
brought to you by COREView metadata, citation and similar papers at core.ac.uk

Discovery
royalsocietypublishing.org/journal/rspb
Research
Cite this article: Felice RN, Tobias JA, Pigot

AL, Goswami A. 2019 Dietary niche and the

evolution of cranial morphology in birds.

Proc. R. Soc. B 286: 20182677.

http://dx.doi.org/10.1098/rspb.2018.2677
Received: 26 November 2018

Accepted: 27 January 2019
Subject Category:
Evolution

Subject Areas:
evolution, ecology

Keywords:
niche, macroevolution, diet,

cranial morphology
Author for correspondence:
Ryan N. Felice

e-mail: ryan.felice@ucl.ac.uk
Electronic supplementary material is available

online at https://dx.doi.org/10.6084/m9.

figshare.c.4387973.

& 2019 The Authors. Published by the Royal Society under the terms of the Creative Commons Attribution
License http://creativecommons.org/licenses/by/4.0/, which permits unrestricted use, provided the original
author and source are credited.
Dietary niche and the evolution of cranial
morphology in birds

Ryan N. Felice1,3, Joseph A. Tobias4, Alex L. Pigot2 and Anjali Goswami2,3

1Department of Cell and Developmental Biology, and 2Centre for Biodiversity and Environment Research,
Department of Genetics, Evolution, and Environment, University College London, London WC1E 6BT, UK
3Department of Life Sciences, The Natural History Museum, London SW7 5DB, UK
4Department of Life Sciences, Imperial College London, Ascot, UK

RNF, 0000-0002-9201-9213; JAT, 0000-0003-2429-6179

Cranial morphology in birds is thought to be shaped by adaptive evolution

for foraging performance. This understanding of ecomorphological evol-

ution is supported by observations of avian island radiations, such as

Darwin’s finches, which display rapid evolution of skull shape in response

to food resource availability and a strong fit between cranial phenotype

and trophic ecology. However, a recent analysis of larger clades has

suggested that diet is not necessarily a primary driver of cranial shape

and that phylogeny and allometry are more significant factors in skull evol-

ution. We use phenome-scale morphometric data across the breadth of

extant bird diversity to test the influence of diet and foraging behaviour in

shaping cranial evolution. We demonstrate that these trophic characters

are significant but very weak predictors of cranial form at this scale. How-

ever, dietary groups exhibit significantly different rates of morphological

evolution across multiple cranial regions. Granivores and nectarivores exhi-

bit the highest rates of evolution in the face and cranial vault, whereas

terrestrial carnivores evolve the slowest. The basisphenoid, occipital, and

jaw joint regions have less extreme differences among dietary groups.

These patterns demonstrate that dietary niche shapes the tempo and mode

of phenotypic evolution in deep time, despite a weaker than expected

form–function relationship across large clades.

provided by UCL 
1. Background
Observations of avian cranial evolution, and especially the beak, in response to

ecology and behaviour are part of the bedrock of evolutionary theory. Begin-

ning with Darwin’s notes on the variety of beak morphologies among the

finches on the Galapágos Islands [1], this system has been the textbook example

of natural selection reinforcing a link among diversity, form, and function [2,3].

Skull morphology is highly variable and correlated with ecological and dietary

factors across many other avian clades, especially in island radiations such

as the honeycreepers of Hawai’i [4–6] and the vangas of Madagascar [7].

Galapágos finches are also one of the first examples of morphological evolution

in response to extrinsic factors on short timescales [8,9]. These examples, in

addition to non-avian radiations [10–15], support the widespread view that

diversification is often the result of adaptive speciation that links morphology

to behaviour, ecology, and diet. Together, these examples suggest that the

skull and beak, as the food acquisition apparatus of birds, evolve to fit with

the trophic niche of the lineage and the specific functional demands of diverse

diets and foraging behaviours [3,4,16,17]. Whereas this view of the evolution of

morphological disparity in birds is supported by several studies of postcrania

[18–20], relatively few studies have tested whether cranial evolution is

shaped by ecology on macroevolutionary scales.

A recent analysis of hundreds of bird species distributed across an elevation

gradient in the Peruvian Andes demonstrated that cranial morphology is a
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strong predictor of dietary guild and foraging behaviour [21].

Conversely, studies focused on more restricted clades provide

interesting counterexamples to this form–function link. For

example, one recent study focusing on diurnal birds of prey

(Falconidae, Cathartidea, and Accipitridae) demonstrated

that diet does not predict beak shape [17]. Instead, phylogeny

and allometry were found to be more important than trophic

ecology in shaping cranial variation. However, raptorial birds

primarily use talons for killing, rather than the beak and

head. As such, this clade is less than ideal for addressing eco-

morphological evolution in the cranium. In the more

ecologically and behaviourally diverse Melphigidae (Austra-

lian honeyeaters), there is evidence that ecological niche

partitioning is not associated with divergence in cranial mor-

phology [22]. These earlier works have provided insight on

the effects of diet of cranial morphology but are limited to

focusing on restricted clades or regional avifaunas. Here,

we expand the breadth of taxonomic sampling and quantifi-

cation of skull shape to analyse how diet shapes morphology

across modern birds.

