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ABSTRACT The fibronectin-binding protein A (FnBPA) is a cell surface-associated
protein of Staphylococcus aureus which mediates adherence to the host extracellular
matrix and is important for bacterial virulence. Previously, substantial sequence di-
versity was found among strains in the fibrinogen-binding A domain of this protein,
and 7 different isotypes were described. The effect of this sequence diversity on the
human antibody response, in terms of both antibody production and antibody func-
tion, remains unclear. In this study, we identify five different FnBPA A domain iso-
types based on the sequence results of 22 clinical S. aureus isolates, obtained from
the same number of patients suffering from bacteremia. Using a bead-based Lu-
minex technique, we measure the patients’ total immunoglobulin G (IgG) against
the 7 FnBPA isotypes at the onset and during the time course of bacteremia (me-
dian of 10 serum samples per patient over a median of 35 days). A significant in-
crease in IgG against the FNBPA A domain, including the isotype carried by the in-
fecting strain, is observed in only three out of 22 patients (14%) after the onset of
bacteremia. Using a Luminex-based FnBPA-fibrinogen-binding assay, we find that
preincubation of recombinant FnBPA isotypes with IgG from diverse patients does
not interfere with binding to fibrinogen. This observation is confirmed using an al-
ternative Luminex-based assay and enzyme-linked immunosorbent assay (ELISA).

IMPORTANCE Despite the many in vitro and murine in vivo studies involving FnBPA,
the actual presence of this virulence factor during human infection is less well estab-
lished. Furthermore, it is currently unknown to what extent sequence variation in such a
virulence factor affects the human antibody response and the ability of antibodies to in-
terfere with FnBPA function. This study sheds new light on these issues. First, the uni-
form presence of a patient’s IgG against FNBPA indicates the presence and importance of
this virulence factor during S. aureus pathogenesis. Second, the absence of an increase in
antibody production in most patients following bacteremia indicates the complexity of
S. aureus-host interactions, possibly involving immune evasion or lack of expression of
FnBPA during invasive infection. Finally, we provide new insights into the inability of hu-
man antibodies to interfere with FnBPA-fibrinogen binding. These observations should
be taken into account during the development of novel vaccination approaches.

KEYWORDS Staphylococcus aureus, antibody function, antibody repertoire,
bacteremia, fibrinogen, fibronectin-binding protein A, Luminex

taphylococcus aureus can both colonize human squamous epithelial surfaces (1, 2)
and cause infections that are associated with significant morbidity and mortality,
including bacteremia (3-5). The success of S. aureus in colonizing and infecting its
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human host is attributed to many virulence factors, including surface proteins such as
the fibronectin-binding protein A (FnBPA) (6). This protein is encoded by the fnbA gene
(7, 8) and is expressed by most strains of S. aureus (9). FnBPA has been shown to
contribute to disease in diverse animal models of staphylococcal infection (10-12), and
it has several functions. FNBPA promotes bacterial binding to fibrinogen, elastin, and
fibronectin (13-15), which are glycoproteins that are present at various concentrations
in the host extracellular matrix comprising, for instance, the mucosa and blood (16, 17).
Binding between these molecules and FNnBPA mediates bacterial adhesion to and
invasion of endothelial and epithelial cells (18, 19), and it promotes biofilm formation
(20, 21). The latter functions of FNBPA are considered to help S. aureus in evading
antibiotics and the host immune response (18, 19, 22).

Binding of FNBPA to fibrinogen and elastin is mediated by its N-terminal A domain
(15, 23), which consists of three separately folded N1, N2, and N3 subdomains that are
structurally similar to the A domain of S. aureus clumping factor A (CIfA) and Staphy-
lococcus epidermidis serine-aspartate (SD)-repeat-containing protein G (SdrG) (24, 25).
The N2 and N3 subdomains of these surface proteins are separated by a hydrophobic
trench, and residues lining this trench are especially important in binding to fibrinogen
and elastin (23).

The important role of FnBPA in S. aureus pathogenesis has made it a potentially
interesting target for vaccination approaches against this pathogen. Interference with
the interactions between FnBPA and its substrates could potentially hamper bacterial
colonization or infection of the host. However, although FnBPA has been successfully
used as a vaccine target in animal models (19, 26, 27), it has yet to be tested in humans.
Furthermore, despite promising results in animal models, targeting the functionally
similar CIfA did previously not lead to a valid vaccine in humans (28-30). Several factors
might complicate the successful use of FnBPA as a vaccine target, such as the (lack of)
presence of FnBPA during invasive infection, which, despite the plethora of studies
examining the role of FNBPA in vitro and in animal models in vivo, has been less well
established in vivo in humans. Another factor might involve the substantial sequence
diversity found in the FnBPA A domain (31), with seven different protein variants
(isotypes) identified previously sharing only 66 to 76% amino acid identity (23, 32).
Although all these isotypes bind fibrinogen with similar affinities, murine monoclonal
antibodies raised against different isotypes exhibit only limited cross-reactivity (32). The
effect of this sequence diversity on the human antibody response against FnBPA
remains unclear and has not been taken into account in previous vaccination studies,
including both animal models and clinical trials, nor in our previous studies character-
izing patient antibody responses (33-35). Yet if such sequence diversity in FnBPA
among clinical strains of S. aureus is present and would affect the human antibody
response, this should be taken into account during the development of future vaccines.

It is currently also unknown whether natural antibodies against FnBPA, produced in
patients after the onset of infection, can interfere with the binding between FnBPA and
fibrinogen. Interestingly, it was previously shown that immunoglobulin G (IgG) ob-
tained from patients with S. aureus infections did not interfere with the binding
between fibronectin and recombinant FnBPA fragments or whole S. aureus cells,
respectively (36). On the other hand, rabbit monoclonal antibodies against S. aureus
FnBP fragments did inhibit fibronectin binding (37), and rabbit polyclonal antibodies
raised against clumping factor B blocked binding to fibrinogen (38). Thus, the ability of
naturally occurring antibodies to block the binding between S. aureus and constituents
of the extracellular matrix remains uncertain.

The aims of this study were to further characterize sequence diversity in the A
domain of FNBPA among 22 clinical strains isolated from the blood of the same number
of patients suffering from bacteremia, to characterize the antibody responses against
different isotypes in each patient, and to ascertain the ability of human antibodies to
interfere with binding between FnBPA and fibrinogen.

(This work is part of the Ph.D. thesis of P. M. den Reijer.)
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FIG 1 Genetic relationships of fnbA A domain between strains. fnbA gene segments encoding the entire
FnBPA A domain were sequenced from 22 clinical isolates. Numbers indicate patient number, followed by
the spa type of each strain. Sequences were aligned together with those of reference strains for the fnbA
isotypes | to VII.

RESULTS

Variation of the FnBPA A domain in clinical S. aureus isolates. We determined
the prevalence of the seven known isotypes (I to VII) of the FnBPA A domain (23, 32)
among 22 S. aureus strains isolated from the blood of patients suffering from bacte-
remia. The FNBPA A domain of each strain was sequenced, and genomic sequences
were compared together with those of previously described reference strains for each
isotype.

