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INTRODUCTION Isotopically labelled internal standards (ILIS) allow the quantification of peptides in LC-MS using MRM. However, the quality of the ILIS is critical in quantitative
peptidomics and its material- and time-efficient determination of its chemical and isotopic purity is an often neglected challenge. A fast UPLC-UV/single quadrupole MS
OBJECTIVE method and algorithm was developed for the chemical and isotopic characterisation.

EXPERIMENTAL & RESULTS
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DISCUSSION XICs were obtained with moving the target values, from a TIC covering the whole range of the possible m/z values of the studied peptides. The increments were much

smaller than the equipment filter of range * 0.5 m/z window. A general algorithm is presented using these moving XICs. The obtained isotope pattern matched the
theoretical pattern. These results prove the cost-efficient effectiveness of a simple single-quadrupole MS system during the quality control of isotopically labelled peptides.

CONCLUSION