Using a broad sample that encompasses extant avian

diversity (159 of 195 extant families), we investigated the

effects of diet and foraging behaviour on cranial morphology

in light of recent evidence that the avian skull exhibits high

modularity [23]. Analysis of the high-dimensional

geometric morphometric (GMM) quantification of skull mor-

phology has demonstrated the avian skull is composed of

seven anatomical modules, each evolving with unique

tempo and mode throughout the history of Neornithes [23].

The modular nature of the skull suggests that each cranial

region is able to respond semi-independently to different

selective pressures, with developmental complexity poten-

tially influencing the evolvability of these regions [23]. We

evaluated how cranial disparity and evolutionary rates are

affected by trophic ecology, as summarized by two quantitat-

ive dimensions of the trophic niche: diet and foraging

behaviour. Each cranial module is expected to have indepen-

dent responses to selection for trophic niche. We predict that

the rostrum and palate regions, composing the facial skel-

eton, have the strongest association with ecological traits.

The cranial vault module, which contains attachments of

jaw adductor musculature, and the occipital region, which

contains the attachments of cervical musculature, are also

expected to evolve in response to the biomechanical demands

of various diets. Trophic ecology is predicted to influence not

only the morphology of the skull but also the rate of morpho-

logical evolution. Typically, differences in rates of evolution

among ecological niches are attributed to differences in the

strength and pattern of selection in these groups [11,24,25].

This relationship has been demonstrated in a wide range of

studies. For example, within sigmodontine rodents, insecti-

vores evolve faster than omnivores and herbivores [25],

whereas herbivores evolve faster than omnivores and carni-

vores in terapontid fish [11]. We tested whether similar

patterns are present in birds by quantifying the relative rates

of evolution among dietary groups in each cranial module.
2. Methods
(a) Morphological data
Three-dimensional cranial morphology was quantified using a

previously published dataset and procedure, composed of 352
species of extant birds (electronic supplementary material, table

S1), representing nearly all living families [23]. Anatomical

landmarks and semilandmark curves were placed on digital

three-dimensional models of specimens, derived from surface

and CT scans, using IDAV Landmark [26]. We then applied

the semi-automated procedure in the Morpho (version 2.5.1) R

package [27] to project surface semilandmarks from a template

model on to each of the specimens, resulting in a total of 757

three-dimensional landmarks. Landmark data were subjected

to a generalized Procrustes analysis, removing the effects of

size, rotation, and position, using the geomorph (version 3.0.6)

R package [28]. Landmarks were subdivided into seven

anatomical modules (rostrum, palate, cranial vault, occipital,

basisphenoid, pterygoid/quadrate, and naris) based on par-

titions supported in a previous analysis of the same dataset [23].

(b) Phylogenetic hypothesis
A composite phylogenetic tree was used for all phylogenetic

comparative analyses (figure 1). First, a posterior distribution

of 1000 trees was obtained from birdtree.org [29]. A single

maximum clade credibility tree was then generated using

TreeAnnotator [30]. The fine-scale relationships from this tree

were grafted to a backbone tree from a recent genomic phylogeny

[31] following published procedures [32]. We selected this back-

bone topology as it has been used in many recent studies of avian

macroevolution [23,32,33] and because it represents a very well-

supported hypothesis of the relationships among extant taxa,

with a posterior probability of 1 for all but one node [31].

(c) Ecological trait data
To quantify the trophic niche of each species, we estimated (i) the

type of resources consumed (dietary group) and (ii) the foraging

behaviours used to obtain these resources. We classified all

species into dietary groups based on data from Wilman et al.
[34] quantifying the dietary contribution of 10 different food

categories (‘invertebrates’, ‘terrestrial vertebrates’ (ectotherms,

endotherms, or unknown), ‘fish’, ‘carrion’, ‘fruit’, ‘seeds’,

‘nectar’, and ‘other plant material’). Our final database was com-

prised of scores for nine resource types (terrestrial invertebrates,

aquatic invertebrates, terrestrial vertebrates (hereafter, ‘ver-

tebrates’), fish, carrion, fruit, seeds, nectar, and other plant

material). Here, we modified these categories by combining all

terrestrial vertebrate prey items into a single ‘vertebrate’ group

and by scoring aquatic invertebrates (e.g. squid) with ‘fish’

(rather than ‘invertebrates’) to form an ‘aquatic animal’ and a

‘terrestrial invertebrate’ category. Following previous studies

[21], we assigned species obtaining the majority (greater than

or equal to 60%) of their resources from any one of these eight

food categories to the corresponding dietary group, with the

remaining species classified as ‘omnivores’ (n ¼ 47). Thus, our

final database was comprised of species membership for nine

dietary groups. Dietary groups for each species are provided in

electronic supplementary material, table S1. Each dietary cat-

egory evolved multiple times within the present taxonomic

sample (figure 1), providing the necessary framework to test

whether the evolution of a specific trophic niche consistently

drives the evolution of a common cranial phenotype.

