancer Res 59, 
2820-4. 

Heuze-Vourc'h, N., Leblond, V. and Courty, Y. (2003) 
Complex alternative splicing of the hKLK3 gene 
coding for the tumor marker PSA (prostate-specific-
antigen). Eur J Biochem 270, 706-14. 

Hilz, H., Noldus, J., Hammerer, P., Buck, F., Luck, M. and 
Huland, H. (1999) Molecular heterogeneity of free 
PSA in sera of patients with benign and malignant 
prostate tumors. Eur Urol 36, 286-92. 

Hsing, A.W., Tsao, L. and Devesa, S.S. (2000) 
International trends and patterns of prostate cancer 
incidence and mortality. Int J Cancer 85, 60-7. 

Huber, P.R., Schmid, H.P., Mattarelli, G., Strittmatter, B., 
van-Steenbrugge, G.J. and Maurer, A. (1995) Serum 
free prostate specific antigen: isoenzymes in benign 
hyperplasia and  cancer of the prostate. Prostate 27, 
212-9. 

Hösel, W., Peter, J. and Hübel-Parajsz, C. (2002) 
Development and evaluation of an ELISA for the 
measurement of proPSA forms in sera. Anticancer Res 
22, 529. 

Isharwal, S., Makarov, D.V., Sokoll, L.J., Landis, P., 
Marlow, C., Epstein, J.I., Partin, A.W., Carter, H.B. 
and Veltri, R.W. (2011) ProPSA and diagnostic biopsy 
tissue DNA content combination improves accuracy to 
predict need for prostate cancer treatment among men 
enrolled in an active surveillance program. Urology 77, 
763 e1-6. 

Ismail, A.A., Walker, P.L., Barth, J.H., Lewandowski, 
K.C., Jones, R. and Burr, W.A. (2002) Wrong 
biochemistry results: two case reports and 
observational study in 5310 patients on potentially 
misleading thyroid-stimulating hormone and 
gonadotropin immunoassay results. Clin Chem 48, 
2023-9. 

Jansen, F.H., Roobol, M., Bangma, C.H. and van Schaik, 
R.H. (2008) Clinical impact of new prostate-specific 
antigen WHO standardization on biopsy rates and 
cancer detection. Clin Chem 54, 1999-2006. 

Jansen, F.H., van Schaik, R.H., Kurstjens, J., Horninger, 
W., Klocker, H., Bektic, J., Wildhagen, M.F., Roobol, 



References 

86 
 

M.J., Bangma, C.H. and Bartsch, G. (2010) Prostate-
specific antigen (PSA) isoform p2PSA in combination 
with total PSA and free PSA improves diagnostic 
accuracy in prostate cancer detection. Eur Urol 57, 
921-7. 

Jemal, A., Murray, T., Ward, E., Samuels, A., Tiwari, R.C., 
Ghafoor, A., Feuer, E.J. and Thun, M.J. (2005) Cancer 
statistics, 2005. CA Cancer J Clin 55, 10-30. 

Kaplan, I.V. and Levinson, S.S. (1999) When is a 
heterophile antibody not a heterophile antibody? When 
it is an antibody against a specific immunogen. Clin 
Chem 45, 616-8. 

Kapyaho, K., Tanner, P. and Weber, T. (1989) Effect of 
complement binding on a solid-phase immunometric 
TSH assay. Scand J Clin Lab Invest 49, 211-5. 

Kawachi, M.H., Bahnson, R.R., Barry, M., Busby, J.E., 
Carroll, P.R., Carter, H.B., Catalona, W.J., Cookson, 
M.S., Epstein, J.I., Etzioni, R.B., Giri, V.N., 
Hemstreet, G.P., 3rd, Howe, R.J., Lange, P.H., Lilja, 
H., Loughlin, K.R., Mohler, J., Moul, J., Nadler, R.B., 
Patterson, S.G., Presti, J.C., Stroup, A.M., Wake, R. 
and Wei, J.T. (2010) NCCN clinical practice guidelines 
in oncology: prostate cancer early detection. J Natl 
Compr Canc Netw 8, 240-62. 

Khan, M.A., Partin, A.W., Rittenhouse, H.G., Mikolajczyk, 
S.D., Sokoll, L.J., Chan, D.W. and Veltri, R.W. (2003) 
Evaluation of proprostate specific antigen for early 
detection of prostate cancer in men with a total prostate 
specific antigen range of 4.0 to 10.0 ng/ml. J Urol 170, 
723-6. 

Khan, M.A., Sokoll, L.J., Chan, D.W., Mangold, L.A., 
Mohr, P., Mikolajczyk, S.D., Linton, H.J., Evans, C.L., 
Rittenhouse, H.G. and Partin, A.W. (2004) Clinical 
utility of proPSA and "benign" PSA when percent free 
PSA is less than 15%. Urology 64, 1160-4. 

Kilpelainen, T.P., Tammela, T.L., Maattanen, L., Kujala, 
P., Stenman, U.H., Ala-Opas, M., Murtola, T.J. and 
Auvinen, A. (2010) False-positive screening results in 
the Finnish prostate cancer screening trial. Br J Cancer 
102, 469-74. 

Ko, J.S., Landis, P., Carter, H.B. and Partin, A.W. (2011) 
Effect of intra-observer variation in prostate volume 
measurement on prostate-specific antigen density 
calculations among prostate cancer active surveillance 
participants. BJU Int 108, 1739-42. 

Korpimaki, T., Hagren, V., Brockmann, E.C. and Tuomola, 
M. (2004) Generic lanthanide fluoroimmunoassay for 
the simultaneous screening of 18 sulfonamides using 
an engineered antibody. Anal Chem 76, 3091-8. 

Kort, S.A., Martens, F., Vanpoucke, H., van Duijnhoven, 
H.L. and Blankenstein, M.A. (2006) Comparison of 6 
automated assays for total and free prostate-specific 
antigen with special reference to their reactivity toward 
the WHO 96/670 reference preparation. Clin Chem 52, 
1568-74. 

Koshida, S., Asanuma, K., Kuribayashi, K., Goto, M., 
Tsuji, N., Kobayashi, D., Tanaka, M. and Watanabe, N. 
(2010) Prevalence of human anti-mouse antibodies 

(HAMAs) in routine examinations. Clin Chim Acta 
411, 391-4. 

Kranse, R., Beemsterboer, P., Rietbergen, J., Habbema, D., 
Hugosson, J. and Schroder, F.H. (1999) Predictors for 
biopsy outcome in the European Randomized Study of 
Screening for Prostate Cancer (Rotterdam region). 
Prostate 39, 316-22. 

Kranse, R., Roobol, M. and Schroder, F.H. (2008) A 
graphical device to represent the outcomes of a logistic 
regression analysis. Prostate 68, 1674-80. 

Kricka, L.J. (1999) Human anti-animal antibody 
interferences in immunological assays. Clin Chem 45, 
942-56. 

Kumar, A., Mikolajczyk, S.D., Goel, A.S., Millar, L.S. and 
Saedi, M.S. (1997) Expression of pro form of prostate-
specific antigen by mammalian cells and  its 
conversion to mature, active form by human kallikrein 
2. Cancer Res 57, 3111-4. 

Kumar, A., Mikolajczyk, S.D., Hill, T.M., Millar, L.S. and 
Saedi, M.S. (2000) Different proportions of various 
prostate-specific antigen (PSA) and human kallikrein 2 
(hK2) forms are present in noninduced and androgen-
induced LNCaP cells. Prostate 44, 248-54. 

Kurek, R., Nunez, G., Tselis, N., Konrad, L., Martin, T., 
Roeddiger, S., Aumuller, G., Zamboglou, N., Lin, 
D.W., Tunn, U.W. and Renneberg, H. (2004) 
Prognostic value of combined "triple"-reverse 
transcription-PCR analysis for prostate-specific 
antigen, human kallikrein 2, and prostate-specific 
membrane antigen mRNA in peripheral blood and 
lymph nodes of prostate cancer patients. Clin Cancer 
Res 10, 5808-14. 

Kuroki, M., Matsumoto, Y., Arakawa, F., Haruno, M., 
Murakami, M., Kuwahara, M., Ozaki, H., Senba, T. 
and Matsuoka, Y. (1995) Reducing interference from 
heterophilic antibodies in a two-site immunoassay for 
carcinoembryonic antigen (CEA) by using a 
human/mouse chimeric antibody to CEA as the tracer. 
J Immunol Methods 180, 81-91. 

Kwiatkowski, M.K., Recker, F., Piironen, T., Pettersson, 
K., Otto, T., Wernli, M. and Tscholl, R. (1998) In 
prostatism patients the ratio of human glandular 
kallikrein to free PSA improves the discrimination 
between prostate cancer and benign hyperplasia within 
the diagnostic "gray zone" of total PSA 4 to 10 ng/mL. 
Urology 52, 360-5. 

