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Bradyrhizobium sp endosymbiote bacteria nodulate several species of sponiéneous
leguminous plants of Genisteae tribe from northeastern of Algeria
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218 bacterial isolates obtained from dfferert legume species belonging tothe Gensigeae fribe (Lupinus mcruntus Reama sphaerocarpa, retamaraetan and Qtisus vilosus) from different sampling sites in
Algeria were studied. Cultivatedon YMA medium these strains showa slow growth. The phylogenetic analysis basedon 16S rDNA and the household genes of the representatives of these strains indicates
that they belong to the genus Bradyrhizobium. Avariety of Bradyrhizobium sp. (1, 2, 3)is present in this collection with the presence of strains that can lead to new species.

Introduction

The Mediterranean has a very rich flora legumes adapted to various soil and climatic conditions. The Genisteae tribe includes several genera of shrubs, such as Retama, Genista, Cytisus and
Spartium, with great ecological significance in M editerr anean countries. The study of rhizobia nodulating these wild-grown legum e shrubs is attracting great inter est because of their high potential
for environmental applications (Boulila et al. 2009)

The genus Cytisus is widespread in the Mediterranean Basin. It comprises ca. 60 species, eight of which grow in Northern Algeria. Broom, Cytisus villosus is disseminated in Northern Africa,
appearing from the mountains of Central and Northern Morocco to the mountains of the Cape Bon in Tunisia (Quezel and Santa 1962).

In the Central-Western region of the Morocc an Rif, endosym biotic bacteria from C. villosus growing have been described. These bacteria belong to different species of the genus Bradyr hizo bium
(Chahboune et al. 2011a, 2011b, 20 12). In Northeaster n Algeria, Ahnia et al.,2014 have described and characteriz ed by phy logenetic and phenotypic analyses the rhizobia isolated from nodules of
C. villosus.

The Lupinus genus includes approximately 275 species classified most of them were originated from diversity centers in Southern and Western North America, the Andean areas of South
America, and the Mediterranean regions and Africa (Ainouc he and Bay er 1999; Kurlovich and Stankevic h 2002).Shrubby legumes of the Retama genus are endemic to the Mediterranean B asin
and distributed in the various Mediterranean climates (from humid to arid) and ec osystems since Retama shrubs are tolerant to extreme drought conditions. Three species, Retam a monosperm a,
Retama raetam, and Retam a sphaerocar pa, are recognized within the Retama genus. These plant species are of ecological interest for dune stabilisation, soil fixation, and revegetation of semiarid
ecosystems (Caravaca et al., 2003),

Our objective is to study the biodiversity and phenotypic and phylogenetic characterization of nitrogen-fixing bacteria by symbiosis at the root nodules of the different species belonging to the
Genisteae tribe. Subsequently the selection of rhizobia adapted to environmental conditions could be used for economic and environmental purposes. This study was supported in part by the
Algéro-Es pagnol AECID / PCI research project (A1/ 038234/11). This project was developed on the spontaneous legumes of Algeria by the Center of Biotechnology and Plant Genomics of the
Polytechnic University of Madrid (CBGP / UPM) in Spain in collaboration with the Laboratory of Microbial Ecology of the University of Bejaia (LEM / UAMB).
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Strains of hizoba isolated from rcotnoduks of Luphus meranttus and Cytisus vilbsus and Retarma sphaerccarpa from norheasem Algeria allbebng to the genus
Bradyrrhizobium.

Avery impartartdiversity characterizes thesedifferent Bradythizbium sp
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