In addition to dietary group, we scored trophic ecology by

foraging behaviour. These foraging behaviours describe both

the diet and the substrate or method of obtaining the food

item. As such, this is not independent from dietary group as a

measure of trophic ecology, but is a more fine-scale description

of the resource and potentially a proxy for niche partitioning

and function. For example, these differentiate between species

that prey on invertebrates during flight, or by probing into cre-

vices, or by walking on the ground. Each of these are expected

to have different implications for trait evolution if birds that
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acquire similar prey in different ways experience different selec-

tive pressures on skull morphology. Following the method used

by Wilman et al. [34] for classifying avian diets, we used a stan-

dardized protocol to translate qualitative descriptions of foraging

behaviour [35] into semi-quantitative scores in a systematic way.

Species were scored across 30 different foraging behaviours,

described in electronic supplementary material, File S2. If a

single foraging strategy was described this received a score of

10. Where multiple foraging strategies were mentioned, we

used general terms describing their relative frequency as an initial

guide (e.g. ‘mostly’ . 6, ‘sometimes’¼ 2, occasionally ¼ 1),

adjusting these scores according to the remaining content of the

description. If no indication on the relative use of different

strategies was provided, categories listed earlier in the descrip-

tion were up-weighted relative to those listed at the end. The

result is a multivariate description of foraging behaviour for

each species.

(d) Phylogenetic comparative methods
We evaluated the strength of covariation between diet and shape

using distance-based regressions, also known as permutational

or non-parametric MANOVA. Distance-based methods are suit-

able for high-dimensional data (i.e. more trait dimensions than

observations) such as the phenome-scale morphometric data

used here [36–38]. Because cranial morphology in this dataset

has been shown to have significant phylogenetic signal [23],

we employed the version of this test that incorporates
phylogenetic covariance [37]. Using the diet category as the inde-

pendent variable, we conducted separate regressions with the

entire landmark configuration as the dependent variable and

with each of the seven modules as the dependent variable. An

additional regression was performed to test whether dietary

groups exhibit significantly different cranial centroid size. Signifi-

cance was evaluated in each regression using the random

residual permutation procedure (RRPP, a method for computing

p-values in regressions and ANOVAs that is implemented in the

geomorph R package) with 10 000 iterations [39].

We compared the rate of evolution across diet groups using

the smult metric, which describes the multivariate rate under a

Brownian motion model of evolution [40]. Briefly, this method

calculates the rate of evolution from the sum of the squared

Euclidean distances between the phylogenetically transformed

trait values at the tips of the tree and the estimated ancestral

state at the root of the tree. To compare rates among subgroups

within a tree, Euclidean distances are calculated for all taxa on

the full phylogeny, and the sum of the squares is calculated for

each subgroup. Significance is then calculated by simulating

data across the tree with a single rate and comparing

observed and simulated rate ratios between groups (see

electronic supplementary material, S3 and [40]).

Because foraging behaviour was quantified as a multivariate

trait, a different analytical approach was used to evaluate the

relationship between foraging behaviour and cranial shape. We

employed a phylogenetic two-block partial least squares (PLS)

[41]. This non-parametric test quantifies the strength and



Table 1. Results of phylogenetic non-parametric ANOVA of whole skull or module shape and whole skull centoid size against dietary group.

module sum of squares R2 F Z p-value

whole skull 0.014 0.074 3.439 5.488 0.001

rostrum 0.004 0.067 3.080 4.195 0.001

vault 0.004 0.087 4.091 5.499 0.001

basisphenoid 0.000 0.072 3.347 5.260 0.001

palate 0.004 0.077 3.577 5.017 0.001

pterygoid and quadrate 0.001 0.097 4.616 5.599 0.001

naris 0.000 0.028 1.218 0.647 0.223

occipital 0.001 0.068 3.120 4.624 0.001

centroid size of whole skull 40953 0.0563 2.558 1.962 0.02

royalsocietypublishing.org/journal/rspb
Proc.R.Soc.B

286:201

4

significance of the correlation between two multivariate datasets

without the assumption that one is dependent on the other [42].

Significance for the PLS tests were evaluated using 10 000 RRPP

interactions [41].
82677
3. Results
There is a significant relationship between diet category and

shape in each module ( p , 0.001, table 1) except for the naris

( p , 0.223). However, the goodness of fit is weak (R2 , 0.10,

table 1), indicating that diet is a poor predictor of cranial mor-

phology. This result suggests that variation across the entire

skull is not primarily shaped by dietary factors at this scale

of analysis. This relationship may be underestimated because

our dietary categories are coarse, such that finer-scale associ-

ations between cranial morphology and diet are potentially

overlooked in our analyses. We assessed this possibility by

subdividing dietary categories into more finely partitioned

behavioural strategies (see below). In addition, a weak link

between skull shape and diet has previously been reported

for diurnal raptors, where dietary niches appear to be parti-

tioned by size, rather than cranial morphology [17]. To test

this hypothesis, we calculated a phylogenetic np-MANOVA

with centroid size as the response variable. As with whole

skull and module shape, skull size is significantly but

weakly correlated with dietary category (R2 ¼ 0.06, p ¼
0.02), meaning that allometric effects are not likely to be

overwhelming ecologically driven differences in skull shape.

Evolutionary rates are significantly different among

dietary groups for all modules (figure 2; electronic supplemen-

tary material, table S3). Granivores are among the fastest

evolving groups for modules except the naris, whereas terres-

trial carnivores are among the slowest (figure 2). Herbivores

exhibit fast-evolving basicranial features (basisphenoid, occipi-

tal) and cranial vault, but a slow-evolving palate and rostrum.