Larsson, A., Wejaker, P.E., Forsberg, P.O. and Lindahl, T. 
(1992) Chicken antibodies: a tool to avoid interference 
by complement activation in ELISA. J Immunol 
Methods 156, 79-83. 

Lawrence, M.G., Lai, J. and Clements, J.A. (2010) 
Kallikreins on steroids: structure, function, and 
hormonal regulation of prostate-specific antigen and 
the extended kallikrein locus. Endocr Rev 31, 407-46. 

Le, B.V., Griffin, C.R., Loeb, S., Carvalhal, G.F., Kan, D., 
Baumann, N.A. and Catalona, W.J. (2010)  
[-2]Proenzyme prostate specific antigen is more 
accurate than total and free prostate specific antigen in 
differentiating prostate cancer from benign disease in a 



References 

87 
 

prospective prostate cancer screening study. J Urol 
183, 1355-9. 

Lee, C.H., Akin-Olugbade, O. and Kirschenbaum, A. 
(2011) Overview of prostate anatomy, histology, and 
pathology. Endocrinol Metab Clin North Am 40, 565-
75, viii-ix. 

Lein, M., Semjonow, A., Graefen, M., Kwiatkowski, M., 
Abramjuk, C., Stephan, C., Haese, A., Chun, F., 
Schnorr, D., Loening, S.A. and Jung, K. (2005) A 
multicenter clinical trial on the use of (-5, -7) pro 
prostate specific antigen. J Urol 174, 2150-3. 

Leinonen, J., Lovgren, T., Vornanen, T. and Stenman, U.H. 
(1993) Double-label time-resolved immunofluorometric 
assay of prostate-specific  antigen and of its complex 
with alpha 1-antichymotrypsin. Clin Chem 39,  
2098-103. 

Lenz, H., Mossner, E., Stock, W., Roder, A., Haug, H. and 
McCarthy, R. Reagent and method for determination of 
a polyvalent substance using an immunoaggregate. 
(Boehringer Mannheim GmbH, Mannheim DE). US 
Patent 4914040, Apr. 3, 1990. 

Lerner, S.E., Jacobsen, S.J., Lilja, H., Bergstralh, E.J., 
Ransom, J., Klee, G.G., Piironen, T., Blute, M.L., 
Lieber, M.M., Zincke, H., Pettersson, K., Peterson, D. 
and Oesterling, J.E. (1996) Free, complexed, and total 
serum prostate-specific antigen concentrations and  
their proportions in predicting stage, grade, and 
deoxyribonucleic acid ploidy  in patients with 
adenocarcinoma of the prostate. Urology 48, 240-8. 

Li, Y., Tian, Y., Rezai, T., Prakash, A., Lopez, M.F., Chan, 
D.W. and Zhang, H. (2011) Simultaneous analysis of 
glycosylated and sialylated prostate-specific antigen 
revealing differential distribution of glycosylated 
prostate-specific antigen isoforms in prostate cancer 
tissues. Anal Chem 83, 240-5. 

Lichtenstein, P., De Faire, U., Floderus, B., Svartengren, 
M., Svedberg, P. and Pedersen, N.L. (2002) The 
Swedish Twin Registry: a unique resource for clinical, 
epidemiological and genetic studies. J Intern Med 252, 
184-205. 

Lichtenstein, P., Holm, N.V., Verkasalo, P.K., Iliadou, A., 
Kaprio, J., Koskenvuo, M., Pukkala, E., Skytthe, A. 
and Hemminki, K. (2000) Environmental and heritable 
factors in the causation of cancer--analyses of cohorts 
of twins from Sweden, Denmark, and Finland. N Engl 
J Med 343, 78-85. 

Lilja, H. (1985) A kallikrein-like serine protease in 
prostatic fluid cleaves the predominant  seminal vesicle 
protein. J Clin Invest 76, 1899-903. 

Lilja, H., Christensson, A., Dahlen, U., Matikainen, M.T., 
Nilsson, O., Pettersson, K. and Lovgren, T. (1991) 
Prostate-specific antigen in serum occurs predominantly 
in complex with alpha  1-antichymotrypsin. Clin Chem 
37, 1618-25. 

Lilja, H., Oldbring, J., Rannevik, G. and Laurell, C.B. 
(1987) Seminal vesicle-secreted proteins and their 
reactions during gelation and  liquefaction of human 
semen. J Clin Invest 80, 281-5. 

Lilleby, W., Torlakovic, G., Torlakovic, E., Skovlund, E. 
and Fossa, S.D. (2001) Prognostic significance of 
histologic grading in patients with prostate carcinoma 
who are assessed by the Gleason and World Health 
Organization grading systems in needle biopsies 
obtained prior to radiotherapy. Cancer 92, 311-9. 

Linton, H.J., Marks, L.S., Millar, L.S., Knott, C.L., 
Rittenhouse, H.G. and Mikolajczyk, S.D. (2003) 
Benign prostate-specific antigen (BPSA) in serum is 
increased in benign prostate disease. Clin Chem 49, 
253-9. 

Loeb, S., Carter, H.B., Berndt, S.I., Ricker, W. and 
Schaeffer, E.M. (2011) Complications after prostate 
biopsy: data from SEER-Medicare. J Urol 186, 1830-4. 

Loeb, S., Roehl, K.A., Catalona, W.J. and Nadler, R.B. 
(2007) Prostate specific antigen velocity threshold for 
predicting prostate cancer in young men. J Urol 177, 
899-902. 

Lovgren, J., Piironen, T., Overmo, C., Dowell, B., Karp, 
M., Pettersson, K., Lilja, H. and Lundwall, A. (1995) 
Production of recombinant PSA and HK2 and analysis 
of their immunologic  cross-reactivity. Biochem 
Biophys Res Commun 213, 888-95. 

Lovgren, J., Rajakoski, K., Karp, M., Lundwall, a. and 
Lilja, H. (1997) Activation of the zymogen form of 
prostate-specific antigen by human glandular kallikrein 
2. Biochem Biophys Res Commun 238, 549-55. 

Lovgren, J., Tian, S., Lundwall, A., Karp, M. and Lilja, H. 
(1999) Production and activation of recombinant hK2 
with propeptide mutations resulting in high expression 
levels. Eur J Biochem 266, 1050-5. 

Lundwall, A., Band, V., Blaber, M., Clements, J.A., 
Courty, Y., Diamandis, E.P., Fritz, H., Lilja, H., Malm, 
J., Maltais, L.J., Olsson, A.Y., Petraki, C., Scorilas, A., 
Sotiropoulou, G., Stenman, U.H., Stephan, C., Talieri, 
M. and Yousef, G.M. (2006) A comprehensive 
nomenclature for serine proteases with homology to 
tissue kallikreins. Biol Chem 387, 637-41. 

Lu-Yao, G.L. and Yao, S.L. (1997) Population-based study 
of long-term survival in patients with clinically 
localised prostate cancer. Lancet 349, 906-10. 

Magklara, A., Scorilas, A., Stephan, C., Kristiansen, G.O., 
Hauptmann, S., Jung, K. and Diamandis, E.P. (2000) 
Decreased concentrations of prostate-specific antigen 
and human glandular kallikrein 2 in malignant versus 
nonmalignant prostatic tissue. Urology 56, 527-32. 

Makarov, D.V., Trock, B.J., Humphreys, E.B., Mangold, 
L.A., Walsh, P.C., Epstein, J.I. and Partin, A.W. (2007) 
Updated nomogram to predict pathologic stage of 
prostate cancer given prostate-specific antigen level, 
clinical stage, and biopsy Gleason score (Partin tables) 
based on cases from 2000 to 2005. Urology 69,  
1095-101. 

Malm, J., Hellman, J., Hogg, P. and Lilja, H. (2000) 
Enzymatic action of prostate-specific antigen (PSA or 
hK3): substrate specificity and regulation by Zn(2+), a 
tight-binding inhibitor. Prostate 45, 132-9. 

Manjer, J., Carlsson, S., Elmstahl, S., Gullberg, B., Janzon, 
L., Lindstrom, M., Mattisson, I. and Berglund, G. 



References 

88 
 

(2001) The Malmo Diet and Cancer Study: 
representativity, cancer incidence and mortality in 
participants and non-participants. Eur J Cancer Prev 
10, 489-99. 

Marks, L.S., Kojima, M., Demarzo, A., Heber, D., 
Bostwick, D.G., Qian, J., Dorey, F.J., Veltri, R.W., 
Mohler, J.L. and Partin, A.W. (2004) Prostate cancer in 
native Japanese and Japanese-American men: effects of 
dietary differences on prostatic tissue. Urology 64, 
765-71. 

