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Abstract

Background: Climatic oscillations throughout the Quaternary had profound effects on temperate biodiversity, but
the extent of Quaternary climate change was more severe in temperate regions of the northern hemisphere than
in the southern hemisphere. We sought to determine whether this geographic disparity differentially influenced the
timing of intraspecific diversification events within ectothermic and endothermic vertebrate species. Using
published phylogenetic hypotheses, we gathered data on the oldest intraspecific diversification event within
mammal, bird, freshwater fish, amphibian, and reptile species from temperate-zone areas. We then tested whether
the timing of diversification events differed between hemispheres.

Results: Our analyses provide strong evidence that vertebrates from temperate regions of the northern hemisphere
are younger than those from the southern hemisphere. However, we find little evidence to suggest that this
relationship differs between endotherms versus ectotherms, or that it varies widely across the five classes of
vertebrates that we considered. In addition, we find that on average, endothermic species are much younger than
ectothermic species.

Conclusion: Our findings suggest that geographic variation in the magnitude of climatic oscillations during the
Quaternary led to substantial disparity in the timing of intraspecific diversification events between northern and
southern hemisphere vertebrates, and that the magnitude of this divergence is largely congruent across vertebrate
taxa.

Keywords: Climate change, Dispersal, Ectotherm, Endotherm, Genetic diversity, Glaciation, Intraspecific
diversification, Quaternary
Background
Investigating how historic changes in climatic conditions
influenced the geographic distributions of species provides
unique opportunities to understand how extinction and
dispersal influence patterns of contemporary biodiversity,
and can provide novel insights into how species will shift
their distributions in response to contemporary climate
change. Climate cooling began in the lower Miocene (~10
million years ago) [1,2], and the Pliocene transition
marked the disappearance of stable climatic conditions
throughout the globe (see e.g. [1] for a review). However,
the onset of significant climatic oscillations began in the
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Quaternary (~1.8 million years ago to present), and these
changes had particularly profound effects on temperate
biodiversity [3-5]. In many temperate regions, the magni-
tude of these fluctuations is manifested in the genetic
structure of extant populations [6], but the severity of
Quaternary climate change was not the same in temperate
regions of the northern and southern hemispheres (see
Figure 1). Extensive ice sheets were almost entirely absent
in the southern hemisphere, whereas large portions of
North America and Eurasia were covered by glaciers and
permafrost for extended periods throughout the Quater-
nary [1,7]. Consequently, the contemporary distributions
of many northern hemisphere vertebrates reflect relatively
recent recolonisations of previously unsuitable areas from
climatic refugia [6,8]. This pattern of extinction and reco-
lonisation should have, in turn, constrained intraspecific
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Figure 1 Difference in mean annual temperature between the last glacial maximum (LGM; ~21 ka years before present) and present
day climate (1950-2000). LGM predictions were based on the CCSM global circulation model ([10]; data available from www.worldclim.org).
Although many intraspecific diversification events within vertebrates occurred much earlier than the LGM, the change in temperature between
the LGM and present is representative of climatic oscillations over much longer timescales [11].
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divergences between genetic lineages to more recent time-
scales in the northern hemisphere. Indeed, the contraction
of species to refugia led to a loss of genetic diversity and
intraspecific genetic lineages [9], which could have elimi-
nated ancient lineages and resulted in more recent diversi-
fication events in the northern hemisphere.
Recent meta-analyses based on molecular dating [12,13]

have revealed significant differences in the timing of the
oldest intraspecific diversification event within amphibian
and reptile species from the northern and southern hemi-
spheres. In both groups, northern hemisphere species
were found to be younger than southern hemisphere spe-
cies. Similarly, splits between sister species occurred more
recently in the northern hemisphere than in southern
hemisphere [13].
A fundamental question is whether this pattern is wide-

spread in vertebrates, or whether it is a pattern that is spe-
cific to ectothermic taxa. Ectothermic vertebrates depend
on abiotic conditions to thermoregulate, and thus are ex-
tremely vulnerable to climatic fluctuations [14,15]. For
example, temperature-dependent sex determination is
widespread in reptiles such as lizards, turtles, and croco-
diles, making these taxa particularly sensitive to abrupt
variations in ambient temperature [16]. This thermal sen-
sitivity means that populations of ectotherms may be more
likely to survive (and thus exhibit greater genetic differen-
tiation) in regions with stable climatic conditions. In
addition, ectothermic vertebrates such as amphibians,
reptiles, and freshwater fish generally have poor dispersal
abilities in comparison to similarly-sized endotherms such
as mammals and birds, which could expose ectotherms to
more severe climates at a given location. Overall, we
therefore might expect the ages of ectothermic vertebrates
to show a greater degree of disparity between hemispheres
than we would for endotherms [17].
In the present study, we sought to determine whether

