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Abstract
In this article we review a variety of methods to enable understanding and modelling the spread of a pest 
or pathogen post-entry. Building upon our experience of multidisciplinary research in this area, we pro-
pose practical guidelines and a framework for model development, to help with the application of math-
ematical modelling in the field of invasion ecology for post-entry spread. We evaluate the pros and cons of 
a range of methods, including references to examples of the methods in practice. We also show how issues 
of data deficiency and uncertainty can be addressed. The aim is to provide guidance to the reader on the 
most suitable elements to include in a model of post-entry dispersal in a risk assessment, under differing 
circumstances. We identify both the strengths and weaknesses of different methods and their application 
as part of a holistic, multidisciplinary approach to biosecurity research.
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introduction

Invasive species can have enormous economic and ecological impacts (Perrings et al. 
2000, Pimentel 2011, Simberloff et al. 2005, Simberloff 2013). If we can assess the 
invasion threat early in the invasion process, we are likely to have more success in 
controlling the species, and suffer less impact than if we cannot. In general, the rate of 
spread of an invasive species will influence practical issues around our ability to control 
its spread and thus its ultimate impact. Targeted research to address the early, ‘post-
entry’ stage of invasion is critical to inform management strategies and ultimately to 
improve biosecurity.

This article focuses on this ‘post-entry spread’ stage of the invasion process, specifi-
cally understanding dispersal processes and modelling the spread and establishment 
potential of a pest or pathogen once it has arrived into a region. We differentiate this 
from the population dynamics and dispersal of native species, as post-entry pest spread 
of non-native species has particular features that add to the modelling challenge. These 
include the requirement for rapid response, data paucity and high levels of uncertainty.

Whilst the majority of pest and pathogen entry today is largely due to anthropo-
genic pathways (Wilson et al. 2009), mainly from the transport of goods and com-
modities (Costello and McAusland 2003), once a pest has gained entry the mecha-
nisms of spread can be multiple and diverse. The rate of spread will depend on a range 
of factors not just relating to the species’ ecology but also relating to host distributions 
and to potential dispersal vectors; not only human but animal and environmental 
(such as wind or ocean currents). Ecological factors and landscape context may influ-
ence the pest/pathogen, vector and host, either facilitating or inhibiting the dispersal 
of the species. Likewise, the success of individual dispersal events may be strongly 
influenced by low probability extreme meteorological events, or by human-induced or 
other environmental factors.

When integrated with field-based research and surveillance, dispersal models can 
help inform pest and pathogen outbreak management about a range of processes, such 
as the rate of spread of a pest (Gilbert and Liebhold 2010), which can lead to better 
surveillance strategies (Cacho et al. 2010, Demon et al. 2011, Epanchin-Niell et al. 
2012), and more effective response strategies (Coutts et al. 2011). Models can also be 
used to inform policy-makers about the risks posed to target ecosystems (Rutherford et 
al. 1999), at both immediate and long-term time scales (Kriticos et al. 2003; 2013a). 
Similarly, integration of dispersal simulation models and economic models can help to 
inform the design of optimal management strategies (Bogich et al. 2008, Carrasco et 
al. 2009, Florec et al. 2013, Kriticos et al. 2013b). For example, models can be used to 
decide when and at what scale a management strategy should be implemented given the 
progression of an invasion, and to decide whether the costs will outweigh the benefits.

With such diversity of pathways, scales and complexity of dispersal processes for 
post-entry spread, and with such a wide range of possible applications, there is a par-
allel diversity of modelling methods. We aim to give an overview here to help guide 
modellers to select appropriate methods.
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Background

Models of pest and pathogen spread post-entry largely occupy one of two categories 
of model: analytical methods (Hastings 1996, Kot et al. 1996, Neubert and Caswell 
2000, Royama 1992) and mechanistic, process-based methods (Higgins and Richard-
son 1996, Jongejans et al. 2008). Analytical models have been used for many years to 
study dispersal in ecology, beginning with simple diffusion equations (Skellam 1951). 
An analytical model can be broadly defined as a deterministic mathematical expres-
sion. Such models seek to distil the complexity of a system or process into a single 
representation of its behaviour under given circumstances. They have the advantage 
that they tend to be more easily generalised than mechanistic models (Turchin 1998). 
They incorporate a range of techniques, in particular theoretical or empirical curve 
fitting models for dispersal kernels and other generalisations of the movement of 
organisms as a simplified physical process (e.g. travelling wave (Sharov and Lieb-
hold 1998), matrix models (Parker 2000) and diffusion (Kot et al. 1996)). Analytical 
models have varying data requirements, depending on whether they are developed as 
purely abstract theoretical models or if they are phenomenological statistical models 
that are empirically derived. In the latter case data availability often becomes a big is-
sue for modelling incursions (see following section). Such methods generally involve 
assumptions that include uniformity of the landscape and population, which mean 
they are simple to implement but can be highly abstract. Criticisms of these models 
are a lack of complexity and realism that can be key to studying processes such as 
long-distance dispersal and the influence of landscape heterogeneity. Moreover, long-
distance dispersal events are often caused by different mechanisms to short distance 
dispersal and are highly significant drivers of accelerated population spread (Liebhold 
and Tobin 2008).

To explore the long distance connectivity of populations, network models and 
metapopulation models have also been applied to invasion ecology in recent times 
(Chadès et al. 2011, Drake and Mandrak 2010, Facon and David 2006, Paini and 
Yemshanov 2012). Whilst these also have the advantage of simplifying complex pro-
cesses, equally they make their own assumptions about the uniformity and ‘patchiness’ 
of the landscape.

Mechanistic, process-based simulation models are a more recent development for 
modelling spread post-entry (Turchin 1998), enabled in part by the growing power of 
computing to support large, complex models. Such approaches to dispersal modelling 
align with ‘ballistic’ simulations or in physics termed ‘Lagrangian’ models – where 
individual pathways are traced as they move according to a set of stochastic or behav-
ioural rules (e.g. individuals influenced by wind trajectories). Such models tend to 
have greater flexibility across spatial scales, and therefore can more easily encompass 
both short and long distance dispersal events. Consequently, individual-based models 
(Grimm and Railsback 2005), cellular automata (Travis and Dytham 2002) and tra-
jectory models (Chapman et al. 2010, Nathan et al. 2005) have become part of the 
ecological modeller’s toolkit over the last few years, although there are relatively few 
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examples of the application of these methods to dispersal modelling for post-entry 
spread (e.g. Guichard et al. 2012, Kanarek et al. 2012).

It is also possible and can be advantageous for a dispersal model to contain both 
analytical and mechanistic components (e.g. Nathan et al. 2011). One example is 
WALD (Katul et al. 2005), which is used to estimate long distance dispersal kernels 
of wind-dispersed seeds and their escape probability from the plant canopy. A com-
putationally intensive trajectory model that incorporates the effects of canopy turbu-
lence was used to derive an expression for an analytical model, therefore retaining the 
mechanisms but giving the advantage of analytical simplicity (essentially an inverse 
Gaussian distribution). More broadly, bringing together the simplicity of an analyti-
cal, phenomenological method with mechanistic understanding of processes can be 
very powerful (e.g. Pitt et al. 2011).

Multiple dispersal vectors add extra layers of complexity (Buckley et al. 2006, Pitt 
et al. 2009). Many species have multiple dispersal pathways and these can be considered 
by the model(s), using an integrated multi-modelling method (Harwood et al. 2009).

In addition, species niche models can inform post-entry spread in multiple ways. 
Firstly, they can inform the total area that can potentially be invaded. This informa-
tion can define the spatial bounds of the spread modelling, i.e., the model ‘universe’, 
for both simulation and analytical spread models. Alternatively, a niche model can be 
used to differentiate between different components of a heterogeneous landscape over 
which a species may spread, and this can be used by spatially-explicit dynamic dispersal 
models (e.g., Pitt et al. 2011).

When considering how best to apply these models, understanding the ecology and 
landscape factors relevant to the population dynamic and dispersal of a pest or patho-
gen species is critical. Often, not enough consideration is given to an organism’s ecol-
ogy and behaviour prior to developing a dispersal model, where population dynamics 
models are commonly separated from dispersal simulation. However, biological pro-
cesses operating at different spatial and temporal scales are key drivers in the dispersal 
process, and ideally should be taken into account explicitly.