Mattsson, J.M., Valmu, L., Laakkonen, P., Stenman, U.H. 
and Koistinen, H. (2008) Structural characterization 
and anti-angiogenic properties of prostate-specific 
antigen isoforms in seminal fluid. Prostate 68, 945-54. 

McAuley, I., Steinhoff, G., McNeely, M. and Blood, P. 
(2002) Incorrect biochemistry complicates prostate 
cancer management. Can J Urol 9, 1496-7. 

McCormack, R.T., Rittenhouse, H.G., Finlay, J.A., 
Sokoloff, R.L., Wang, T.J., Wolfert, R.L., Lilja, H. and 
Oesterling, J.E. (1995) Molecular forms of prostate-
specific antigen and the human kallikrein gene  family: 
a new era. Urology 45, 729-44. 

McGee, R.S. and Herr, J.C. (1988) Human seminal vesicle-
specific antigen is a substrate for prostate-specific  
antigen (or P-30). Biol Reprod 39, 499-510. 

McNeel, D.G., Nguyen, L.D., Storer, B.E., Vessella, R., 
Lange, P.H. and Disis, M.L. (2000) Antibody 
immunity to prostate cancer associated antigens can be 
detected in the serum of patients with prostate cancer. J 
Urol 164, 1825-9. 

Meany, D.L., Zhang, Z., Sokoll, L.J., Zhang, H. and Chan, 
D.W. (2009) Glycoproteomics for prostate cancer 
detection: changes in serum PSA glycosylation 
patterns. J Proteome Res 8, 613-9. 

Meeks, J.J., Thaxton, C.S., Loeb, S., Roehl, K.A., Helfand, 
B.T. and Catalona, W.J. (2008) Comparison of prostate 
specific antigen velocity in screened versus referred 
patients with prostate cancer. J Urol 179, 1340-3. 

Mikolajczyk, S.D., Catalona, W.J., Evans, C.L., Linton, 
H.J., Millar, L.S., Marker, K.M., Katir, D., Amirkhan, 
A. and Rittenhouse, H.G. (2004) Proenzyme forms of 
prostate-specific antigen in serum improve the 
detection of prostate cancer. Clin Chem 50, 1017-25. 

Mikolajczyk, S.D., Grauer, L.S., Millar, L.S., Hill, T.M., 
Kumar, A., Rittenhouse, H.G., Wolfert, R.L. and Saedi, 
M.S. (1997a) A precursor form of PSA (pPSA) is a 
component of the free PSA in prostate cancer serum. 
Urology 50, 710-4. 

Mikolajczyk, S.D., Marker, K.M., Millar, L.S., Kumar, A., 
Saedi, M.S., Payne, J.K., Evans, C.L., Gasior, C.L., 
Linton, H.J., Carpenter, P. and Rittenhouse, H.G. 
(2001) A truncated precursor form of prostate-specific 
antigen is a more specific serum marker of prostate 
cancer. Cancer Res 61, 6958-63. 

Mikolajczyk, S.D., Millar, L.S., Marker, K.M., Grauer, 
L.S., Goel, A., Cass, M.M., Kumar, A. and Saedi, M.S. 
(1997b) Ala217 is important for the catalytic function 
and autoactivation of prostate-specific human 
kallikrein 2. Eur J Biochem 246, 440-6. 

Mikolajczyk, S.D., Millar, L.S., Marker, K.M., 
Rittenhouse, H.G., Wolfert, R.L., Marks, L.S., 
Charlesworth, M.C. and Tindall, D.J. (1999) 
Identification of a novel complex between human 
kallikrein 2 and protease inhibitor-6 in prostate cancer 
tissue. Cancer Res 59, 3927-30. 

Mikolajczyk, S.D., Millar, L.S., Wang, T.J., Rittenhouse, 
H.G., Marks, L.S., Song, W., Wheeler, T.M. and 
Slawin, K.M. (2000a) A precursor form of prostate-
specific antigen is more highly elevated in prostate 
cancer compared with benign transition zone prostate 
tissue. Cancer Res 60, 756-9. 

Mikolajczyk, S.D., Millar, L.S., Wang, T.J., Rittenhouse, 
H.G., Wolfert, R.L., Marks, L.S., Song, W., Wheeler, 
T.M. and Slawin, K.M. (2000b) "B-PSA", a specific 
molecular form of free prostate-specific antigen, is 
found predominantly in the transition zone of patients 
with nodular benign prostatic hyperplasia. Urology 55, 
41-45. 

Miyakubo, M., Ito, K., Yamamoto, T., Takechi, H., Ohi, 
M. and Suzuki, K. (2009) Proprostate-specific antigen: 
its usefulness in the era of multiple-core prostate 
biopsy. Int J Urol 16, 561-5. 

Morgan, B.R. and Tarter, T.H. (2001) Serum heterophile 
antibodies interfere with prostate specific antigen test 
and result in over treatment in a patient with prostate 
cancer. J Urol 166, 2311-2. 

Mostofi, F.K. (1975) Grading of prostatic carcinoma. 
Cancer Chemother Rep 59, 111-7. 

Nam, R.K., Diamandis, E.P., Toi, A., Trachtenberg, J., 
Magklara, A., Scorilas, A., Papnastasiou, P.A., Jewett, 
M.A. and Narod, S.A. (2000) Serum human glandular 
kallikrein-2 protease levels predict the presence of 
prostate cancer among men with elevated prostate-
specific antigen. J Clin Oncol 18, 1036-42. 

Nam, R.K., Saskin, R., Lee, Y., Liu, Y., Law, C., Klotz, 
L.H., Loblaw, D.A., Trachtenberg, J., Stanimirovic, A., 
Simor, A.E., Seth, A., Urbach, D.R. and Narod, S.A. 
(2010) Increasing hospital admission rates for 
urological complications after transrectal ultrasound 
guided prostate biopsy. J Urol 183, 963-8. 

Naya, Y., Fritsche, H.A., Bhadkamkar, V.A., Mikolajczyk, 
S.D., Rittenhouse, H.G. and Babaian, R.J. (2004) 
Volume-based evaluation of serum assays for new 
prostate-specific antigen isoforms in the detection of 
prostate cancer. Urology 63, 492-8. 

Naya, Y., Fritsche, H.A., Bhadkamkar, V.A., Mikolajczyk, 
S.D., Rittenhouse, H.G. and Babaian, R.J. (2005) 
Evaluation of precursor prostate-specific antigen 
isoform ratios in the detection of prostate cancer. Urol 
Oncol 23, 16-21. 

Newton, M.R., Phillips, S., Chang, S.S., Clark, P.E., 
Cookson, M.S., Davis, R., Fowke, J.H., Herrell, S.D., 
Baumgartner, R., Chan, R., Mishra, V., Blume, J.D., 
Smith, J.A., Jr. and Barocas, D.A. (2010) Smaller 
prostate size predicts high grade prostate cancer at final 
pathology. J Urol 184, 930-7. 



References 

89 
 

Ngo, T.C., Conti, S.L., Shinghal, R. and Presti, J.C., Jr. 
(2012) Prostate size does not predict high grade cancer. 
J Urol 187, 477-80. 

Niemelä, P. (2002) Circulating Forms of Free Prostate-
Specific Antigen and Their Use in Prostate Cancer 
Diagnostics. In: The Department of Biochemistry, 
Food Chemistry and Biotechnology. University of 
Turku, Turku, p. 114. 

Niemelä, P., Lövgren, J., Karp, M., Lilja, H. and 
Pettersson, K. (2002) Sensitive and specific enzymatic 
assay for the determination of precursor forms of 
prostate-specific antigen after an activation step. Clin 
Chem 48, 1257-64. 

Noldus, J., Chen, Z.X. and Stamey, T.A. (1997) Isolation 
and characterization of free form prostate specific 
antigen (f-PSA)  in sera of men with prostate cancer. J 
Urol 158, 1606-9. 

Nurmikko, P., Pettersson, K., Piironen, T., Hugosson, J. 
and Lilja, H. (2001) Discrimination of prostate cancer 
from benign disease by plasma measurement of intact, 
free prostate-specific antigen lacking an internal 
cleavage site at Lys145-Lys146. Clin Chem 47,  
1415-23. 

Nurmikko, P., Vaisanen, V., Piironen, T., Lindgren, S., 
Lilja, H. and Pettersson, K. (2000) Production and 
characterization of novel anti-prostate-specific antigen 
(PSA) monoclonal antibodies that do not detect 
internally cleaved Lys145-Lys146 inactive PSA. Clin 
Chem 46, 1610-8. 

