
Anlage I: Alle sequenzierten Akzessionen sortiert nach Unterfamilien und Gattungen. Nomenklatur nach Smith & Till (1998) unter Berücksichtigung 
der Arbeiten von Leme 1997, 1998, Nelson & Zizka 1999, Zizka et al. 1999, 2002. 

Projekt-Nr. Tillandsioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

015 Alcantarea regina  (Vellozo) Harms H 015 / Altbestand B.G. HEID FRP 97-16784- 0 Syn.: Vriesea regina , (siehe Grant 1995a), det. E. Groß 
07/96

009 Catopsis morreniana Mez Z 1040, Z 1440 / ohne genaue Herkunftsangaben, nur: leg. 
Bismark 1980, T10.1, Samentausch FRP 92-10229-4-0

073 Catopsis nitida (Hooker) Griseb. H 073 / Costa Rica, leg. Schoser 14.09.89  FRP  2-1304-84-4

002 Glomeropitcairnia erectiflora  Mez H 002 / Venezuela, Halbinsel Paria, 1200m FRP 99-18392-2  

109 Guzmania alliodora E.Gross H 109 / Peru, leg. Rauh 1967 (20942) HEID 103943 Klon der Typuspflanze: Trop. Subtrop. Pflanzenwelt, 95: 
18 (1997)

016 Guzmania monostachia (L.) Rusby ex Mez H 016 / ohne genaue Herkunftsangaben FRP 89-18406-0 

017 Guzmania wittmackii (André) André ex Mez H 017 / ohne genaue Herkunftsangaben FRP 99-18407-3 

083 Mezobromelia hutchisonii (L.B.Sm.) W.Weber & L.B.Sm.
H 083 / NO-Peru, Deptm. Amazonas, Bergwald am Rio 
Sonche, 2000-2400m, epiphytisch zwischen Chachapoyas 
und Mendoza (km 552-555), leg. Rauh 14.07.1976 (40104)

 HEID 102983

J. Bromeliad Soc. (1983): 33(3): 121 / Basionym: 
Tillandsia hutchisonii  L.B.Sm.
in Phytologia, xiii. 145 (1966). Syn. Mezobromelia trollii 
Rauh (Trop. Subtrop. Pflanzenwelt, 21: 5-10 (1977)

064 Tillandsia aeranthos  (Loisel.) L.B.Sm. (Anoplophytum) H 064 / Brasilien, leg. RAUH, HORST, GRISEUS 
(11.11.1979) HEID 71108 

082 Tillandsia grandis  Schltdl. (Pseudalcantarea) H 082 / Mexiko, ohne weitere Angaben HEID 104953

068 Tillandsia guatemalensis  L.B.Sm. (Allardtia) H 068 / Guatemala, leg. Rauh (38868) 11.11.1976 HEID 104238 

012 Tillandsia hildae  Rauh (Tillandsia) H 012 / Peru, Cajamarca in 900 m Höhe, leg. Rauh (63962) FRP 90-2184-2

062 Tillandsia mauryana  L.B.Sm. (Allardtia)  H 062 / Mexiko HEID 36589

065 Tillandsia organensis  Ehlers  (Anoplophytum)  H 065 / Brasilien, leg. Thicken 1973, ohne weitere Angaben HEID 48803 Blass-Sammlung Nr.8180

007 Tillandsia pretiosa Mez (Phytarrhiza) Z 1376 & H 007 / Peru, leg. Rauh (21137) 1978 FRP 90-6592-4-2 alte Nr. FRP 90-2125-2 

035 Tillandsia rauhii  L.B.Sm. (Tillandsia) H 035 / nur: Blass-Sammlung Nr. 8297 FRP 89-9297-4-3
"temp.-warm, halbschattig, epiphyt. nur als Jungpfl., 
Adventivpfl. an der Basis der Sproßachsen, Subgen. 
Tillandsia, 2 Stück erh."