geographic disparity in Quaternary climatic oscillations
between the northern and southern hemispheres diffe-
rentially influenced the timing of intraspecific diversifi-
cation events within vertebrate species. We then tested
whether the relationship between hemisphere of origin
and the timing of intraspecific diversification differed
between ectotherms versus endotherms.

Results
Our analyses provide strong evidence that vertebrates from
temperate regions of the northern hemisphere are younger
than those from the southern hemisphere (Figure 2;
Table 1a). Importantly, this disparity between hemispheres
was not due to a latitudinal bias in the origins of the species
included in our analyses. Restricting our analyses to high-
(Table 1b) and low-latitude (Table 1c) species did not influ-
ence our finding that diversification events occurred more
recently in the northern hemisphere. Overall, there was no
evidence to suggest that there was an interaction between
taxonomic class and hemisphere (Table 1), indicating that
the relationship between species age and geographic loca-
tion was relatively consistent across all five classes of verte-
brates that we considered. Disparity in the timing of
diversification events between hemispheres was greatest for
reptiles, but excluding reptiles from our analyses did not
qualitatively change any of our conclusions.
When each class was analyzed separately, only the mean

ages of reptiles (likelihood ratio test between models in-
cluding and excluding hemisphere effect: D = 8.22, P =
0.00410) and mammals (D = 4.040, P = 0.0443) differed

http://www.worldclim.org
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Figure 2 Disparity in the oldest estimated dates of intraspecific
diversification events within vertebrate species from temperate
regions of the northern and southern hemispheres. The figure
shows means and standard errors of species ages (millions of years
ago) of northern hemisphere versus southern hemisphere
vertebrates in each class (Actinopterygii, Amphibia, Aves, Mammalia,
and Reptilia).

Table 1 Effects of hemisphere of origin (northern versus sout
Reptilia, Actinopterygii) on intraspecific estimates of species

Variable L

(a) Complete dataset

Hemisphere D

Taxonomic class D

Hemisphere * Taxonomic class D

(b) High-latitude species

Hemisphere D

Taxonomic class D

Hemisphere * Taxonomic class D

(c) Low-latitude species

Hemisphere D

Taxonomic class D

Hemisphere * Taxonomic class D

Results are shown for the entire dataset (a), for the subset of species that are distrib
between the tropics and 40° N or S (c). Likelihood ratio tests were conducted betw
effects were tested for significance only after excluding the interaction term.
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between hemispheres. There were no significant effects of
hemisphere of origin on the mean ages of birds (D = 1.33,
P = 0.248), fishes (D = 0.903, P = 0.342), or amphibians
(D = 1.79, P = 0.181). Nevertheless, on average, fishes and
amphibians from the southern hemisphere were older
than those from the northern hemisphere (Figure 2).
Furthermore, our finding that diversification events oc-
curred more recently in the southern hemisphere in birds
(Figure 2) was highly dependent on the inclusion of a sin-
gle northern hemisphere species (Alcippe morrisonia) with
highly divergent populations (9.86 million years). When
this species was excluded from our analyses, bird species
from the southern hemisphere were older (mean ± SE
0.814 ± 0.187) than those from the northern hemisphere
(0.736 ± 0.0999), although differences between hemi-
spheres remained non-significant (D = 1.78, P = 0.182).
Interestingly, our analysis also revealed strong differences
between the mean ages of the five vertebrate classes
(Figure 2; Table 1).
Similar results were obtained when we compared spe-

cies differing in their thermoregulatory strategies (i.e.,
endotherms versus ectotherms). Ectotherms were older
than endotherms, and vertebrates that originated from
the northern hemisphere were younger than those from
the southern hemisphere, but the relationship between
species age and hemisphere of origin did not differ be-
tween ectotherms and endotherms (Table 2a). Restric-
ting our analyses to high- (Table 2b) and low-latitude
(Table 2c) species did not substantially influence these
conclusions. When each group was analyzed separately,
both endotherms (D = 5.76, P = 0.0164) and ectotherms
(D = 10.6, P = 0.00110) from the southern hemisphere
were significantly older than those from the northern
hemisphere.
hern) and taxonomic class (Mammalia, Aves, Amphibia,
ages from temperate-regions across the globe

ikelihood ratio (D) P

= 14.2 < 0.001

= 28.8 < 0.0001

= 1.72 0.786

= 10.5 0.00120

= 15.0 0.00190

= 2.14 0.544

= 9.62 0.00190

= 63.5 < 0.0001

= 7.17 0.127

uted above 40° N or S (b), and for the subset of species that are distributed
een nested models that included and excluded each variable; however, main