In line with previous results, substantial sequence diversity was found in the FnBPA
A domain among S. aureus isolates (32). Five isotypes were identified among the 22
isolates: five strains encoded isotype | (92.7 to 100% amino acid identity to reference
strain 382), five strains encoded isotype Il (96 to 100% amino acid identity to reference
strain 3011), five strains encoded isotype Ill (97.1 to 97.4% amino acid identity to
reference strain 182), and six strains encoded isotype IV (91.9 to 97.1% amino acid
identity to reference strain P1). One strain encoded isotype V (97.5% amino acid identity
to reference strain 3110). The genetic relationships of the fnbA A domains of all strains,
including the reference strains, are summarized in Fig. 1. Strains with the same fnbA
isotype also shared similar spa types, while the single strain encoding isotype V had spa
type t8930.

Since the isotype of the FNBPA A domain is primarily determined by the highly
divergent N2N3 subdomains (32), recombinant proteins of these subdomains were
expressed for each isotype. These proteins were covalently coupled to color-coded
beads in a Luminex setup, allowing the simultaneous quantification of different anti-
bodies directly in serum samples to characterize patient antibody responses against
these variable subdomains.

Characterization of IgG response against FnBPA isotypes in bacteremia pa-
tients. Total IgG levels against all seven FnBPA A domain isotypes were prospectively

March/April 2018 Volume 3 Issue 2 e00590-17

mSphere’

msphere.asm.org 3

1sanb Aq 810z ‘QT |1idy uo /Bio wse alaydswy/:dny wody papeojumoq


msphere.asm.org
http://msphere.asm.org/

den Reijer et al. mSphere”

>
w

1600 8000
- | 7000 - |
g 800 f\// =1 6000 =
o =l o 5000 =l
2 600 / 4 -y 2 e,
< <
a a 4000
(] Y -V [} -V
£ 400 s\ I 3000
: o
2000
ZOOW% VI < & i
1000
c Ya e oy Eara-ac e ) 0
0 5101520253035 60 65 70 75 10 15 20 25 70 75 80 85 90 95
Time after diagnosis (days) Time after diagnosis (days)

FIG 2 Course of IgG levels against FnBPA isotypes following bacteremia. (A) Representative course of IgG levels against 7 FnBPA isotypes
(I to VII) following the onset of bacteremia (day 0, defined as the day of the first blood culture positive for S. aureus) in patient 1, infected
with a strain carrying isotype Il. (B) Same plot for patient 15, infected with a strain carrying isotype V. Data points represent the mean for
two separate measurements per serum sample.

measured in serum samples from patients after the onset of bacteremia (median of 10
serum samples per patient over a median of 35 days). Although patients were infected
with a strain carrying one particular isotype, we observed that total IgG from each
patient detectably bound all seven isotypes (Fig. 2). However, the height of IgG levels,
especially against the more common isotypes | to IV and isotype V, varied considerably
between patients (Fig. 3). This is in line with the heterogeneity observed previously in
patient antibody responses after the onset of infection by our and other groups (33, 34,
39, 40).

In 18 out of 22 patients, the IgG levels directed against all isotypes did not significantly
change after the onset of bacteremia (Fig. 2A; see Table S1 in the supplemental material),
and we could not identify a specific increase in IgG against the isotype carried by the
infecting strain. I1gG levels against FnBPA did increase in the remaining four patients
after the onset of bacteremia (patients 4, 15, 17, and 20 [Table S1]). In two of these
patients, IgG levels against multiple isotypes (patient 17) or against another isotype
than that of the infecting strain (patient 20) predominantly increased. Interestingly, in
the remaining two patients (patients 4 and 15) a significant, more-than-20-fold increase
in 19G levels predominantly against the isotype of the infecting strain was observed
(Fig. 2B; Table S1).

FnBPA isotypes bind human fibrinogen. To ascertain the ability of human anti-
bodies, purified from the patients described above, to interfere with binding between
FnBPA and fibrinogen, we developed a Luminex-based FnBPA-fibrinogen-binding
assay. After covalently coupling recombinant FnBPA isotype proteins to beads, we
confirmed that all seven isotypes were able to bind R-phycoerythrin (R-PE)-labeled
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FIG 3 Variation in peak IgG levels against FnBPA isotypes after the onset of bacteremia. Scatter plot
showing the distribution of peak IgG levels against all 7 FnbPA isotypes (I to VII) in 22 patients suffering
from bacteremia. Each point represents one patient, and horizontal lines represent the medians and
interquartile ranges.
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FIG 4 Preincubation of FNBPA isotypes with human IgG does not prevent binding of fibrinogen. (A) The most common
isotypes, | to V, coupled to beads, were preincubated in this Luminex assay with a dilution range of IgG purified from
polyclonal human IgG (PHG). Binding of a fixed concentration of PE-labeled fibrinogen was then measured. (B) Results of
the same experiment using dilution ranges of IgG purified from different patients. Each isotype was preincubated with IgG
from a patient who was infected with a strain carrying that isotype (e.g., patient 19 was infected with a strain carrying

isotype ).

human fibrinogen in a dose-dependent and saturable manner (Fig. STA). This binding
was further confirmed by a competition assay using R-PE-labeled and unlabeled
fibrinogen, showing that the amount of bound PE-labeled fibrinogen decreased at
increasing concentrations of unlabeled fibrinogen (Fig. S1B). Specific binding of fibrin-
ogen by the FnBPA isotypes was confirmed by the lack of fibrinogen binding observed
for the SD-repeat-containing protein E (SdrE) and iron-responsive surface determinant
A (IsdA), which have low to no affinity for fibrinogen (41).

Human IgG does not inhibit binding between FnBPA isotypes and fibrinogen.
Next, we investigated if purified IgG, isolated from bacteremia patients, could interfere
with the binding between the FnBPA isotypes and fibrinogen. We confirmed that total
IgG purified from five different patients, each infected with a strain carrying a different
FnBPA isotype, and from polyclonal human IgG (PHG), obtained from noninfected
volunteers, bound FnBPA isotypes | to V in a specific and dose-dependent manner
(Fig. S2A and B). Human IgG did not notably bind to fibrinogen (data not shown).

After preincubation of FnBPA isotypes | to V with the IgG from either PHG or
patients, resulting FnBPA-bound IgG was allowed to bind PE-labeled fibrinogen. Based
on results as shown in Fig. ST1A, we chose a standard concentration of 1 ug PE-labeled
fibrinogen per reaction mixture. Preincubation of FnBPA isotypes | to V with I1gG from
either PHG or patients did not interfere with the binding of this protein to PE-labeled
fibrinogen, regardless of the IgG dilution (Fig. 4A and B). The amount of fibrinogen
bound by the isotypes after preincubation with IgG dilutions did not significantly differ
from controls without preincubation with IgG (one-way analysis of variance [ANOVA],
significance level of P = 0.05). Varying the starting concentration of fibrinogen did not
affect these results, nor did simultaneous incubation of fibrinogen, IgG, and FnBPA
isotypes (data not shown).

