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The unfolded protein response (UPR) is a highly conserved protein quality

control mechanism, activated in response to Endoplasmic Reticulum (ER)

stress. Signalling is mediated through three branches, PERK, IRE1, and

ATF6, respectively, that together provide a coordinated response that con-

tributes to overcoming disrupted proteostasis. PERK branch activation

predominantly causes a rapid reduction in global rates of translation, while

the IRE1 and ATF6 branch signalling induce a transcriptional response

resulting in expression of chaperones and components of the protein degra-

dation machinery. Protein misfolding neurodegenerative diseases show dis-

ruption of proteostasis as a biochemical feature. In the brains of animal

models of disease and in human post mortem tissue from many of these

disorders, markers of UPR induction, particularly, the PERK pathway can

be observed in close association with disease progression. Recent research

has revealed dysregulated UPR signalling to be a major pathogenic

mechanism in neurodegeneration, and that genetic and pharmacological

modulation of the PERK pathway results in potent neuroprotection.

Targeting aberrant UPR signalling is the focus of new therapeutic

strategies, which importantly could be beneficial across the broad spectrum

of neurodegenerative diseases.

Introduction

Neurodegenerative diseases vary in their clinical,

pathological and biochemical signatures. However, a

common feature of the protein misfolding neurodegen-

erative disorders is the misfolding and aggregation of

disease-specific proteins, associated with the death of

neurons. The disease-specific misfolded protein/s in the

brain include amyloid-beta (Ab) and hyperphosphory-

lated tau in Alzheimer’s disease (AD), a-synuclein in

Parkinson’s disease (PD), TDP-43, FUS or SOD1 in

amyotrophic lateral sclerosis (ALS) and the prion pro-

tein (PrP) in prion diseases. How these misfolded and

aggregated protein/s lead to extensive neuronal loss
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has been relatively unclear until recently, hence,

disease-modifying therapeutics remain frustratingly

elusive. An extensive body of research and many high-

profile drug trials have directly targeted these disease-

specific misfolded proteins, and while this approach is

supported by numerous preclinical studies, clinical effi-

cacy appears to be lacking. Ab plaques in particular

has been targeted in many trials for AD with little

clinical success [1–3], this is despite the relative efficacy

of the Ab reduction, forcing a re-examination of the

causes of neurodegenerative disease and whether other

pathogenic mechanisms may better explain the neuro-

toxicity observed.

As well as the numerous disease-specific features,

these disorders share many pathological similarities,

such as microglial activation, neuroinflammation and

disruption to proteostasis. An approach that targets a

common mechanism of neurodegeneration would be

beneficial in each specific disease that aberrant physio-

logical process is observed in, making a multifunc-

tional treatment an extremely attractive prospect. This

review will summarize recent evidence for the role of

one of these common processes – the dysregulation of

the unfolded protein response (UPR) due to protein

misfolding – in neurodegenerative disorders. The

review will also discuss current and future therapeutic

targeting of the UPR, focusing mainly on PERK and

its downstream effectors.

The Endoplasmic Reticulum and the
unfolded protein response (UPR)

The Endoplasmic Reticulum (ER) is a large dynamic

organelle with multiple functions including calcium

storage and lipid metabolism. Most importantly, the

ER is a major site of cellular protein synthesis. Secreted

proteins and integral membrane proteins are synthe-

sised and folded within the ER, as are some cytosolic

proteins [4]. Disruptions to the homeostasis of protein

folding lead to the accumulation of misfolded proteins

in the ER, resulting in the activation of three highly

conserved signal transduction pathways, which react to

and help cells recover from ER stress, these three sig-

nalling pathways are collectively known as the

unfolded protein response (UPR) [5–7]. The UPR is

the main quality control mechanism in the ER and

through this response the cell attempts to maintain or

recover proteostasis. However, if this is not possible,

for instance, if the ER stress is sustained and misfolded

protein cannot be refolded or degraded, the cell will

undergo apoptosis [5,7]. Three ER transmembrane pro-

teins transduce signals resulting from ER stress from

the ER lumen to the cytosol; inositol requiring enzyme

1 (IRE1), activating transcription factor 6 (ATF6) and

PKR-like endoplasmic reticulum kinase (PERK). One

master regulator, Binding immunoglobulin Protein

(BiP), binds to the ER luminal face of all three UPR

transducers under “normal” unstressed conditions. This

binding is believed to maintain PERK and IRE1 in

their monomeric inactive confirmation and masks a

golgi localization signal (GLS) on ATF6 [8]. The pres-

ence of misfolded protein/s in the ER facilitates BiP

dissociation from the three UPR effectors (Fig. 1),

allowing BiP to bind misfolded proteins directly. The

effects of this are twofold; firstly, BiP maintains the

misfolded polypeptide in a folding-competent state for

refolding by other chaperones such as GRP94 or for

ejection from the ER for degradation [8]. Secondly, BiP

dissociation causes activation of IRE1, ATF6 and

PERK and their associated downstream pathways.

There is also evidence that unfolded proteins can bind

the ER luminal regions of both PERK and IRE1

directly [6,9], this is believed to play a role in their acti-

vation and even protein folding [10].

IRE1

IRE1 is the most conserved ER stress sensor of the

UPR; it contains two enzymatic domains; a kinase

domain and an endonuclease domain, both located in

its cytoplasmic region [11–13]. Dissociation of BiP

from IRE1 leads to dimerization of IRE1 and trans-

phosphorylation by its kinase domain, which in turn

activates its endonuclease domain. The most studied

function of the endonuclease domain is cleavage of 26

base pairs from X-box binding protein 1 (XBP1)

mRNA (Fig. 1). This results in a frame shift in XBP1

mRNA leading to translation of a potent bZIP tran-

scription factor, XBP1s [12–14]. XBP1s binds endo-

plasmic reticulum stress elements (ERSE) in DNA and

promotes the induction of endoplasmic reticulum-

associated degradation (ERAD) components needed

for the degradation of misfolded protein by the 26S

proteasome. Molecular chaperones such as BiP and

GRP94 are also under the control of ERSEs. XBP1s

also indirectly regulates biogenesis and growth of the

ER by increasing the activity of phospholipid synthe-

sizing enzymes [11], increasing the folding capacity of

the ER in times of stress.

Another emerging cellular function of IRE1 is

control of regulated IRE1-dependent decay of mRNA

(RIDD) (Fig. 1). RIDD involves cleavage of ER-

associated mRNAs, however, in contrast to XBP1, the

mRNAs are degraded [14,15]. RIDD is thought to

decrease the abundance of incoming ER proteins

hence further reducing folding load in the ER [16].
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ATF6

ATF6 is found in an inactive form in the ER mem-

brane in complex with BiP. BiP binds to and blocks

two golgi localization sequences (GLS) found on the

luminal face of ATF6, preventing trafficking of ATF6

to the golgi leading to its retention in ER membrane.

Upon the dissociation of BiP, ATF6 is trafficked to

the golgi apparatus where it undergoes processing to

its active form. It is cleaved twice, first by luminal ser-

ine protease site one protease (S1P), then by

intramembrane metaloprotease site 2 protease (S2P)

[6,8,17]. The cleaved cytosolic fragment (nATF6) con-

tains a bZIP domain and translocates to the nucleus

to act as a transcription factor. Here, it binds the

ATF/cAMP response element and ERSE [8], upregu-

lating several chaperone proteins and prosurvival tar-

gets such as Herp, BiP and P58IPK [8].