Table 2 Effects of hemisphere (northern versus southern) and thermoregulatory strategy (endotherm versus
ectotherm) on intraspecific estimates of species ages from temperate-regions across the globe

Variable Likelihood ratio (D) P

(a) Complete dataset

Hemisphere D = 14.1 < 0.001

Thermoregulatory strategy D = 16.1 < 0.0001

Hemisphere * Thermoregulatory strategy D = 0.844 0.358

(b) High-latitude species

Hemisphere D = 13.2 < 0.001

Thermoregulatory strategy D = 7.35 0.00670

Hemisphere * Thermoregulatory strategy D = 0.521 0.471

(c) Low-latitude species

Hemisphere D = 8.98 0.00270

Thermoregulatory strategy D = 60.7 < 0.0001

Hemisphere * Thermoregulatory strategy D = 0.652 0.419

Results are shown for the entire dataset (a), for the subset of species that are distributed above 40° N or S (b), and for the subset of species that are distributed
between the tropics and 40° N or S (c). Likelihood ratio tests were conducted between nested models that included and excluded each variable; however, main
effects were tested for significance only after excluding the interaction term.
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Discussion
Our analysis of molecular phylogenies provides compelling
evidence that vertebrate diversification events occurred
much more recently in the northern hemisphere than in
the southern hemisphere. This pattern was remarkably
consistent across different latitudinal subsets of species,
suggesting that the geographic variation in species’ ages
that we observed here was not substantially influenced by
the exclusion of species that were distributed solely at low
or high latitudes.
Why are vertebrates from the northern hemisphere

younger than those from the southern hemisphere? One
plausible explanation, as outlined in the Introduction, is
that the observed disparity in diversification histories
reflects geographic differences in the extent of climatically-
driven extinction events that occurred throughout the
Quaternary. Some regions of the southern hemisphere
(e.g., inland Australia) were also severely affected by dry
conditions during the Quaternary [11], but palynological
data indicate that forested and partially forested areas still
persisted in coastal regions, even during the Last Glacial
Maximum [3]. Although lineages of some of the species
used in our analyses diverged prior to the Quaternary, this
does not mean that climatic oscillations during the Quater-
nary could not be responsible for the observed patterns.
Many species lost genetic lineages during the Quaternary
[9], and thus a species may have (randomly) lost its oldest
lineage while undergoing range contraction in response to
Quaternary climate change. For example, a species that
had similar levels of genetic differentiation in both hemi-
spheres prior to the Quaternary would have had a higher
probability of losing its oldest genetic lineage in the north-
ern hemisphere because the magnitude of Quaternary cli-
mate change was greater there.
Our findings accord with the results of previous analyses
that focused exclusively on amphibians and reptiles
[12,13], and thus demonstrate that the patterns revealed by
these earlier studies apply to vertebrates as a whole. Indeed,
we found no evidence for an interaction between taxo-
nomic class and hemisphere of origin, suggesting that the
relationship between geographic origin and species age was
broadly consistent across the five classes of vertebrates
included in our analyses. Although differences between
hemispheres were only statistically significant for mammals
and reptiles when each taxonomic group was analyzed se-
parately, partitioning our dataset by taxonomic group
entailed a considerable loss of statistical power. In addition,
the regression coefficients describing the effects of hemi-
sphere of origin were in the same direction for four out of
five taxa, the exception being birds. Nevertheless, similar
results were obtained for birds when a single northern
hemisphere species that had exceptionally divergent popu-
lations was removed from our analyses.
At first glance, this consistency in the effects of geo-