To rule out the possibility that the coupling of FNBPA isotypes to the xMAP beads
could somehow affect protein structure and thereby alter binding sites for IgG, which
could alternatively explain the lack of interference by IgG as described above, we
performed two alternative assays. In the first (Luminex-based) assay, fibrinogen coupled
to beads was incubated with PE-labeled, free recombinant isotypes Il and Ill. We
confirmed a dose-dependent and saturable binding between the free FnBPA isotypes
and immobilized fibrinogen (data not shown). Subsequently, we preincubated the free
isotypes Il and Ill with IgG from PHG or from one of the patients, followed by incubation
with the immobilized fibrinogen. In line with the results described above, fibrinogen
binding by both isotypes was not inhibited by any dilution of IgG (Fig. 5A). The amount
of bound PE-labeled FnBPA after preincubation with IgG did not significantly differ
from controls without preincubation with 1gG (one-way ANOVA, significance level of
P = 0.05).
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FIG 5 Confirmation of the inability of human IgG to prevent binding between FnBPA isotypes and fibrinogen. (A)
PE-labeled, free FnBPA isotypes Il and Il were preincubated with a dilution range of total IgG either from PHG or
from patients 14 and 18 (who were infected with strains carrying isotypes Il and lI, respectively). Protein-antibody
complexes were then allowed to bind fibrinogen coupled to Luminex beads. (B) Using an alternative ELISA,
preincubation of fibrinogen with IgG from patient 15 (infected with a strain carrying isotype V) did not clearly affect
subsequent binding to coated FnBPA isotype V. Similar results were obtained for isotype | (data not shown). (C)
Using the same ELISA, preincubation with CIfA, instead of IgG, inversely decreased the amount of remaining
fibrinogen bound to FnBPA isotype V. All data points represent the mean for two measurements and are expressed
as median fluorescence intensity (MFI) for panel A or as optical density at 450 nm for panels B and C.

The results described above were further confirmed using enzyme-linked immu-
nosorbent assay (ELISA), wherein isotypes | and V were immobilized onto 96-well plates
and incubated with fibrinogen. Again, preincubation of both isotypes with a concen-
tration range of IgG from either PHG or patients did not affect the amount of bound
fibrinogen (Fig. 5B). As a control, we incubated fibrinogen with an increasing concen-
tration of recombinant clumping factor A (CIfA) of S. aureus, which also binds to the
same site on the fibrinogen r-chain as FNBPA, and measured the binding of fibrinogen
to immobilized FnBPA. As expected, CIfA inhibited fibrinogen binding to FnBPA
(Fig. 5C).

DISCUSSION

We found that most patients suffering from serious invasive S. aureus infections do
not respond to the microbial challenge by increasing production of preexisting 1gG
antibody titers directed against the A domain of the most common FnBPA isotypes,
including the isotype carried by the infecting strain. Only 3 out of 22 patients (14%)
mounted a significantly increased antibody response against FnBPA after the onset of
bacteremia, which was predominantly directed against the isotype of the infecting
strain in two patients. The immunoglobulins obtained from these and other patients, as
well as from healthy volunteers, were not able to interfere with the binding between
FnBPA and human fibrinogen in vitro.

In line with previous results, we found that fnbA isotypes | to IV were the most
common among clinical isolates (32). Total IgG from patients could detectably bind
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these isotypes and was ubiquitously present at the onset of bacteremia. First, this
ubiquitous presence of IgG against FnBPA suggests an important role of this virulence
factor in the pathogenesis of S. aureus, presumably during colonization of the host and
the early stages of infection. This is in line with the importance attributed to FnBPA
during bacterial attachment, colonization, and infection in previously described in vitro
and in vivo animal models (6, 11, 12).

Second, our results shed new light on the human antibody response toward FnBPA.
Preexisting IgG levels that were detected at the onset of bacteremia against all
isotypes—including that of the infecting strain—did not notably change during the
course of infection in 18 out of 22 patients. This is in line with our previous results
obtained with the same sera, showing that most virulence factors of S. aureus do not
induce uniform increases in antibody titers after the onset of bacteremia (33). Notably,
these patients were not immunosuppressed at the time of infection, and some viru-
lence factors did induce a significant antibody response. Why other virulence factors,
including FnBPA, do not uniformly induce a significant antibody response upon infec-
tion is currently unknown. Possibly, active manipulation of the host adaptive immune
response by S. aureus plays a role (42, 43), or perhaps immunogenic epitopes of the
FnBPA A domain are normally not exposed to the host adaptive immune system during
infection due to the many interactions of this protein with host extracellular proteins
(44). Finally, it could be that FnBPA is expressed only infrequently on the surface of
S. aureus during the course of bacteremia, although fnbA mRNA was detectable
during in vitro bacterial growth in human blood in our previous study (33).
Interestingly, of the three patients who did mount a significant antibody response
against FNBPA, one patient was infected with a strain carrying the rare isotype V.
Although speculative, perhaps this isotype is associated with less-effective immune
manipulation, more immunogenic exposure toward the host, and/or higher expres-
sion during bacteremia.

We currently do not know to what extent circulating antibodies differ in specificity
for the different isotypes. On one hand, as opposed to the limited cross-reactivity
observed previously for murine monoclonal antibodies raised against different isotypes
(32), natural human polyclonal antibodies might possess cross-reactivity for different
isotypes. This would be in line with our previous findings, wherein the same patient IgG
was found to cross-react between the structurally similar leukocidin and gamma-
hemolysin toxin components (33). Cross-reactivity could explain the simultaneous rise
in 1gG against multiple isotypes that was observed in two patients. On the other hand,
the observation of de novo antibody production specifically against the isotype carried
by the infecting strain in one patient suggests that specific, non-cross-reacting anti-
bodies may be present as well.

The functionality of antibodies against FnBPA remains another subject of debate.
Although data from antibodies raised in animal models suggest that they do block
binding between S. aureus surface proteins and fibronectin (37, 38, 45), other studies,
including those with human antibodies, do not show any interference with binding to
fibronectin (36, 46). Our results are in line with the latter, demonstrating no apparent
effect at any dilution of human IgG, purified from multiple patients, even from those
with a significant antibody response against the isotype carried by the infecting strain,
on binding between fibrinogen and FnBPA. A molecular explanation for this observa-
tion is currently lacking. Possibly, FnBPA binds with higher affinity to fibrinogen than to
antibodies, or the two ligands have different binding sites on FnBPA. Alternatively, the
functional binding domains within FNnBPA remain immunologically hidden until the
ligand is bound (36), or ligand binding might induce conformational changes leading
to the exposition of other, nonfunctional binding sites for antibodies. The presence of
these ligand-induced binding site (LIBS) antibodies against FNBPA has been demon-
strated in patients suffering from S. aureus endocarditis (47). Finally, it has even been
suggested that antibody binding might stabilize the interaction between FnBPA and
fibrinogen (36), thereby actually enhancing binding, as observed for the binding of
Streptococcus dysgalactiae FnBA to fibronectin when preincubated with mouse anti-
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bodies (46). Antibodies against FNBPA could have other functions than interfering with
ligand binding. For instance, antibodies can assist in the opsonization of S. aureus (48)
or in augmenting microbicidal killing by phagocytes (49).

We confirmed the inability of IgG to block FnBPA-fibrinogen binding with three
alternative assays, to rule out that the coupling of either protein to xMAP beads could
somehow affect correct antibody binding, for instance, due to conformational changes.
Of note is that the measured median fluorescence intensities (MFls) in the Luminex
assay were much higher when free PE-labeled FnBPA isotypes were used instead of
PE-labeled fibrinogen. Possibly, the large size of fibrinogen (50) would allow only a few
PE-labeled molecules to bind to FnBPA-coated beads, while conversely, relatively many
smaller PE-labeled FnBPA proteins could bind to fibrinogen-coated beads. Alternatively,
the efficacies of coupling of the two proteins to beads might differ. We currently do not
know what the efficacies of the coupling reactions are; however, even if coupling
efficiencies differ, the interpretation of our inhibition experiments remains unchanged.

