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Table S2: Results 48 h memory RNAI screen

Gene ID Gene Symbol Stock No. PI SEM
RNAI line

CG6438 amon 44001 19.50 4.12
CG33979 capt 33010 devd -

CG3319 Cdk7 57245 17.99 3.51
CG11069 CG11069 v101080 13.79 2.67
CG12338 CG12338 57779 32.00 4.60
CG14572 CG14572 51050 31.27 4.63
CG16884 CG16884 v108690 25.81 6.71
CG32579 CG32579 57784 37.77 5.31
CG33226 CG33226 v102384 19.35 5.86
CG6272 CG6272 33652 18.25 3.93
CG8788 CG8788 v102344 17.05 3.83
CG9319 CG9319 56565 28.29 3.61
CG15006 Cpr64Aa v42880 39.78 5.02
CG14548 E(spl)mg -HLH 50674 22.75 2.92
CG11390 Ebplll 55933 41.26 5.01
CG6673 GstO2 v109255 24.71 3.09
CG6746 hacdl v103625 42.99 6.23
CG7399 Hn 60025 20.63 3.45
CG5748 Hsf v108851 devd -

CG7287 Lcp65Aa v109231 21.79 5.95
CG5362 Mdh1 v110604 22.24 5.69
CR42880 mir-282 614142 32.43 4.55
CG4859 Mmp1 v101505 35.14 4.15
CG13410 mRpL35 v103388 18.06 3.47
CG8524 NK7.1 v108177 16.75 5.44
CG17052 obst-A 60039 37.03 5.63
CG15189 Osil9 v102805 23.23 3.55
CG10251 prt v104763 24.99 5.12
CG9533 rut v101759 8.92 4.17
CG9027 Sod3 v8760 24.81 3.68
CG4109 Syx8 v107014 18.44 2.41
CG16886 vajk-1 v102445 2.39 2.88
CG6842 Vps4 v105977 devd -

CG4600 yip2 v26562 21.10 4.67

a2 miRNA sponge construct
devd, developmental defect



Table S3: Retest of hits with a different RNAI line

Gene Symbol Stock No. Pl SEM
RNAi line
vajk-1 v38024 9.53 3.87
CG32579 v110645 24.48 3.19
obst-A v102591 27.89 3.92
Ebplll v100157 28.77 3.96
Mmp1 31489 29.50 4.59
CG12338 v108398 35.77 4.25
hacdl v46513 39.20 4.23

CG14572 v18800 44.77 5.10




Gene Symbol mirSVR score
mesol18E -1.47
rogdi -1.32
resilin  -1.29
nkd -1.28
kraken -1.27
CG31918-1.26
CG3517 -1.24
Racl -1.24
CG13102-1.22
Cdx-1.21
ARY -1.20
CG9304 -1.19
Rab4 -1.19
CG42400-1.19
nimB5 -1.16
Cdab -1.16
CG32594-1.16
CG10031-1.16
me31B -1.14
CGbh853 -1.14
pganté -1.14
CG11050-1.13
Lsd-2 -1.12
Sapd7  -1.12
CG11206-1.11
CG34118-1.10
CG3088 -1.10
CG7757 -1.10
CG10277-1.10
CG16971-1.09
CG7843 -1.09
CG6860 -1.07
kb1 -1.07
CG2083 -1.07
CG5160 -1.07
CG8468 -1.07
Tsp29Fa -1.07
CG8321 -1.06
ed -1.05
oho23B -1.05
CG3967 -1.04
MESR4 -1.04
Cortactin -1.02
CG6523 -1.01
CG9305 -1.00
CG9009 -1.00
nuf -0.99
CG7156 -0.98
CG12540-0.98
CG16953-0.98
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