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Abstract

Background and objectives: Toxoplasmosis is a common parasitic zoonosis in the world that has

suffered annual losses of life and property on the countries involved makes factor called
Toxoplasma gondii is an intracellular protozoan disease. This study was designed to detect
parasitic DNA in tissues from sheep. goats and camels raised and slaughtered in the southeastern
Iran as well as to genetically characterize infecting strains of T. gondii.

Materials and methods: A total of 300 tissue samples consisting of heart, brain, and diaphragm
were obtained from sheep (n=40), goats (n=40) and camels (50) slaughtered in abattoirs from three
provinces located in southeastern Iran including Kerman, Razavi Khorasan, and South Khorasan
Provinces between February to October 2015.Nested PCR amplified the BI and GRAG6 genes. To
determine the genetic characterization of positive samples, all genotyped positive samples were
examined by PCR-RFLP. Sequencing analysis was performed to evaluate the prevalence of type
strains (I, IT and 1IT).

Results: A total of 68 (56.66%) tissue samples of sheep and 53 (44.16%) from goats and 13 (26
%) tissue samples of camels were found positive for the T. gondii BI gene, , that included 11
(27.5%) diaphragm, 21 (52.5%) heart. and 36 (90%) brain of sheep; and 20 (50%) diaphragm, 11
(22%) heart of goat and 7(14%) diaphragm.6 (12%) heart of camels.Moreover, 22 (18.3%) tissue
samples of sheep and 20 (16.6%) tissue samples of goats and 3(6%) tissue samples of camels were
found positive with GRA6 gene for T. gondii. There are three genotypes and mix genotype using
msel enzyme among all positive samples.

Conclusion: The results demonstrated the presence of T. gondii DNA in tissues of sheep, goats
and camels from southeast of Iran. Control of Toxoplasma infection animal products are important

in consumer protection.

Keywords: Toxoplasma gondii, nested-PCR, sequencing, isolation, sheep&goat&camel
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