With regard to the suitability of FnBPA as a vaccine target, our results can be
interpreted twofold. On one hand, we and others found that FnBPA-specific I1gG is
already circulating prior to the onset of clinical infection, probably resulting from
multiple prior exposures to S. aureus, and yet this immune state does not confer
protection from clinical disease (31, 33, 51, 52). Furthermore, the inability of human IgG
to block binding between FnBPA and fibrinogen would argue against the use of FnBPA
as a vaccine target. On the other hand, future vaccination approaches based on
recombinant protein variants of FnBPA might induce novel, more protective anti-
bodies against functionally important epitopes that are not normally targeted by
the humoral immune response. This rationale is supported by previous work demonstrating
that serum from unvaccinated human subjects was unable to block the interaction
between S. aureus clumping factor A (CIfA) and fibrinogen, while antibodies elicited by
a recombinant CIfA-containing vaccine could block this binding (53). Moreover, the level of
functional antibody titers, able to block CIfA-fibrinogen binding in vitro, could directly be
correlated with protection against S. aureus infection in an animal model in vivo (54). In this
light, our results confirming the lack of functional antibodies against FnBPA in natural
human sera, unable to protect against bacteremia, do not argue against the suitability of
FnBPA as a vaccine target. In fact, our results might suggest that there is a window of
opportunity for inducing novel, functionally interfering antibodies that can confer protec-
tion against invasive S. aureus infection.

To conclude, our results encourage further exploration into novel vaccination
approaches that target the ubiquitously present FnBPA protein of S. aureus. Especially,
further studies into the specific interactions between the FnBPA A domain and human
antibodies, and their functional consequences, are needed.

MATERIALS AND METHODS

Ethics statement. All patient serum samples used in this study were obtained from coded leftover
material from routine diagnostic blood samples. In accordance with the guidelines of the Erasmus
University Medical Center (MC) and the Dutch Federation of Biomedical Scientific Societies (Federatie van
Medische Wetenschappelijke Verenigingen), all Erasmus MC patients are routinely informed of the
possibility that leftover material from diagnostic samples may be used, albeit anonymously, for scientific
research; all patients are routinely offered the opportunity to opt out in writing. Serum samples used in
this study were obtained only from patients who did not object to the use of leftover material for
scientific research and, in addition, gave verbal consent. This procedure was approved and the acqui-
sition of additional written consent was waived specifically for this retrospective study by the Medical
Ethics Committee of the Erasmus University Medical Center Rotterdam (MEC-2007-106, addendum 2). All
serum samples were coded, and only qualified physicians of the Department of Medical Microbiology
and Infectious Diseases had access to the original patient data.

Bacterial strains and patients. Serum samples and S. aureus isolates were obtained from 22 patients
diagnosed with bacteremia, as described previously (33). In brief, bacteremia was defined as the isolation
of S. aureus from at least one blood culture set. Starting from the first positive blood culture, a median
number of 10 (interquartile range [IQR], 5 to 17) serum samples were collected per patient over a median
period of 34.5 (interquartile range, 15 to 50) days.

Sequencing of fnbA A domains. DNA was isolated from strains using the QIAamp DNA minikit
(Qiagen, Valencia, CA) according to the manufacturer’s protocol. The A domain of fnbA genes was
amplified by PCR using previously described flanking primers (32) minus the restriction sites. Products
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resulting from amplifications were sequenced using a 3100 ABI Prism genetic analyzer (Applied Biosys-
tems, Nieuwerkerk a/d lJssel, The Netherlands). Based on sequences of the flanking regions, individual
primer sets were designed for each strain (sequences available upon request), and these were used to
amplify and sequence the remaining part of each A domain. Overlapping sequences were merged for
each strain and aligned with publicly available reference sequences of all FnBPA isotypes, which have
been described previously (32). The complete sequences of all strains are available upon request. Primer
design and alignments were performed using Primer-BLAST (available at https://www.ncbi.nlm.nih.gov)
and MegAlign software (DNAStar Inc., Madison, WI, USA), respectively.

Expression of recombinant FnBPA isotype proteins. pQE30 constructs expressing His-tagged
N2N3 A domains of isotypes | to VIl were kindly provided by T. Foster (32). Each construct was verified
by sequencing using pQE30-specific primers (sequence available upon request). Constructs were trans-
formed into Escherichia coli Top 10, expressed by induction with isopropyl-B-b-1-thiogalactopyranoside
(IPTG), and purified under denaturing conditions with nickel-nitrilotriacetic acid (Ni-NTA) agarose (Qia-
gen, Valencia, CA) according to the instructions of the manufacturer (QlAexpressionist handbook).
Resulting proteins were quality controlled by SDS-PAGE and dialyzed against phosphate-buffered saline
(PBS) for 24 h at 4°C.

Measurement of antibodies. IgG levels against all recombinant N2N3 A domains of FnBPA isotypes
in the serum samples of bacteremia patients were measured using a bead-based flow cytometry
technique (xMAP; Luminex Corporation, Austin, TX), as previously described (33). Briefly, recombinant
proteins constituting the N2N3 A domains of FnBPA isotypes were covalently coupled to carboxy-
lated xMAP beads, which were activated with N-hydroxysulfosuccinimide (sulfo-NHS) and 1-ethyl-
3-(3-dimethylaminopropyl) carbodiimide (EDC) according to a previously optimized protocol (55).
Protein-coated beads were then incubated with human serum which was diluted 1:100 in PBS. After
repeated washing with PBS, bound antibodies were quantified using a 1:200 dilution of secondary
phycoerythrin (PE)-labeled goat anti-human IgG antibodies. All measurements were performed in
duplicate, and the median fluorescence intensities (MFls), a semiquantitative measure of antibody levels,
were averaged. Eighty-nine out of 1,827 duplicate measurements (0.05%) had coefficients of variation
larger than 25% and were excluded from further analysis. All measurements were corrected for
nonspecific background signal by subtracting the MFIs of control beads not coupled to any protein. The
course of IgG levels over time was assessed graphically, and initial-to-peak increases in 19G levels were
calculated for all isotypes in each patient. A more-than-4-fold initial-to-peak increase in 1gG within
2 weeks after the onset of bacteremia was considered proof of a significant immune response.

Luminex-based FnBPA-fibrinogen-binding assay. Recombinant FnBPA isotypes and the non-
fibrinogen-binding surface proteins SdrE and IsdA were coupled to xXMAP beads as described above.
Human fibrinogen (Calbiochem, Merck, Darmstadt, Germany) was labeled with phycoerythrin (PE) using
the Lightning-Link R-PE conjugation kit (Innova Biosciences, Cambridge, United Kingdom) according to
the manufacturer’s protocol, starting with 15 mg fibrinogen per 10 ml of 50 mM 2-(N-morpholino)-
ethanesulfonic acid (MES) buffer. Protein-coated xMAP beads were incubated with various concentra-
tions of PE-labeled fibrinogen, and after washing with PBS-1% bovine serum albumin (BSA), median
fluorescence intensities (MFIs) were determined as a measure of bound fibrinogen using the same
bead-based flow cytometry technique as described above. To study the effect of potentially interfering
antibodies, total IgG was purified from sera of 5 different bacteremia patients and from pooled serum
obtained from healthy volunteers (polyclonal human IgG [PHG]) using a HiTrap Protein G HP 1-ml column
(GE Healthcare, Fairfield, CT) according to the manufacturer’s protocol. Purified IgG was dialyzed against
PBS for 24 h at 4°C, and resulting antibody concentrations were 4.7 mg/ml for PHG and a median of
5.1 mg/ml (interquartile range [IQR], 4.4 to 8.8 mg/ml) for patient sera. Bead-bound isotypes were
preincubated with a dilution range of the purified I1gG, washed with PBS-1% BSA, and then incubated
with a standard concentration of 1 pg PE-labeled fibrinogen per reaction mixture.