Ohyama, C., Hosono, M., Nitta, K., Oh-eda, M., 
Yoshikawa, K., Habuchi, T., Arai, Y. and Fukuda, M. 
(2004) Carbohydrate structure and differential binding 
of prostate specific antigen to Maackia amurensis 
lectin between prostate cancer and benign prostate 
hypertrophy. Glycobiology 14, 671-9. 

Pampalakis, G., Scorilas, A. and Sotiropoulou, G. (2008) 
Novel splice variants of prostate-specific antigen and 
applications in diagnosis of prostate cancer. Clin 
Biochem 41, 591-7. 

Papsidero, L.D., Wang, M.C., Valenzuela, L.A., Murphy, 
G.P. and Chu, T.M. (1980) A prostate antigen in sera 
of prostatic cancer patients. Cancer Res 40, 2428-32. 

Park, S., Wians, F.H., Jr. and Cadeddu, J.A. (2007) 
Spurious prostate-specific antigen (PSA) recurrence 
after radical prostatectomy: interference by human 
antimouse heterophile antibodies. Int J Urol 14, 251-3. 

Peracaula, R., Tabares, G., Royle, L., Harvey, D.J., Dwek, 
R.A., Rudd, P.M. and de Llorens, R. (2003) Altered 
glycosylation pattern allows the distinction between 
prostate-specific antigen (PSA) from normal and tumor 
origins. Glycobiology 13, 457-70. 

Peter, J., Unverzagt, C., Krogh, T.N., Vorm, O. and 
Hoesel, W. (2001) Identification of precursor forms of 
free prostate-specific antigen in serum of prostate 
cancer patients by immunosorption and mass 
spectrometry. Cancer Res 61, 957-62. 

Pettersson, K., Piironen, T., Seppala, M., Liukkonen, L., 
Christensson, A., Matikainen, M.T., Suonpaa, M., 
Lovgren, T. and Lilja, H. (1995) Free and complexed 

prostate-specific antigen (PSA): in vitro stability,  
epitope map, and development of immunofluorometric 
assays for specific and  sensitive detection of free PSA 
and PSA-alpha 1-antichymotrypsin complex. Clin 
Chem 41, 1480-8. 

Piironen, T., Lovgren, J., Karp, M., Eerola, R., Lundwall, 
A., Dowell, B., Lovgren, T., Lilja, H. and Pettersson, 
K. (1996a) Immunofluorometric assay for sensitive and 
specific measurement of human  prostatic glandular 
kallikrein (hK2) in serum. Clin Chem 42, 1034-41. 

Piironen, T., Pettersson, K., Suonpaa, M., Stenman, U.H., 
Oesterling, J.E., Lovgren, T. and Lilja, H. (1996b) In 
vitro stability of free prostate-specific antigen (PSA) 
and prostate- specific antigen (PSA) complexed to 
alpha 1-antichymotrypsin in blood samples. Urology 
48, 81-7. 

Piironen, T., Villoutreix, B.O., Becker, C., Hollingsworth, 
K., Vihinen, M., Bridon, D., Qiu, X., Rapp, J., Dowell, 
B., Lovgren, T., Pettersson, K. and Lilja, H. (1998) 
Determination and analysis of antigenic epitopes of 
prostate specific antigen (PSA) and human glandular 
kallikrein 2 (hK2) using synthetic peptides and 
computer modeling. Protein Sci 7, 259-69. 

Prostate Cancer: Current Care guideline. (2007) Prostate 
Cancer (online): Current Care Guideline. Working 
group set up by the Finnish Medical Society Duodecim 
and the Finnish Association of Urology, Finnish 
Medical Society Duodecim. www.kaypahoito.fi 
(Accessed 21.2.2012). 

Qian, Y., Sensibar, J.A., Zelner, D.J., Schaeffer, A.J., 
Finlay, J.A., Rittenhouse, H.G. and Lee, C. (1997) 
Two-dimensional gel electrophoresis detects prostate-
specific antigen-  alpha(1)-antichymotrypsin complex 
in serum but not in prostatic fluid. Clin Chem 43,  
352-9. 

R Development Core Team. (2005) R: A language and 
environment for statistical computing. In. R 
Foundation for Statistical Computing V, Vienna, 
Austria. 

Raaijmakers, R., Blijenberg, B.G., Finlay, J.A., 
Rittenhouse, H.G., Wildhagen, M.F., Roobol, M.J. and 
Schroder, F.H. (2004) Prostate cancer detection in the 
prostate specific antigen range of 2.0 to 3.9 ng/ml: 
value of percent free prostate specific antigen on tumor 
detection and tumor aggressiveness. J Urol 171,  
2245-9. 

Raaijmakers, R., de Vries, S.H., Blijenberg, B.G., 
Wildhagen, M.F., Postma, R., Bangma, C.H., Darte, C. 
and Schroder, F.H. (2007) hK2 and free PSA, a 
prognostic combination in predicting minimal prostate 
cancer in screen-detected men within the PSA range  
4-10 ng/ml. Eur Urol 52, 1358-64. 

Radwan, M.H., Yan, Y., Luly, J.R., Figenshau, R.S., 
Brandes, S.B., Bhayani, S.B., Bullock, A.D., Liefu, Y., 
Andriole, G.L. and Kibel, A.S. (2007) Prostate-specific 
antigen density predicts adverse pathology and 
increased risk of biochemical failure. Urology 69, 
1121-7. 

Rafferty, B., Rigsby, P., Rose, M., Stamey, T. and Gaines 
Das, R. (2000) Reference reagents for prostate-specific 



References 

90 
 

antigen (PSA): establishment of the first international 
standards for free PSA and PSA (90:10). Clin Chem 
46, 1310-7. 

Rajakoski, K., Piironen, T., Pettersson, K., Lovgren, J. and 
Karp, M. (1997) Epitope mapping of human prostate 
specific antigen and glandular kallikreins expressed in 
insect cells. Prostate Cancer and Prostatic Diseases 1, 
16-20. 

Recker, F., Kwiatkowski, M.K., Huber, A., Stamm, B., 
Lehmann, K. and Tscholl, R. (2001) Prospective 
detection of clinically relevant prostate cancer in the 
prostate specific antigen range 1 to 3 ng./ml. combined 
with free-to-total ratio 20% or less: the Aarau 
experience. J Urol 166, 851-5. 

Recker, F., Kwiatkowski, M.K., Piironen, T., Pettersson, 
K., Lummen, G., Wernli, M., Wiefelsputz, J., Graber, 
S.F., Goepel, M., Huber, A. and Tscholl, R. (1998) The 
importance of human glandular kallikrein and its 
correlation with different prostate specific antigen 
serum forms in the detection of prostate carcinoma. 
Cancer 83, 2540-7. 

Reinsberg, J. and Nocke, W. (1993) Falsely low results in 
CA 125 determination due to anti-idiotypic antibodies 
induced by infusion of [131I]F(ab')2 fragments of the 
OC125 antibody. Eur J Clin Chem Clin Biochem 31, 
323-7. 

Roddam, A.W., Rimmer, J., Nickerson, C. and Ward, A.M. 
(2006) Prostate-specific antigen: bias and molarity of 
commercial assays for PSA in use in England. Ann 
Clin Biochem 43, 35-48. 

Roehrborn, C.G., Boyle, P., Bergner, D., Gray, T., 
Gittelman, M., Shown, T., Melman, A., Bracken, R.B., 
deVere White, R., Taylor, A., Wang, D. and 
Waldstreicher, J. (1999a) Serum prostate-specific 
antigen and prostate volume predict long-term changes 
in symptoms and flow rate: results of a four-year, 
randomized trial comparing finasteride versus placebo. 
PLESS Study Group. Urology 54, 662-9. 

Roehrborn, C.G., Boyle, P., Gould, A.L. and 
Waldstreicher, J. (1999b) Serum prostate-specific 
antigen as a predictor of prostate volume in men with 
benign prostatic hyperplasia. Urology 53, 581-9. 

Roobol, M., Kranse, R., Maattanen, L. and Schröder, F.H. 
(2009a) External validation of the Riskindicator ®. 
ERSPC Rotterdam, Helsinki and Tampere. European 
Urology Supplements 8, 192. 

Roobol, M.J., Kerkhof, M., Schroder, F.H., Cuzick, J., 
Sasieni, P., Hakama, M., Stenman, U.H., Ciatto, S., 
Nelen, V., Kwiatkowski, M., Lujan, M., Lilja, H., 
Zappa, M., Denis, L., Recker, F., Berenguer, A., 
Ruutu, M., Kujala, P., Bangma, C.H., Aus, G., 
Tammela, T.L., Villers, A., Rebillard, X., Moss, S.M., 
de Koning, H.J., Hugosson, J. and Auvinen, A. (2009b) 
Prostate cancer mortality reduction by prostate-specific 
antigen-based screening adjusted for nonattendance 
and contamination in the European Randomised Study 
of Screening for Prostate Cancer (ERSPC). Eur Urol 
56, 584-91. 