026 Tillandsia recurvifolia  Hooker var. subsecundifolia 
(W.Weber & Ehlers) W.Till  (Anoplophytum)  Z 1550 / Brasilien, nur: VILLA Velha, ohne weitere Angaben FRP 89-6376-4-2 alte Nr. FRP 89-1158-2 

038 Tillandsia somnians  L.B.Sm.  (Allardtia) H 038 / ex Bot. Garten Hamburg, (eh. aus Lima, Peru) FRP 90-9446-4-3 alte Nr. FRP 90-2819-3

039 Tillandsia tragophoba  M.O. Dillon (Allardtia) Z1521 / Chile, Antofagasta, Paposo, Quebrada Rincon, 
ca.400m, leg. Zizka 04.02.1991 FRP 93-11900-4-2 alte Nr. FRP 93-13574-2

023 Tillandsia usneoides (L). L.(Diaphoranthema) H 023 / länger in Kultur, ohne weitere Angaben FRP 99-18394-0 

063 Tillandsia velickiana  L.B.Sm. (Tillandsia) H 063 / Guatemala, leg. Rauh  (38832) 11.11.1977 HEID 44067 / H 063

010 Vriesea cereicola  (Mez) L.B.Sm. H 010 / ohne weitere Angaben; nur: St. West: aus Samen 
vom Wildstandort o.A. gezogen? FRP 93-11166-4-3 syn. Tillandsia cereicola  Mez (Grant 1993)

069 Vriesea racinae  L.B.Sm. H 069 / ohne genaue Herkunftsangaben HEID 67414A 

013 Racinaea crispa  (Baker) M.A.Spencer & L.B.Sm. GH 19857, H 013 / Kolumbien, leg. Hubein s.n. 12.02.1986 HEID 102372

194 Racinaea seemannii (Baker) M.A.Spencer & L.B.Sm. H 194 / / Ecuador, leg. Wülfinghoff Lebendsammlung 
Herr Hase, Bochum eh. „portildae-Typ" genannt

1a Racinaea multiflora Benth. var. tomensis  (L.B.Sm.) 
M.A.Spencer & L.B.Sm.  H 1a("23") /  ohne weitere Angaben FRP 90-2498-3

7a Racinaea multiflora  Benth. var. decipiens  (André) 
M.A.Spencer & L.B.Sm. H 7a / ohne weitere Angaben FRP 99-18393-3  

031 Racinaea insularis  (Mez) M.A.Spencer & L.B.Sm. H 031 / Ecuador, Galapagos, leg. Rauh 1979 (34230) FRP 90-6525-4-2 Notiz: "epiphyt. im Wald (Gestrüpp) 200 - 300 m ü.M."

186 Racinaea lescaillei  (C. Wright) M.A. Spencer & L.B. Sm. 
H 186 / Kuba (?) ohne genaue Angaben, Sammlung Blass: 
Nr. 406 FRP 90-8409-4-2

Tillandsia lescaillei  C. Wright in Sauvalle, Anal. Acad. Ci. 
Med. Habana 8: 53. 1871 = Racinaea lescaillei  (C. 
Wright) M.A. Spencer & L.B. Sm., Phytologia 74 (2): 155. 
1993.Typus: C. Wright 674  p.p. (Holo: GH!), Cuba, 
Oriente, Monteverde. Jan.-Juli 1859.

8b Racinaea fraseri  (Baker) M.A.Spencer & L.B.Sm. H 8b / ohne weitere Angaben FRP 90-2610-2 

126 Racinaea spiculosa (Griseb.) M.A. Spencer & L. B. Sm. H 126 / Panama, leg. Grant 1999 FRP o.Nr.

128 Racinaea ropalocarpa (André) M.A.Spencer & L.B.Sm. H 128 / Peru, leg. Rauh 1976 (40082) FRP 90-9706-4-2 "epiphyt. in Sträuchern o. im Wald 920 - 2500m ü.M., 
duftet, empfindlich"

Projekt-Nr. Pitcairnioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

011 Ayensua uaipanensis  (Maguire) L.B.Sm. Venezuela, Auyantepui, ca. 2000 m N.N.; leg. Bütschi (Bern) 
1992 FRP 92-10168-4-2 alte Nr.: FRP 92-9510-2 

001 Brocchinia acuminata  L.B.Sm. H 001 / ohne weitere Angaben FRP 92-10169-4-0

187 Brocchinia micrantha (Baker) Mez H187 / Venezuela, Rauh (64500), ohne weitere Angaben HEID 105187

003 Brocchinia tatei  L.B. Sm. H 003 / Venezuela, Auyantepui 1800 -2400 m, leg. Bütschi 
(Bern) 1992 FRP 95-13566-4-2

089 Deuterocohnia brevispicata  Rauh & Hrodmadnik H  089 / Bolivien,  zw. Mujupampa u. Monteaguda, 1300 m, 
Dept. Santa Cruz, leg. Hromadnik (Nr. HR 5213) 27.07.1979 HEID 102379