In selecting a model, there are also important characteristics to consider, such as the 
sensitivity of the model (the proportion of known spatio-temporal dispersal events mod-
elled correctly) versus the specificity of the model (the proportion of unoccupied sites that 
are modelled correctly) (Fielding and Bell 1997, Pitt et al. 2011). Where spread models 
combine highly specific model realisations to create a probability surface for occupancy, 
they inevitably become less specific through time, eroding their usefulness for addressing 
long-term strategic questions (Pitt et al. 2011).  A good example of the sensitivity-biased 
effects of applying a stochastic mechanistic modelling method to long-term dispersal 
scenarios is Robinet et al. (2009).  In this paper, the spread of the pinewood nematode 
was simulated over 23 years in China.  A probability surface of nematode presence was 
generated from a combination of 300 replicate simulations.  The fit of the model was 
assessed by comparing how many of the known locations fell into cells with a positive 
modelled probability.   This commonly applied method ignores the model specificity 
(the number of cells that had a positive modelled probability, but did not include any 
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reported infestations).  As a guide for surveillance activities, poor model specificity could 
lead to much wasted effort, and for pest risk, an over-estimate of the potential impacts of 
the pest due to inappropriately high rates of spread.  Therefore there is a need to critically 
consider this effect when developing a model of post-entry dispersal (Fletcher and West-
cott 2013), perhaps limiting mechanistic models to short-term tactical applications such 
as informing regional pest management plans, including activities such as surveillance, 
eradication and containment strategies, and using far simpler spread models for strategic 
applications such as pest risk modelling (e.g. Kriticos et al. 2013b).

the post-entry spread modelling framework

Defining biosecurity objectives

The rate of spread of a pest or pathogen can affect the present value of its future eco-
nomic and ecological impacts, taking into account the economic discount rate; all else 
being equal, a slower-spreading pest/pathogen is thought to have less potential future 
impact than a faster-spreading one. However, for terrestrial plants in particular, there 
may be a deceptive time lag between the arrival of the pest and the point at which the 
rate of spread begins to accelerate (Mack et al. 2000). Thus, shortly after establishment 
it can be difficult to discern a potential invasive from a non-invasive species. This may 
hamper our ability to model such cases accurately unless the potential drivers of both 
the lag phase and subsequent growth phase of spread are known. The rate of spread 
of a pest can also influence practical issues around our ability to control its spread 
(not necessarily a linear relationship), and the communication tactics employed (e.g. 
emphasising detection and slowing the spread, versus advising land managers about 
methods to control the pest once it arrives in an area) (Sharov and Liebhold 1998).

The International Standards for Phytosanitary Measures (FAO 2006) highlight 
various factors that are important to the estimation of the spread potential of an or-
ganism after establishment. These include the need for reliable biological information 
on pest occurrence, which can then be compared with the outbreak situation. Key 
considerations include:

• suitability of the natural and/or managed environment for natural spread of the pest,
• movement with commodities or conveyances,
• intended use of the commodity,
• potential vectors of the pest in the outbreak area,
• potential natural enemies of the pest in the outbreak area.

In this regard, we seek to estimate the potential extent of the endangered area, as 
well as the likely rate at which that area might become occupied by the organism. In 
the early stages of response it is important to assess the factors above as rapidly as pos-
sible, along with the route of introduction, the mechanisms of subsequent movement 
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and the shape of the natural dispersal kernel. Some factors will be easier to assess than 
others. While the potential extent can be estimated using niche modelling methods 
based on the organism’s overseas distribution and where available knowledge of its 
ecology, simulating the organism’s rate of spread relies on estimated spread rates, of 
which our knowledge is often poor. For example, use of Ripley’s K-function or an O-
ring analysis with available data (Wiegand and Moloney 2004) allows rapid estimation 
of the likely points of introduction and spatial clustering by statistically analysing and 
describing aggregation or dispersion patterns up to or at a given distance from a source. 
However, many of the other parameters required for a full assessment of spread poten-
tial may not be estimated readily until after several months of research.

Post-entry spread models: from the conceptual to the mathematical

A framework is suggested for post-entry dispersal modelling (Fig. 1). We expand on 
the key aspects of this framework in the following sections. Important to this process 
are clearly defined biosecurity objectives and scale informing the conceptual model 
(1), with an awareness of the constraints (such as time and the value of the problem in 
terms of pest/pathogen impact). Two primary issues are faced when modelling post-
entry spread: obtaining data for model parameterisation and the difficulty of modelling 
multiple dispersal pathways (Pitt et al. 2009). Data availability can be a limiting fac-
tor in post-entry dispersal modelling, thus a consideration of what data is available is 
critical at the conceptual stage. Data availability may constrain how the model can be 
calibrated (3) or evaluated once the model is developed, which will affect the reliabil-
ity of the model results (4). In addition, at the model refinement stage (3 and 4), the 
modeller may also include other methods with which to refine a model, such as Bayes-
ian learning, and also validate the model, if appropriate data is available. In addition, 
an estimation of model uncertainty is an important basis for reliable decision making.

In the model formulation (2), a consideration of scale and complexity is paramount. 
How complex can the model be, given the availability of data and knowledge of the 
system, and how complex does the model need to be to address the salient questions? In 
general the complexity of a model is determined by the model scope and purpose, and 
the complexity of the study system. However, in rapid response situations, the inevita-
ble lack of data means that in general it is best to construct simple (perhaps over-sim-
plified) models rather than complex models (Jørgensen and Bendoricchio 2001). This 
may mean that species-specific models require rapid construction or that general model 
(e.g. traits-based or ‘meta-models’) may be applied in a specific incursion context (Sal-
telli et al. 2008). An advantage of simpler models is their more rapid generalisation to 
future contexts defined by new invasive species and landscapes, though it is important 
that such models balance generality with a need to include important processes at a suf-
ficient level of mechanistic realism (Renton et al. 2011, Savage et al. in press).

As more data becomes available, model complexity and specificity can be in-
creased. When selecting a modelling method, we suggest that modellers should con-
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sider a) the minimum level of model complexity required to address the pressing and 
foreseeable management and research questions, and b) the maximum level of model 
complexity that can be supported by the available knowledge and resources. Where 
a < b, the modeller has the option of choosing to build an elaborate model, perhaps 
capable of addressing unthought-of questions. Where a > b there is an information 
deficit and decision-makers expectations and confidence in the model results may need 
to be managed carefully. For pre-border risk assessments, there is latent demand for 
spatially-explicit spread models that are combined with impacts. Unfortunately, the 
initialisation of such models is a critically sensitive factor. Prior to an incursion and es-
tablishment of a pest or pathogen, the starting point for the spread model is unknown, 
and unknowable, a situation similar to that of the state of Schrödinger’s Cat prior to 
opening the box.

The importance of scale

Temporal and spatial scale has an important role in the modelling process. Models for 
invasion post-entry pest spread most often need to be spatially-explicit, as landscape 
structure can impact on the invasion process significantly (With 2002) and policy-

2. Model 

formulation

Biosecurity objectives
and constraints

(e.g. time, economics)

Empirical data,
existing knowledge
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Model complexity

Evaluation 
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Fitted values Result values

3. Calibration 4. Results
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model

Figure 1. A framework for the model building process, when two data sets are available – one for fitting 
and one for evaluating the model (after Guisan and Zimmermann 2000).
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makers generally consider both pest-led and site-led management strategies. This al-
lows models to inform spatial contingency planning to control or manage an outbreak. 
Some policy relevant applications outlined in the introduction are more relevant at 
particular landscape scales than others, or may be answered in different ways depend-
ing on the scale of the model. For example, there are five different kinds of model that 
are developed for post-entry spread of pests or pathogens to address policy relevant 
issues: tactical spread models, daily forecasting, seasonal forecasting, optimal manage-
ment and monitoring strategies, and scenario modelling for future species distribu-
tions. The different focuses of the models result in them operating at different spatial-
temporal scales (Fig. 2). Models that operate on a ‘short-term’ timescale, i.e. days to 
months, tend to also focus at a local spatial scale close to an outbreak, to consider issues 
of tactical spread and daily or seasonal forecasting. ‘Long-term’ models, i.e. operating 
across years to decades, tend to operate at much larger spatial scales to consider future 
species distributions and long-term management or monitoring strategies.

Although operating at different spatio-temporal scales, all of these models are like-
ly to be required as soon as possible in a biological invasion. For example, long-term 
pest risk assessments are critical to help evaluate the suitable level of response to the 
incursion, e.g. through an economic analysis (e.g. Bogich et al. 2008, Carrasco et al. 
2009, Kriticos et al. 2013b). Scenario models may also be constructed that allow for 
the user to explore potential invasion pathways, rate of spread and locations at risk (e.g. 
Harwood et al. 2009). These all require a certain capacity to simulate the movement 
and timing of pest outbreaks following the initial establishment.

A methodological roadmap

To summarise the broad range of methods that are available to modellers, we have identi-
fied important attributes of each of the model types that are commonly used to simulate 
post-entry spread (Table 1). For each of these methods, we highlight the common model 
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Figure 2. Pest and pathogen modelling foci at different spatio-temporal scales.
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focus and application, with references to some key examples in the literature. We identify 
the common data requirements, and highlight the overall advantages and disadvantages of 
each method. We also categorise the models according to their most appropriate temporal 
and spatial scale of use (although we acknowledge there is some potential overlap between 
our categories and that our references may refer to more than one scale or approach).

By understanding the scale at which policy questions are formulated (Fig. 2), we can 
align the spatio-temporal scale at which particular modelling techniques are best applied 
(Fig. 3) to identify which modelling methods may be best to use for particular policy ques-
tions (Table 1). However, it should be noted that in many cases it is necessary to examine 
an incursion event at multiple spatial and temporal scales and there can be significant 
advantages in doing so, such as an increased understanding of the invasion process and 
accounting for non-equilibrium of the species with the environment (Jones et al. 2010). 
This means that the modeller may need to select a flexible modelling approach that can 
span multiple spatial scales (see Table 1), or it may be necessary to develop multiple, 
possibly integrated models to address the range of dispersal pathways or policy questions 
that are posed. To further illustrate the pathway the modeller may take to arrive at using 
a particular modelling approach (or approaches) to address a particular problem, we have 
condensed the above to a flow-diagram (Fig. 4). This is intended as a further guide and 
illustration of the concepts in this paper. Constraints dictate the type of model and level 
of complexity that can be achieved, in relation to a biosecurity objective. In particular, the 
complexity of a model will be constrained by the available knowledge about the organism 
and it’s behaviour, that may lead to assumptions about the organism. Constraints may 
also relate to the level of complexity and capacity for model development. It may be that 
to achieve an appropriate model, constraints must be overcome as there is no other option.