Roobol, M.J., van Vugt, H.A., Loeb, S., Zhu, X., Bul, M., 
Bangma, C.H., van Leenders, A.G., Steyerberg, E.W. 

and Schroder, F.H. (2012) Prediction of Prostate 
Cancer Risk: The Role of Prostate Volume and Digital 
Rectal Examination in the ERSPC Risk Calculators. 
Eur Urol 61, 577-83. 

Sagnier, P.P., Girman, C.J., Garraway, M., Kumamoto, Y., 
Lieber, M.M., Richard, F., MacFarlane, G., Guess, 
H.A., Jacobsen, S.J., Tsukamoto, T. and Boyle, P. 
(1996) International comparison of the community 
prevalence of symptoms of prostatism in four 
countries. Eur Urol 29, 15-20. 

Sanda, M.G., Doehring, C.B., Binkowitz, B., Beaty, T.H., 
Partin, A.W., Hale, E., Stoner, E. and Walsh, P.C. 
(1997) Clinical and biological characteristics of 
familial benign prostatic hyperplasia. J Urol 157,  
876-9. 

Sarrats, A., Comet, J., Tabares, G., Ramirez, M., 
Aleixandre, R.N., de Llorens, R. and Peracaula, R. 
(2010) Differential percentage of serum prostate-
specific antigen subforms suggests a new way to 
improve prostate cancer diagnosis. Prostate 70, 1-9. 

Schalken, J.A. (2004) Molecular and cellular prostate 
biology: origin of prostate-specific antigen expression 
and implications for benign prostatic hyperplasia. BJU 
Int 93 Suppl 1, 5-9. 

Schedlich, L.J., Bennetts, B.H. and Morris, B.J. (1987) 
Primary structure of a human glandular kallikrein gene. 
Dna 6, 429-37. 

Schroder, F. and Kattan, M.W. (2008) The comparability 
of models for predicting the risk of a positive prostate 
biopsy with prostate-specific antigen alone: a 
systematic review. Eur Urol 54, 274-90. 

Schroder, F.H., Hugosson, J., Roobol, M.J., Tammela, 
T.L., Ciatto, S., Nelen, V., Kwiatkowski, M., Lujan, 
M., Lilja, H., Zappa, M., Denis, L.J., Recker, F., 
Berenguer, A., Maattanen, L., Bangma, C.H., Aus, G., 
Villers, A., Rebillard, X., van der Kwast, T., 
Blijenberg, B.G., Moss, S.M., de Koning, H.J. and 
Auvinen, A. (2009) Screening and prostate-cancer 
mortality in a randomized European study. N Engl J 
Med 360, 1320-8. 

Schroder, F.H., Hugosson, J., Roobol, M.J., Tammela, 
T.L., Ciatto, S., Nelen, V., Kwiatkowski, M., Lujan, 
M., Lilja, H., Zappa, M., Denis, L.J., Recker, F., Paez, 
A., Maattanen, L., Bangma, C.H., Aus, G., Carlsson, 
S., Villers, A., Rebillard, X., van der Kwast, T., Kujala, 
P.M., Blijenberg, B.G., Stenman, U.H., Huber, A., 
Taari, K., Hakama, M., Moss, S.M., de Koning, H.J. 
and Auvinen, A. (2012) Prostate-cancer mortality at 11 
years of follow-up. N Engl J Med 366, 981-90. 

Schroder, F.H., Roobol, M.J., van der Kwast, T.H., Kranse, 
R. and Bangma, C.H. (2006) Does PSA velocity 
predict prostate cancer in pre-screened populations? 
Eur Urol 49, 460-5; discussion 465. 

Schulz, P., Stucka, R., Feldmann, H., Combriato, G., 
Klobeck, H.G. and Fittler, F. (1988) Sequence of a 
cDNA clone encompassing the complete mature 
human prostate specific antigen (PSA) and an 
unspliced leader sequence. Nucleic Acids Res 16, 
6226. 



References 

91 
 

Seaman, E., Whang, M., Olsson, C.A., Katz, A., Cooner, 
W.H. and Benson, M.C. (1993) PSA density (PSAD). 
Role in patient evaluation and management. Urol Clin 
North Am 20, 653-63. 

Selby, C. (1999) Interference in immunoassay. Ann Clin 
Biochem 36 ( Pt 6), 704-21. 

Semjonow, A., De Angelis, G., Oberpenning, F., Schmid, 
H.P., Brandt, B. and Hertle, L. (2000) The clinical 
impact of different assays for prostate specific antigen. 
BJU Int 86, 590-7. 

Semjonow, A., Kopke, T., Eltze, E., Pepping-Schefers, B., 
Burgel, H. and Darte, C. (2010) Pre-analytical in-vitro 
stability of [-2]proPSA in blood and serum. Clin 
Biochem 43, 926-8. 

Semjonow, A., Oberpenning, F., Brandt, B., Zechel, C., 
Brandau, W. and Hertle, L. (1996) Impact of free 
prostate-specific antigen on discordant measurement 
results of assays for total prostate-specific antigen. 
Urology 48, 10-5. 

Shariat, S.F., Abdel-Aziz, K.F., Roehrborn, C.G. and 
Lotan, Y. (2006) Pre-operative percent free PSA 
predicts clinical outcomes in patients treated with 
radical prostatectomy with total PSA levels below  
10 ng/ml. Eur Urol 49, 293-302. 

Shariat, S.F., Karakiewicz, P.I., Margulis, V. and Kattan, 
M.W. (2008) Inventory of prostate cancer predictive 
tools. Curr Opin Urol 18, 279-96. 

Sharp, V.J., Takacs, E.B. and Powell, C.R. (2010) 
Prostatitis: diagnosis and treatment. Am Fam Physician 
82, 397-406. 

Shaw, J.L. and Diamandis, E.P. (2007) Distribution of 15 
human kallikreins in tissues and biological fluids. Clin 
Chem 53, 1423-32. 

Shimizu, H., Ross, R.K., Bernstein, L., Yatani, R., 
Henderson, B.E. and Mack, T.M. (1991) Cancers of the 
prostate and breast among Japanese and white 
immigrants in Los Angeles County. Br J Cancer 63, 
963-6. 

Sobin LH, W.C. (1997) TNM Classification of Malignant 
Tumours. Wiley-Liss Inc., New York. 

Sokoll, L.J., Chan, D.W., Mikolajczyk, S.D., Rittenhouse, 
H.G., Evans, C.L., Linton, H.J., Mangold, L.A., Mohr, 
P., Bartsch, G., Klocker, H., Horninger, W. and Partin, 
A.W. (2003) Proenzyme psa for the early detection of 
prostate cancer in the 2.5-4.0 ng/ml total psa range: 
preliminary analysis. Urology 61, 274-6. 

Sokoll, L.J., Sanda, M.G., Feng, Z., Kagan, J., Mizrahi, 
I.A., Broyles, D.L., Partin, A.W., Srivastava, S., 
Thompson, I.M., Wei, J.T., Zhang, Z. and Chan, D.W. 
(2010) A prospective, multicenter, National Cancer 
Institute Early Detection Research Network study of [-
2]proPSA: improving prostate cancer detection and 
correlating with cancer aggressiveness. Cancer 
Epidemiol Biomarkers Prev 19, 1193-200. 

Sokoll, L.J., Wang, Y., Feng, Z., Kagan, J., Partin, A.W., 
Sanda, M.G., Thompson, I.M. and Chan, D.W. (2008) 
[-2]proenzyme prostate specific antigen for prostate 
cancer detection: a national cancer institute early 

detection research network validation study. J Urol 
180, 539-43; discussion 543. 

Southwick, P.C., Catalona, W.J., Partin, A.W., Slawin, 
K.M., Brawer, M.K., Flanigan, R.C., Patel, A., Richie, 
J.P., Walsh, P.C., Scardino, P.T., Lange, P.H., Gasior, 
G.H., Parson, R.E. and Loveland, K.G. (1999) 
Prediction of post-radical prostatectomy pathological 
outcome for stage T1c prostate cancer with percent free 
prostate specific antigen: a prospective multicenter 
clinical trial. J Urol 162, 1346-51. 

Stamey, T.A., Caldwell, M., McNeal, J.E., Nolley, R., 
Hemenez, M. and Downs, J. (2004) The prostate 
specific antigen era in the United States is over for 
prostate cancer: what happened in the last 20 years? J 
Urol 172, 1297-301. 