graphic location on diversification histories is somewhat
surprising given the marked differences in dispersal abil-
ities between the taxa included in our analyses [17,18].
One potential reason for this seemingly counterintuitive
result is that differences in dispersal abilities between taxa
are trivial in comparison to the disparity in Quaternary cli-
mate changes between the northern and southern hemi-
spheres. However, it should be noted that the mean age of
birds, a group that has the greatest dispersal abilities of
the taxonomic classes that we considered, showed the
least disparity between hemispheres.
Interestingly, studies of antbirds and passerines have

revealed greater genetic distances (based on allozymes)
within neotropical species than in species from the Nearctic
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[19,20]. Similar patterns have also been documented in a
suite of birds and mammals from the New World [21], as
well as in plants [22] and vertebrates [23] distributed across
the globe. Collectively, the results of these studies suggest
greater intraspecific genetic variation in regions that have
experienced stable long-term climatic conditions. Thus, our
finding that diversification events occurred earlier in the
southern hemisphere, where climatic oscillations have also
been less severe in the past, is in broad accordance with
earlier studies on a wide range of taxa.
We also found that the relationship between hemisphere

of origin and species age did not differ between ectotherms
and endotherms, and this pattern was also evident when
we considered each of these two groups in isolation. Fu-
ture research could usefully explore whether species-level
traits that do not show a strong taxonomic signal (e.g.,
habitat-use) explain additional geographic variation in spe-
cies ages [13].
However, we cannot dismiss the possibility that our fin-

dings may be an artifact of differing levels of taxonomic
knowledge about the vertebrate faunas of the northern and
southern hemispheres [13,20]. Species from the southern
hemisphere have generally been less intensively studied
than species from the northern hemisphere, and thus some
southern hemisphere ‘species’ included in our analyses may
actually represent composite taxa. This taxonomic igno-
rance would, in turn, result in over-estimations of species’
ages in the southern hemisphere. Dubey & Shine [13]
demonstrated that geographic disparity in taxonomic
ignorance is a relatively poor explanation for differences
in the ages of amphibian species between hemispheres,
but that this mechanism could potentially explain the
different diversification histories of the two hemispheres
for reptiles. However, we consider this interpretation less
likely than climatically-driven extinction events given that
our findings were relatively consistent across such broadly
divergent taxa (see above). We further consider it unlikely
that our results are an artifact of using intraspecific rather
than interspecific divergence times, given that Dubey &
Shine [13] found very similar geographic patterns in species
ages regardless of whether the analysis was performed with
intraspecific divergences (across orders and suborders) or
with the cladogenic events responsible for species forma-
tion [13]. Thus, the same parameters appear to influence
these two types of measures [13]. Our finding that diversifi-
cation events occurred earlier in the southern hemisphere
may also have been influenced by the restricted distribu-
tions of some taxonomic groups throughout the globe.
Some taxa are strictly or more widely represented in one
hemisphere, which could impact species age estimations
(considering that each taxa exhibits different life-history
traits and characteristics).
Our analyses also revealed differences in the timing of

intraspecific diversification events between taxonomic
classes, and between ectotherms and endotherms. In
particular, the mean ages of ectotherms (fishes, amphi-
bians, and reptiles) were older than those of endotherms
(mammals and birds). This pattern could be the result of
several different mechanisms, and these mechanisms are
not mutually exclusive:

i. The differences we observed between endothermic
and ectothermic vertebrates could have been due to
differences in the dispersal abilities of these groups.
Endothermic vertebrates are typically capable of
dispersing greater distances than ectothermic
vertebrates (e.g., [17,18,24]), and taxa that are
capable of dispersing greater distances generally have
more homogeneous population structures compared
to less vagile taxa. Such homogenization would
result in fewer divergent lineages within
endothermic vertebrates, and ultimately more recent
intraspecific diversification events.

ii. Alternatively, the observed differences between
endothermic and ectothermic vertebrates could have
been due to differences in energetic demands during
hibernation. When abiotic conditions become
unfavorable, ectothermic vertebrates are capable of
lowering their rates of resource consumption to a far
greater degree than are endothermic vertebrates
[25-27], and thus ectotherms may have been less
adversely affected by harsh winter conditions during
the Pleistocene. In addition, many ectothermic
vertebrates possess efficient mechanisms to deal
with sub-zero temperatures (e.g., freeze-avoidance or
freeze tolerance strategies: [28-30]). Hence,
ectothermic vertebrates may have been more likely
to survive climatic fluctuations during the
Quaternary compared to endotherms, at least in
locations where the minimum temperature required
for ectotherm activity was reached during part of
the year.