Instantaneous Seasonal Long-term

Global 
Circula�on

Mesoscale

Microscale

Temporal 
Scale

Spa�o-temporal 
Meteorological 
scale

Spa�ally implicit

Dispersal kernels

Individual-based

Network models and 
Metapopula�on models

Gaussian Plumes

Cellular Automata

Trajectory models

Normal = examples of analy�cal modelling approaches

Bold = examples of mechanis�c modelling approaches

Trajectory coupled to 
atmospheric models

Poten�al Distribu�on models

Figure 3. Examples of dispersal modelling techniques employed at different spatio-temporal scales.
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To explore the flow diagram, first consider the objective of the modelling exercise, the 
spatial temporal scale and consider the existing knowledge about the organism (as indi-
cated above); this defines the level of model complexity (with constraints). For example, 
if the objective is to make a tactical spread model very quickly, about an organism that 
little is known about, then this means there are many constraints on the approach that can 
be taken (i.e. time and knowledge). Due to this constraint, the level of complexity is best 
viewed as a single dispersal event with passive dispersal (i.e. solid line, Fig 4). At this level of 
complexity, the options available in this case (Spatially Implicit, Dispersal Kernel or Cel-
lular Automata, Fig. 4) are suitable even under many constraints (solid line, Fig. 4), so any 
of these could be applied, with the final decision based on the appropriate spatio-temporal 
scale and to some extent the personal preference of the modeller (arrow at top, Fig. 4).

To give a more complex example, the objective is to make a large-scale seasonal 
pest forecast model about an organism that has multiple modes of dispersal, both ac-
tive and passive ranging across multiple habitats/pathways. As this objective relates 
to a complex model including multiple dispersal events and active dispersal, then a 
model of this complexity is only possible to construct if there are few constraints (i.e. 
dash line). The model development requires a certain level of existing knowledge about 
the organism’s behaviour and perhaps a certain financial budget or amount of time 
to gather the information and develop the model. Given that the constraints are sur-
mountable and it is possible to acquire the knowledge within the timeframe, then 

Figure 4. Flow diagram to illustrate the modelling process with concepts from this paper.
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different model types might be chosen, again relating to further constraints on model 
complexity/development such as budget/time: (1) if there are many constraints at this 
point the suggestion is the use of dispersal kernels or cellular automata – which sim-
plify the known complexity of the dispersal events and mechanisms, or (2) if there are 
few constraints then a mechanistic approach may be taken such as individual-based 
modelling, gaussian plumes or trajectory models, all of which can better represent the 
complexity of the dispersal mechanisms. The other option for seasonal pest forecast-
ing, if the first constraint cannot be met (i.e. the modeller is required to assume highly 
simplified behaviour such as limited dispersal pathways within defined areas), then the 
modeller can make the assumption of a more limited mode of dispersal that allows for 
such constraints. This leads to a different approach where the preferred option (if there 
are further constraints relating to e.g. model development time and budget) would 
be potential distribution models; however if a more dynamic approach is feasible by 
fewer constraints at this point (e.g. as there is good data availability about movement 
pathways) then network models/metapopulation models may be more appropriate.

Data availability

The importance of integrating field-based research and surveillance efforts with models 
as part of an ongoing multidisciplinary research effort continues to be highlighted in 
the literature (Restif et al. 2012). Ideally, a library of observed spread rates can provide 
valuable parameterisation for models, whilst at the same time models may inform on-
going surveillance efforts (e.g. Leighton et al. 2012, Leskinen et al. 2011, Fletcher and 
Westcott 2013). However, in practice good data are rarely available for post-entry spread 
modelling. Surveillance efforts may be ad hoc, and therefore not provide full coverage 
of the range and dispersal rate of the pest or pathogen as the invasion front moves. This 
is especially the case if the intrinsic probability of detecting an organism when present 
is low, given the existing surveillance technologies. Indeed, it is the estimated capacity 
for dispersal that will greatly influence the modelled rate of spread of the organism. For 
example, leptokurtic dispersal kernels (i.e. fat tailed compared to a normal distribution) 
lead to accelerating rates of population spread (Shigesada et al. 1995). While the ex-
treme “fat tailed” dispersal events can have the largest influence on the overall behaviour 
of a dispersal model, it is these extreme events that are the most difficult to observe, and 
hence to estimate their prevalence. Even if good spread rate data are available on the 
characteristics of a species in another invaded range, this may not transfer into the con-
text of a new region due to differences in natural and anthropogenic conditions. Models 
must therefore be constructed with an awareness of the shortcomings of data availability 
and the impact this will have on the model results, including presence-only data, bias to 
particular regions, missing life-history parameters and habitat suitability information.

Dispersal data are amongst the most difficult to collect and interpret. Post-hoc 
inferential methods relying on date-stamped geographical location records for inva-
sions may be biased, incomplete and collected at a scale that is poorly suited for spread 
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modelling (Pitt et al. 2011), and there are few published examples of validated models 
derived from this source. Direct observations of spread rates are typically confounded 
by multiple potential sources of dispersers. Battisti et al. (2006) observed and meas-
ured an unusually rapid range expansion of winter pine processionary moth in its na-
tive range related to climate change, which was subsequently used to inform a simple 
spread simulation model for the invasion of New Zealand (Kriticos et al. 2013a).

Observations of the movement of an individual may have little informative value 
for the spread of a population. Spread rates for a species may vary greatly in relation to 
the potential movement of individuals, depending upon the suitability of the environ-
ment for population establishment and growth (Waage et al. 2005). Finally, there may 
be multiple dispersal pathways and therefore spread rates for a single organism: natural 
means of spread (e.g. wind dispersal) are often combined with long-distance transpor-
tation by humans or other animals (Harwood et al. 2009, 2011).

A key data requirement common for many models is to identify the incursion 
source. This underlines the importance of studies and models to identify entry points. 
However, even this may not be readily identifiable, and modellers must often work 
with partial information on an already spreading population without knowing the 
precise origin. Next, information on dispersal, such as movement rates, distances and 
directions are required. In more mechanistic methods, population dynamics and life-
history parameters are required in order to simulate how individual dispersal events 
arise from a population. Habitat suitability and landscape data are also highly impor-
tant in mechanistic, spatially-explicit simulations. A mechanistic method allows us 
to include important landscape interactions, such as foraging for food and breeding 
hosts, which can be critical factors of spread. This is one of the major advantages of 
a mechanistic method over an analytical one, as we are rarely able to adequately use 
an analytical approach to include the interaction of the organism with the landscape.

Ongoing monitoring and data acquisition is one solution to providing modelling 
support for decision-making in the face of knowledge scarcity. Existing models may 
be updated by calibration to fit new data as it is acquired, for example using methods 
such as a Kalman filter (most commonly used to update state-space equation model 
estimations with newly observed values, e.g. Hlasny 2011), allowing for more accu-
rate short-term projections. However, the utility of the calibrated model estimates 
for a long term strategy is potentially compromised, as the underlying mechanism of 
population growth and dispersal can be mis-specified (e.g. Hooten and Wikle 2008). 
Thus, model reformulation and/or re-estimation is generally the most robust means to 
incorporate new data when the new data justifies it (Fig. 1).

integrating existing knowledge and handling uncertainty

Knowledge gaps may relate to either a gap in knowledge of how a process is under-
stood and therefore modelled (i.e. model uncertainty), or the uncertainty with which 
we can estimate the true value of a model parameter (parametric uncertainty). If the 
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knowledge of a critical process is incomplete, it is prudent to be cautious, and to be 
wary of management imperatives derived from regression-based patterns. The method 
of multiple competing hypotheses (Chamberlin 1890, Hilborn and Mangel 1997) is 
starting to gain popular acceptance as a basis for both studying and communicating 
deep uncertainty in areas as diverse as ecology and intelligence (Beven et al. 2005). An 
adaptive management, monitoring and modelling framework (A3MF) may be an ap-
propriate method to adopt. In A3MF a model is iteratively updated as new knowledge 
or data is acquired that shows the model fails to represent the ecological process well 
(Holling 1978). Potential also exists within A3MF to employ different management 
strategies in different regions or periods of time to observe the response of the invasive 
organism to the different strategies and contexts, thereby accelerating our acquisition 
of knowledge about the organism and its management. However, A3MF requires long-
term investment by a team of experts and managers over a time scale akin to the time 
scales of the invasion process, and the lagged impacts the invasion may have on the 
invaded agricultural or ecological system. This weakness of A3MF in its fullest sense is 
one of the reasons why simple, readily applied models have such broad appeal.

