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Vimba vimba persa (Palla, 1814 

BalitoridaeCobitidaeCatostomidaeGyrinocheilidaeCyprinidae
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Vimba vimba persa

 (Winfield & Nelson, 1991)

Phylum: Chordata 
Subphylum: Vertebrata 
Grade: Pisces 
Class: Osteichthyes 
Sub class: Actinopterygii 
Infra class: Neopterygii 
Division: Halocostomi 
Subdivision: Teleoseti 
Infradivision: Euteleoseti 
Supra order: Osteariophsii 
Order: Cypriniformes 
Sub order: Cyprinidei 
Family: Cyprinidae 
Subfamily: Leuciscinae 
Genus: Vimba 
Species: Vimba elongate 
Vimba melanops      
Vimba vimba 
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Abstract: 
Population genetic structure of Vimba vimba persa was investigated using microsatellite markers from 4  regions 
along the Iranian coastline of Southern the Caspian Sea (Anzali lagoon & havigh River in Gilan province, 
BabolRoud River in Maz&eran province & GorganRoud River in Golestan province). Genomic DNA from 121 
specimens was extracted from fin tissue by phenol-Chlorophorm method & PCR reaction was accomplished 
with 17 microsatellite primers, out of 17 microsatellite primers 14 loci were amplified, in which 10 of them were 
amplified with reasonable polymorphism & 4 were monomorphism. Totally 302  alleles were identified  on 
average 7.5 Observed & expected heterozygosity averages were 0.80 & 0.77 respectively. Most cases 
significantly deviated from Hardy-Weinberg equilibrium (p 0.01). The estimation of Fst (p 0.01) revealed 
significant population structuring & estimate four population of Vimba vimba persa is identified in the Caspian 
Sea. These studies were to apply & develop population genetic approaches to assist conservation, sustainable 
harvest & restocking of these populations. 
Keywords: Vimba vimba persa, Population genetic, Microsatellite, Caspian Sea, Iran. 
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