iii. Finally, differences in the timing of intraspecific
diversification events between groups may have
been caused by variation in life-history traits. For
example, reproductive isolation is faster in
particular groups such as mammals (compared to
birds and amphibians) due to a higher possible rate
of regulatory evolution, causing higher probabilities
of developmental incompatibilities between
mammal species [31]. Consequently, for the same
level of genetic divergence, two lineages could be
considered sister species in mammals, and
intraspecific lineages in birds or amphibians. The
vertebrate classes we examined also differ markedly
in a wide array of additional traits (e.g., body size),
and such traits are known to impact rates of
molecular evolution [32-34].
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Conclusions
We have shown that there is substantial geographic vari-
ation in the timing of intraspecific diversification events
within temperate-zone vertebrates. Vertebrate diversifica-
tion events occurred much more recently in the northern
than in the southern hemisphere, plausibly reflecting geo-
graphic disparity in the magnitude of climatic oscillations
that occurred throughout the Quaternary. Importantly,
the relationship between diversification history and geo-
graphic location did not differ between endotherms versus
ectotherms, or across different classes of vertebrates, sug-
gesting that highly divergent taxa responded similarly to
past climate change. However, our analyses did reveal
considerable variation in the age of the oldest intraspecific
diversification event between taxonomic classes, and be-
tween ectotherms and endotherms. Thus, diversification
histories within vertebrates appear to not only be influ-
enced by abiotic factors such as climatic fluctuations, but
also by taxon-specific parameters (e.g., particular life-
history traits). Future studies should seek to clarify the
roles of such traits in determining spatial and temporal
variation in intraspecific diversification events.

Methods
We gathered data on the oldest intraspecific diversification
event within temperate-zone mammal (n = 113), bird (n =
99), amphibian (n = 46), fish (n = 53), and reptile (n = 161)
species from published phylogenetic articles using
searches within Scopus and ISI Web of Knowledge (see
online Additional file 1: Appendix S1; as in [12,35]). The
oldest intraspecific diversification event is an estimate of
the amount of time since extant populations last shared a
common ancestor (i.e. the split between the most basal
lineage and the remaining lineages of a given species), and
is highly correlated with interspecific estimates of species
age [13]. Only data from comprehensive phylogeographic
and phylogenetic studies were included in our analyses.
Because rates of molecular evolution can vary across taxa
[36], we did not convert sequence divergence values pro-
vided in original articles into diversification dates using a
standard molecular clock (e.g., 2%; [3]). Instead, we
included only those studies which explicitly provided a di-
versification date (although estimated dates were some-
times based on substitution rates from closely related
taxa). Within amphibians, urodeles (salamanders and
newts) were excluded from our analyses, because no uro-
dele species occupy temperate regions in the southern
hemisphere. We also excluded non-monophyletic species
(based on recent molecular phylogenetic studies) in order
to avoid inaccurate species age estimations.
To test for differences in the timing of diversification

events between the northern and southern hemispheres,
we used linear mixed effects models with species age
(Box-Cox transformed to achieve normality) as the
dependent variable, and hemisphere of origin and either
taxonomic class or thermoregulatory strategy (ectothermy
versus endothermy) as fixed effects. Because the timing of
diversification events may not be independent across taxa,
we also tested for taxonomic autocorrelation by including
taxonomic order as a random effect. Insufficient replica-
tion at lower taxonomic levels prohibited us from
accounting for finer-scale taxonomic autocorrelation. In
cases where variances differed between hemispheres or
taxonomic groups (heteroscedasticity), a constant variance
structure was used to allow for different spread per
stratum. The final structure of each model was deter-
mined using likelihood ratio tests (α = 0.05). When taxo-
nomic random effects were non-significant, models were
refit using generalized least squares. These analyses were
then repeated for each taxonomic group and thermo-
regulatory strategy separately.
We also examined the consistency of our results by

analyzing latitudinal subsets of the broader dataset. Spe-
cifically, we tested for a latitudinal bias in the differ-
ences in species ages between northern and southern
hemispheres by repeating the above analyses on (i) low-
latitude species only (distributed between the tropics
and |40°|), and (ii) high-latitude species only (distribu-
ted above |40°|). Amphibians were not represented
among high-latitude species in the southern hemi-
sphere, and thus were removed from the latter of these
analyses. It is also important to note that for the south-
ern hemisphere, data for species distributed above 40°S
are strictly restricted to Oceania (New Zealand and
Tasmania) and South America, as the southern tip of
Africa is situated at ~35°S. For birds, we only included
species that have breeding ranges exclusively above or
below |40°| latitude, rather than using an area-weighted
centroid. All statistical analyses were conducted in R©

2.13.0 using the nlme library (R Development Core
Team, 2011).