Parameter uncertainty, as a knowledge gap, is a function of data paucity and the 
availability of statistical methods. Model complexity also contributes to parameter un-
certainty. On the one hand, highly complex models may contain so many parameters 
that not all may be known adequately, but on the other hand models that are very sim-
ple often contain parameters that are hard to estimate. Commonly, individual param-
eters are estimated through monitoring or experimental data targeted towards those 
parameters. These parameter estimates are then used in the model. If uncertainty in the 
estimates is quantified then the parameter uncertainty can be fed through the model to 
provide an estimate of parameter sensitivity. Other sources of uncertainty can also be 
incorporated into models through developing Bayesian posterior confidence intervals, 
such as measurement error or errors assigned to ad hoc parameter values (Higgins et 
al. 2003). In general, Bayesian methods have improved greatly with recent advances 
in computing, and can support a direct fitting of the model to the data, rather than a 
parameter plug-in approach. Hierarchical Bayesian methods of inference enable popu-
lation dispersal models to be fitted to the data (Hooten and Wikle 2008, Royle et al. 
2007). In lieu of a direct model-fitting procedure such as Hierarchical Bayes then the 
ad hoc ‘plug-in’ methods of model calibration are required, which may include:

1. garnering parameter values from analyses of the existing literature; or
2. minimising some measure of discrepancy between model output and the lim-

ited set of observations available, and which includes Approximate Bayesian 
Computation (ABC; Marjoram et al. 2003) and the inverse model problem.

Simulation is perhaps the best way to assign ‘prediction’ error or intervals to determin-
istic models, given uncertain starting conditions of the pest/pathogen population. Poste-
rior prediction intervals can also be derived for stochastic models through cross-validation, 
and more generally through the use of independent test and training data sets. Generating 
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prediction intervals to be tested against new data sets also falls under the rubric of model 
validation (e.g. Higgins et al. 2001), which should also include logical tests for the “rea-
sonableness” of model results. If model uncertainty of various management options on the 
end point of the invasion can be specified then a measure of policy or management activity 
risk can be developed, which may help determine an optimal risk mitigation strategy.

Common to all dynamic models is a temporal limit in quantifying model error. In 
this case an error is associated with a single time step, and in iteratively running a model 
then the error is compounded. The consequence of this compounding error is that long 
term utility of any dispersal model is dogged by severe and growing uncertainty. Two 
options are then available: (i) continual updating of results by resetting the model’s initial 
conditions to the current conditions (e.g., the Kalman Filter process); or (ii) applying a 
decision method developed for severe uncertainty. Continual updating is consistent with 
both A3MF and Bayesian model updating, or ‘learning’: as new data arrive then our un-
derstanding of the processes, our ability to predict system processes, or belief in our model 
should also improve. However, continual updating requires ongoing monitoring to feed 
the model any change in system state as it occurs. Continual updating is most appropriate 
for developing tactical management responses to invasions, but does nothing to address 
the inability of these models to address strategic questions in a timely manner.

In contrast, decision making under severe uncertainty is common for long-term 
strategy development, or where continual updating is a cost-prohibitive option. Sev-
eral analytical decision frameworks have been developed for dealing with severe un-
certainty, with the two most popular being robust optimisation (RO) (Ben-Tal et al. 
2009, Hansen and Sargent 2007) and info-gap theory (IGT) (Yakov 2006). The key 
difference between the two methods is that IGT provides a robust decision only in 
the local neighbourhood of the best guess parameter value for a model, whereas RO 
provides a solution that is robust over the entire range of parameter values to worst 
case scenarios (Sniedovich 2010). Neither framework handles a multivariate decision 
and parameter space well. A conservative strategy is to limit decision frameworks under 
severe uncertainty to those few key parameters that contribute most to the variability 
in model output, as identified through a sensitivity analysis.

Discussion

There is no single recipe for constructing a model of post-entry spread, due the di-
versity of policy applications, ecological and landscape contexts, temporal and spatial 
scales and possible techniques to employ. We have attempted to present some practical 
guidelines on how to approach model framing and construction for post-entry spread 
in invasion ecology by identifying what method may be most suitable to apply to par-
ticular policy questions, at what spatial and temporal scale, given the available data and 
knowledge. In recent years, we have seen the evolution of more process-based, mecha-
nistic models that attempt to capture system dynamics and complexity. This trend has 
been supported (and perhaps encouraged) by the availability of suitable computer plat-



Practical guidelines for modelling post-entry spread in invasion ecology 57

forms capable of processing the immense amount of information required to simulate 
these processes, as well as the availability of suitable covariate data.

The need for a more rapid response in outbreak situations has resulted in the recent 
development of fine-scale dispersal models designed to forecast and backcast spread for 
surveillance and response activities (Guichard et al. 2012) and generic models, such as 
a General Model of Biological Invasions (GMBI) (Renton et al. 2011, Savage et al. in 
press), Modular Dispersal in GIS (MDiG) (Pitt et al. 2009, 2011), demoniche (Nenzén 
et al. 2012) and a model suite for Pest Risk Analysis (Robinet et al. 2012). In the future, 
we anticipate modelling methods will continue to improve our ability to incorporate 
complex spatial and temporal dynamics, such as highly mechanistic models of wind 
dispersal. For example, recent research has simulated seed dispersal using a ballistic 
method coupled with large-eddy simulations incorporating turbulent airflow (Nathan 
et al. 2011). As sophisticated, multi-level wind circulation models are improved and 
made more accessible for a wider range of applications (e.g. NCEP/NCAR reanaly-
sis data (NOAA 2011)), the opportunity to couple mechanistic dispersal models with 
process-based population dynamics models becomes apparent (Parry et al. 2011).

However, even when armed with limitless computing power and knowledge of a 
species’ dispersal ecology we cannot forecast far into the future with high precision. We 
should be wary therefore of applying increasingly sophisticated mechanistic models and 
running them for long-term forecasts; the results may appear to have a fine resolution, 
but this should not be confused with reality – in such instances an analytical approach 
may be preferable, where fewer variables, constrained behaviour and obvious lack of pre-
cision make more explicit the model uncertainties and inaccuracies. Overall, there is great 
value in combining modelling methods; indeed it is likely to be necessary as the multi-
dimensionality of the problem of post-entry pest spread will often require an integrated, 
multi-model, multi-scale approach, aligned with an empirical surveillance programme.

The most pressing limitations to applying spread modelling to post-entry invasion 
ecology are clearly not methodological. Modellers are spoilt for choice. The biggest 
constraints concern our knowledge of the rates of spread of organisms in novel land-
scapes at fine spatial and temporal scales, as well as across the time course of invasions. 
A clear challenge here is the cost of monitoring the spread of invasive organisms, which 
typically sees a rapid decline in interest once an organism stops being an eradication 
target. Options for overcoming this problem include placing more emphasis on the 
collection of time-stamped location data for invasive species, “crowd-sourcing” initia-
tives, and the development of a rich library of spread rate data for different organisms.

Acknowledgements

This work was primarily completed during the course of a post-doctoral fellowship at 
CSIRO, supported by the Cooperative Research Centre for Plant Biosecurity. The authors 
would like to thank the International Pest Risk Modelling Workgroup http://www.pestrisk.
org/ for their support and helpful discussions that have led to the development of this article.

http://www.pestrisk.org/
http://www.pestrisk.org/


Hazel R. Parry et al.  /  NeoBiota 18: 41–66 (2013)58

References

Battisti A, Stastny M, Buffo E, Larsson S (2006) A rapid altitudinal range expansion in the 
pine processionary moth produced by the 2003 climatic anomaly. Global Change Biology 
12: 662–671. doi: 10.1111/j.1365-2486.2006.01124.x

Ben-Tal A, El Ghaoui L, Nemirovski A (2009) Robust Optimization. Princeton Series in Ap-
plied Mathematics, Princeton University Press.

Beven KJ, Pappenberger F, Freer J (2005) Communicating uncertainty as multiple competing 
hypotheses. American Geophysical Union, Fall Meeting 2005.