Rates are similarly variable in nectarivores, which have rapid

evolution in the rostrum, palate, and naris, but slow evolution

in all other modules. Aquatic foragers have extremely high

rates of evolution in the naris relative to other groups.

This can be attributed to the loss of external nares in Sulidae

(gannets and boobies) [43].

The heterogeneous rates of evolution among dietary

groups could be caused by a variety of macroevolutionary

factors. One explanation is that selection on cranial mor-

phology is weak in diet groups with slow rates of

phenotypic evolution (e.g. vertivores, invertivores), meaning
that neutral processes (i.e. Brownian motion) would domi-

nate phenotypic evolution in these groups. Alternatively,

dietary groups with rapid trait evolution could have many

adaptive optima, enabling rapid morphological shifts

among peaks in the fitness landscape, compared to slow-

evolving dietary groups with fewer peaks. Although

methods do not currently exist to assess the likelihood of

complex adaptive landscape models with high-dimensional

data such as these [36], it is possible to gain some insight

into these processes by examining morphospace occupation

of each of the dietary groups. We conducted a principal com-

ponents analysis (PCA) of the shape data in order to visualize

morphospace occupation in each dietary group.

As suggested by the low explanatory power of the

np-MANOVA of diet on shape, there is broad overlap

between dietary groups (figure 3). Omnivore, invertebrate,

and aquatic dietary groups have the broad occupation of

principal component (PC) axis 1, with all other diet groups

occupying smaller regions of morphospace. Principal com-

ponent axis 1 explains 46.7% of the total variance and

primarily describes skull elongation. Taxa eating seeds and

plants have short, robust beaks and are restricted to a

region low on PC 1. They are distinct from nectarivores,

which primarily have long beaks and score high on PC

1. The second PC axis, explaining 10% of total variance,

describes dorsoventral beak curvature and mediolateral

expansion of the palatine bones. The co-occurrence of

narrow morphospace occupation and high rates of evolution

in the granivore group suggests that there is repeated evol-

ution of a small variety of seed-cracking phenotypes and

that this ecology imposes strong constraints [44] and stronger

selection. Like granivores, terrestrial carnivores inhabit a rela-

tively restricted region of morphospace. The broad

morphospace occupation of omnivores suggests that there

are a broader range of viable phenotypes that fall into this be-

havioural category, as it is composed of a diversity of diet

compositions and cranial functions. In frugivores, high cra-

nial shape disparity is likely to be related to the diversity of

fruit types and sizes, coupled with the coevolution between

angiosperms and their avian seed dispersers [45,46].

Whereas diet category represents a coarse description of

trophic niche, quantitative metrics of foraging behaviour

have the potential to better describe resource use and thus

serve as a more finely resolved proxy for function. As with

diet, the shape of every module except for the naris has a sig-

nificant but weak relationship with foraging behaviour
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(figure 4). The observed correlation between the first PLS axis

ranges between 0.36 and 0.41 in these modules, with the first

PLS axis explaining 24.5–33% of the covariation between

foraging behaviour and shape in each module. The strongest

PLS correlation is observed in the pterygoid and quadrate

module. The first PLS axis for pterygoid and quadrate

shape describes the relative size and orientation of the jaw

articulation with respect to the pterygoid. Species with high

PLS axis 1 scores have relatively large jaw articulations

oriented at approximately 908 to the long axis of the ptery-

goid. Those with low PLS axis 1 scores have smaller jaw

articulations oriented more in line with the pterygoid. The

first PLS axis for foraging behaviour has high positive load-

ing for the invertivore glean arboreal, vertivore glean

arboreal, and vertivore glean ground categories. Foraging

behaviours with high negative loading on this axis include

ground and above-ground feeding granivores and foliavores.

This indicates that in this region of the skull, morphology is

weakly correlated with the relative importance of plant-

based foraging relative to terrestrial, animal-based foraging

(as opposed to aerial or aquatic animal foraging). Because

this region includes the jaw articulation and contributes to

cranial kinesis this might indicate the influence of the differ-

ent biomechanical demands on the jaw joint across these

foraging strategies. Although there are some outliers visible

in the PLS plots, removing these data points and re-running

PLS tests did not appreciably change the PLS correlation or

significance values. This suggests that the reported results

are not strongly influenced by individual outliers.
4. Discussion and conclusion
Diet category does not strongly predict cranial morphology

in this broad sample. This disconnect between diet and

skull shape, especially for the rostrum, contrasts with the pat-

terns observed in adaptive radiations such as Darwin’s

finches that are known to exhibit correlated cranial mor-

phology and trophic ecology [4,8,16]. This apparent

contradiction can be partially attributed to the broad classifi-

cation scheme with which we have defined diet. The

underlying assumption of ecomorphological analyses such

as this one is that taxa that share ecological traits are under

similar selective pressures and these pressures drive the evol-

ution of convergent morphologies. However, the functional

demands, and thus selective pressures, experienced within

each diet category are likely to be highly variable. For

example, the ‘aquatic animals’ diet category contains both

plunge-diving piscivores (boobies, pelicans) and terrestrial

piscivores (herons, shoebill). Despite sharing a common

trophic level, cranial structure and function is highly variable

across these predatory taxa. As such, it may be unrealistic to

predict that broad dietary categories such as the ones

considered here, would have consistent cranial morphology.

