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The inherent conformational flexibility of nucleic acids
(DNA, RNA etc) facilitate the formation of a range of
conformations such as duple, triplex, quadruplex etc.,
which play crucial roles in biological processes such as
mismatch repair, replication, recombination,
transcription, translation, gene regulations etc. These
unconventional base pairing and structural
conformations on DNA/RNA structures at different
Sequence contexts also induce abruptions in normal
cell function which can lead to deformities and
diseases (cancer, fragile X syndrome, etc). To
understand the role of these unusual nucleic acid
structures in aforementioned biological
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