For the alternative Luminex-based binding assay, fibrinogen was coupled to beads and recombinant
proteins of FnBPA isotypes Il and Ill were PE labeled as described above. Free FnBPA isotypes were
preincubated with purified IgG and then incubated with the fibrinogen-coated beads according to the
protocol described above. All binding assays were repeated separately twice, and figures present the
means for these measurements.

ELISA-based FnBPA-fibrinogen-binding assay. An enzyme-linked immunosorbent assay (ELISA)
was performed to further confirm FnBPA-fibrinogen binding as previously described (56). In brief, 96-well
Immulon 4HBX microtiter plates (Thermo Scientific, Waltham, MA) were coated overnight at 4°C and with
gentle rotation with 0.5 ug per well of FnBPA isotypes, diluted in PBS. After blocking the wells with 2%
BSA in PBS, plates were washed once with Tris-buffered saline (TBS) and coated isotypes were preincu-
bated with a concentration range of purified IgG, diluted in TBS, for 1 h at room temperature.
Subsequently, after 3 additional wash steps with TBS plus 0.1% Tween, plates were incubated for another
hour with a fixed concentration of 40 nM fibrinogen (diluted in TBS). After another 3 wash steps, the
bound fibrinogen was detected through incubation with horseradish peroxidase (HRP)-conjugated
antifibrinogen antibodies (1:10,000 dilution) (Thermo Scientific) for 1 h and quantified after adding the
substrate o-phenylenediamine dihydrochloride (OPD) (Sigma-Aldrich). The resulting absorbance at 450
nm (optical density [OD] at 450 nm) was measured in an ELISA microplate reader (Thermomax).

In the case of the CIfA competition assay, 40 nM fibrinogen was preincubated for 1 h with a 2-fold
concentration range of recombinant CIfA (40 to 0.625 wM) and then incubated with FnBPA isotype-
coated plates as described above.

Statistical analysis. Fold increases in antibody levels were calculated as the ratio of the peak
antibody level divided by the initial antibody level (as measured in the first serum sample). One-way
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ANOVA with the duplicate measurements of bound PE-labeled fibrinogen (or FnBPA isotypes) as
dependent variables and the IgG dilutions as factor were used to determine the significance of any
differences in bound protein between different IgG dilutions. P values of =0.05 were considered
statistically significant. IBM SPSS Statistics version 21 (IBM Corporation, Armonk, NY) was used for
statistical analysis. Graphics were made using GraphPad Prism version 5 (GraphPad Inc., La Jolla, CA).

SUPPLEMENTAL MATERIAL
Supplemental material for this article may be found at https://doi.org/10.1128/
mSphere.00590-17.

FIG S1, TIF file, 0.4 MB.
FIG S2, TIF file, 0.4 MB.
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ACKNOWLEDGMENT

We acknowledge Dimitris Rizopoulos of the Department of Biostatistics at the

Erasmus Medical Center for his helpful insights into the statistical analysis of our data.

REFERENCES

1.

10.

11.

12.

13.

March/April 2018 Volume 3

Wertheim HF, Melles DC, Vos MC, van Leeuwen W, van Belkum A,
Verbrugh HA, Nouwen JL. 2005. The role of nasal carriage in Staphylo-
coccus aureus infections. Lancet Infect Dis 5:751-762. https://doi.org/10
.1016/51473-3099(05)70295-4.

. Williams RE. 1963. Healthy carriage of Staphylococcus aureus: its preva-

lence and importance. Bacteriol Rev 27:56-71.

. Chang FY, MacDonald BB, Peacock JE, Jr, Musher DM, Triplett P, Mylotte

JM, O'Donnell A, Wagener MM, Yu VL. 2003. A prospective multicenter
study of Staphylococcus aureus bacteremia: incidence of endocarditis,
risk factors for mortality, and clinical impact of methicillin resistance. Med-
icine 82:322-332. https://doi.org/10.1097/01.md.0000091185.93122.40.

. Laupland KB, Ross T, Gregson DB. 2008. Staphylococcus aureus blood-

stream infections: risk factors, outcomes, and the influence of methicillin
resistance in Calgary, Canada, 2000-2006. J Infect Dis 198:336-343.
https://doi.org/10.1086/589717.

. Lautenschlager S, Herzog C, Zimmerli W. 1993. Course and outcome of

bacteremia due to Staphylococcus aureus: evaluation of different clinical
case definitions. Clin Infect Dis 16:567-573. https://doi.org/10.1093/
clind/16.4.567.

. Foster TJ, Ho6k M. 1998. Surface protein adhesins of Staphylococcus

aureus. Trends Microbiol 6:484 —488. https://doi.org/10.1016/50966-842X
(98)01400-0.

. Jonsson K, Signas C, Miller HP, Lindberg M. 1991. Two different genes

encode fibronectin binding proteins in Staphylococcus aureus. The com-
plete nucleotide sequence and characterization of the second gene.
Eur J Biochem 202:1041-1048. https://doi.org/10.1111/j.1432-1033.1991
th16468.x.

. Signés C, Raucci G, Jonsson K, Lindgren PE, Anantharamaiah GM, H66k

M, Lindberg M. 1989. Nucleotide sequence of the gene for a fibronectin-
binding protein from Staphylococcus aureus: use of this peptide se-
quence in the synthesis of biologically active peptides. Proc Natl Acad
Sci U S A 86:699-703. https://doi.org/10.1073/pnas.86.2.699.

. Peacock SJ, Day NP, Thomas MG, Berendt AR, Foster TJ. 2000. Clinical

isolates of Staphylococcus aureus exhibit diversity in fnb genes and
adhesion to human fibronectin. J Infect 41:23-31. https://doi.org/10
.1053/jinf.2000.0657.

Edwards AM, Potts JR, Josefsson E, Massey RC. 2010. Staphylococcus
aureus host cell invasion and virulence in sepsis is facilitated by the
multiple repeats within FnBPA. PLoS Pathog 6:e1000964. https://doi.org/
10.1371/journal.ppat.1000964.

Que YA, Haefliger JA, Piroth L, Francois P, Widmer E, Entenza JM, Sinha
B, Herrmann M, Francioli P, Vaudaux P, Moreillon P. 2005. Fibrinogen and
fibronectin binding cooperate for valve infection and invasion in Staph-
ylococcus aureus experimental endocarditis. J Exp Med 201:1627-1635.
https://doi.org/10.1084/jem.20050125.

Shinji H, Yosizawa Y, Tajima A, lwase T, Sugimoto S, Seki K, Mizunoe Y.
2011. Role of fibronectin-binding proteins A and B in in vitro cellular
infections and in vivo septic infections by Staphylococcus aureus. Infect
Immun 79:2215-2223. https://doi.org/10.1128/IA1.00133-11.