Although diet is not strongly associated with cranial

shape in this dataset, evolutionary rate and diet are certainly

linked. Most strikingly, granivores have high rates of evol-

ution in all cranial modules, whereas vertebrate-eaters

evolve slowly. We hypothesize that these differences are

related to the relative importance of the form-function link
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across diet groups. Seed-crushing granivores are highly

dependent on biting performance to ensure foraging per-

formance, fitness, and survival [3,16,47–49]. As such, in

Darwin’s finches, a number of cranial features are correlated

with foraging strategy, including head width, beak aspect

ratio, keratin thickness, and resistance to mechanical loading

[16,47,48]. For this reason, granivore cranial morphology is

expected to track diet closely. As these lineages evolve into

new niches and exploit new food resources, cranial mor-

phology is likely to rapidly evolve to fit with diet. We also

recovered significantly high rates of evolution in the palate

and rostrum in nectarivores. Nectarivores, like granivores,

are expected to have high selection on cranial morphology,

due to coevolution between beak and flower shape and size

[50,51]. For these reasons, inferences about dietary ecology

from fossil specimens should be considered carefully and

multiple sources of evidence should be used, including

phylogenetic and postcranial data.

By contrast, the low evolutionary rate in terrestrial carni-

vorous birds (raptors) may be due to relatively weak selective

pressure on cranial morphology. Many carnivorous birds kill

their prey with their talons, not their beaks, and many studies

have demonstrated a significant relationship between

foraging behaviour and hind limb morphology [52–54].

Moreover, the beaks of raptors all perform the same flesh-

stripping role, regardless of prey type and size. Thus, the
slow rates of cranial evolution observed in this dietary

category may be a result of higher selective pressure in the

postcranium than in the cranium.

These results point to the interesting conclusion that the

clades that have been studied the most thoroughly in terms

of adaptive cranial evolution form two ends of a spectrum.

The prime examples of diet shaping cranial morphology in

birds are from island radiations like Darwin’s finches and

Hawai’ian honeycreepers, which include a variety of seed-

cracking and nectivorous specialists, both categories that

show rapid evolution of cranial morphology in the present

analysis. Recent research concluding beak morphology is

shaped by non-dietary factors [17] happens to focus on carni-

vores, a dietary niche that shows slow cranial evolution.

Thus, this discordance between analyses of adaptive evol-

ution of cranial shape in these groups could be a product

of diet-specific form–function associations and selective

regimes.

Another explanation of the discordance between results

on island radiations of birds and macroevolutionary studies

is a matter of scale. In island radiations, cranial evolution

has repeatedly been shown to be related to niche partitioning

and resource use. However, on macroevolutionary scales,

other factors may be more important. Expansion of cranial

morphospace through evolutionary time can be attributed

to the appearance of unique morphotypes at the origin of
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major clades. The differences among clade-specific mor-

phologies (e.g. the distinctive bills of ducks, pelicans, parrots,

and avocets) may be overwhelming the ecomorphological
signal associated with ‘tinkering’ with these key phenotypes.

This is consistent with the evolution of the beak (rham-

photheca) which was shaped first by early bursts of shape
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evolution (niche expansion) followed by fine-scale tuning of

those morphologies (niche filling) [32].

Quantifying the importance of these one-off evolutionary

innovations [55,56] and characterizing multivariate adaptive

landscapes [36,57] remain major analytical hurdles in evol-

utionary biology. If different diets impose different selective

regimes and modes of evolution on the evolution of the

skull, it should eventually be possible to model these pro-

cesses analytically. Until such tools are available, a path

forward would involve comparative analysis on the strength

of the link between form and function in the avian skull using

functional morphology and biomechanics. Cranial function

and its association with form has been quantified in only a

small number of avian taxa using finite-element analysis

[16,58] and three-dimensional modelling [59]. By expanding

the taxonomic and ecological breadth of these studies, it

will be possible to determine the extent to which foraging

performance is a more important selective pressure in some

dietary niches than in others.

Diet and foraging behaviour are significant predictors of

cranial morphology, although the predictive power of this

relationship is relatively weak at this broad scale of inquiry.

Our results also highlight the significant differences in evol-

utionary rates among dietary groups, thus demonstrating

how dietary ecology can influence phenotypic macroevolu-

tion. In the light of the present dataset and other recent
large-scale analyses of craniofacial evolution [17,23,32], a

clearer picture of the morphological diversification of birds

is emerging. The evolution of the avian skull is constrained

by complex interactions among intrinsic and extrinsic factors,

including trait integration, cranial function, phylogenetic his-

tory, and ecological opportunity. Together, these factors

result in complex, ever-changing adaptive landscapes.

Further research into form–function relationships in the

skull and evolutionary tempo and mode will begin to deci-

pher the role that dietary diversity and adaptation have

played in avian macroevolution.
Data accessibility. Surface scan data are available for download at www.
phenome10k.org.

Authors’ contributions. R.N.F., J.A.T., and A.L.P. collected the data. R.N.F.
and A.G. conceived the study and designed the analyses. All authors
prepared the manuscript.

Competing interests. The authors have no competing interests.