PERK

In a similar manner to IRE1, dissociation of BiP from

PERK’s ER luminal face leads to dimerization, inter-

dimer trans-phosphorylation and activation of its
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Fig. 1. The unfolded protein response. The presence of misfolded proteins in the ER causes the dissociation of BiP from the three unfolded

protein response (UPR) sensors, protein kinase RNA (PKR)-like ER kinase (PERK), IRE1 and activating transcription factor 6 (ATF6), leading

to their activation. IRE1 activation results in splicing of X-box binding protein 1 (XBP1), spliced XBP1 (XBP1s) activates many UPR target

genes related to protein folding, lipid synthesis, protein translocation into the ER and ER-associated decay (ERAD). PERK phosphorylates

eIF2a, resulting in translational repression and the upregulation of a subset of UPR target genes including activating transcription factor 4

(ATF4) and the proapoptotic CHOP. ATF6 activation targets genes under the control of an endoplasmic stress response element (ERSE),

including molecular chaperones (such as BiP) and components of the ERAD system.
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cytosolic kinase domain [9,18]. Recent evidence also

suggests that the PERK protein can form a tetramer

which further increases its kinase activity [19]. In the

context of the UPR, PERK’s main cellular target is

eukaryotic Initiation Factor 2a (eIF2a) (Fig. 1).

PERK phosphorylates eIF2a at serine-51, resulting in

a temporary reduction in global protein synthesis

allowing the cell time to refold or degrade any

unfolded protein in the ER. A small subset of genes is

upregulated in response to phosphorylation of eIF2a
(Fig. 1), this is reliant on regulatory features found in

their 50 untranslated regions (50 UTR).

Translational control by phosphorylation of eIF2a

eIF2a forms the heterotrimeric eukaryotic initiation

factor 2 (eIF2) when complexed with eIF2b and eIF2c.
eIF2 is a essential constituent of ternary complex,

which is required for the initiation of translation of an

mRNA into a polypeptide [20]. eIF2 is bound by

either GDP or GTP. In its GTP bound state (eIF2-

GTP) eIF2 is able to bind to initiator methionine

tRNA (tRNAi-Met) to form the complete ternary

complex (eIF2-GTP-tRNAi-Met) [20–22]. Only when

ternary complex is fully formed can it associate with

the 40S ribosome to form the preinitiation complex

(PIC), without PIC assembly mRNAs cannot be trans-

lated.

The widely accepted rate-limiting factor of transla-

tional initiation and hence translation itself is the con-

version of eIF2-GDP into eIF2-GTP, which is under

control of the guanine nucleotide exchange factor

(GEF) eIF2B [23]. Phosphorylation of eIF2a at serine

51 (eIF2a-P) greatly increases the affinity of eIF2 to

eIF2B and this tight association potently inhibits

eIF2B’s GEF activity [20,23]. This causes an immedi-

ate and severe reduction in eIF2-GTP and hence tern-

ary complex, attenuating general translation. The

reduction is so severe due to the uneven stoichiometry

between eIF2 and eIF2B [24]; eIF2 outnumbers eIF2B

in the cytosol meaning a small increase in eIF2a-P can

sequester most, if not all, available eIF2B. Phosphory-

lation of eIF2a is a converging mechanism for reduc-

ing translation in response to a variety of stressors, it

is also phosphorylated by four eIF2a kinases, sig-

nalling through which is collectively termed the inte-

grated stress response [25,26]. These kinases are

PERK, protein kinase R (PKR) which responds to

viral infection, general control nonderepressible 2

(GCN2) which is activated by UV damage or amino

acid deprivation, and heme requiring eIF2a kinase,

which responds to iron deficiency.

Downstream of eIF2a-P signalling a select group of

proteins are upregulated, these include activating tran-

scription factor 4 (ATF4), proapoptotic C/EBP

Homologous protein (CHOP) and growth arrest and

DNA damage-inducible protein 34 kDa (GADD34).

Upregulation of ATF4 is the best studied of this sub-

set of proteins; it is able to escape the translational

block due to features found in its 50 UTR known as

upstream open reading frames (uORFs) [27]. In

response to eIF2a phosphorylation, ATF4 upregulates

a number of key genes including GADD34 and

CHOP. GADD34 is a regulatory subunit of protein

phosphatase 1 and targets it to dephosphorylate

eIF2a-P as part of a negative feedback loop, the func-

tion of which is to restore protein synthesis post ER

stress. CHOP is downstream of ATF4 and is itself a

transcription factor. It is produced in high quantity

after prolonged ER stress, promoting apoptosis as well

as ER stress-induced cytokine production in macro-

phages [28].

The UPR and neurodegeneration

The presence of unfolded protein in brains of patients

suffering with neurodegenerative diseases has been

increasingly documented over the last decade [29,30],

so it is perhaps unsurprising that recent research has

brought the UPR into focus as a converging patholog-

ical pathway and therapeutic target across the spec-

trum of these disorders.

UPR activation in human
neurodegenerative disease

Recently, histological evidence of UPR activation has

been reported in post mortem brain tissues from

patients with various different neurodegenerative dis-

eases, particularly, the detection of PERK-P and

eIF2a-P [31–34]. Upregulation of PERK branch UPR

markers in these disorders is associated temporally and

spatially with the accumulation of misfolded and

aggregated protein [33,35], the authors observed high

levels of P-PERK and eIF2a-P immunoreactivity in

the pons of progressive supranuclear palsy (PSP)

patients and in the hippocampus of Alzheimer’s suffer-

ers in comparison to nondiseased control brains. A

genome-wide association study searching for common

variants influencing the risk of PSP identified a single-

nucleotide polymorphism in intron 2 of the PERK

gene EIF2AK3 [36]. Patient-derived lymphoblastoid

cell lines with this mutation showed a stronger UPR

stress response than controls, suggesting that this
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variant may increase the risk of tauopathy via overac-

tivation of the PERK pathway of the UPR.

Other studies have shown UPR activation is an

early event in tauopathies, AD and also in PD [31,37–
39]. Immunoreactivity of ER stress markers P-PERK,

P-eIF2a and P-IRE1 was observed in pretangle hip-

pocampal neurons in several human cases of AD, AD

with Lewy body pathology and vascular dementia, and

this immunoreactivity was most abundant in neurons

with that contained ptau, the authors suggest that

chronic UPR activation is involved in both tau phos-

phorylation and AD pathogenesis from early disease

points. P-IRE1 correlates with AD disease pathology

and IRE1 also exerts control on cellular production of

Amyloid Precursor Protein (APP), cleavage of which

results in beta-amyloid [40]. P-PERK and eIF2a-P
immunoreactivity have been observed in dopaminergic

neurons of the substantia nigra in brain tissue of PD

patients that was not present in control brains [32]. P-

PERK was colocalized with a-Synuclein in disease

samples, which is often misfolded in disease-forming

aggregates. In addition to this, [34] found high levels

of UPR markers such as BiP and CHOP in motor

neurons taken from the spinal cords of sporadic ALS

patients. Taken together these studies suggest that

UPR activation could be a pathological mechanism

across the whole spectrum of neurodegenerative dis-

eases, occurring independently of the specific disease-

causing misfolded protein (Table 1).

Pathological observations of upregulation of the

UPR in human disease are very interesting, however,

it is difficult to establish a causal relationship from

these data alone. Hence, the above findings have been

used to inform studies in animals to attempt to further

elucidate the role of the UPR and its signalling com-

ponents in neurodegeneration.

UPR activation in animal models of
neurodegenerative disease

Numerous models of neurodegeneration have been

used to understand the pathogenic role of UPR sig-

nalling, with a wealth of data revealed from mouse

studies, assisted by experiments in Drosophila and

other rodent models. ER stress is a common feature in

animal models of neurodegeneration, recapitulating

the observations from human post mortem studies.