Bogich TL, Liebhold AM, Shea K (2008) To sample or eradicate? A cost minimization model for 
monitoring and managing an invasive species. Journal of Applied Ecology 45: 1134–1142. 
doi: 10.1111/j.1365-2664.2008.01494.x

Buckley YM, Anderson S, Catterall CP, Corlett RT, Engel T, Gosper CR, Nathan R, Richard-
son DM, Setter M, Spiegel O, Vivian-Smith G, Voigt FA, Weir JES, Westcott DA (2006) 
Management of plant invasions mediated by frugivore interactions. Journal of Applied 
Ecology 43: 848–857. doi: 10.1111/j.1365-2664.2006.01210.x

Cacho OJ, Spring D, Hester S, Mac Nally R (2010) Allocating surveillance effort in the man-
agement of invasive species: A spatially-explicit model. Environmental Modelling and 
Software 25(4): 444–454. doi: 10.1016/j.envsoft.2009.10.014

Carrasco LR, Baker R, MacLeod A, Knight JD, Mumford JD (2009) Optimal and robust 
control of invasive alien species spreading across homogeneous landscapes. Journal of the 
Royal Society Interface 7(44): 529–540. doi: 10.1098/rsif.2009.0266

Carrasco LR, Harwood TD, Toepfer S, MacLeod A, Levay N, Kiss J, Baker RHA, Mumford 
JD, Knight JD (2010) Dispersal kernels of the invasive alien western corn rootworm and 
the effectiveness of buffer zones in eradication programmes in Europe. Annals of Applied 
Biology 156: 63–77. doi: 10.1111/j.1744-7348.2009.00363.x

Chadès I, Martin TG, Nicol S, Burgman MA, Possingham HP, Buckley YM (2011) General rules 
for managing and surveying networks of pests, diseases, and endangered species. Proceedings 
of the National Academy of Sciences 108: 8323–8328. doi: 10.1073/pnas.1016846108

Chamberlin TC (1890) The method of multiple working hypotheses. Science 15: 92–96.
Chapman JW, Nesbit RL, Burgin LE, Reynolds DR, Smith AD, Middleton DR, Hill JK 

(2010) Flight orientation behaviours promote optimal migration trajectories in high-flying 
insects. Science 327(5966): 682–685. doi: 10.1126/science.1182990

Costello C, McAusland C (2003) Protectionism, trade, and measures of damage from exotic 
species introductions. American Journal of Agricultural Economics 85(4): 964–975. doi: 
10.1111/1467-8276.00500

Coutts SR, van Klinken RD, Yokomizo H, Buckley YM (2011) What are the key drivers 
of spread in invasive plants: dispersal, demography or landscape: and how can we use 
this knowledge to aid management? Biological Invasions 13: 1649–1661. doi: 10.1007/
s10530-010-9922-5

Demon I, Cunniffe NJ, Marchant BP, Gilligan CA, van den Bosch F (2011) Spatial sampling to 
detect an invasive pathogen outside of an eradication zone. Phytopathology 101: 725–731. 
doi: 10.1094/PHYTO-05-09-0120

http://dx.doi.org/10.1111/j.1365-2486.2006.01124.x
http://dx.doi.org/10.1111/j.1365-2664.2008.01494.x
http://dx.doi.org/10.1111/j.1365-2664.2006.01210.x
http://dx.doi.org/10.1016/j.envsoft.2009.10.014
http://dx.doi.org/10.1098/rsif.2009.0266
http://dx.doi.org/10.1111/j.1744-7348.2009.00363.x
http://dx.doi.org/10.1073/pnas.1016846108
http://dx.doi.org/10.1126/science.1182990
http://dx.doi.org/10.1111/1467-8276.00500
http://dx.doi.org/10.1111/1467-8276.00500
http://dx.doi.org/10.1007/s10530-010-9922-5
http://dx.doi.org/10.1007/s10530-010-9922-5
http://dx.doi.org/10.1094/PHYTO-05-09-0120


Practical guidelines for modelling post-entry spread in invasion ecology 59

Deveson ED, Drake VA, Hunter DM, Walker PW, Wang HK (2005) Evidence from tradi-
tional and new technologies for northward migrations of Australian plague locusts (Chor-
toicetes terminifera) (Walker) (Orthoptera: Acrididae) to western Australia. Austral Ecology 
30: 928–943. doi: 10.1111/j.1442-9993.2005.01536.x

Drake DAR, Mandrak NE (2010) Least-cost transportation networks predict spatial interac-
tion of invasion vectors. Ecological Applications 20: 2286–2299. doi: 10.1890/09-2005.1

Dupin M, Reynaud P, Jarošík V, Baker R, Brunel S, Eyre D, Pergl J, Makowski D (2011) Ef-
fects of the training dataset characteristics on the performance of nine species distribution 
models: Application to Diabrotica virgifera virgifera. PLoS ONE 6: e20957. doi: 10.1371/
journal.pone.0020957

Elith J, Leathwick JR (2009) Species Distribution Models: Ecological explanation and predic-
tion across space and time. Annual Review of Ecology, Evolution, and Systematics 40: 
677–697. doi: 10.1146/annurev.ecolsys.110308.120159

Elith J, Kearney M, Phillips S (2010) The art of modelling range-shifting species. Methods in 
Ecology and Evolution 1(4): 330–342. doi: 10.1111/j.2041-210X.2010.00036.x

Epanchin-Niell RS, Haight RG, Berek L, Kean JM, Liebhold AM (2012) Optimal surveillance 
and eradication of invasive species in heterogeneous landscapes. Ecology Letters 15(8): 
803–812. doi: 10.1111/j.1461-0248.2012.01800.x

Facon B, David P (2006) Metapopulation dynamics and biological invasions: A spatially 
explicit model applied to a freshwater snail. American Naturalist 168: 769–783. doi: 
10.1086/508669

FAO (2006) International Standards for Phytosanitary Measures: 1 to 24. Rome, Secretariat of 
the International Plant Protection Convention.

Fielding AH, Bell JF (1997) A review of methods for the assessment of prediction errors in 
conservation presence/absence models. Environmental Conservation 24: 38–49. doi: 
10.1017/S0376892997000088

Fletcher CS, Westcott D (2013) Dispersal and the design of effective management strategies 
for plant invasions: matching scales for success. Ecological Applications. doi: 10.1890/12-
2059.1

Florec V, Sadler RJ, White B, Dominiak B (2013) Choosing the battles: The economics of area 
wide pest management for Queensland fruit fly. Food Policy 38: 203–213.

García Adeva JJ, Botha JH, Reynolds M (2012) A simulation modelling approach to forecast 
establishment and spread of Bactrocera fruit flies. Ecological Modelling 227: 93–108. doi: 
10.1016/j.ecolmodel.2011.11.026

Gilbert M, Liebhold A (2010) Comparing methods for measuring the rate of spread of invad-
ing populations. Ecography 33: 809–817. doi: 10.1111/j.1600-0587.2009.06018.x

Greene DF, Calogeropoulos C (2002) Measuring and modelling seed dispersal of terrestrial 
plants. In: Bullock JM, Kenward RE, Hails RS (Eds) Dispersal Ecology: the 42nd sympo-
sium of the British Ecological Society held at the University of Reading, 2–5 April 2001. 
Blackwell Science, Oxford.

Grimm V, Railsback SF (2005) Individual-based Modeling and Ecology. Princeton University 
Press, i-xvi, 428 pp.

http://dx.doi.org/10.1111/j.1442-9993.2005.01536.x
http://dx.doi.org/10.1890/09-2005.1
http://dx.doi.org/10.1371/journal.pone.0020957
http://dx.doi.org/10.1371/journal.pone.0020957
http://dx.doi.org/10.1146/annurev.ecolsys.110308.120159
http://dx.doi.org/10.1111/j.2041-210X.2010.00036.x
http://dx.doi.org/10.1111/j.1461-0248.2012.01800.x
http://dx.doi.org/10.1086/508669
http://dx.doi.org/10.1086/508669
http://dx.doi.org/10.1017/S0376892997000088
http://dx.doi.org/10.1017/S0376892997000088
http://dx.doi.org/10.1890/12-2059.1
http://dx.doi.org/10.1890/12-2059.1
http://dx.doi.org/10.1016/j.ecolmodel.2011.11.026
http://dx.doi.org/10.1016/j.ecolmodel.2011.11.026
http://dx.doi.org/10.1111/j.1600-0587.2009.06018.x


Hazel R. Parry et al.  /  NeoBiota 18: 41–66 (2013)60

Guichard S, Kriticos DJ, Leriche A, Kean JM, Worner SP (2012) Individual-based modelling 
of moth dispersal to improve biosecurity incursion response. Journal of Applied Ecology 
49: 287–296. doi: 10.1111/j.1365-2664.2011.02072.x

Guisan A, Zimmermann NE (2000) Predictive habitat distribution models in ecology. Eco-
logical Modelling 135: 147–186. doi: 10.1016/S0304-3800(00)00354-9

Hansen LP, Sargent TJ (2007) Robustness. Princeton University Press.
Hanski I (1999) Metapopulation Ecology. Oxford University Press, Oxford.
Harwood TD, Tomlinson I, Potter CA, Knight JD (2011) Dutch elm disease revisited: past, 

present and future management in Great Britain. Plant Pathology 60: 545–555. doi: 
10.1111/j.1365-3059.2010.02391.x

Harwood TD, Xu X, Pautasso M, Jeger MJ, Shaw MW (2009) Epidemiological risk assessment 
using linked network and grid based modelling: Phytophthora ramorum and Phytophthora 
kernoviae in the UK. Ecological Modelling 220(23): 3353–3361. doi: 10.1016/j.ecolmo-
del.2009.08.014

Hastings A (1996) Models of spatial spread: A synthesis. Biological Conservation 78: 143–148. 
doi: 10.1016/0006-3207(96)00023-7

Higgins SI, Richardson DM (1996) A review of models of alien plant spread. Ecological Mod-
elling 87: 249–265. doi: 10.1016/0304-3800(95)00022-4

Higgins SI, Richardson DM (1998) Pine invasions in the southern hemisphere: modelling 
interactions between organism, environment and disturbance. Plant Ecology 135: 79–93. 
doi: 10.1023/A:1009760512895

Higgins SI, Richardson DM, Cowling RM (1996) Modeling invasive plant spread: The role 
of plant-environment interactions and model structure. Ecology 77: 2043–2054. doi: 
10.2307/2265699

Higgins SI, Richardson DM, Cowling RM (2001) Validation of a spatial simulation mod-
el of a spreading alien plant population. Journal of Applied Ecology 38: 571–584. doi: 
10.1046/j.1365-2664.2001.00616.x

Higgins SI, Clark JS, Nathan R, Hovestadt T, Schurr F, Fragoso JMV, Aguiar MR, Ribbens E, 
Lavorel S (2003) Forecasting plant migration rates: managing uncertainty for risk assess-
ment. Journal of Ecology 91: 341–347. doi: 10.1046/j.1365-2745.2003.00781.x

Hilborn R, Mangel M (1997) The ecological detective: confronting models with data. Prince-
ton University Press, Princeton, NJ.