Funding. This research was funded by European Research Council
grant no. STG-2014-637171 (to A.G.), NERC grant no. NE/I028068/
1 (to J.A.T.) and SYNTHESYS grant no. FR-TAF-5635 (to R.N.F.).

Acknowledgements. We thank Judith White, Christine Lefevre, Chris
Milensky, Steve Rogers, Ben Marks, Janet Hinshaw, Paul Sweet,
Lydia Garetano, Kristof Zyskowski, and Greg Watkins-Colwell for
facilitating morphometric data collection. We are also grateful to
Ruth Brandt and Monte Neate-Clegg for help compiling behavioural
data.
References
1. Darwin C. 1839 Narrative of the surveying voyages of
His Majesty’s Ships Adventure and Beagle between
the years 1826 and 1836, describing their
examination of the southern shores of South
America, and the Beagle’s circumnavigation of the
globe. Journal and remarks. 1832. London, UK:
Henry Colburn.

2. David L. 1947 Darwin’s finches. Cambridge, UK:
Cambridge University Press.

3. Schluter D, Grant PR. 1984 Ecological correlates of
morphological evolution in a Darwin’s finch,
Geospiza difficilis. Evolution (N. Y). 38, 856 – 869.

4. Tokita M, Yano W, James HF, Abzhanov A. 2016
Cranial shape evolution in adaptive radiations of
birds: comparative morphometrics of Darwin’s
finches and Hawaiian honeycreepers. Phil.
Trans. R. Soc. B 372, 1 – 17. (doi:10.1098/not)

5. James HF. 2004 The osteology and phylogeny of the
Hawaiian finch radiation (Fringillidae: Drepanidini),
including extinct taxa. Zool. J. Linn. Soc. 141,
207 – 255. (doi:10.1111/j.1096-3642.2004.00117.x)

6. Lovette IJ, Bermingham E, Ricklefs RE. 2002 Clade-
specific morphological diversification and adaptive
radiation in Hawaiian songbirds. Proc. R. Soc. Lond.
B 269, 37 – 42. (doi:10.1098/rspb.2001.1789)

7. Jonsson KA et al. 2012 Ecological and evolutionary
determinants for the adaptive radiation of the
Madagascan vangas. Proc. Natl. Acad. Sci. USA 109,
6620 – 6625. (doi:10.1073/pnas.1115835109)

8. Grant BR, Grant PR. 1989 Natural selection in a
population of Darwin’s finches. Am. Nat. 38,
377 – 393. (doi:10.1086/284924)
9. Grant BR, Grant PR. 1993 Evolution of Darwin‘s
finches caused by a rare climatic event. Proc. R. Soc.
Lond. B 251, 111 – 117. (doi:10.1098/rspb.1993.
0016)

10. Vidal-Garcı́a M, Keogh JS. 2017 Phylogenetic
conservatism in skulls and evolutionary lability in
limbs – morphological evolution across an ancient
frog radiation is shaped by diet, locomotion and
burrowing. BMC Evol. Biol. 17, 165. (doi:10.1186/
s12862-017-0993-0)

11. Davis AM, Unmack PJ, Vari RP, Betancur RR. 2016
Herbivory promotes dental disparification and
macroevolutionary dynamics in grunters
(Teleostei: Terapontidae), a freshwater adaptive
radiation. Am. Nat. 187, 320 – 333. (doi:10.1086/
684747)

12. Claude J, Pritchard P, Tong H, Paradis E, Auffray J-C.
2004 Ecological correlates and evolutionary
divergence in the skull of turtles: a geometric
morphometric assessment. Syst. Biol. 53, 933 – 948.
(doi:10.1080/10635150490889498)

13. Schluter D. 2000 The ecology of adaptive radiation.
Oxford, UK: Oxford University Press.

14. Simpson GG. 1953 The major features of evolution.
New York, NY: Columbia University Press.

15. Osborn HF. 1902 The law of adaptive radiation. Am.
Nat. 36, 353 – 363. (doi:10.1086/278137)

16. Soons J, Genbrugge A, Podos J, Adriaens D, Aerts P,
Dirckx J, Herrel A. 2015 Is beak morphology in
Darwin’s finches tuned to loading demands?. PLoS
ONE 10, e0129479. (doi:10.1371/journal.pone.
0129479)
17. Bright JA, Marugán-Lobón J, Cobb SN, Rayfield EJ.
2016 The shapes of bird beaks are highly controlled
by nondietary factors. Proc. Natl Acad. Sci. USA 113,
5352 – 5357. (doi:10.1073/pnas.1602683113)

18. Felice RN, O’Connor PM. 2014 Ecology and caudal
skeletal morphology in birds: the convergent
evolution of pygostyle shape in underwater foraging
taxa. PLoS ONE 9, e0089737. (doi:10.1371/journal.
pone.0089737)

19. Simons ELR. 2010 Forelimb skeletal morphology
and flight mode evolution in pelecaniform birds.
Zoology 113, 39 – 46. (doi:10.1016/j.zool.2009.05.
002)

20. Nudds RL, Dyke GJ, Rayner JMV. 2007 Avian brachial
index and wing kinematics: putting movement back
into bones. J. Zool. 272, 218 – 226. (doi:10.1111/j.
1469-7998.2006.00261.x)