Raised levels of PERK-P and its downstream effectors

are observed in prion-infected mice [41,42] in rTg4510

mice, which overexpress human tau mutation harbour-

ing the P301L mutation associated with frontotempo-

ral dementia [43,44], in 5xFAD mice that express five

AD-linked mutations [45] as well as in mutant

SOD1-expressing mice [46]. Thus, both human post

mortem tissue and mouse models of neurodegenerative

diseases show a correlation between UPR activation,

particularly induction of the PERK branch, and neu-

ropathology.

Insight into the mechanistic relevance of these obser-

vations comes from recent work in prion-diseased and

frontotemporal dementia mice in particular. Studies

testing molecules targeting various parts of the PERK

pathway have shown promise in numerous disease

models.

Prion disease

Many mouse models of disease employ overexpression

of a disease-specific protein or mutant, which results in

variable phenotypic modelling of disease as well as

limited clinicopathological relevance (reviewed in refs.

[47,48]). Prion disease in mice, in contrast, recapitu-

lates all aspects of human prion disease from infectiv-

ity and biochemistry, to pathology and clinical signs.

Mouse prion disease, therefore, provides a model in

which the relationship between protein misfolding and

neuronal loss in disease can be studied directly. Mice

inoculated with prions follow a stereotypical and well-

studied disease time course. Tg37+/� mice overexpress

the mouse wild-type prion protein (PrP) approximately

threefold and succumb to prion disease 12 weeks after

inoculation with Rocky Mountain Laboratory prion-

infected brain homogenate. Prion-inoculated Tg37+/�

mice display synapse loss at 7 weeks postinoculation

(wpi) in CA1 hippocampal neurons. PERK activation

and phosphorylation of its major target eIF2a are

observed from 9wpi, preceding neuronal loss from

10wpi [41]. Genetic intervention by lentivirally express-

ing human GADD34, the eIF2a-targeting component

of protein phosphatase 1, restores translation rates,

prevents behavioural deficits and the onset of clinical

signs as well as preventing neurodegeneration. Admin-

istration of salubrinal (a repressor of eIF2a dephos-

phorylation) increases eIF2a-P, which exacerbates

neurodegeneration and reduces survival time in these

mice. Importantly, these observations were also repli-

cated in prion-infected mice with wild-type levels of

prion protein, demonstrating that this is not a gene

dosage effect [41].

Frontotemporal dementia

The rTg4510 mouse model of frontotemporal dementia

(FTD) overexpresses human four-repeat P301L mutant

tau in the forebrain [49,50]. Tissue-specific expression

of the mutant tau is driven by crossing the tg4510 mice
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with a neuronal-specific promoter (CAMKIIa) tetracy-

cline-controlled transactivator-expressing mouse line,

meaning the mutant tau is neuronally expressed with

particularly high levels in the forebrain and hippocam-

pus. At around 2.5 months of age spatial memory is

impaired, when performance is examined using a Mor-

ris water maze. At 4 months of age tangle-like tau

inclusions can be seen in the cortex and can be

observed in the hippocampus from around 5.5 months

of age. This correlates with approximately 60% loss of

hippocampal neurons at 5.5 months [49]. Significant

motor impairment is present at 6 months followed by

cortical cell loss at 8.5 months and gross forebrain

atrophy at 10 months of age [50]. PERK-mediated

eIF2a phosphorylation and increased levels of the

downstream effector ATF4 is evident at 6 months of

age [44]. P-PERK, eIF2a-P as well as BiP are also sig-

nificantly increased in hippocampus and forebrain at

9 months of age [43].

Alzheimer’s disease

Genetic reduction in PERK in 5XFAD mice (an AD

model that expresses five mutations linked to familiar

AD) has been shown to rescue memory deficits and

cholinergic neurodegeneration [45]. Interestingly

PERK haploinsufficiency also prevented elevations in

beta-secretase 1 (BACE1), one of the secretases

involved in Ab production. This led to reduced Ab
levels and plaque burden. This is hypothesized to be

because BACE1 is upregulated during eIF2a phospho-

rylation in a similar manner to ATF4 [45]. Aberrant

phosphorylation of eIF2a has also been implicated in

memory loss, a key early clinical feature in AD as well

as many related neurodegenerative diseases. Long-term

synaptic plasticity and memory formation rely on

de novo protein synthesis so will be negatively affected

by sustained phosphorylation of eIF2a [51–53]. Down-

stream PERK pathway effector ATF4 is a repressor of

cAMP response element binding protein-mediated gene

expression, which is required for synaptic plasticity as

well as learning. In mice, reducing the phosphorylation

of eIF2a via the heterozygous expression of an eIF2a
phospho-null mutant enhances synaptic plasticity, spa-

tial learning and memory by lowering the threshold

for long-term potentiation (LTP) [54]. Conversely,

blocking the dephosphorylation of eIF2a impairs both

late-LTP and long-term memory in mice [54]. In a sim-

ilar study, genetic deletion of PERK and another

eIF2a kinase GCN2 improved synaptic plasticity and

spatial memory in a mouse model of AD [55].

Further evidence of UPR involvement in AD comes

from the APP/PS1 mouse model of AD. Genetic dele-

tion of PERK or GCN2 resulted in reduced eIF2a-P
which prevented impairments in synaptic plasticity

[55]. The reduction of eIF2a-P also prevented deficits

in spatial memory.

Amyotrophic lateral sclerosis (ALS)

A number of mouse models of ALS suggest a role for

the UPR in neuronal cell death, [46] studied three

models of SOD1 mutant transgenic mice in which

point mutations G93A or G85R were expressed at

varying levels. They found that ALS “vulnerable” neu-

rons were selectively prone to ER stress and that this

Table 1. UPR markers are observed in human neurodegenerative diseases as well as numerous mouse and fly models of disease.

Species Disease Markers Location Reference

Human AD P-PERK, eIF2a-P Hippocampus [33]

AD P-IRE1 Hippocampus CA1 [40]

AD, AD with lewy body

pathology, vascular dementia

P-PERK, eIF2a-P, P-IRE1 Hippocampus [31]

PD P-PERK, eIF2a-P Substantia Nigra [32]

PSP P-PERK, eIF2a-P Pons [33]

sALS Bip, CHOP Spinal cord [34]

sALS CHOP Spinal cord [57]

Mouse AD P-PERK, eIF2a-P, ATF4 Hippocampus [45,55]

ALS P-PERK, eIF2a-P, ATF4, GRP78, CHOP, XBP1s Spinal cord [46,56,58]

Charcot-Marie-Tooth 1B GRP78, CHOP, XBP1s Spinal cord [56]

FTD P-PERK, eIF2a-P, ATF4 Hippocampus, forebrain [43,44,80]

Prion P-PERK, eIF2a-P, ATF4, CHOP Hippocampus [41,42,70,80]

PD BiP, GRP94, PDI Spinal cord, brain stem [61]

Drosophila ALS eIF2a-P [59]

PD P-PERK, eIF2a-P, ATF4, CHOP [89]
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ER stress is among the earliest observable cellular

defects, which begins from a young age. ER stress

markers GRP78, XBP1s and CHOP were observed to

be elevated in the same G93A SOD1 mutant mice [56].

Levels of CHOP have been observed to be consider-

ably higher than nondisease controls in the spinal

cords of sporadic human ALS sufferers and mutant

SOD1 mice [57]. The elevated CHOP levels are primar-

ily found in motor neurons and microglia. SOD1

G85R mice that are haploinsufficent for PERK show

a significantly accelerated disease onset and reduced

survival [58], this was combined with earlier SOD1

aggregation suggesting PERK activation can have a

protective effect during ALS disease progression.

eIF2a-P is upregulated by toxic TDP43 aggregates

in drosophila and inhibition of PERK mitigates this

toxicity in the drosophila as well as cultured mam-

malian neurons [59]. Contrasting data show ATF4 can

play a protective role during ALS [60]. Although

ATF4 deficiency in mutant SOD1 G85R mice reduced

birth rate, mice that were born appeared more resis-

tant to ALS and had longer lifespans than mutant

mice expressing normal levels of ATF4 [60]. ATF4

knockdown increased aggregation of SOD1 at the end

stage of disease.