Hlasny V (2011) The stock of invasive insect species and its economic determinants. Journal of 
Economic Entomology 104 (3): 764–772. doi: 10.1603/EC10422

Holling CS (1978) Adaptive Environmental Assessment and Management. John Wiley & 
Sons, London.

Hooten MB, Wikle CK (2008) A hierarchical Bayesian non-linear spatio-temporal model for 
the spread of invasive species with application to the Eurasian Collared-Dove. Environ-
mental and Ecological Statistics 15: 59–70. doi: 10.1007/s10651-007-0040-1

Hopkinson RF, Soroka JJ (2010) Air trajectory model applied to an in-depth diagnosis of po-
tential diamondback moth infestations on the Canadian Prairies. Agricultural and Forest 
Meterology 150: 1–11. doi: 10.1016/j.agrformet.2009.07.015

http://dx.doi.org/10.1111/j.1365-2664.2011.02072.x
http://dx.doi.org/10.1016/S0304-3800(00)00354-9
http://dx.doi.org/10.1111/j.1365-3059.2010.02391.x
http://dx.doi.org/10.1111/j.1365-3059.2010.02391.x
http://dx.doi.org/10.1016/j.ecolmodel.2009.08.014
http://dx.doi.org/10.1016/j.ecolmodel.2009.08.014
http://dx.doi.org/10.1016/0006-3207(96)00023-7
http://dx.doi.org/10.1016/0304-3800(95)00022-4
http://dx.doi.org/10.1023/A:1009760512895
http://dx.doi.org/10.2307/2265699
http://dx.doi.org/10.2307/2265699
http://dx.doi.org/10.1046/j.1365-2664.2001.00616.x
http://dx.doi.org/10.1046/j.1365-2664.2001.00616.x
http://dx.doi.org/10.1046/j.1365-2745.2003.00781.x
http://dx.doi.org/10.1603/EC10422
http://dx.doi.org/10.1007/s10651-007-0040-1
http://dx.doi.org/10.1016/j.agrformet.2009.07.015


Practical guidelines for modelling post-entry spread in invasion ecology 61

Jones CC, Acker SA, Halpern CB (2010) Combining local- and large-scale models to pre-
dict the distributions of invasive plant species. Ecological Applications 20: 311–326. doi: 
10.1890/08-2261.1

Jongejans E, Skarpaas O, Shea K (2008) Dispersal, demography and spatial population models 
for conservation and control management. Perspectives in Plant Ecology, Evolution and 
Systematics 9: 153–170. doi: 10.1016/j.ppees.2007.09.005

Jørgensen SE, Bendoricchio G (2001) Fundamentals of Ecological Modelling. Elsevier, 
Oxford.

Kanarek AR, Webb CT, Barfield M, Holt RD (2012) Allee effects, aggregation, and invasion 
success. Theoretical Ecology, online first. doi: 10.1007/s12080-012-0167-z

Katul GG, Proporato A, Nathan R, Siqueira M, Soons MB, Poggi D, Horn HS, Levin SA 
(2005) Mechanistic analytical models for long-distance seed dispersal by wind. The Ameri-
can Naturalist 166: 368–381. doi: 10.1086/432589

Kawasaki K, Takasu F, Caswell H, Shigesada N (2006) How does stochasticity in colonization 
accelerate the speed of invasion in a cellular automaton model? Ecological Research 21: 
334–345. doi: 10.1007/s11284-006-0166-x

Kot M, Lewis MA, van den Driessche P (1996) Dispersal data and the spread of invading or-
ganisms. Ecology 77: 2027–2042. doi: 10.2307/2265698

Kriticos DJ, Randall RP (2001) A comparison of systems to analyse potential weed distribu-
tions. In: Groves RH, Panetta FD, Virtue JG (Eds) Weed Risk Assessment. CSIRO Pub-
lishing, Melbourne, Australia, 61–79.

Kriticos D, Sutherst R, Brown J, Adkins S, Maywald G (2003) Climate change and the poten-
tial distribution of an invasive alien plant: Acacia nilotica ssp. indica in Australia. Journal of 
Applied Ecology 40: 111–124. doi: 10.1046/j.1365-2664.2003.00777.x

Kriticos DJ, Morin L, Leriche A, Anderson RC, Caley P (2013a) Combining a climatic niche 
model of an invasive fungus with its host species distribution to identify risks: Puccinia 
psidii sensu lato in Australia. PLoS ONE 8: e64479. doi: 10.1371/journal.pone.0064479

Kriticos DJ, Leriche A, Palmer D, Cook DC, Brockerhoff EG, Stephens AEA, Watt MS (2013b) 
Linking climate suitability, spread rates and host-impact when estimating the potential 
costs of invasive pests. PLoS ONE 8: e54861. doi: 10.1371/journal.pone.0054861

Kunz TH, Gauthreaux SA, Hristov NI, Horn JW, Jones G, Kalko EKV, Larkin RP, McCracken 
GF, Swartz SM, Srygley RB, Dudley R, Westbrook JK, Wikelski M (2008) Aeroecology: 
probing and modeling the aerosphere. Integrative and Comparative Biology 48: 1–11. doi: 
10.1093/icb/icn037

Leighton PA, Koffi JK, Pelcat Y, Lindsay LR, Ogden NH (2012) Predicting the speed of 
tick invasion: an empirical model of range expansion for the Lyme disease vector Ixodes 
scapularis in Canada. Journal of Applied Ecology 49(2): 457–464. doi: 10.1111/j.1365-
2664.2012.02112.x

Leskinen M, Markkula I, Kostinen J, Pylkkö P, Ooperi S, Siljamo P, Ojanen H, Raiskio 
S, Tiilikkala K (2011) Pest insect immigration warning by an atmospheric dispersion 
model, weather radars and traps. Journal of Applied Entomology 135(1–2): 55–67. doi: 
10.1111/j.1439-0418.2009.01480.x

http://dx.doi.org/10.1890/08-2261.1
http://dx.doi.org/10.1890/08-2261.1
http://dx.doi.org/10.1016/j.ppees.2007.09.005
http://dx.doi.org/10.1007/s12080-012-0167-z
http://dx.doi.org/10.1086/432589
http://dx.doi.org/10.1007/s11284-006-0166-x
http://dx.doi.org/10.2307/2265698
http://dx.doi.org/10.1046/j.1365-2664.2003.00777.x
http://dx.doi.org/10.1371/journal.pone.0064479
http://dx.doi.org/10.1371/journal.pone.0054861
http://dx.doi.org/10.1093/icb/icn037
http://dx.doi.org/10.1093/icb/icn037
http://dx.doi.org/10.1111/j.1365-2664.2012.02112.x
http://dx.doi.org/10.1111/j.1365-2664.2012.02112.x
http://dx.doi.org/10.1111/j.1439-0418.2009.01480.x
http://dx.doi.org/10.1111/j.1439-0418.2009.01480.x


Hazel R. Parry et al.  /  NeoBiota 18: 41–66 (2013)62

Liebhold AM, Tobin PC (2008) Population ecology of insect invasions and their man-
agement. Annual Review of Entomology 53: 387–408. doi: 10.1146/annurev.
ento.52.110 405.091401

Lindstrom T, Hakansson N, Wennergren U (2011) The shape of the spatial kernel and its 
implications for biological invasions in patchy environments. Proceedings of the Royal 
Society B-Biological Sciences 278: 1564–1571. doi: 10.1098/rspb.2010.1902

Mack RN, Simberloff D, Lonsdale WM, Evans H, Clout M, Bazzaz F (2000) Biotic Invasions: 
Causes, epidemiology, global consequences and control. Ecological Applications 10(3): 
689–710. doi: 10.1890/1051-0761(2000)010[0689:BICEGC]2.0.CO;2

Marjoram P, Molitor J, Plagnol V, Tavaré S (2003) Markov chain Monte Carlo without 
likelihoods. Proceedings of the National Academy of Sciences 100: 15324–15328. doi: 
10.1073/pnas.0306899100

Mau-Crimmins TM, Schussman HR, Geiger EL (2006) Can the invaded range of a spe-
cies be predicted sufficiently using only native-range data? Lehmann lovegrass (Eragrostis 
lehmanniana) in the southwestern United States. Ecological Modelling 193: 736–746. doi: 
10.1016/j.ecolmodel.2005.09.002

Merow C, LaFleur N, Silander JJA, Wilson AM, Rubega M (2011) Developing dynamic mecha-
nistic species distribution models: Predicting bird-mediated spread of invasive plants across 
northeastern North America. The American Naturalist 178: 30–43. doi: 10.1086/660295

Monty A, Stainier C, Lebeau F, Pieret N, Mahy G (2008) Seed rain pattern of the invasive 
weed Senecio inaequidens (Asteraceae). Belgian Journal of Botany 141: 51–63.