21. Pigot AL, Trisos CH, Tobias JA. 2016 Functional traits
reveal the expansion and packing of ecological
niche space underlying an elevational diversity
gradient in passerine birds. Proc. R. Soc. B 283,
20152013. (doi:10.1098/rspb.2015.2013)

22. Miller ET, Wagner SK, Harmon LJ, Ricklefs RE. 2017
Radiating despite a lack of character: ecological
divergence among closely related, morphologically
similar honeyeaters (Aves: Meliphagidae) co-
occurring in arid Australian environments. Am. Nat.
189, E14 – E30. (doi:10.1086/690008)

23. Felice RN, Goswami A. 2018 Developmental origins
of mosaic evolution in the avian cranium. Proc. Natl
Acad. Sci. USA 115, 555 – 560. (doi:10.1073/pnas.
1716437115)

http://www.phenome10k.org
http://www.phenome10k.org
http://dx.doi.org/10.1098/not
http://dx.doi.org/10.1111/j.1096-3642.2004.00117.x
http://dx.doi.org/10.1098/rspb.2001.1789
http://dx.doi.org/10.1073/pnas.1115835109
http://dx.doi.org/10.1086/284924
http://dx.doi.org/10.1098/rspb.1993.0016
http://dx.doi.org/10.1098/rspb.1993.0016
http://dx.doi.org/10.1186/s12862-017-0993-0
http://dx.doi.org/10.1186/s12862-017-0993-0
http://dx.doi.org/10.1086/684747
http://dx.doi.org/10.1086/684747
http://dx.doi.org/10.1080/10635150490889498
http://dx.doi.org/10.1086/278137
http://dx.doi.org/10.1371/journal.pone.0129479
http://dx.doi.org/10.1371/journal.pone.0129479
http://dx.doi.org/10.1073/pnas.1602683113
http://dx.doi.org/10.1371/journal.pone.0089737
http://dx.doi.org/10.1371/journal.pone.0089737
http://dx.doi.org/10.1016/j.zool.2009.05.002
http://dx.doi.org/10.1016/j.zool.2009.05.002
http://dx.doi.org/10.1111/j.1469-7998.2006.00261.x
http://dx.doi.org/10.1111/j.1469-7998.2006.00261.x
http://dx.doi.org/10.1098/rspb.2015.2013
http://dx.doi.org/10.1086/690008
http://dx.doi.org/10.1073/pnas.1716437115
http://dx.doi.org/10.1073/pnas.1716437115


royalsocietypublishing.org/journal/rspb
Proc.R.Soc.B

286:20182677

9
24. Meloro C, Clauss M, Raia P. 2015 Ecomorphology of
Carnivora challenges convergent evolution. Org.
Divers. Evol. 15, 711 – 720. (doi:10.1007/s13127-
015-0227-5)

25. Maestri R, Monteiro LR, Fornel R, Upham NS,
Patterson BD, de Freitas TRO. 2017 The ecology of a
continental evolutionary radiation: is the radiation
of sigmodontine rodents adaptive? Evolution (N. Y)
71, 610 – 632. (doi:10.1111/evo.13155)

26. Wiley DF et al. 2005 Evolutionary morphing. In Proc.
of IEEE Visualization 2005 (VIS’05), Minneapolis, MN,
USA, pp. 431 – 438.

27. Schlager S. 2017 Morpho and Rvcg – Shape
Analysis in R. In Statistical shape and deformation
analysis (eds G Zheng, S Li, GJ Székely),
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28. Adams DC, Otárola-Castillo E. 2013 geomorph:
an R package for the collection and analysis
of geometric morphometric shape data.
Methods Ecol. Evol. 4, 393 – 399. (doi:10.1111/
2041-210X.12035)

29. Jetz W, Thomas GH, Joy JB, Hartmann K, Mooers
AO. 2012 The global diversity of birds in space and
time. Nature 491, 444 – 448. (doi:10.1038/
nature11631)

30. Drummond AJAJ, Suchard MAMA, Xie DD, Rambaut
AA. 2012 Bayesian phylogenetics with BEAUti and
the BEAST 1.7. Mol. Biol. Evol. 29, 1969 – 1973.
(doi:10.1093/molbev/mss075)

31. Prum RO, Berv JS, Dornburg A, Field DJ,
Townsend JP, Lemmon EM, Lemmon AR. 2015
A comprehensive phylogeny of birds (Aves) using
targeted next-generation DNA sequencing.
Nature 526, 569 – 573. (doi:10.1038/
nature15697)

32. Cooney CR, Bright JA, Capp EJR, Chira AM, Hughes
EC, Moody CJA, Nouri LO, Varley ZK, Thomas GH.
2017 Mega-evolutionary dynamics of the adaptive
radiation of birds. Nature 542, 344 – 347. (doi:10.
1038/nature21074)

33. Chira AM, Cooney CR, Bright JA, Capp EJR, Hughes
EC, Moody CJA, Nouri LO, Varley ZK, Thomas GH.
2018 Correlates of rate heterogeneity in avian
ecomorphological traits. Ecol. Lett. 21, 1505 – 1514.
(doi:10.1111/ele.13131)

34. Wilman H, Belmaker J, Simpson J, de la Rosa C,
Rivadeneira MM, Jetz W. 2014 EltonTraits 1.0:
Species-level foraging attributes of the world’s birds
and mammals. Ecology 95, 2027. (doi:10.1890/13-
1917.1)
35. del Hoyo J, Elliott A, Sargatal J, Christie DA, de
Juana E. (eds) 2018 Handbook of the birds of the
world alive. Barcelona, Spain: Lynx Editions.

