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BACKGROUND

In Saccharomyces cerevisiae the nucleolus is a crescent-shaped structure
that abuts the nuclear envelope and occupies up to one-third of the nucleus.
The positioning of the nucleolus in the nuclear periphery is thought to be
important for the genomic stability of the highly repetitive ribosomal DNA
Several inner nuclear membrane (INM) proteins and rDNA
silencing factors have been implicated in tethering the rDNA to the nuclear

Many tRNA genes are clustered close to the nucleolus, suggesting that there
is co-compartmentalization of tRNA and ribosome synthesis (2).
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In mitosis, the nucleolus remains mostly intact and splits just when the rDNA

ribosome synthesis factors are seen as part of a recognizable region inside
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