Moslonka-Lefebvre M, Finley A, Dorigatti I, Dehnen-Schmutz K, Harwood T, Jeger MJ, Xu 
XM, Holdenrieder O, Pautasso M (2011) Networks in plant epidemiology: From genes 
to landscapes, countries, and continents. Phytopathology 101: 392–403. doi: 10.1094/
PHYTO-07-10-0192

Murphy HT, Hardesty BD, Fletcher CS, Metcalfe DJ, Westcott DA, Brooks SJ (2008) Pre-
dicting dispersal and recruitment of Miconia calvescens (Melastomataceae) in Australian 
tropical rainforests.

Nathan R, Katul GG, Bohrer G, Kuparinen A, Soons MB, Thompson SE, Trakhtenbrot A, 
Horn HS (2011) Mechanistic models of seed dispersal by wind. Theoretical Ecology 4: 
113–132. doi: 10.1007/s12080-011-0115-3

Nathan R, Sapir N, Trakhtenbrot A, Katul GG, Bohrer G, Otte M, Avissar R, Soons MB, 
Horn HS, Wikelski M, Levin SA (2005) Long-distance biological transport processes 
through the air: can nature’s complexity be unfolded in silico. Diversity and Distributions 
11: 131–137. doi: 10.1111/j.1366-9516.2005.00146.x

Nehrbass N, Winkler E (2007) Is the Giant Hogweed still a threat? An individual-based model-
ling approach for local invasion dynamics of Heracleum mantegazzianum. Ecological Mod-
elling 201: 377–384. doi: 10.1016/j.ecolmodel.2006.10.004

Nehrbass N, Winkler E, Mullerova J, Pergl J, Pysek P, Perglova I (2007) A simulation model 
of plant invasion: long-distance dispersal determines the pattern of spread. Biological Inva-
sions 9: 383–395. doi: 10.1016/j.ecolmodel.2006.10.004

http://dx.doi.org/10.1146/annurev.ento.52.110�405.091401
http://dx.doi.org/10.1146/annurev.ento.52.110�405.091401
http://dx.doi.org/10.1098/rspb.2010.1902
http://dx.doi.org/10.1890/1051-0761(2000)010[0689:BICEGC]2.0.CO;2
http://dx.doi.org/10.1073/pnas.0306899100
http://dx.doi.org/10.1073/pnas.0306899100
http://dx.doi.org/10.1016/j.ecolmodel.2005.09.002
http://dx.doi.org/10.1016/j.ecolmodel.2005.09.002
http://dx.doi.org/10.1086/660295
http://dx.doi.org/10.1094/PHYTO-07-10-0192
http://dx.doi.org/10.1094/PHYTO-07-10-0192
http://dx.doi.org/10.1007/s12080-011-0115-3
http://dx.doi.org/10.1111/j.1366-9516.2005.00146.x
http://dx.doi.org/10.1016/j.ecolmodel.2006.10.004
http://dx.doi.org/10.1016/j.ecolmodel.2006.10.004


Practical guidelines for modelling post-entry spread in invasion ecology 63

Nenzén HK, Swab RM, Keith DA, Araújo MB (2012) demoniche – an R-package for simulat-
ing spatially- explicit population dynamics. Ecography 35: 577–580. doi: 10.1111/j.1600-
0587.2012.07378.x

Neubert MG, Caswell H (2000) Demography and dispersal: calculation and sensitiv-
ity analysis of invasion speed for structured populations. Ecology 81: 1613–1628. doi: 
10.1890/0012-9658(2000)081[1613:DADCAS]2.0.CO;2

NOAA (2011) The NCEP/NCAR Reanalysis Project at the NOAA/ESRL Physical Sciences 
Division. http://www.esrl.noaa.gov/psd/data/reanalysis/reanalysis.shtml

Overcamp TJ (1976) A general Gaussian diffusion-deposition model for elevated point sourc-
es. Journal of Applied Meteorology 15: 1167–1171. doi: 10.1175/1520-0450(1976) 015<
1167:AGGDDM>2.0.CO;2

Paini DR, Yemshanov D (2012) Modelling the arrival of invasive organisms via the inter-
national marine shipping network: a Khapra beetle study. PLoS ONE 7: e44589. doi: 
10.1371/journal.pone.0044589

Parker IM (2000) Invasion dynamics of Cytisus scoparius: A matrix model approach. Ecological 
Applications 10: 726–743. doi: 10.1890/1051-0761(2000)010[0726:IDOCSA]2.0.CO;2

Parry HR, Aurambout J-P, Kriticos DJ (2011) Having your cake and eating it: A modelling 
framework to combine process-based population dynamics and dispersal simulation. In: 
Chan F, Marinova D, Anderssen RS (Eds) MODSIM2011, 19th International Congress 
on Modelling and Simulation. Modelling and Simulation Society of Australia and New 
Zealand, December 2011. http://www.mssanz.org.au/modsim2011/E16/parry.pdf

Perrings C, Williamson M, Dalmazzone S (2000) The Economics of Biological Invasions. Ed-
ward Elgar Publishing Ltd., Cheltenham, UK.

Phillips SJ, Anderson RP, Schapire RE (2006) Maximum entropy modeling of species geo-
graphic distributions. Ecological Modelling 190: 231–259. doi: 10.1016/j.ecolmod-
el.2005.03.026

Pimentel D (2011) Biological Invasions: Economic and Environmental Costs of Alien Plant, 
Animal, and Microbe Species (Second edition). CRC Press, Boca Raton, FL, USA. doi: 
10.1201/b10938

Pitt JPW, Kriticos DJ, Dodd MB (2011) Temporal limits to simulating the future spread pat-
tern of invasive species: Buddleja davidii in Europe and New Zealand. Ecological Modelling 
222: 1880–1887. doi: 10.1016/j.ecolmodel.2011.03.023

Pitt JPW, Worner SP, Suarez AV (2009) Predicting Argentine ant spread over the heteroge-
neous landscape using a spatially-explicit stochastic model. Ecological Applications 19: 
1176–1186. doi: 10.1890/08-1777.1

Renton M, Savage D, Chopard J (2011) A general spatially-explicit model to inform rapid 
response to new biological invasions: why do we need one and what should it look like? In: 
Chan F, Marinova D, Anderssen RS (Eds) MODSIM2011, 19th International Congress 
on Modelling and Simulation. Modelling and Simulation Society of Australia and New 
Zealand, December 2011. http://www.mssanz.org.au/modsim2011/E16/renton.pdf

Restif O, Hayman DTS, Pulliam JRC, Plowright RK, George DB, Luis AD, Cunningham AA, 
Bowen RA, Fooks AR, O’Shea TJ, Wood JLN, Webb CT (2012) Model-guided fieldwork: 

http://dx.doi.org/10.1111/j.1600-0587.2012.07378.x
http://dx.doi.org/10.1111/j.1600-0587.2012.07378.x
http://dx.doi.org/10.1890/0012-9658(2000)081[1613:DADCAS]2.0.CO;2
http://dx.doi.org/10.1890/0012-9658(2000)081[1613:DADCAS]2.0.CO;2
http://www.esrl.noaa.gov/psd/data/reanalysis/reanalysis.shtml
http://dx.doi.org/10.1175/1520-0450(1976)�015<1167:AGGDDM>2.0.CO;2
http://dx.doi.org/10.1175/1520-0450(1976)�015<1167:AGGDDM>2.0.CO;2
http://dx.doi.org/10.1371/journal.pone.0044589
http://dx.doi.org/10.1371/journal.pone.0044589
http://dx.doi.org/10.1890/1051-0761(2000)010[0726:IDOCSA]2.0.CO;2
http://www.mssanz.org.au/modsim2011/E16/parry.pdf
http://dx.doi.org/10.1016/j.ecolmodel.2005.03.026
http://dx.doi.org/10.1016/j.ecolmodel.2005.03.026
http://dx.doi.org/10.1201/b10938
http://dx.doi.org/10.1201/b10938
http://dx.doi.org/10.1016/j.ecolmodel.2011.03.023
http://dx.doi.org/10.1890/08-1777.1
http://www.mssanz.org.au/modsim2011/E16/renton.pdf


Hazel R. Parry et al.  /  NeoBiota 18: 41–66 (2013)64

practical guidelines for multidisciplinary research on wildlife ecological and epidemiologi-
cal dynamics. Ecology Letters 15: 1083–1094. doi: 10.1111/j.1461-0248.2012.01836.x

Robinet C, Roques A, Pan H, Fang G, Ye J, Zhang Y, Sun J (2009) Role of human-mediated 
dispersal in the spread of the pinewood nematode in China. PLoS ONE 4(2): e4646. doi: 
10.1371/journal.pone.0004646

Robinet C, Kehlenbeck H, Kriticos DJ, Baker RHA, Battisti A, Brunel S, Dupin M, Eyre D, 
Faccoli M, Ilieva Z, Kenis M, Knight J, Reynaud P, Yart A, van der Werf W (2012) A suite 
of models to support the quantitative assessment of spread in pest risk analysis. PLoS ONE 
7: e43366. doi: 10.1371/journal.pone.0043366