Parkinson’s disease (PD)

An a-Synuclein mouse model of PD in which the

A53T mutant of human a-Synuclein is placed under

the control of the PrP promoter also shows pathogenic

signalling by the ER is involved in neurodegeneration.

Disease onset in these mice, including axonal degenera-

tion and neuronal loss, coincided with the induction of

ER chaperones [61]. However, this upregulation was

not observed alongside increased phosphorylation of

eIF2a. Interestingly, salubrinal, which increases levels

of eIF2alpa phosphorylation, was protective in this

model of a-synucleinopathy, administration of salubri-

nal delayed disease onset and reduced accumulation of

a-synuclein in the ER [62]. A study in a rat PD model

in which ATF4 was introduced to the dopamine neu-

rons in the substantia nigra via an adenovirus showed

sustained expression of ATF4 resulted in severe nigra-

striatal degeneration [63]. ATF6 processing has also

been implicated in Parkinson’s pathology; cellular PD

models show a-synuclein inhibits processing of ATF6

and this results in an impaired ERAD function and

increased proapoptotic signalling [64]. This suggests

that some facets of UPR signalling could be protec-

tive.

ER stress is also implicated in Drosophila pink1 and

parkin mutant models of PD, [65] found that defective

mitochondria fuse with the ER via mitofusin bridges.

These bridges promote activation of the UPR and the

authors found reducing mitofusin contacts was neuro-

protective, they also show that inhibition of PERK

using small molecule GSK2606414 was also neuropro-

tective independent of the mitofusin bridges.

Huntington’s disease

ER stress is an early event in presymptomatic HD

mouse models and is evident in post mortem brains

of HD patients [66]. BiP and CHOP are both

observed as being upregulated in HD patient’s brains

in comparison with control brains [66]. Expanded

polyglutamine expansions, such as those found in dis-

ease-causing huntingtin (htt), are thought to result in

ER stress by interfering and inhibiting ERAD com-

ponents [67,68]. It has been shown recently that it is

the soluble form of htt that activates ER stress, this

occurs before formation of insoluble aggregates.

Suggesting it is the formation of small oligomers is

that is cytotoxic and that larger aggregates could

even be protective [69].

Therapeutic modulation of the PERK
pathway

As discussed above, genetic modulation of the PERK-

eIF2a pathway can prevent neurodegeneration in

prion-infected mice. In one study prion-infected

Tg37+/� mice were treated with GSK2606414, a

potent and bioavailable PERK inhibitor [70,71]

(Fig. 2). This compound effectively reduced levels of

P-PERK and eIF2a-P, resulting in protection from

hippocampal neuronal loss and preventing the emer-

gence of clinical signs of prion disease, even when

dosed after the emergence of early neurological disease

indicators. Deficits in burrowing, which is a hippocam-

pus-dependent measure of motivation, were reversed

by GSK2606414 as was spatial memory loss as mea-

sured by novel object recognition. This is particularly

exciting as both human and mouse prion disease are

particularly devastating when compared with other

neurodegenerative diseases, often only taking months

from diagnosis to death in humans [72], demonstrating

the efficacy of this approach. However, the drug was

particularly toxic to the pancreases of the mice likely

due to on-target effects of the compound. The pan-

creas is reliant on a robust ER stress response for reg-

ulation of the high levels of protein synthesis and

output, inhibition of which resulted in weight loss and

mild hyperglycaemia making systemic PERK inhibi-

tion unsuitable for therapeutic application.
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PERK inhibition using GSK2606414 is neuroprotec-

tive in two PD drosophila models, the compound pre-

vented neuronal death in pink1 and parkin mutant

flies [65]. TDP43 toxicity is ameliorated by

GSK2606414 in mutant flies as well as mammalian

neurons [59].

GSK2606414 was also profoundly neuroprotective

in the rTg4510 mouse model of frontotemporal demen-

tia [44]. Interestingly, the PERK inhibitor also seemed

to reduce the levels of disease-specific protein ptau,

possibly via a divergent mechanism of protection. This

is thought to be due to an interaction between activa-

tion of eIF2a kinases PERK and PKR and the activa-

tion of Glycogen Synthase Kinase 3b (GSK3b) [73,74]
which is a tau kinase linked to phosphorylation at dis-

ease relevant epitopes. PERK inhibition also inhibits

activation of GSK3b resulting in less pathogenic phos-

phorylation of tau [44]. Although the PERK inhibitor
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Fig. 2. Trazodone is neuroprotective in prion-infected and frontotemporal dementia mice, haemotoxylin and eosin staining shows reduced

neuronal loss in hippocampus CA1 as well as reduced ptau in neuronal ribbon. Modulation of the PERK-eIF2a pathway prevents

neurodegeneration. Disease-associated misfolded proteins activate protein kinase RNA (PKR)-like ER kinase (PERK) signalling in many

neurodegenerative diseases. Chronic translational repression is associated with neurodegeneration in several experimental models and

human post mortem tissue samples. Overexpression of GADD34 prevents neurodegeneration in prion-infected Tg37+/� mice by reducing

eIF2a-P. PERK inhibitor GSK2606414 prevents neurodegeneration in prion-infected Tg37+/� mice, rTg4510 frontotemporal dementia mice as

well as drosophila models of ALS and PD. Compounds promoting ternary complex formation (ISRIB, Dibenzoylmethane and Trazodone)

restore translation and are neuroprotective.
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is not suitable as a therapeutic because of the on-target

effects of pancreatic toxicity, this study acts as a proof

of principle that targeting of the PERK pathway may

hold promise in a wider variety of neurodegenerative

diseases. With a possibility of two mechanisms of

action, targeting both cause and effect of neurodegen-

eration, further study into safer PERK inhibition

strategies should be pursued.

A second compound, ISRIB (integrated stress

response inhibitor), which acts downstream of eIF2a
phosphorylation [75,76], has been used to successfully

delay neurodegeneration in prion-infected mice [42].

ISRIB binds to eIF2B stabilizing it in its dimeric form

[77] allowing it to act as a GEF even in the presence

of eIF2a-P. This results in a partial restoration of pro-

tein synthesis in ER-stressed conditions, ISRIB also

boosts memory in nonstressed conditions [77] as well

as reducing eIF2a-P-dependent stress granule assembly

[78]. Administration of ISRIB to prion-infected mice

resulted in an increase in survival and marked neuro-

protection of hippocampal neurons, reflected in an

improvement in various behavioural tests [42]. Impor-

tantly, the pancreases of the mice treated with ISRIB

were histologically indistinguishable from vehicle-

treated mice, suggesting that partial inhibition of the

PERK pathway and hence partial restoration of pro-

tein synthesis was enough to prevent neurodegenera-

tion without pancreatic toxicity. As ISRIB enhances

spatial and fear-associated learning in mice (Sidrauski

et al. [76]), it seems likely that preventing eIF2a-P-
mediated translational repression therapeutically will

also protect against early synaptic failure and memory

loss in neurodegenerative disorders, as well as later

neuronal cell death. Interestingly, ISRIB has also been

successfully used in mouse models of traumatic brain

injury, ISRIB reversed hippocampal-dependent cogni-

tive deficits in focal contusion and diffuse concussion

models [79]. Unfortunately, the insolubility of ISRIB

makes it unsuitable for translation into human

patients. This work, however, showed targeting the

PERK-eIF2a pathway partially was enough for neuro-

protection with minimal on-target side effects in a

plethora of conditions.