Massey RC, Kantzanou MN, Fowler T, Day NP, Schofield K, Wann ER,
Berendt AR, H66k M, Peacock SJ. 2001. Fibronectin-binding protein A of

Issue 2 e€00590-17

20.

21,

22.

23.

24,

25.

26.

Staphylococcus aureus has multiple, substituting, binding regions that
mediate adherence to fibronectin and invasion of endothelial cells. Cell
Microbiol 3:839-851. https://doi.org/10.1046/j.1462-5822.2001.00157 x.

. Roche FM, Downer R, Keane F, Speziale P, Park PW, Foster TJ. 2004. The

N-terminal A domain of fibronectin-binding proteins A and B promotes
adhesion of Staphylococcus aureus to elastin. J Biol Chem 279:38433-38440.
https://doi.org/10.1074/jbc.M402122200.

. Wann ER, Gurusiddappa S, Hook M. 2000. The fibronectin-binding

MSCRAMM FnbpA of Staphylococcus aureus is a bifunctional protein that
also binds to fibrinogen. J Biol Chem 275:13863-13871. https://doi.org/
10.1074/jbc.275.18.13863.

. Mosesson MW. 2005. Fibrinogen and fibrin structure and functions. J

Thromb Haemost 3:1894-1904. https://doi.org/10.1111/j.1538-7836.2005
01365.x.

. Mosher DF. 2006. Plasma fibronectin concentration: a risk factor for

arterial thrombosis? Arterioscler Thromb Vasc Biol 26:1193-1195. https://
doi.org/10.1161/01.ATV.0000223342.15969.7a.

. Foster TJ, Geoghegan JA, Ganesh VK, H66k M. 2014. Adhesion, invasion

and evasion: the many functions of the surface proteins of Staphy-
lococcus aureus. Nat Rev Microbiol 12:49-62. https://doi.org/10.1038/
nrmicro3161.

. Menzies BE. 2003. The role of fibronectin binding proteins in the patho-

genesis of Staphylococcus aureus infections. Curr Opin Infect Dis 16:
225-229. https://doi.org/10.1097/01.qc0.0000073771.11390.75.
Geoghegan JA, Monk IR, O'Gara JP, Foster TJ. 2013. Subdomains N2N3 of
fibronectin binding protein A mediate Staphylococcus aureus biofilm
formation and adherence to fibrinogen using distinct mechanisms. J
Bacteriol 195:2675-2683. https://doi.org/10.1128/JB.02128-12.

O’'Neill E, Pozzi C, Houston P, Humphreys H, Robinson DA, Loughman A,
Foster TJ, O’Gara JP. 2008. A novel Staphylococcus aureus biofilm phe-
notype mediated by the fibronectin-binding proteins, FnBPA and FnBPB.
J Bacteriol 190:3835-3850. https://doi.org/10.1128/JB.00167-08.

Hanke ML, Kielian T. 2012. Deciphering mechanisms of staphylococcal
biofilm evasion of host immunity. Front Cell Infect Microbiol 2:62. https://
doi.org/10.3389/fcimb.2012.00062.

Keane FM, Loughman A, Valtulina V, Brennan M, Speziale P, Foster TJ.
2007. Fibrinogen and elastin bind to the same region within the A
domain of fibronectin binding protein A, an MSCRAMM of Staphylococ-
cus aureus. Mol Microbiol 63:711-723. https://doi.org/10.1111/j.1365
-2958.2006.05552.x.

Deivanayagam CC, Wann ER, Chen W, Carson M, Rajashankar KR,
Ho66k M, Narayana SV. 2002. A novel variant of the immunoglobulin
fold in surface adhesins of Staphylococcus aureus: crystal structure of
the fibrinogen-binding MSCRAMM, clumping factor A. EMBO J 21:
6660-6672. https://doi.org/10.1093/emboj/cdf619.

Ponnuraj K, Bowden MG, Davis S, Gurusiddappa S, Moore D, Choe D, Xu
Y, Hook M, Narayana SV. 2003. A “dock, lock, and latch” structural model
for a staphylococcal adhesin binding to fibrinogen. Cell 115:217-228.
https://doi.org/10.1016/5S0092-8674(03)00809-2.

Mamo W, Bodén M, Flock JI. 1994. Vaccination with Staphylococcus
aureus fibrinogen binding proteins (FgBPs) reduces colonisation of S.

msphere.asm.org 10

1sanb Aq 810z ‘QT |1idy uo /Bio wse alaydswy/:dny wody papeojumoq


https://doi.org/10.1128/mSphere.00590-17
https://doi.org/10.1128/mSphere.00590-17
https://doi.org/10.1016/S1473-3099(05)70295-4
https://doi.org/10.1016/S1473-3099(05)70295-4
https://doi.org/10.1097/01.md.0000091185.93122.40
https://doi.org/10.1086/589717
https://doi.org/10.1093/clind/16.4.567
https://doi.org/10.1093/clind/16.4.567
https://doi.org/10.1016/S0966-842X(98)01400-0
https://doi.org/10.1016/S0966-842X(98)01400-0
https://doi.org/10.1111/j.1432-1033.1991.tb16468.x
https://doi.org/10.1111/j.1432-1033.1991.tb16468.x
https://doi.org/10.1073/pnas.86.2.699
https://doi.org/10.1053/jinf.2000.0657
https://doi.org/10.1053/jinf.2000.0657
https://doi.org/10.1371/journal.ppat.1000964
https://doi.org/10.1371/journal.ppat.1000964
https://doi.org/10.1084/jem.20050125
https://doi.org/10.1128/IAI.00133-11
https://doi.org/10.1046/j.1462-5822.2001.00157.x
https://doi.org/10.1074/jbc.M402122200
https://doi.org/10.1074/jbc.275.18.13863
https://doi.org/10.1074/jbc.275.18.13863
https://doi.org/10.1111/j.1538-7836.2005.01365.x
https://doi.org/10.1111/j.1538-7836.2005.01365.x
https://doi.org/10.1161/01.ATV.0000223342.15969.7a
https://doi.org/10.1161/01.ATV.0000223342.15969.7a
https://doi.org/10.1038/nrmicro3161
https://doi.org/10.1038/nrmicro3161
https://doi.org/10.1097/01.qco.0000073771.11390.75
https://doi.org/10.1128/JB.02128-12
https://doi.org/10.1128/JB.00167-08
https://doi.org/10.3389/fcimb.2012.00062
https://doi.org/10.3389/fcimb.2012.00062
https://doi.org/10.1111/j.1365-2958.2006.05552.x
https://doi.org/10.1111/j.1365-2958.2006.05552.x
https://doi.org/10.1093/emboj/cdf619
https://doi.org/10.1016/S0092-8674(03)00809-2
msphere.asm.org
http://msphere.asm.org/

FnBPA-Specific Human IgG and Fibrinogen

27.

28.

29.

30.

31.

32.

33.

34,

35.

36.

37.

38.

39.

40.

41.

March/April 2018 Volume 3

aureus in a mouse mastitis model. FEMS Immunol Med Microbiol 10:
47-53. https://doi.org/10.1111/j.1574-695X.1994.tb00010.x.