36. Adams DC, Collyer ML. 2018 Multivariate
phylogenetic comparative methods: evaluations,
comparisons, and recommendations. Syst. Biol. 67,
14 – 31. (doi:10.1093/sysbio/syx055)

37. Adams DC. 2014 A method for assessing
phylogenetic least squares models for shape and
other high-dimensional multivariate data. Evolution
(N. Y) 68, 2675 – 2688.

38. Collyer ML, Sekora DJ, Adams DC. 2015 A method
for analysis of phenotypic change for phenotypes
described by high-dimensional data. Heredity
(Edinb). 115, 357 – 365. (doi:10.1038/hdy.2014.75)

39. Collyer ML, Adams DC. 2018 RRPP: An r package for
fitting linear models to high-dimensional data using
residual randomization. Methods Ecol. Evol. 9,
1772 – 1779. (doi:10.1111/2041-210X.13029)

40. Adams DC. 2014 Quantifying and comparing
phylogenetic evolutionary rates for shape and other
high-dimensional phenotypic data. Syst. Biol. 63,
166 – 177. (doi:10.1093/sysbio/syt105)

41. Adams DC, Felice RN. 2014 Assessing trait covariation
and morphological integration on phylogenies using
evolutionary covariance matrices. PLoS ONE 9,
e94335. (doi:10.1371/journal.pone.0094335)

42. Rohlf FJ, Corti M. 2000 Use of two-block partial
least-squares to study covariation in shape. Syst.
Biol. 49, 740 – 753. (doi:10.1080/
106351500750049806)

43. Macdonald JD. 1960 Secondary external nares of the
gannet. Zool. Soc. London 135, 357 – 363. (doi:10.
1111/j.1469-7998.1960.tb05852.x)

44. Sidlauskas B. 2008 Continuous and arrested
morphological diversification in sister clades of
characiform fishes: a phylomorphospace approach.
Evolution (N. Y) 62, 3135 – 3156.

45. Eriksson O. 2016 Evolution of angiosperm seed
disperser mutualisms: the timing of origins and
their consequences for coevolutionary interactions
between angiosperms and frugivores. Biol. Rev. 91,
168 – 186. (doi:10.1111/brv.12164)

46. Fleming TH, John Kress W. 2011 A brief history of
fruits and frugivores. Acta Oecol. 37, 521 – 530.
(doi:10.1016/j.actao.2011.01.016)

47. Herrel A, Podos J, Huber SK, Hendry AP. 2005
Evolution of bite force in Darwin’s finches: a key
role for head width. J. Evol. Biol. 18, 669 – 675.
(doi:10.1111/j.1420-9101.2004.00857.x)
48. Genbrugge A, Herrel A, Boone M, Van Hoorebeke L,
Podos J, Dirckx J, Aerts P, Dominique A. 2011 The
head of the finch: the anatomy of the feeding
system in two species of finches (Geospiza fortis and
Padda oryzivora). J. Anat. 219, 676 – 695. (doi:10.
1111/j.1469-7580.2011.01437.x)

49. Clabaut C, Herrel A, Sanger TJ, Smith TB, Abzhanov A.
2009 Development of beak polymorphism in the
African seedcracker, Pyrenestes ostrinus. Evol. Dev. 11,
636 – 646. (doi:10.1111/j.1525-142X.2009.00371.x)

50. Abrahamczyk S, Kessler M. 2015 Morphological and
behavioural adaptations to feed on nectar: how
feeding ecology determines the diversity and
composition of hummingbird assemblages. J. Ornithol.
156, 333 – 347. (doi:10.1007/s10336-014-1146-5)

51. Stevenson DJ et al. 2003 Adaptation in a plant-
hummingbird association. Science 300, 630. (doi:10.
1126/science.1080003)

52. Ward AB, Weigl PD, Conroy RM. 2002 Functional
morphology of raptor hindlimbs: implication for
resource partitioning. Auk 119, 1052 – 1063. (doi:10.
1642/0004-8038(2002)119[1052:FMORHI]2.0.CO;2)

53. Fowler DW, Freedman EA, Scannella JB. 2009
Predatory functional morphology in raptors:
interdigital variation in talon size is related to prey
restraint and immobilisation technique. PLoS ONE 4,
e0007999. (doi:10.1371/journal.pone.0007999)

54. Goslow G. 1972 Adaptive mechanisms of the
raptor pelvic limb. Auk 89, 47 – 64. (doi:10.2307/
4084059)

55. Uyeda JC, Zenil-Ferguson R, Pennell MW. 2018
Rethinking phylogenetic comparative methods. Syst.
Biol. 67, 1091 – 1109. (doi:10.1093/sysbio/syy031)

56. Maddison WP, FitzJohn RG. 2014 The unsolved
challenge to phylogenetic correlation tests for
categorical characters. Syst. Biol. 64, 127 – 136.
(doi:10.1093/sysbio/syu070)
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