A further study aimed at repurposing drugs for use

in neurodegeneration identified two molecules. Both

partially restore protein synthesis rates during ER

stress [80]. Trazodone is a licensed antidepressant and

Dibenzoylmethane (DBM) is a curcumin analogue

which has been researched as having anticancer prop-

erties [81,82]. These compounds were effective in pre-

venting neurodegeneration in both prion-infected and

rTg4510 mice. Both Trazodone and DBM were neuro-

protective at clinically relevant doses [80] (Fig. 2).

Both compounds partially restored rates of translation

and Trazodone also decreased pathogenic ptau in

rTg4510 mice similarly to the PERK inhibitor (Fig. 2).

The compounds improved performance in a test of

spatial memory as well as a burrowing assay alongside

increasing survival. The mechanism for this remains

unclear but both compounds are thought to act down-

stream of eIF2a phosphorylation in a similar albeit

not identical way to ISRIB.

However, studies on the therapeutic modulation of

proteostasis, specifically the PERK pathway, have

yielded interesting results in different mouse models of

disease. Sephin 1, which prolongs translational repres-

sion, was shown to delay neurodegeneration in an

ALS model as well as a model of periphery neuropa-

thy Charcot-Marie-Tooth disease Type 1a [56].

Numerous studies use guanabenz, a similar compound

to sephin 1, and show a therapeutic benefit in ALS

disease models. Guanabenz extended lifespan, delayed

onset of disease symptoms and improved motor per-

formance in separate study using G93A SOD1 ALS

mice [83]. A different study using the same mutant

mice suggests that guanabenz significantly ameliorates

disease and increases survival as well as reducing accu-

mulation of mutant SOD1 [84]. In a contrasting study,

guanabenz is protective in SOD1 G93A mutant

expressing fibroblasts [85] but accelerates ALS-like dis-

ease progression in mice expressing the same mutant

SOD1. These studies appear contradictory to the

above studies mentioned previously that suggest restor-

ing translation as the key to neuroprotection. One

explanation for the difference may be whether the dis-

ease-specific protein can escape translational repression

by eIF2a-P, for instance, total levels of PrP are not

effected by increasing levels of eIF2a-P or by modula-

tion of the PERK pathway [41,70]. This means reduc-

ing translation as an adaptive mechanism will be

ineffectual, as PrPC will continue to be synthesized

and converted into PrPSc. Total levels of other disease-

causing proteins may be reduced by eIF2a-P meaning

less would become aggregated. Another possible expla-

nation may be related to the subcellular compartment

that the protein misfolds in. Protein aggregates in dif-

ferent cellular compartments may react differently to

modulation of proteostasis. Whether the protein can

be refolded/degraded may also be of relevance, pro-

teins that misfold inside the ER may be refolded as a

result of the chaperone increase downstream of UPR

activation, however, proteins like tau which misfold in

the cytosol may not. It is also possible that activation

of the UPR before misfolded protein aggregates

appear would be beneficial because of accumulation of

the various chaperones and components of protein
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degradation machinery downstream of ER stress. Fur-

ther research into this phenomenon is needed to know

how a particular disease will react to modulation of

proteostasis.

Discussion

It is clear that disease-modifying treatments for neu-

rodegenerative diseases are desperately needed. Recent

failures in clinical trials, particularly those aimed at

clearance of disease-specific aggregated protein such as

Ab [1–3] supports the pursuit of additional targets.

The wealth of data from various human neurodegener-

ative disease studies suggests that dysregulation of pro-

teostasis, and more specifically, aberrant signalling by

the UPR may be a common pathogenic mechanism in

neurodegeneration. However, the pathological signifi-

cance of this UPR activation in human disease

remains largely unknown: whether UPR signalling is a

protective mechanism or an active contributor to dis-

ease pathogenesis cannot be determined from neu-

ropathological observations alone. In animal disease

models modulation of the UPR has shown marked

early promise across many models of neurodegenera-

tion in vitro and in vivo. Targeting the UPR, and in

particular reducing activation of the PERK branch, is

an exciting prospect. It provides neuroprotection inde-

pendently of the disease-specific associated protein/s,

meaning a single therapeutic could be beneficial in

multiple disorders as shown by a growing number of

studies [41,42,44,59,65,70,80]. In specific instances,

increasing PERK-eIF2a signalling therapeutically

could be beneficial [56]. This apparent contradiction

nonetheless reflects the pivotal role of the UPR in neu-

rodegeneration. These studies use different disease

models and different proteins, which misfold in sepa-

rate cellular compartments. The treatment timings

across studies can also be influential. These are all fac-

tors that may affect study outcome.

The mechanism by which ER stress is activated may

also vary across diseases, for instance, misfolded pro-

teins in the ER as well as those that accumulate in the

cytosol seem to activate ER stress. Therefore, there

may be different mechanisms of ER stress activation

and these different mechanisms may respond differ-

ently to different therapeutic approaches. One such

divergent mechanism of UPR activation is starting to

be uncovered. ER-mitochondrial contacts, termed

mitochondria-associated ER membranes, are also of

increased interest in neurodegenerative diseases. The

interactions between the ER and mitochondria have

been observed as dysregulated in various disease mod-

els (thoroughly reviewed by [86]). Currently, little is

known about the effects of increasing/decreasing these

contacts. They may provide a mechanism for the acti-

vation of the UPR by mitochondrial dysfunction; a

novel observation that would greatly expand the

known UPR signalling cascades and provides a new

point of potential therapeutic intervention. Mitochon-

drial dysfunction is also observed in AD [87] and

interestingly, genetically or pharmacologically targeting

mitochondrial proteostasis increased fitness and lifes-

pan in GMC101 worms (a Caenorhabditis elegans

model of Ab1-42 toxicity [88]) as well as reducing amy-

loid aggregation in worms, cellular and transgenic

mouse models of AD [87].

Partial restoration of protein synthesis by targeting

up or downstream of eIF2a-P seems to be able to pre-

vent neurodegeneration in some but not all protein

misfolding neurodegenerative diseases without the pan-

creatic toxicity associated with systemic PERK inhibi-

tion. This is a very exciting concept and a huge step

forward in finding thus far elusive treatments for neu-

rodegeneration, to the point where a licensed drug has

successfully delayed neurodegeneration in different

mouse models. As there are multiple well-validated

points of the PERK pathway which could be targeted

therapeutically, the next challenge will be identifying

how best and at what stage of disease the pathway can

be modulated in human diseases.

Acknowledgements

GRM is funded by the Medical Research Council

(MRC 5TR50), by ERC Consolidator award (UPR

Neuro) and by the UK DRI.

Conflicts of interest

The authors declare no conflicts of interest.

References

1 Siemers ER, Sundell KL, Carlson C, Case M,

Sethuraman G, Liu-Seifert H, Dowsett SA, Pontecorvo

MJ, Dean RA & Demattos R (2016) Phase 3

solanezumab trials: secondary outcomes in mild

Alzheimer’s disease patients. Alzheimers Dement 12,

110–120.
2 Salloway S, Sperling R, Fox NC, Blennow K, Klunk

W, Raskind M, Sabbagh M, Honig LS, Porsteinsson

AP, Ferris S et al. (2014) Two phase 3 trials of

bapineuzumab in mild-to-moderate Alzheimer’s disease.