Mamo W, Jonsson P, Flock JI, Lindberg M, Miller HP, Wadstrom T, Nelson
L. 1994. Vaccination against Staphylococcus aureus mastitis: immunolog-
ical response of mice vaccinated with fibronectin-binding protein
(FnBP-A) to challenge with S. aureus. Vaccine 12:988-992. https://doi
.org/10.1016/0264-410X(94)90333-6.

DeJonge M, Burchfield D, Bloom B, Duenas M, Walker W, Polak M, Jung
E, Millard D, Schelonka R, Eyal F, Morris A, Kapik B, Roberson D, Kesler K,
Patti J, Hetherington S. 2007. Clinical trial of safety and efficacy of
INH-A21 for the prevention of nosocomial staphylococcal bloodstream
infection in premature infants. J Pediatr 151:260-265. https://doi.org/10
.1016/j.jpeds.2007.04.060.

Patti JM. 2004. A humanized monoclonal antibody targeting Staphylo-
coccus aureus. Vaccine 22(Suppl 1):S39-543. https://doi.org/10.1016/j
.vaccine.2004.08.015.

Weems JJ, Jr, Steinberg JP, Filler S, Baddley JW, Corey GR, Sampathkumar
P, Winston L, John JF, Kubin CJ, Talwani R, Moore T, Patti JM, Hether-
ington S, Texter M, Wenzel E, Kelley VA, Fowler VG, Jr. 2006. Phase II,
randomized, double-blind, multicenter study comparing the safety and
pharmacokinetics of tefibazumab to placebo for treatment of Staphylo-
coccus aureus bacteremia. Antimicrob Agents Chemother 50:2751-2755.
https://doi.org/10.1128/AAC.00096-06.

Pier GB. 2013. Will there ever be a universal Staphylococcus aureus
vaccine? Hum Vaccin Immunother 9:1865-1876. https://doi.org/10.4161/
hv.25182.

Loughman A, Sweeney T, Keane FM, Pietrocola G, Speziale P, Foster TJ.
2008. Sequence diversity in the A domain of Staphylococcus aureus
fibronectin-binding protein A. BMC Microbiol 8:74. https://doi.org/10
.1186/1471-2180-8-74.

den Reijer PM, Lemmens-den Toom N, Kant S, Snijders SV, Boelens H,
Tavakol M, Verkaik NJ, van Belkum A, Verbrugh HA, van Wamel WJ. 2013.
Characterization of the humoral immune response during Staphylococ-
cus aureus bacteremia and global gene expression by Staphylococcus
aureus in human blood. PLoS One 8:e53391. https://doi.org/10.1371/
journal.pone.0053391.

den Reijer PM, Sandker M, Snijders SV, Tavakol M, Hendrickx AP, van
Wamel WJ. 2017. Combining in vitro protein detection and in vivo
antibody detection identifies potential vaccine targets against Staphy-
lococcus aureus during osteomyelitis. Med Microbiol Immunol 206:
11-22. https://doi.org/10.1007/s00430-016-0476-8.

Junge S, Gorlich D, den Reijer M, Wiedemann B, Tummler B, Ellemunter
H, Dibbers A, Kister P, Ballmann M, Koerner-Rettberg C, Grof3e-
Onnebrink J, Heuer E, Sextro W, Mainz JG, Hammermann J, Riethmdiller
J, Graepler-Mainka U, Staab D, Wollschlager B, Szczepanski R, Schuster A,
Tegtmeyer FK, Sutharsan S, Wald A, Nofer JR, van Wamel W, Becker K,
Peters G, Kahl BC. 2016. Factors associated with worse lung function in
cystic fibrosis patients with persistent Staphylococcus aureus. PLoS One
11:e0166220. https://doi.org/10.1371/journal.pone.0166220.

Casolini F, Visai L, Joh D, Conaldi PG, Toniolo A, H66k M, Speziale P. 1998.
Antibody response to fibronectin-binding adhesin FnbpA in patients
with Staphylococcus aureus infections. Infect Immun 66:5433-5442.
Sun Q, Smith GM, Zahradka C, McGavin MJ. 1997. Identification of D
motif epitopes in Staphylococcus aureus fibronectin-binding protein for
the production of antibody inhibitors of fibronectin binding. Infect
Immun 65:537-543.

Ni Eidhin D, Perkins S, Francois P, Vaudaux P, H66k M, Foster TJ. 1998.
Clumping factor B (CIfB), a new surface-located fibrinogen-binding ad-
hesin of Staphylococcus aureus. Mol Microbiol 30:245-257. https://doi
.org/10.1046/j.1365-2958.1998.01050.x.

Jacobsson G, Colque-Navarro P, Gustafsson E, Andersson R, Mollby R.
2010. Antibody responses in patients with invasive Staphylococcus au-
reus infections. Eur J Clin Microbiol Infect Dis 29:715-725. https://doi
.org/10.1007/s10096-010-0919-x.

Vytvytska O, Nagy E, Bliggel M, Meyer HE, Kurzbauer R, Huber LA, Klade
CS. 2002. Identification of vaccine candidate antigens of Staphylococcus
aureus by serological proteome analysis. Proteomics 2:580-590. https://
doi.org/10.1002/1615-9861(200205)2:5<580::AID-PROT580>3.0.CO;2-G.
Veloso TR, Chaouch A, Roger T, Giddey M, Vouillamoz J, Majcherczyk P,
Que YA, Rousson V, Moreillon P, Entenza JM. 2013. Use of a human-like

Issue 2 e€00590-17

42,

43.

44,

45,

46.

47.

48.

49,

50.

51.

52.

53.

54,

55.

56.

mSphere’

low-grade bacteremia model of experimental endocarditis to study the
role of Staphylococcus aureus adhesins and platelet aggregation in early
endocarditis. Infect Immun 81:697-703. https://doi.org/10.1128/IAl
.01030-12.

Broker BM, Holtfreter S, Bekeredjian-Ding I. 2014. Immune control of
Staphylococcus aureus—regulation and counter-regulation of the adap-
tive immune response. Int J Med Microbiol 304:204-214. https://doi.org/
10.1016/j.ijmm.2013.11.008.

Thammavongsa V, Kim HK, Missiakas D, Schneewind O. 2015. Staphylo-
coccal manipulation of host immune responses. Nat Rev Microbiol 13:
529-543. https://doi.org/10.1038/nrmicro3521.

Foster TJ. 2016. The remarkably multifunctional fibronectin binding
proteins of Staphylococcus aureus. Eur J Clin Microbiol Infect Dis 35:
1923-1931. https://doi.org/10.1007/s10096-016-2763-0.

Hall AE, Domanski PJ, Patel PR, Vernachio JH, Syribeys PJ, Gorovits EL,
Johnson MA, Ross JM, Hutchins JT, Patti JM. 2003. Characterization of a
protective monoclonal antibody recognizing Staphylococcus aureus
MSCRAMM protein clumping factor A. Infect Immun 71:6864-6870.
https://doi.org/10.1128/IA1.71.12.6864-6870.2003.

Speziale P, Joh D, Visai L, Bozzini S, House-Pompeo K, Lindberg M, H66k
M. 1996. A monoclonal antibody enhances ligand binding of fibronectin
MSCRAMM (adhesin) from Streptococcus dysgalactiae. J Biol Chem 271:
1371-1378. https://doi.org/10.1074/jbc.271.3.1371.

