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High resolution measurement characterizing the large number of cellular
features is in the focus of recent cell biological research. To achieve these goals single
cell mass cytometry combines advantages of the single cell resolution of traditional
fluorescence-based flow cytometry with the multiplexicity of inductively coupled
plasma-mass spectrometry. Instead of fluorophores detection for mass cytometry is
based on stable heavy-metal isotope labeled antibodies. Thus, the autofluorescence and
spectral overlapping are eliminated. The current state-of-the-art mass cytometer is
capable of measurmg up to 135 different stable isotopes of rare earth metals, although
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