N Engl J Med 370, 322–333.
3 Vandenberghe R, Rinne JO, Boada M, Katayama S,

Scheltens P, Vellas B, Tuchman M, Gass A, Fiebach

10 The FEBS Journal (2018) ª 2018 Medical Research Council Toxicology Unit. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies.

Therapeutic modulation of the PERK pathway D. Hughes and G. R. Mallucci



JB, Hill D et al. (2016) Bapineuzumab for mild to

moderate Alzheimer’s disease in two global,

randomized, phase 3 trials. Alzheimers Res Ther 8, 18.

4 Schwarz DS & Blower MD (2016) The endoplasmic

reticulum: structure, function and response to cellular

signaling. Cell Mol Life Sci 73, 79–94.
5 Ron D (2002) Translational control in the endoplasmic

reticulum stress response. J Clin Invest 110, 1383–1388.
6 Ron D & Walter P (2007) Signal integration in the

endoplasmic reticulum unfolded protein response. Nat

Rev Mol Cell Biol 8, 519–529.
7 Parmar VM & Schroder M (2012) Sensing endoplasmic

reticulum stress. Adv Exp Med Biol 738, 153–168.
8 Schroder M & Kaufman RJ (2005) The mammalian

unfolded protein response. Annu Rev Biochem 74, 739–789.
9 Cui W, Li J, Ron D & Sha B (2011) The structure of

the PERK kinase domain suggests the mechanism for

its activation. Acta Crystallogr D Biol Crystallogr 67,

423–428.
10 Wang P, Li J & Sha B (2016) The ER stress sensor

PERK luminal domain functions as a molecular

chaperone to interact with misfolded proteins. Acta

Crystallogr D Struct Biol 72, 1290–1297.
11 Hetz C, Martinon F, Rodriguez D & Glimcher LH

(2011) The unfolded protein response: integrating stress

signals through the stress sensor IRE1alpha. Physiol

Rev 91, 1219–1243.
12 Joshi A, Newbatt Y, McAndrew PC, Stubbs M, Burke

R, Richards MW, Bhatia C, Caldwell JJ, McHardy T,

Collins I et al. (2015) Molecular mechanisms of human

IRE1 activation through dimerization and ligand

binding. Oncotarget 6, 13019–13035.
13 Plongthongkum N, Kullawong N, Panyim S &

Tirasophon W (2007) Ire1 regulated XBP1 mRNA

splicing is essential for the unfolded protein response

(UPR) in Drosophila melanogaster. Biochem Biophys

Res Comm 354, 789–794.
14 Tam AB, Koong AC & Niwa M (2014) Ire1 has

distinct catalytic mechanisms for XBP1/HAC1 splicing

and RIDD. Cell Rep 9, 850–858.
15 Maurel M, Chevet E, Tavernier J & Gerlo S (2014)

Getting RIDD of RNA: IRE1 in cell fate regulation.

Trends Biochem Sci 39, 245–254.
16 Coelho DS & Domingos PM (2014) Physiological roles

of regulated Ire1 dependent decay. Front Genet 5, 76.

17 Schroder M (2006) The unfolded protein response. Mol

Biotechnol 34, 279–290.
18 Harding HP, Zhang Y, Bertolotti A, Zeng H & Ron D

(2000) Perk is essential for translational regulation and

cell survival during the unfolded protein response. Mol

Cell 5, 897–904.
19 Carrara M, Prischi F, Nowak PR & Ali MM (2015)

Crystal structures reveal transient PERK luminal

domain tetramerization in endoplasmic reticulum stress

signaling. EMBO J 34, 1589–1600.

20 Kimball SR (1999) Eukaryotic initiation factor eIF2.

Int J Biochem Cell Biol 31, 25–29.
21 Jackson RJ, Hellen CU & Pestova TV (2010) The

mechanism of eukaryotic translation initiation and

principles of its regulation. Nat Rev Mol Cell Biol 11,

113–127.
22 Schmitt E, Naveau M & Mechulam Y (2010)

Eukaryotic and archaeal translation initiation factor 2:

a heterotrimeric tRNA carrier. FEBS Lett 584, 405–
412.

23 Pavitt GD (2005) eIF2B, a mediator of general and

gene-specific translational control. Biochem Soc Trans

33, 1487–1492.
24 Oldfield S, Jones BL, Tanton D & Proud CG (1994)

Use of monoclonal antibodies to study the structure

and function of eukaryotic protein synthesis initiation

factor eIF-2B. Eur J Biochem 221, 399–410.
25 Taniuchi S, Miyake M, Tsugawa K, Oyadomari M &

Oyadomari S (2016) Integrated stress response of

vertebrates is regulated by four eIF2alpha kinases. Sci

Rep 6, 32886.

26 Pakos-Zebrucka K, Koryga I, Mnich K, Ljujic M,

Samali A & Gorman AM (2016) The integrated stress

response. EMBO Rep 17, 1374–1395.
27 Vattem KM & Wek RC (2004) Reinitiation involving

upstream ORFs regulates ATF4 mRNA translation in

mammalian cells. Proc Natl Acad Sci USA 101, 11269–
11274.

28 Nishitoh H (2012) CHOP is a multifunctional

transcription factor in the ER stress response. J

Biochem 151, 217–219.
29 Smith HL & Mallucci GR (2016) The unfolded protein

response: mechanisms and therapy of

neurodegeneration. Brain 139, 2113–2121.
30 Scheper W & Hoozemans JJM (2015) The unfolded

protein response in neurodegenerative diseases: a

neuropathological perspective. Acta Neuropathol 130,

315–331.
31 Hoozemans JJM, van Haastert ES, Nijholt DAT,

Rozemuller AJ, Eikelenboom P & Scheper W (2009)

The unfolded protein response is activated in pretangle

neurons in Alzheimer’s disease hippocampus. Am J

Pathol 174, 1241–1251.
32 Hoozemans JJM, van Haastert ES, Eikelenboom P, de

Vos RA, Rozemuller JM & Scheper W (2007)

Activation of the unfolded protein response in

Parkinson’s disease. Biochem Biophys Res Comm 354,

707–711.
33 Stutzbach LD, Xie SX, Naj AC, Albin R, Gilman S,

PSP Genetics Study Group, Lee VM, Trojanowski JQ,

Devlin B & Schellenberg GD (2013) The

unfolded protein response is activated in disease-

affected brain regions in progressive supranuclear

palsy and Alzheimer’s disease. Acta Neuropathol

Commun 1, 31.

11The FEBS Journal (2018) ª 2018 Medical Research Council Toxicology Unit. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies.

D. Hughes and G. R. Mallucci Therapeutic modulation of the PERK pathway



34 Atkin JD, Farg MA, Walker AK, McLean C, Tomas

D & Horne MK (2008) Endoplasmic reticulum stress

and induction of the unfolded protein response in

human sporadic amyotrophic lateral sclerosis. Neurobiol

Dis 30, 400–407.
35 Roussel BD, Kruppa AJ, Miranda E, Crowther DC,

Lomas DA & Marciniak SJ (2013) Endoplasmic

reticulum dysfunction in neurological disease. Lancet

Neurol 12, 105–118.
36 Hoglinger GU, Melhem NM, Dickson DW, Sleiman

PMA, Wang L-S, Klei L, Rademakers R, de Silva R,

Litvan I, Riley DE et al. (2011) Identification of

common variants influencing risk of the tauopathy

progressive supranuclear palsy. Nat Genet 43, 699–705.
37 Hoozemans JJ, van Haastert ES, Nijholt DA,

