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2B XEEB Hypermethylation of the MYOD] gene is a novel prognostic factor in patients with
colorectal cancer ,
(MYOD1 #{=F ® Hypermethylation Z#F LW KBEFHEFTH 2)
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(B8] Mo, ¥3EIZBES5 3 % MYODI1 @ promoter hypermethylation(HM)iz% < DiEs i

Db, BOEYESE L2 HET I —HFL R DES. LHL, ROEESFCIZFRETF
ELTDAFMEEFET 22 & HRETH o=, S, AFMEDERBIHFTH S Realtime
methylation specific PCR (MethyLight) $:i=4& b MYOD1 X F)UbZRIEL, KEEOEKRRY
BEFB L CFEE OEBEEET L.

[ & 43K) AR RS RIS & BT & M= BRI 80 MRy, BEMICHEE L7 R
RIEFEIR T4 REZNER L Uk, il U= DNA # bisulfite {13 L, MethyLight 3¢ methylation
level 2R L. A FILDIEE# percentage of methylated reference (PMR) ¥ LCTEH L, K
RRBZENHTFOFE L OBEZMEMENICRE L. £/, methylation specific PCR (MSP)i= &
LMD BT R,

[&3R]1 MYOD1 © PMR ZBEICBWTERICE (p<0.0001), EHME (p=0.016), IEEHEM
(p=0.002) & ICRBEIZ BN TEIETH o /=, BHICBIT2 PMRBERELFEEFTHY (v X
tE 1.008, 95%CI 1.001-1.005, p=0.0048), Maximal }14 2 EMEIZ L h PMR27 B ARBEEMREZD
FRERET 3 cut-off HIBEIRE /=, PMR27 U % HM 245 & MYOD1 HM % b OEEIXA
RICFETRTH > =0.0077). LEBETTIE, BEHLIE PMR 2T L EERRFEEFC
Hofz. MSPIZXBEMESHTTIE PMRI0O U EHTRT HM L $EXH, MYOD1 X F)Ube B
LORBEERTIEDBTERDPOE. '
[F8] MYOD1 AF)MLOBEIIIMEBICEET 23 DL ERENRODLDEHHLELI NS,
MethyLight [d X FIVLIREEEZ BEIFMT CE 2 &5, BRIBAICE U EBITEETH 5.
[#&R1(D MYOD1 X F)ULidhEE, EFESE OICER L OEEERDE. Q) KBEEGICBWT
MethyLight 3£iC X D igHHE L d MYOD1 HM 3 E# L 3R UEFRFAREFCH o=, 8)
MYOD1 X F)VLDEGRIIEZEIL MethyLight %% AW EBEITICL DS B o),

AHFEIX MethyLight 312X D& UHT MYOD1 X FIULEBFT P RIBELRE, & ICFHHEC
ISATEDWHEMZBLPIZLZSDTH D, ZABEITHB LVERETHZ L HEINE.