Steinberg, D.M., Sauvageot, J., Piantadosi, S. and Epstein, 
J.I. (1997) Correlation of prostate needle biopsy and 
radical prostatectomy Gleason grade in academic and 
community settings. Am J Surg Pathol 21, 566-76. 

Stenman, U.H. (1997) Prostate-specific antigen, clinical 
use and staging: an overview. Br J Urol 79 Suppl 1,  
53-60. 

Stenman, U.H., Leinonen, J., Alfthan, H., Rannikko, S., 
Tuhkanen, K. and Alfthan, O. (1991) A complex 
between prostate-specific antigen and alpha  
1-antichymotrypsin is  the major form of prostate-
specific antigen in serum of patients with prostatic  
cancer: assay of the complex improves clinical 
sensitivity for cancer. Cancer Res 51, 222-6. 

Stenman, U.H., Paus, E., Allard, W.J., Andersson, I., 
Andres, C., Barnett, T.R., Becker, C., Belenky, A., 
Bellanger, L., Pellegrino, C.M., Bormer, O.P., Davis, 
G., Dowell, B., Grauer, L.S., Jette, D.C., Karlsson, B., 
Kreutz, F.T., van der Kwast, T.M., Lauren, L., 
Leinimaa, M., Leinonen, J., Lilja, H., Linton, H.J., 
Nap, M., Hilgers, J. and et al. (1999) Summary report 
of the TD-3 workshop: characterization of 83 
antibodies against prostate-specific antigen. Tumour 
Biol 20, 1-12. 

Stephan, C., Cammann, H., Deger, S., Schrader, M., 
Meyer, H.A., Miller, K., Lein, M. and Jung, K. (2009a) 
Benign prostatic hyperplasia-associated free prostate-
specific antigen improves detection of prostate cancer 
in an artificial neural network. Urology 74, 873-7. 

Stephan, C., Jung, K., Nakamura, T., Yousef, G.M., 
Kristiansen, G. and Diamandis, E.P. (2006a) Serum 
human glandular kallikrein 2 (hK2) for distinguishing 
stage and grade of prostate cancer. Int J Urol 13,  
238-43. 

Stephan, C., Kahrs, A.M., Cammann, H., Lein, M., 
Schrader, M., Deger, S., Miller, K. and Jung, K. 
(2009b) A [-2]proPSA-based artificial neural network 
significantly improves differentiation between prostate 
cancer and benign prostatic diseases. Prostate 69,  
198-207. 

Stephan, C., Kahrs, A.M., Klotzek, S., Reiche, J., Muller, 
C., Lein, M., Deger, S., Miller, K. and Jung, K. (2008) 
Toward metrological traceability in the determination 
of prostate-specific antigen (PSA): calibrating 
Beckman Coulter Hybritech Access PSA assays to 



References 

92 
 

WHO standards compared with the traditional 
Hybritech standards. Clin Chem Lab Med 46, 623-9. 

Stephan, C., Klaas, M., Muller, C., Schnorr, D., Loening, 
S.A. and Jung, K. (2006b) Interchangeability of 
measurements of total and free prostate-specific 
antigen in serum with 5 frequently used assay 
combinations: an update. Clin Chem 52, 59-64. 

Stephan, C., Meyer, H.A., Kwiatkowski, M., Recker, F., 
Cammann, H., Loening, S.A., Jung, K. and Lein, M. 
(2006c) A (-5, -7) proPSA based artificial neural 
network to detect prostate cancer. Eur Urol 50, 1014-
20. 

Stephan, C., Meyer, H.A., Paul, E.M., Kristiansen, G., 
Loening, S.A., Lein, M. and Jung, K. (2007) Serum  
(-5, -7) proPSA for distinguishing stage and grade of 
prostate cancer. Anticancer Res 27, 1833-6. 

Stephan, C., Siemssen, K., Cammann, H., Friedersdorff, F., 
Deger, S., Schrader, M., Miller, K., Lein, M., Jung, K. 
and Meyer, H.A. (2011) Between-method differences 
in prostate-specific antigen assays affect prostate 
cancer risk prediction by nomograms. Clin Chem 57, 
995-1004. 

Steuber, T., Niemela, P., Haese, A., Pettersson, K., 
Erbersdobler, A., Felix Chun, K.H., Graefen, M., 
Kattan, M.W., Huland, H. and Lilja, H. (2005) 
Association of free-prostate specific antigen 
subfractions and human glandular kallikrein 2 with 
volume of benign and malignant prostatic tissue. 
Prostate 63, 13-8. 

Steuber, T., Nurmikko, P., Haese, A., Pettersson, K., 
Graefen, M., Hammerer, P., Huland, H. and Lilja, H. 
(2002) Discrimination of benign from malignant 
prostatic disease by selective measurements of single 
chain, intact free prostate specific antigen. J Urol 168, 
1917-22. 

Steuber, T., Vickers, A., Haese, A., Kattan, M.W., 
Eastham, J.A., Scardino, P.T., Huland, H. and Lilja, H. 
(2007a) Free PSA isoforms and intact and cleaved 
forms of urokinase plasminogen activator receptor in 
serum improve selection of patients for prostate cancer 
biopsy. Int J Cancer 120, 1499-504. 

Steuber, T., Vickers, A.J., Haese, A., Becker, C., 
Pettersson, K., Chun, F.K., Kattan, M.W., Eastham, 
J.A., Scardino, P.T., Huland, H. and Lilja, H. (2006) 
Risk assessment for biochemical recurrence prior to 
radical prostatectomy: Significant enhancement 
contributed by human glandular kallikrein 2 (hK2) and 
free prostate specific antigen (PSA) in men with 
moderate PSA-elevation in serum. Int J Cancer 118, 
1234-1240. 

Steuber, T., Vickers, A.J., Serio, A.M., Vaisanen, V., 
Haese, A., Pettersson, K., Eastham, J.A., Scardino, 
P.T., Huland, H. and Lilja, H. (2007b) Comparison of 
free and total forms of serum human kallikrein 2 and 
prostate-specific antigen for prediction of locally 
advanced and recurrent prostate cancer. Clin Chem 53, 
233-40. 

Steyerberg, E.W., Roobol, M.J., Kattan, M.W., van der 
Kwast, T.H., de Koning, H.J. and Schroder, F.H. 
(2007) Prediction of indolent prostate cancer: 

validation and updating of a prognostic nomogram. J 
Urol 177, 107-12; discussion 112. 

Tabares, G., Jung, K., Reiche, J., Stephan, C., Lein, M., 
Peracaula, R., de Llorens, R. and Hoesel, W. (2007) 
Free PSA forms in prostatic tissue and sera of prostate 
cancer patients: analysis by 2-DE and western blotting 
of immunopurified samples. Clin Biochem 40, 343-50. 

Tabares, G., Radcliffe, C.M., Barrabes, S., Ramirez, M., 
Aleixandre, R.N., Hoesel, W., Dwek, R.A., Rudd, 
P.M., Peracaula, R. and de Llorens, R. (2006) Different 
glycan structures in prostate-specific antigen from 
prostate cancer sera in relation to seminal plasma PSA. 
Glycobiology 16, 132-45. 

Takayama, T.K., Carter, C.A. and Deng, T. (2001a) 
Activation of prostate-specific antigen precursor (pro-
PSA) by prostin, a novel human prostatic serine 
protease identified by degenerate PCR. Biochemistry 
40, 1679-87. 

Takayama, T.K., Fujikawa, K. and Davie, E.W. (1997) 
Characterization of the precursor of prostate-specific 
antigen. Activation by trypsin and by human glandular 
kallikrein. J Biol Chem 272, 21582-8. 

Takayama, T.K., McMullen, B.A., Nelson, P.S., 
Matsumura, M. and Fujikawa, K. (2001b) 
Characterization of hK4 (prostase), a prostate-specific 
serine protease: activation of the precursor of prostate 
specific antigen (pro-PSA) and single-chain urokinase-
type plasminogen activator and degradation of prostatic 
acid phosphatase. Biochemistry 40, 15341-8. 

Tanaka, T., Isono, T., Yoshiki, T., Yuasa, T. and Okada, Y. 
(2000) A novel form of prostate-specific antigen 
transcript produced by alternative splicing. Cancer Res 
60, 56-9. 

Tannock, I.F., Osoba, D., Stockler, M.R., Ernst, D.S., 
Neville, A.J., Moore, M.J., Armitage, G.R., Wilson, 
J.J., Venner, P.M., Coppin, C.M. and Murphy, K.C. 
(1996) Chemotherapy with mitoxantrone plus 
prednisone or prednisone alone for symptomatic 
hormone-resistant prostate cancer: a Canadian 
randomized trial with palliative end points. J Clin 
Oncol 14, 1756-64. 