Additional file

Additional file 1: Appendix S1. Raw data on the age of species, based
on oldest intraspecific diversification events as revealed by molecular
phylogenies. The Table shows Species, Hemisphere (N: northern, S:
southern), Latitude (below 40°, above 40°, or in both areas), Age (millions
of years), and corresponding references.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
SD and RT contributed with the conceptual development of the work and
the writing of the manuscript. RT carried out the analyses. All authors read
and approved the final version of the manuscript.

Acknowledgements
RT was funded by a NSERC Postgraduate Scholarship, an Endeavour
International Postgraduate Research Scholarship, and a University of Sydney

http://www.biomedcentral.com/content/supplementary/1471-2148-12-244-S1.xlsx


Tingley and Dubey BMC Evolutionary Biology 2012, 12:244 Page 7 of 7
http://www.biomedcentral.com/1471-2148/12/244
International Postgraduate Award. SD was funded by the Swiss National
Science Foundation.

Author details
1School of Botany, University of Melbourne, Melbourne, VIC 3010, Australia.
2Department of Ecology and Evolution, Biophore Bld, University of Lausanne,
Lausanne 1015, Switzerland.

Received: 18 July 2012 Accepted: 12 December 2012
Published: 15 December 2012

References
1. Markgraf V, McGlone M, Hope G: Neogene paleoenvironmental and

paleoclimatic change in southern temperate ecosystems – a southern
perspective. Trends Ecol Evol 1995, 10:143–147.

2. Byrne M: Evidence for multiple refugia at different time scales during
Pleistocene climatic oscillations in southern Australia inferred from
phylogeography. Quaternary Sci Rev 2008, 27:2576–2585.

3. Avise JC, Walker D, Johns GC: Speciation durations and Pleistocene effects
on vertebrate phylogeography. Proc R Soc B 1998, 265:1707–1712.

4. Jansson R: Global patterns in endemism explained by past climatic
change. Proc R Soc B 2003, 270:583–590.

5. Dubey S, Shine R: Evolutionary diversification of the lizard genus Bassiana
(Scincidae) across southern Australia. PLoS One 2010, 5:e12982.

6. Hewitt GM: Genetic consequences of climatic oscillations in the
Quaternary. Phil T R Soc B 2004, 359:183–195.

7. Hewitt GM: The genetic legacy of the Quaternary ice ages.
Nature 2000, 405:907–913.

8. Hewitt GM: Ice ages: their impact on species distributions and evolution.
In Evolution on Planet Earth. Edited by Rothschild LJ, Lister AM. New York,
NY: Academic Press; 2003:339–361.

9. Hewitt GM: Genetic consequences of climatic changes in the Quaternary.
Phil Trans R Soc Lond B 2004, 359:183–195.

10. Braconnot P, Otto-Bliesner B, Harrison S, Joussaume S, Peterschmitt JY, Abe-
Ouchi A, Crucifix M, Driesschaert E, Fichefet T, Hewitt CD, Kageyama M,
Kitoh A, Laîné A, Loutre MF, Marti O, Merkel U, Ramstein G, Valdes P, Weber
SL, Yu Y, Zhao Y: Results of PMIP2 coupled simulations of the Mid-
Holocene and Last Glacial Maximum - Part 1: experiments and large-
scale features. Clim Past 2007, 3:261–277.

11. Byrne M, Yeates DK, Joseph L, Bowler J, Cooper S, Donnellan SC, Kearney M,
Keogh JS, Leijs R, Melville J, Murphy D, Porch N, Williams MA, Wyrwoll KH:
Birth of a biome: synthesizing environmental and molecular studies of
the assembly and maintenance of the Australian arid zone biota.
Mol Ecol 2008, 17:4398–4417.

12. Dubey S, Shine R: Geographic variation in the age of temperate-zone
reptile and amphibian species: southern Hemisphere species are older.
Biol Letters 2011, 7:96–97.

13. Dubey S, Shine R: Are reptile and amphibian species younger in the
Northern Hemisphere than the Southern Hemisphere? J Evol Biol 2012,
25:220–226.