Meenan NA, Visai L, Valtulina V, Schwarz-Linek U, Norris NC, Gurusid-
dappa S, Ho6k M, Speziale P, Potts JR. 2007. The tandem beta-zipper
model defines high affinity fibronectin-binding repeats within Staphylo-
coccus aureus FnBPA. J Biol Chem 282:25893-25902. https://doi.org/10
.1074/jbc.M703063200.

Maira-Litran T, Kropec A, Goldmann DA, Pier GB. 2005. Comparative
opsonic and protective activities of Staphylococcus aureus conjugate
vaccines containing native or deacetylated Staphylococcal poly-N-
acetyl-beta-(1-6)-glucosamine. Infect Immun 73:6752-6762. https://doi
.org/10.1128/1A1.73.10.6752-6762.2005.

Lorenz U, Lorenz B, Schmitter T, Streker K, Erck C, Wehland J, Nickel J,
Zimmermann B, Ohlsen K. 2011. Functional antibodies targeting IsaA of
Staphylococcus aureus augment host immune response and open new
perspectives for antibacterial therapy. Antimicrob Agents Chemother
55:165-173. https://doi.org/10.1128/AAC.01144-10.

Hall CE, Slayter HS. 1959. The fibrinogen molecule: its size, shape, and
mode of polymerization. J Biophys Biochem Cytol 5:11-16. https://doi
.0rg/10.1083/jcb.5.1.11.

Kolata J, Bode LG, Holtfreter S, Steil L, Kusch H, Holtfreter B, Albrecht D,
Hecker M, Engelmann S, van Belkum A, Volker U, Broker BM. 2011.
Distinctive patterns in the human antibody response to Staphylococ-
cus aureus bacteremia in carriers and non-carriers. Proteomics 11:
3914-3927. https://doi.org/10.1002/pmic.201000760.

Verkaik NJ, Boelens HA, de Vogel CP, Tavakol M, Bode LG, Verbrugh HA, van
Belkum A, van Wamel WJ. 2010. Heterogeneity of the humoral immune
response following Staphylococcus aureus bacteremia. Eur J Clin Microbiol
Infect Dis 29:509-518. https://doi.org/10.1007/510096-010-0888-0.
Hawkins J, Kodali S, Matsuka YV, McNeil LK, Mininni T, Scully IL, Verna-
chio JH, Severina E, Girgenti D, Jansen KU, Anderson AS, Donald RG.
2012. A recombinant clumping factor A-containing vaccine induces
functional antibodies to Staphylococcus aureus that are not observed
after natural exposure. Clin Vaccine Immunol 19:1641-1650. https://doi
.org/10.1128/CVI1.00354-12.

Scully IL, Timofeyeva Y, Keeney D, Matsuka YV, Severina E, McNeil LK,
Nanra J, Hu G, Liberator PA, Jansen KU, Anderson AS. 2015. Demonstra-
tion of the preclinical correlate of protection for Staphylococcus aureus
clumping factor A in a murine model of infection. Vaccine 33:5452-5457.
https://doi.org/10.1016/j.vaccine.2015.08.029.

Verkaik N, Brouwer E, Hooijkaas H, van Belkum A, van Wamel W. 2008.
Comparison of carboxylated and penta-His microspheres for semi-
quantitative measurement of antibody responses to His-tagged pro-
teins. J Immunol Methods 335:121-125. https://doi.org/10.1016/j.jim
.2008.02.022.

Ko YP, Liang X, Smith CW, Degen JL, Ho66k M. 2011. Binding of Efb from
Staphylococcus aureus to fibrinogen blocks neutrophil adherence. J Biol
Chem 286:9865-9874. https://doi.org/10.1074/jbc.M110.199687.

msphere.asm.org 11

1sanb Aq 810z ‘QT |1idy uo /Bio wse alaydswy/:dny wody papeojumoq


https://doi.org/10.1111/j.1574-695X.1994.tb00010.x
https://doi.org/10.1016/0264-410X(94)90333-6
https://doi.org/10.1016/0264-410X(94)90333-6
https://doi.org/10.1016/j.jpeds.2007.04.060
https://doi.org/10.1016/j.jpeds.2007.04.060
https://doi.org/10.1016/j.vaccine.2004.08.015
https://doi.org/10.1016/j.vaccine.2004.08.015
https://doi.org/10.1128/AAC.00096-06
https://doi.org/10.4161/hv.25182
https://doi.org/10.4161/hv.25182
https://doi.org/10.1186/1471-2180-8-74
https://doi.org/10.1186/1471-2180-8-74
https://doi.org/10.1371/journal.pone.0053391
https://doi.org/10.1371/journal.pone.0053391
https://doi.org/10.1007/s00430-016-0476-8
https://doi.org/10.1371/journal.pone.0166220
https://doi.org/10.1046/j.1365-2958.1998.01050.x
https://doi.org/10.1046/j.1365-2958.1998.01050.x
https://doi.org/10.1007/s10096-010-0919-x
https://doi.org/10.1007/s10096-010-0919-x
https://doi.org/10.1002/1615-9861(200205)2:5%3C580::AID-PROT580%3E3.0.CO;2-G
https://doi.org/10.1002/1615-9861(200205)2:5%3C580::AID-PROT580%3E3.0.CO;2-G
https://doi.org/10.1128/IAI.01030-12
https://doi.org/10.1128/IAI.01030-12
https://doi.org/10.1016/j.ijmm.2013.11.008
https://doi.org/10.1016/j.ijmm.2013.11.008
https://doi.org/10.1038/nrmicro3521
https://doi.org/10.1007/s10096-016-2763-0
https://doi.org/10.1128/IAI.71.12.6864-6870.2003
https://doi.org/10.1074/jbc.271.3.1371
https://doi.org/10.1074/jbc.M703063200
https://doi.org/10.1074/jbc.M703063200
https://doi.org/10.1128/IAI.73.10.6752-6762.2005
https://doi.org/10.1128/IAI.73.10.6752-6762.2005
https://doi.org/10.1128/AAC.01144-10
https://doi.org/10.1083/jcb.5.1.11
https://doi.org/10.1083/jcb.5.1.11
https://doi.org/10.1002/pmic.201000760
https://doi.org/10.1007/s10096-010-0888-0
https://doi.org/10.1128/CVI.00354-12
https://doi.org/10.1128/CVI.00354-12
https://doi.org/10.1016/j.vaccine.2015.08.029
https://doi.org/10.1016/j.jim.2008.02.022
https://doi.org/10.1016/j.jim.2008.02.022
https://doi.org/10.1074/jbc.M110.199687
msphere.asm.org
http://msphere.asm.org/

	RESULTS
	Variation of the FnBPA A domain in clinical S. aureus isolates. 
	Characterization of IgG response against FnBPA isotypes in bacteremia patients. 
	FnBPA isotypes bind human fibrinogen. 
	Human IgG does not inhibit binding between FnBPA isotypes and fibrinogen. 

	DISCUSSION
	MATERIALS AND METHODS
	Ethics statement. 
	Bacterial strains and patients. 
	Sequencing of fnbA A domains. 
	Expression of recombinant FnBPA isotype proteins. 
	Measurement of antibodies. 
	Luminex-based FnBPA–fibrinogen-binding assay. 
	ELISA-based FnBPA–fibrinogen-binding assay. 
	Statistical analysis. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENT
	REFERENCES