Thompson, I.M., Ankerst, D.P., Chi, C., Goodman, P.J., 
Tangen, C.M., Lucia, M.S., Feng, Z., Parnes, H.L. and 
Coltman, C.A., Jr. (2006) Assessing prostate cancer 
risk: results from the Prostate Cancer Prevention Trial. 
J Natl Cancer Inst 98, 529-34. 

Thompson, I.M., Pauler, D.K., Goodman, P.J., Tangen, 
C.M., Lucia, M.S., Parnes, H.L., Minasian, L.M., Ford, 
L.G., Lippman, S.M., Crawford, E.D., Crowley, J.J. 
and Coltman, C.A., Jr. (2004) Prevalence of prostate 
cancer among men with a prostate-specific antigen 
level < or =4.0 ng per milliliter. N Engl J Med 350, 
2239-46. 

Thorpe, S.J., Turner, C., Heath, A., Feavers, I., Vatn, I., 
Natvig, J.B. and Thompson, K.M. (2003) Clonal 
analysis of a human antimouse antibody (HAMA) 
response. Scand J Immunol 57, 85-92. 

Tremblay, R.R., Deperthes, D., Tetu, B. and Dube, J.Y. 
(1997) Immunohistochemical study suggesting a 



References 

93 
 

complementary role of kallikreins hK2  and hK3 
(prostate-specific antigen) in the functional analysis of 
human  prostate tumors. Am J Pathol 150, 455-9. 

Trottier, G., Roobol, M.J., Lawrentschuk, N., Bostrom, 
P.J., Fernandes, K.A., Finelli, A., Chadwick, K., 
Evans, A., van der Kwast, T.H., Toi, A., Zlotta, A.R. 
and Fleshner, N.E. (2011) Comparison of risk 
calculators from the Prostate Cancer Prevention Trial 
and the European Randomized Study of Screening for 
Prostate Cancer in a contemporary Canadian cohort. 
BJU Int 108, E237-44. 

Turpeinen, U., Lehtovirta, P., Alfthan, H. and Stenman, 
U.H. (1990) Interference by human anti-mouse 
antibodies in CA 125 assay after immunoscintigraphy: 
anti-idiotypic antibodies not neutralized by mouse IgG 
but removed by chromatography. Clin Chem 36,  
1333-8. 

Ulmert, D., Becker, C., Nilsson, J.A., Piironen, T., Bjork, 
T., Hugosson, J., Berglund, G. and Lilja, H. (2006) 
Reproducibility and accuracy of measurements of free 
and total prostate-specific antigen in serum vs plasma 
after long-term storage at -20 degrees C. Clin Chem 
52, 235-9. 

Ulmert, D., Serio, A.M., O'Brien, M.F., Becker, C., 
Eastham, J.A., Scardino, P.T., Bjork, T., Berglund, G., 
Vickers, A.J. and Lilja, H. (2008) Long-term prediction 
of prostate cancer: prostate-specific antigen (PSA) 
velocity is predictive but does not improve the 
predictive accuracy of a single PSA measurement 15 
years or more before cancer diagnosis in a large, 
representative, unscreened population. J Clin Oncol 26, 
835-41. 

Vaidya, H.C. and Beatty, B.G. (1992) Eliminating 
interference from heterophilic antibodies in a two-site 
immunoassay for creatine kinase MB by using F(ab')2 
conjugate and polyclonal mouse IgG. Clin Chem 38, 
1737-42. 

Vaisanen, V., Eriksson, S., Ivaska, K.K., Lilja, H., Nurmi, 
M. and Pettersson, K. (2004) Development of sensitive 
immunoassays for free and total human glandular 
kallikrein 2. Clin Chem 50, 1607-17. 

Vaisanen, V., Pettersson, K., Alanen, K., Viitanen, T. and 
Nurmi, M. (2006) Free and total human glandular 
kallikrein 2 in patients with prostate cancer. Urology 
68, 219-25. 

van Leeuwen, P., van den Bergh, R., Wolters, T., Schroder, 
F. and Roobol, M. (2009) Screening: should more 
biopsies be taken in larger prostates? BJU Int 104,  
919-24. 

van Vugt, H.A., Roobol, M.J., Kranse, R., Maattanen, L., 
Finne, P., Hugosson, J., Bangma, C.H., Schroder, F.H. 
and Steyerberg, E.W. (2011) Prediction of prostate 
cancer in unscreened men: external validation of a risk 
calculator. Eur J Cancer 47, 903-9. 

Ward, G., McKinnon, L., Badrick, T. and Hickman, P.E. 
(1997) Heterophilic antibodies remain a problem for 
the immunoassay laboratory. Am J Clin Pathol 108, 
417-21. 

Warren, D.J., Bjerner, J., Paus, E., Bormer, O.P. and 
Nustad, K. (2005) Use of an in vivo biotinylated 
single-chain antibody as capture reagent in an 
immunometric assay to decrease the incidence of 
interference from heterophilic antibodies. Clin Chem 
51, 830-8. 

Watanabe, M., Nakayama, T., Shiraishi, T., Stemmermann, 
G.N. and Yatani, R. (2000) Comparative studies of 
prostate cancer in Japan versus the United States. A 
review. Urol Oncol 5, 274-283. 

Weber, T.H., Kapyaho, K.I. and Tanner, P. (1990) 
Endogenous interference in immunoassays in clinical 
chemistry. A review. Scand J Clin Lab Invest Suppl 
201, 77-82. 

Vegvari, A., Rezeli, M., Sihlbom, C., Hakkinen, J., 
Carlsohn, E., Malm, J., Lilja, H., Laurell, T. and 
Marko-Varga, G. (2012) Molecular microheterogeneity 
of prostate specific antigen in seminal fluid by mass 
spectrometry. Clin Biochem 45, 331-8. 

Wenske, S., Korets, R., Cronin, A.M., Vickers, A.J., 
Fleisher, M., Scher, H.I., Pettersson, K., Guillonneau, 
B., Scardino, P.T., Eastham, J.A. and Lilja, H. (2009) 
Evaluation of molecular forms of prostate-specific 
antigen and human kallikrein 2 in predicting 
biochemical failure after radical prostatectomy. Int J 
Cancer 124, 659-63. 

White, K.Y., Rodemich, L., Nyalwidhe, J.O., Comunale, 
M.A., Clements, M.A., Lance, R.S., Schellhammer, 
P.F., Mehta, A.S., Semmes, O.J. and Drake, R.R. 
(2009) Glycomic characterization of prostate-specific 
antigen and prostatic acid phosphatase in prostate 
cancer and benign disease seminal plasma fluids. J 
Proteome Res 8, 620-30. 

Whittemore, A.S., Lele, C., Friedman, G.D., Stamey, T., 
Vogelman, J.H. and Orentreich, N. (1995) Prostate-
specific antigen as predictor of prostate cancer in black 
men and white men. J Natl Cancer Inst 87, 354-60. 

Vickers, A., Cronin, A., Roobol, M., Savage, C., Peltola, 
M., Pettersson, K., Scardino, P.T., Schroder, F. and 
Lilja, H. (2010a) Reducing unnecessary biopsy during 
prostate cancer screening using a four-kallikrein panel: 
an independent replication. J Clin Oncol 28, 2493-8. 

Vickers, A.J., Cronin, A.M., Aus, G., Pihl, C.G., Becker, 
C., Pettersson, K., Scardino, P.T., Hugosson, J. and 
Lilja, H. (2008) A panel of kallikrein markers can 
reduce unnecessary biopsy for prostate cancer: data 
from the European Randomized Study of Prostate 
Cancer Screening in Goteborg, Sweden. BMC Med  
6, 19. 

Vickers, A.J., Cronin, A.M., Aus, G., Pihl, C.G., Becker, 
C., Pettersson, K., Scardino, P.T., Hugosson, J. and 
Lilja, H. (2010b) Impact of recent screening on 
predicting the outcome of prostate cancer biopsy in 
men with elevated prostate-specific antigen: data from 
the European Randomized Study of Prostate Cancer 
Screening in Gothenburg, Sweden. Cancer 116,  
2612-20. 

Vickers, A.J., Cronin, A.M., Roobol, M.J., Savage, C.J., 
Peltola, M., Pettersson, K., Scardino, P.T., Schroder, 
F.H. and Lilja, H. (2010c) A four-kallikrein panel 



References 

94 
 

predicts prostate cancer in men with recent screening: 
data from the European Randomized Study of 
Screening for Prostate Cancer, Rotterdam. Clin Cancer 
Res 16, 3232-9. 

Vickers, A.J. and Elkin, E.B. (2006) Decision curve 
analysis: a novel method for evaluating prediction 
models. Med Decis Making 26, 565-74. 