14. Telemeco RS, Elphick M, Shine R: Nesting lizards (Bassiana duperreyi)
compensate partly, but not completely, for climate change. Ecology 2009,
90:17–22.

15. Dubey S, Shine R: Predicting the effects of climate change on an
endangered montane lizard, Eulamprus leuraensis (Scincidae). Clim Chang
2011, 107:531–547.

16. Sarre SD, Ezaz T, Georges A: Transitions between sex-determining systems
in reptiles and amphibians. Annu Rev Genom Hum G 2011, 12:391–406.

17. Dobrovolski R, Melo AS, Cassemiro FAS, Diniz-Filho JAF: Climatic history
and dispersal ability explain the relative importance of turnover and
nestedness components of beta diversity. Glob Ecol Biogeogr 2012,
21:191–197.

18. Gillespie RG, Baldwin BG, Waters JM, Fraser CI, Nikula R, Roderick GK: Long-
distance dispersal: a framework for hypothesis testing. Trends Ecol Evol
2011, 27:47–56.

19. Hackett SJ, Rosenberg KV: Comparison of phenotypic and genetic
differentiation south American antwrens (Formicariidae). Auk 1990,
107:473–489.

20. Chek AA, Austin JD, Lougheed SC: Why is there a tropical–temperate
disparity in the genetic diversity and taxonomy of species? Evol Ecol Res
2003, 5:69–77.
21. Weir JT, Schluter D: The latitudinal gradient in recent speciation and
extinction rates of birds and mammals. Science 2007, 315:1574–1576.

22. Eo SH, Wares JP, Carroll P: Population divergence in plant species reflects
latitudinal biodiversity gradients. Biol Lett 2008, 4:382–384.

23. Martin PR, Mackay JK: Latitudinal variation in genetic divergence of
populations and the potential for future speciation. Evolution 2004,
58:938–945.

24. Dubey S, Shine R: Restricted dispersal and genetic diversity in
populations of an endangered montane lizard (Eulamprus leuraensis,
Scincidae). Mol Ecol 2010, 19:886–897.

25. McNab BK: The physiological ecology of vertebrates: a view from energetics.
Ithaca, New York: Cornell University Press; 2002.

26. Gienger CM, Beck DD: Northern Pacific Rattlesnakes (Crotalus oreganus)
use thermal and structural cues to choose overwintering hibernacula.
Can J Zool 2011, 89:1084–1090.

27. Lovegrove BG: The evolution of endothermy in Cenozoic smammals: a
plesiomorphic-apomorphic continuum. Biol Review 2012, 87:128–162.

28. Storey KB, Storey JM: Freeze tolerance and intolerance as strategies of
winter survival in terrestrially-hibernating amphibians.
Comp Biochem Phys A 1986, 83:613–617.

29. Packard GC, Packard MJ: The overwintering strategy of hatchling painted
turtles, or how to survive in the cold without freezing.
Bioscience 2001, 51:199–207.

30. Voituron Y, Eugene M, Barre H: Survival and metabolic responses to
freezing by the water frog (Rana ridibunda). J Exp Zool Part A 2003,
299:118–126.

31. Fitzpatrick BM: Rates of evolution of hybrid inviability in birds and
mammals. Evolution 2004, 58:1865–1870.

32. Eo SH, Doyle JM, DeWoody JA: Genetic diversity in birds is associated
with body mass and habitat type. J Zool 2011, 283:220–226.

33. Bromham L: Molecular clocks in reptiles: life history influences rate of
molecular evolution. Mol Biol Evol 2002, 19:302–309.

34. Wright SD, Gillman LN, Ross HA, Keeling DJ: Energy and the tempo of
evolution in amphibians. Glob Ecol Biogeogr 2010, 19:733–740.

35. Pizzato L, Dubey S: Colour-polymorphic snake species are older. Biol J Linn
Soc 2012, 107:210–218.

36. Weir JT, Schluter D: Calibrating the avian molecular clock. Mol Ecol 2008,
17:2321–2328.

doi:10.1186/1471-2148-12-244
Cite this article as: Tingley and Dubey: Disparity in the timing of
vertebrate diversification events between the northern and southern
hemispheres. BMC Evolutionary Biology 2012 12:244.
Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit


	Abstract
	Background
	Results
	Conclusion

	Background
	Results
	Discussion
	Conclusions
	Methods
	Additional file
	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.440 793.440]
>> setpagedevice