Rozemuller AJ & Scheper W (2012) Activation of the

unfolded protein response is an early event in

Alzheimer’s and Parkinson’s disease. Neurodegener Dis

10, 212–215.
38 Nijholt DA, van Haastert ES, Rozemuller AJ, Scheper

W & Hoozemans JJ (2012) The unfolded protein

response is associated with early tau pathology in the

hippocampus of tauopathies. J Pathol 226, 693–702.
39 Unterberger U, H€oftberger R, Gelpi E, Flicker H,

Budka H & Voigtl€ander T (2006) Endoplasmic

reticulum stress features are prominent in Alzheimer

disease but not in prion diseases in vivo. J Neuropathol

Exp Neurol 65, 348–357.
40 Duran-Aniotz C, Cornejo VH, Espinoza S, Ardiles AO,

Medinas DB, Salazar C, Foley A, Gajardo I, Thielen P,

Iwawaki T et al. (2017) IRE1 signaling exacerbates

Alzheimer’s disease pathogenesis. Acta Neuropathol 134,

489–506.
41 Moreno JA, Radford H, Peretti D, Steinert JR, Verity

N, Martin MG, Halliday M, Morgan J, Dinsdale D,

Ortori CA et al. (2012) Sustained translational

repression by eIF2alpha-P mediates prion

neurodegeneration. Nature 485, 507–511.
42 Halliday M, Radford H, Sekine Y, Moreno J, Verity

N, le Quesne J, Ortori CA, Barrett DA, Fromont C,

Fischer PM et al. (2015) Partial restoration of protein

synthesis rates by the small molecule ISRIB prevents

neurodegeneration without pancreatic toxicity. Cell

Death Dis 6, e1672.

43 Abisambra JF, Jinwal UK, Blair LJ, O’Leary JC 3rd,

Li Q, Brady S, Wang L, Guidi CE, Zhang B, Nordhues

BA et al. (2013) Tau accumulation activates the

unfolded protein response by impairing endoplasmic

reticulum-associated degradation. J Neurosci 33, 9498–
9507.

44 Radford H, Moreno JA, Verity N, Halliday M &

Mallucci GR (2015) PERK inhibition prevents tau-

mediated neurodegeneration in a mouse model of

frontotemporal dementia. Acta Neuropathol 130, 633–
642.

45 Devi L & Ohno M (2014) PERK mediates eIF2alpha

phosphorylation responsible for BACE1 elevation,

CREB dysfunction and neurodegeneration in a mouse

model of Alzheimer’s disease. Neurobiol Aging 35,

2272–2281.
46 Saxena S, Cabuy E & Caroni P (2009) A role for

motoneuron subtype-selective ER stress in disease

manifestations of FALS mice. Nat Neurosci 12, 627–
636.

47 Chan AWS & Agca Y (2008) Transgenic animal models

of neurodegenerative diseases. In Sourcebook of

Models for Biomedical Research (Conn PM, ed), pp.

323–331. Humana Press, Totowa, NJ.

48 Jucker M (2010) The benefits and limitations of animal

models for translational research in neurodegenerative

diseases. Nat Med 16, 1210–1214.
49 SantaCruz K, Lewis J, Spires T, Paulson J, Kotilinek

L, Ingelsson M, Guimaraes A, DeTure M, Ramsden

M, McGowan E et al. (2005) Tau suppression in a

neurodegenerative mouse model improves memory

function. Science 309, 476–481.
50 Spires TL, Orne JD, SantaCruz K, Pitstick R, Carlson

GA, Ashe KH & Hyman BT (2006) Region-specific

dissociation of neuronal loss and neurofibrillary

pathology in a mouse model of tauopathy. Am J Pathol

168, 1598–1607.
51 Costa-Mattioli M, Sossin WS, Klann E & Sonenberg N

(2009) Translational control of long-lasting synaptic

plasticity and memory. Neuron 61, 10–26.
52 Buffington SA, Huang W & Costa-Mattioli M (2014)

Translational control in synaptic plasticity and

cognitive dysfunction. Annu Rev Neurosci 37, 17–38.
53 Trinh MA & Klann E (2013) Translational control by

eIF2alpha kinases in long-lasting synaptic plasticity and

long-term memory. Neurobiol Learn Mem 105, 93–99.
54 Costa-Mattioli M, Gobert D, Stern E, Gamache K,

Colina R, Cuello C, Sossin W, Kaufman R, Pelletier J,

Rosenblum K et al. (2007) eIF2alpha phosphorylation

bidirectionally regulates the switch from short- to long-

term synaptic plasticity and memory. Cell 129, 195–206.
55 Ma T, Trinh MA, Wexler AJ, Bourbon C, Gatti E,

Pierre P, Cavener DR & Klann E (2013) Suppression of

eIF2alpha kinases alleviates Alzheimer’s disease-related

plasticity and memory deficits. Nat Neurosci 16, 1299–
1305.

56 Das I, Krzyzosiak A, Schneider K, Wrabetz L,

D’Antonio M, Barry N, Sigurdardottir A & Bertolotti

A (2015) Preventing proteostasis diseases by selective

inhibition of a phosphatase regulatory subunit. Science

348, 239–242.
57 Ito Y, Yamada M, Tanaka H, Aida K, Tsuruma K,

Shimazawa M, Hozumi I, Inuzuka T, Takahashi H &

Hara H (2009) Involvement of CHOP, an ER-stress

apoptotic mediator, in both human sporadic ALS and

ALS model mice. Neurobiol Dis 36, 470–476.

12 The FEBS Journal (2018) ª 2018 Medical Research Council Toxicology Unit. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies.

Therapeutic modulation of the PERK pathway D. Hughes and G. R. Mallucci



58 Wang L, Popko B & Roos RP (2011) The unfolded

protein response in familial amyotrophic lateral

sclerosis. Hum Mol Genet 20, 1008–1015.
59 Kim HJ, Raphael AR, LaDow ES, McGurk L, Weber

RA, Trojanowski JQ, Lee VM, Finkbeiner S, Gitler

AD & Bonini NM (2014) Therapeutic modulation of

eIF2alpha phosphorylation rescues TDP-43 toxicity in

amyotrophic lateral sclerosis disease models. Nat Genet

46, 152–160.
60 Matus S, Lopez E, Valenzuela V, Nassif M & Hetz C

(2013) Functional contribution of the transcription

factor ATF4 to the pathogenesis of amyotrophic lateral

sclerosis. PLoS One 8, e66672.

61 Colla E, Coune P, Liu Y, Pletnikova O, Troncoso JC,

Iwatsubo T, Schneider BL & Lee MK (2012)

Endoplasmic reticulum stress is important for the

manifestations of alpha-synucleinopathy in vivo.

J Neurosci 32, 3306–3320.
62 Colla E, Jensen PH, Pletnikova O, Troncoso JC, Glabe

C & Lee MK (2012) Accumulation of toxic alpha-

synuclein oligomer within endoplasmic reticulum occurs

in alpha-synucleinopathy in vivo. J Neurosci 32, 3301–
3305.

63 Gully JC, Sergeyev VG, Bhootada Y, Mendez-Gomez

H, Meyers CA, Zolotukhin S, Gorbatyuk MS &

Gorbatyuk OS (2016) Up-regulation of activating

transcription factor 4 induces severe loss of dopamine

nigral neurons in a rat model of Parkinson’s disease.

Neurosci Lett 627, 36–41.
64 Credle JJ, Forcelli PA, Delannoy M, Oaks AW,

Permaul E, Berry DL, Duka V, Wills J & Sidhu A

(2015) alpha-Synuclein-mediated inhibition of ATF6

processing into COPII vesicles disrupts UPR signaling

in Parkinson’s disease. Neurobiol Dis 76, 112–125.
65 Celardo I, Costa AC, Lehmann S, Jones C, Wood N,

Mencacci NE, Mallucci GR, Loh SH & Martins LM

(2016) Mitofusin-mediated ER stress triggers

neurodegeneration in pink1/parkin models of

Parkinson’s disease. Cell Death Dis 7, e2271.