Rochester WA, Dillon ML, Fitt GP, Zalucki MP (1996) A simulation model of the long-
distance migration of Helicoverpa spp. moths. Ecological Modelling 86: 151–156. doi: 
10.1016/0304-3800(95)00043-7

Royama T (1992) Analytical Population Dynamics. Chapman & Hall, London, UK. doi: 
10.1007/978-94-011-2916-9

Royle JA, Kéry M, Gautier R, Schmid H (2007) Hierarchical spatial models of abundance 
and occurrence from imperfect survey data. Ecological Monographs 77: 465–481. doi: 
10.1890/06-0912.1

Rutherford ES, Rose KA, Mills EL, Forney JL, Mayer CM, Rudstam LG (1999) Individual-
based model simulations of a zebra mussel (Dreissena polymorpha) induced energy shunt 
on walleye (Stizostedion vitreum) and yellow perch (Perca flavescens) populations in Oneida 
Lake, New York. Canadian Journal of Fisheries and Aquatic Sciences 56: 2148–2160. doi: 
10.1139/f99-133

Saltelli A, Ratto M, Andres T, Campolongo F, Cariboni J, Gatelli D, Saisana M, Tarantola S, 
Young P (2008) Chapter 5 Factor Mapping and Meta-modelling. In: Saltelli et al. Global 
Sensitivity Analysis: The Primer. John Wiley & Sons, Chichester.

Savage D, Chopard J, Renton M (in press) Requirements, design and implementation of a 
general model of biological invasion. Ecological Modelling.

Savage D, Barbetti MJ, MacLeod WJ, Salam MU, Renton M (2011) Can mechanistically 
parameterised, anisotropic dispersal kernels provide a reliable estimate of wind-assisted 
dispersal? Ecological Modelling 222: 1673–1682. doi: 10.1016/j.ecolmodel.2011.03.003

Scott RW, Achtemeier GL (1987) Estimating pathways of migrating insects carried in atmos-
pheric winds. Environmental Entomology 16: 1244–1254.

See KE, Feist BE (2010) Reconstructing the range expansion and subsequent invasion of intro-
duced European green crab along the west coast of the United States. Biological Invasions 
12: 1305–1318. doi: 10.1007/s10530-009-9548-7

Shamoun-Baranes J, Bouten W, Emiel van Loon E (2010) Integrating meteorology into re-
search on migration. Integrative and Comparative Biology 50(3): 280–292. doi: 10.1093/
icb/icq011

Sharov AA, Liebhold AM (1998) Model of slowing the spread of gypsy moth (Lepidop-
tera: Lymantriidae) with a barrier zone. Ecological Applications 8: 1170–1179. doi: 
10.1890/1051-0761(1998)008[1170:MOSTSO]2.0.CO;2

Shigesada N, Kawasaki K (1997) Biological invasions: Theory and Practice. In: May RM, Har-
vey PH (Eds) Oxford University Press, Oxford, 205 pp.

http://dx.doi.org/10.1111/j.1461-0248.2012.01836.x
http://dx.doi.org/10.1371/journal.pone.0004646
http://dx.doi.org/10.1371/journal.pone.0004646
http://dx.doi.org/10.1371/journal.pone.0043366
http://dx.doi.org/10.1016/0304-3800(95)00043-7
http://dx.doi.org/10.1016/0304-3800(95)00043-7
http://dx.doi.org/10.1007/978-94-011-2916-9
http://dx.doi.org/10.1007/978-94-011-2916-9
http://dx.doi.org/10.1890/06-0912.1
http://dx.doi.org/10.1890/06-0912.1
http://dx.doi.org/10.1139/f99-133
http://dx.doi.org/10.1139/f99-133
http://dx.doi.org/10.1016/j.ecolmodel.2011.03.003
http://dx.doi.org/10.1007/s10530-009-9548-7
http://dx.doi.org/10.1093/icb/icq011
http://dx.doi.org/10.1093/icb/icq011
http://dx.doi.org/10.1890/1051-0761(1998)008[1170:MOSTSO]2.0.CO;2
http://dx.doi.org/10.1890/1051-0761(1998)008[1170:MOSTSO]2.0.CO;2


Practical guidelines for modelling post-entry spread in invasion ecology 65

Shigesada N, Kawasaki K, Takeda Y (1995) Modeling stratified diffusion in biological inva-
sions. American Naturalist 146: 229–251.

Simberloff D, Parker IM, Windle PN (2005) Introduced species policy, management, and 
future research needs. Frontiers in Ecology and the Environment 3(1): 12–20. doi: 
10.1890/1540-9295(2005)003[0012:ISPMAF]2.0.CO;2

Simberloff D (2013) Invasive Species: What everyone needs to know. Oxford University Press, 
Oxford, 224 pp.

Skellam JG (1951) Random dispersal in theoretical populations. Biometrika 38: 196–218.
Skelsey P, Rossing WAH, Kessel GJT, van der Werf W (2010) Invasion of Phytophthora in-

festans at the landscape level: How do spatial scale and weather modulate the consequences 
of spatial heterogeneity in host resistance? Phytopathology 100: 1146–1161. doi: 10.1094/
PHYTO-06-09-0148

Sniedovich M (2010) A bird’s view of info-gap decision theory. Journal of Risk Finance 11(3): 
268–283. doi: 10.1108/15265941011043648

Sutherst RW, Bourne AS (2009) Modelling non-equilibrium distributions of invasive species: 
a tale of two modelling paradigms. Biological Invasions 11: 1231–1237. doi: 10.1007/
s10530-008-9335-x

Travis JMJ, Dytham C (2002) Dispersal evolution during invasions. Evoluationary Ecology 
Research 4: 1119–1129.

Turchin P (1998) Quantitative Analysis of Movement. Sinauer, Sunderland, MA.
van Dorp D, Schippers P, van Groenendael JM (1997) Migration rates of grassland plants 

along corridors in fragmented landscapes assessed with a cellular automation model. Land-
scape Ecology 12: 39–50. doi: 10.1007/BF02698206

von Neumann J (1951) The general and logical theory of automata. In: Jeffress LA (Ed) Cer-
ebral Mechanisms in Behavior – The Hixon Symposium. John Wiley & Sons, New York, 
1–31.

Waage JK, Fraser RW, Mumford JD, Cook DC, Wilby A (2005) A New Agenda for Biosecu-
rity. Department for Food, Environment and Rural Affairs, London, 198 pp.

Webber BL, Yates CJ, Le Maitre DC, Scott JK, Kriticos DJ, Ota N, McNeill A, Le Roux 
JJ, Midgley GF (2011) Modelling horses for novel climate courses: insights from 
projecting potential distributions of native and alien Australian acacias with correlative 
and mechanistic models. Diversity and Distributions 17: 978–1000. doi: 10.1111/j.1472-
4642.2011.00811.x

Wiegand T, Moloney KA (2004) Rings, circles, and null-models for point pattern analysis in 
ecology. Oikos 104: 209–229. doi: 10.1111/j.0030-1299.2004.12497.x

Wilson JRU, Dormontt EE, Prentis PJ, Lowe AJ, Richardson DM (2009) Something in the 
way you move: dispersal pathways affect invasion success. Trends in Ecology & Evolution 
24: 136–144. doi: 10.1016/j.tree.2008.10.007

With KA (2002) The landscape ecology of invasive spread. Conservation Biology 16: 1192–
1203. doi: 10.1046/j.1523-1739.2002.01064.x

Wolfram S (1983) Statistical mechanics of cellular automata. Reviews of Modern Physics 55: 
601–644. doi: 10.1103/RevModPhys.55.601

http://dx.doi.org/10.1890/1540-9295(2005)003[0012:ISPMAF]2.0.CO;2
http://dx.doi.org/10.1890/1540-9295(2005)003[0012:ISPMAF]2.0.CO;2
http://dx.doi.org/10.1094/PHYTO-06-09-0148
http://dx.doi.org/10.1094/PHYTO-06-09-0148
http://dx.doi.org/10.1108/15265941011043648
http://dx.doi.org/10.1007/s10530-008-9335-x
http://dx.doi.org/10.1007/s10530-008-9335-x
http://dx.doi.org/10.1007/BF02698206
http://dx.doi.org/10.1111/j.1472-4642.2011.00811.x
http://dx.doi.org/10.1111/j.1472-4642.2011.00811.x
http://dx.doi.org/10.1111/j.0030-1299.2004.12497.x
http://dx.doi.org/10.1016/j.tree.2008.10.007
http://dx.doi.org/10.1046/j.1523-1739.2002.01064.x
http://dx.doi.org/10.1103/RevModPhys.55.601


Hazel R. Parry et al.  /  NeoBiota 18: 41–66 (2013)66

Yakov B-H (2006) Info-Gap Theory: Decisions Under Severe Uncertainty, 2nd edition. Aca-
demic Press, London.

Yonow T, Sutherst RW (1998) The geographical distribution of the Queensland fruit fly, 
Bactrocera (Dacus) tryoni, in relation to climate. Australian Journal of Agricultural Research 
49: 935–953. doi: 10.1071/A97152

http://dx.doi.org/10.1071/A97152