Vickers, A.J., Fearn, P., Scardino, P.T. and Kattan, M.W. 
(2010d) Why can't nomograms be more like Netflix? 
Urology 75, 511-3. 

Vickers, A.J., Gupta, A., Savage, C.J., Pettersson, K., 
Dahlin, A., Bjartell, A., Manjer, J., Scardino, P.T., 
Ulmert, D. and Lilja, H. (2010e) A panel of kallikrein 
marker predicts prostate cancer in a large, population-
based cohort followed for 15 years without screening. 
Cancer Epidemiol Biomarkers Prev 20, 255-61. 

Vickers, A.J., Gupta, A., Savage, C.J., Pettersson, K., 
Dahlin, A., Bjartell, A., Manjer, J., Scardino, P.T., 
Ulmert, D. and Lilja, H. (2011) A panel of kallikrein 
marker predicts prostate cancer in a large, population-
based cohort followed for 15 years without screening. 
Cancer Epidemiol Biomarkers Prev 20, 255-61. 

Vickers, A.J., Ulmert, D., Serio, A.M., Bjork, T., Scardino, 
P.T., Eastham, J.A., Berglund, G. and Lilja, H. (2007) 
The predictive value of prostate cancer biomarkers 
depends on age and time to diagnosis: towards a 
biologically-based screening strategy. Int J Cancer 121, 
2212-7. 

Vickers, A.J., Wolters, T., Savage, C.J., Cronin, A.M., 
O'Brien, M.F., Pettersson, K., Roobol, M.J., Aus, G., 
Scardino, P.T., Hugosson, J., Schroder, F.H. and Lilja, 
H. (2009) Prostate-Specific Antigen Velocity for Early 
Detection of Prostate Cancer: Result from a Large, 
Representative, Population-based Cohort. Eur Urol 56, 
753-760. 

Wolf, A.M., Wender, R.C., Etzioni, R.B., Thompson, I.M., 
D'Amico, A.V., Volk, R.J., Brooks, D.D., Dash, C., 

Guessous, I., Andrews, K., DeSantis, C. and Smith, 
R.A. (2010) American Cancer Society guideline for the 
early detection of prostate cancer: update 2010. CA 
Cancer J Clin 60, 70-98. 

Wolfe, F., Cathey, M.A. and Roberts, F.K. (1991) The 
latex test revisited. Rheumatoid factor testing in 8,287 
rheumatic disease patients. Arthritis Rheum 34,  
951-60. 

Woodrum, D., French, C. and Shamel, L.B. (1996) 
Stability of free prostate-specific antigen in serum 
samples under a variety of sample collection and 
sample storage conditions. Urology 48, 33-9. 

Yoon, H., Laxmikanthan, G., Lee, J., Blaber, S.I., 
Rodriguez, A., Kogot, J.M., Scarisbrick, I.A. and 
Blaber, M. (2007) Activation profiles and regulatory 
cascades of the human kallikrein-related peptidases. J 
Biol Chem 282, 31852-64. 

Zhang, W.M., Finne, P., Leinonen, J., Vesalainen, S., 
Nordling, S. and Stenman, U.H. (1999) Measurement 
of the complex between prostate-specific antigen and 
alpha1-protease inhibitor in serum. Clin Chem 45,  
814-21. 

Zhang, W.M., Leinonen, J., Kalkkinen, N., Dowell, B. and 
Stenman, U.H. (1995) Purification and characterization 
of different molecular forms of prostate-  specific 
antigen in human seminal fluid. Clin Chem 41,  
1567-73. 

Zhang, W.M., Leinonen, J., Kalkkinen, N. and Stenman, 
U.H. (1997) Prostate-specific antigen forms a complex 
with and cleaves alpha(1)-protease  inhibitor in vitro. 
Prostate 33, 87-96. 

Zisman, A., Zisman, E., Lindner, A., Velikanov, S., Siegel, 
Y.I. and Mozes, E. (1995) Autoantibodies to prostate 
specific antigen in patients with benign prostatic 
hyperplasia. J Urol 154, 1052-5. 

 


	CONTENTS
	LIST OF ORIGINAL PUBLICATIONS
	ABBREVIATIONS
	ABSTRACT
	TIIVISTELMÄ
	1 INTRODUCTION
	2 REVIEW OF THE LITERATURE
	2.1 Prostate cancer
	2.1.1 Pathogenesis
	2.1.2   Diagnosis, staging and grading
	Diagnosis
	Stage
	Grade

	2.1.3 Treatment and prognosis

	2.2 Free prostate-specific antigen forms in prostate cancer diagnostics
	2.2.1 Structure and function of PSA
	2.2.2 Circulating PSA as a marker for prostate cancer
	2.2.3 Precursor forms of PSA (proPSA)
	2.2.4 Intact free PSA (fPSA-I)
	2.2.5 Nicked free PSA (fPSA-N)
	2.2.6 Benign PSA (BPSA)
	2.2.7 Other free PSA forms
	Glycovariants
	Alternatively spliced variants


	2.3 Kallikrein-related peptidase 2 (hK2) in prostate cancer diagnostics
	2.3.1 Structure and function of hK2
	2.3.2 Total and free hK2 in prostate cancer diagnostics

	2.4 Challenges with immunoassays
	2.4.1 Immunoassay interference
	Clinical impact of assay interference
	Antibody-binding components in blood
	Removing interference 

	2.4.2 Standardization and different assay constructs
	PSA
	hK2

	2.4.3 Stability of PSA and hK2 in sample material

	2.5 Diagnostic tools for prostate cancer
	2.5.1 Statistical models
	Regression models and artificial neural networks
	Model characteristics
	Comparing models
	Models for predicting prostate cancer risk

	2.5.2 From a model to a practical tool
	Nomograms
	Risk calculators

	2.5.3 Future aspects


	3 AIMS OF THE STUDY
	4 SUMMARY OF MATERIALS AND METHODS
	4.1 Clinical samples
	4.2 Antibodies and standard materials
	4.2.1 Monoclonal antibodies (Mabs)
	4.2.2 Antibody fragments
	Preparation of F(ab´)2 fragments
	Recombinant 5A10 Fab fragment

	4.2.3 Purification, biotinylation and labeling of Mabs and antibody fragments
	4.2.4 PSA and hK2

	4.3 Immunoassays
	4.3.1 General immunoassay protocol
	4.3.2 Assay buffer
	4.3.3 Total and free PSA immunoassays (I–IV)
	4.3.4 Intact fPSA immunoassay (I–IV)
	4.3.5 Nicked fPSA immunoassay (IV)
	Calculated fPSA-N concentrations
	Interference in fPSA-N immunoassay (unpublished)
	fPSA-N immunoassay and fPSA(2C1) and tPSA(2C1) immunoassays made in parallel 

	4.3.6 Total and free hK2 immunoassays (I–III)

	4.4 Statistical analyses

	5 SUMMARY OF RESULTS
	5.1 Removal of assay interference
	5.1.1 Interference rate (I) 
	5.1.2 Blocking components in the assay buffer (I)
	5.1.3 Optimization of the capture and tracer antibodies (I)
	Female samples
	Male samples

	5.1.4 Evaluation of optimized assays (I–III)
	5.1.5 Interference in fPSA-N assay (unpublished)

	5.2 fPSA isoforms in radical prostatectomy patients (II)
	5.3 Kallikrein panel and prostate volume (III)
	5.4 Development of the fPSA-N immunoassay (IV)
	5.4.1 Analytical performance
	5.4.2 Detection of different seminal plasma PSA isoforms
	5.4.3 fPSA forms in clinical material
	5.4.4 Comparison of the new assays to previously used methods


	6 DISCUSSION
	6.1 Immunoassays and their performance
	6.2 Concentrations of fPSA forms and thK2 in blood samples
	6.3 Clinical significance of fPSA and hK2 forms

	7 CONCLUSIONS
	8 ACKNOWLEDGEMENTS
	9 REFERENCES


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.7
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Subsample
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Subsample
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice



 
 
    
   HistoryItem_V1
   TrimAndShift
        
     Range: all pages
     Trim: fix size 6.929 x 9.843 inches / 176.0 x 250.0 mm
     Shift: none
     Normalise (advanced option): 'original'
      

        
     32
            
       D:20120404144858
       708.6614
       B5
       Blank
       498.8976
          

     Tall
     1
     0
     No
     675
     317
    
     None
     Left
     2.8346
     0.0000
            
                
         Both
         1
         AllDoc
         2
              

       CurrentAVDoc
          

     Uniform
     0.0000
     Top
      

        
     QITE_QuiteImposingPlus2
     Quite Imposing Plus 2.9b
     Quite Imposing Plus 2
     1
      

        
     3
     95
     94
     95
      

   1
  

 HistoryList_V1
 qi2base