66 Carnemolla A, Fossale E, Agostoni E, Michelazzi S,

Calligaris R, De Maso L, Del Sal G, MacDonald ME

& Persichetti F (2009) Rrs1 is involved in endoplasmic

reticulum stress response in Huntington disease. J Biol

Chem 284, 18167–18173.
67 Duennwald ML & Lindquist S (2008) Impaired ERAD

and ER stress are early and specific events in

polyglutamine toxicity. Genes Dev 22, 3308–3319.
68 Yang H, Liu C, Zhong Y, Luo S, Monteiro MJ &

Fang S (2010) Huntingtin interacts with the cue domain

of gp78 and inhibits gp78 binding to ubiquitin and p97/

VCP. PLoS One 5, e8905.

69 Leitman J, Ulrich Hartl F & Lederkremer GZ (2013)

Soluble forms of polyQ-expanded huntingtin rather

than large aggregates cause endoplasmic reticulum

stress. Nat Commun 4, 2753.

70 Moreno JA, Halliday M, Molloy C, Radford H, Verity

N, Axten JM, Ortori CA, Willis AE, Fischer PM,

Barrett DA et al. (2013) Oral treatment targeting the

unfolded protein response prevents neurodegeneration

and clinical disease in prion-infected mice. Sci Transl

Med 5, 206ra138.

71 Axten JM, Medina JR, Feng Y, Shu A, Romeril SP,

Grant SW, Li WH, Heerding DA, Minthorn E,

Mencken T et al. (2012) Discovery of 7-methyl-5-(1-{[3-
(trifluoromethyl)phenyl]acetyl}-2,3-dihydro-1H-indol-5-

yl)-7H-p yrrolo[2,3-d]pyrimidin-4-amine (GSK2606414),

a potent and selective first-in-class inhibitor of protein

kinase R (PKR)-like endoplasmic reticulum kinase

(PERK). J Med Chem 55, 7193–7207.
72 Imran M & Mahmood S (2011) An overview of human

prion diseases. Virol J 8, 559.

73 Nijholt DAT, N€olle A, van Haastert ES, Edelijn H,

Toonen RF, Hoozemans JJ & Scheper W (2013)

Unfolded protein response activates glycogen synthase

kinase-3 via selective lysosomal degradation. Neurobiol

Aging 34, 1759–1771.
74 van der Harg JM, Nolle A, Zwart R, Boerema AS, van

Haastert ES, Strijkstra AM, Hoozemans JJ & Scheper

W (2014) The unfolded protein response mediates

reversible tau phosphorylation induced by metabolic

stress. Cell Death Dis 5, e1393.

75 Sidrauski C, Tsai JC, KampmannM, Hearn BR,

Vedantham P, Jaishankar P, Sokabe M, Mendez AS,

Newton BW, Tang EL et al. (2015) Pharmacological

dimerization and activation of the exchange factor eIF2B

antagonizes the integrated stress response. Elife 4, e07314.

76 Sidrauski C, Acosta-Alvear D, Khoutorsky A,

Vedantham P, Hearn BR, Li H, Gamache K, Gallagher

CM, Ang KK, Wilson C et al. (2013) Pharmacological

brake-release of mRNA translation enhances cognitive

memory. Elife 2, e00498.

77 Sekine Y, Zyryanova A, Crespillo-Casado A, Fischer

PM, Harding HP & Ron D (2015) Stress responses.

Mutations in a translation initiation factor identify the

target of a memory-enhancing compound. Science 348,

1027–1030.
78 Sidrauski C, McGeachy AM, Ingolia NT & Walter P

(2015) The small molecule ISRIB reverses the effects of

eIF2alpha phosphorylation on translation and stress

granule assembly. Elife 4, e05033.

79 Chou A, Krukowski K, Jopson T, Zhu PJ, Costa-

Mattioli M, Walter P & Rosi S (2017) Inhibition of the

integrated stress response reverses cognitive deficits

after traumatic brain injury. Proc Natl Acad Sci USA

114, E6420–E6426.
80 Halliday M, Radford H, Zents KAM, Molloy C,

Moreno JA, Verity NC, Smith E, Ortori CA, Barrett

DA, Bushell M et al. (2017) Repurposed drugs targeting

eIF2alpha-P-mediated translational repression prevent

neurodegeneration in mice. Brain 140, 1768–1783.

13The FEBS Journal (2018) ª 2018 Medical Research Council Toxicology Unit. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies.

D. Hughes and G. R. Mallucci Therapeutic modulation of the PERK pathway



81 Shen G, Khor TO, Hu R, Yu S, Nair S, Ho CT,

Reddy BS, Huang MT, Newmark HL & Kong AN

(2007) Chemoprevention of familial adenomatous

polyposis by natural dietary compounds sulforaphane

and dibenzoylmethane alone and in combination in

ApcMin/+ mouse. Can Res 67, 9937–9944.
82 Weng CJ, Yang YT, Ho CT & Yen GC (2009)

Mechanisms of apoptotic effects induced by resveratrol,

dibenzoylmethane, and their analogues on human lung

carcinoma cells. J Agric Food Chem 57, 5235–5243.
83 Jiang HQ, Ren M, Jiang HZ, Wang J, Zhang J, Yin X,

Wang SY, Qi Y, Wang XD & Feng HL (2014)

Guanabenz delays the onset of disease symptoms,

extends lifespan, improves motor performance and

attenuates motor neuron loss in the SOD1 G93A

mouse model of amyotrophic lateral sclerosis.

Neuroscience 277, 132–138.
84 Wang L, Popko B, Tixier E & Roos RP (2014)

Guanabenz, which enhances the unfolded protein

response, ameliorates mutant SOD1-induced

amyotrophic lateral sclerosis. Neurobiol Dis 71, 317–
324.

85 Vieira FG, Ping Q, Moreno AJ, Kidd JD, Thompson

K, Jiang B, Lincecum JM, Wang MZ, De Zutter GS,

Tassinari VR et al. (2015) Guanabenz treatment

accelerates disease in a mutant SOD1 mouse model of

ALS. PLoS One 10, e0135570.

86 Paillusson S, Stoica R, Gomez-Suaga P, Lau DH,

Mueller S, Miller T & Miller CC (2016) There’s

something wrong with my MAM; the ER-mitochondria

axis and neurodegenerative diseases. Trends Neurosci

39, 146–157.
87 Sorrentino V, Romani M, Mouchiroud L, Beck JS,

Zhang H, D’Amico D, Moullan N, Potenza F, Schmid

AW, Rietsch S et al. (2017) Enhancing mitochondrial

proteostasis reduces amyloid-beta proteotoxicity.

Nature 552, 187–193.
88 McColl G, Roberts BR, Pukala TL, Kenche VB,

Roberts CM, Link CD, Ryan TM, Masters CL,

Barnham KJ, Bush AI et al. (2012) Utility of an

improved model of amyloid-beta (Abeta(1)(-)(4)(2))

toxicity in Caenorhabditis elegans for drug screening

for Alzheimer’s disease. Mol Neurodegener 7, 57.

89 Brown AR, Rebus S, McKimmie CS, Robertson K,

Williams A & Fazakerley JK (2005) Gene expression

profiling of the preclinical scrapie-infected

hippocampus. Biochem Biophys Res Comm 334, 86–95.

14 The FEBS Journal (2018) ª 2018 Medical Research Council Toxicology Unit. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies.

Therapeutic modulation of the PERK pathway D. Hughes and G. R. Mallucci