196 Deuterocohnia chrysantha (Philippi) Mez in Martius
H 196 (nur Blatt) / Chile, leg. Herr Katz 1993 zwischen 
Antofagasta und Iquique; Pflanze im BG Bochum, 
Sukkulentenhaus

BG Bochum LLZ 679, nur Dias! Noch junge Pflanze - aber mit der 
typischen roten Blattfärbung!

FRP = Palmengarten der Stadt Frankfurt am Main, HEID = Botanischer Garten Heidelberg



Projekt-Nr. Pitcairnioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

090 Deuterocohnia glandulosa Gross H 090 / Bolivien, Dept. Tarija, bei Campo Serere auf dem 
Weg nach Villa Montez, 1200 m  HEID 103854

084 Deuterocohnia lotteae (Rauh)  M.A.Spencer & L.B.Sm.
H 084 / S-Bolivien, "Cumbre del Condor", 2700 m, Dept. 
Tarija, zw. Tarija und Navarez, leg. Hromadnik (Nr. 5131), 
August 1979

HEID 103817 Basionym: Abromeitiella lotteae  Rauh, Trop. Subtrop. 
Pflanzenwelt, 42: 5 (1983)

085 Deuterocohnia scapigera  (Rauh & Hromadnik)  
M.A.Spencer & L.B.Sm.

H 085 / Bolivien, Potosi,steile Felswände westl. von Palca 
Grande, 2400 m, leg. Hromadnik (Nr. HR 5275) 1979 HEID 130020 Basionym: Abromeitiella scapigera  Rauh & Hromadnik, 

Trop. Subtrop. Pflanzenwelt, 60: 5 (1987)

091 Dyckia estevesii  Rauh
H 091/ Brasilien / Est. Goias / im Trockental zwischen der 
Stadt Caiaponia und dem Rio Araguaua, ohne weitere 
Angaben

HEID 105188 

118 Dyckia goehringii  Rauh H 118 / Brasilien, Est. Minas Gerais, bei Diamantina, Klon 
der Typuspflanze  (Rauh 67622) HEID 105013

092 Dyckia remotiflora  Otto & F.Dietr. H 092 / Brasilien / ohne weitere Angaben HEID 130010 

156 Fosterella albicans (Griseb.) L.B.Sm.
H156 / Bolivien, "Road from Coracollo to Chulumsni, 84 km 
next to Qume. 2650 m Alt." (ohne weitere Angaben; 
Nachzucht aus Samen)

FRP 98-18320-1

158 Fosterella caulescens  Rauh
H 158 / Bolivien, arider bis semiarider, degradierter unterer 
interandiner Bergwald zw. La Paz und Catanavia (Yungas); 
terrestrisch wachsend, bei ca. 1200m

FRP 99-18434-3  Rauh 40579a;   Klon der Typuspflanze: Vgl. Rauh 1979

204 Fosterella floridensis  P.L.Ibisch, R.Vásquez & E.Gross

P. & C. Ibisch 97.83 / Santa Cruz: Province Florida, Refugio 
Volcanes, 18 05 S, 63 40 W, c. 1100m, 30.12.97, flowered in 
the garden of P. Ibisch (Eingang 29.05.2001 ex Bolivien/ P. 
Ibisch)

Blattmaterial aus 
Bolivien Erstbeschreibung: Rev. Soc. Boliv. Bot., 2(2): 120 (1999)

086 Fosterella penduliflora (C.H.Wright) L.B.Sm. H 086 / ohne genaue Angaben HEID 103655

088 Hechtia guatemalensis  Mez H 088 / Guatemala, leg. Rauh (70969) HEID 103967 weibl. Pflanze! 

093 Hechtia marnier-lapostollei  L.B.Sm. H 093 / Rauh 52617  HEID 103782 männl. Pfl. !

005 Hechtia stenopetala Klotzsch H 005 / Mexiko, Tehuacan, 2500m, leg. Andersohn 
11.03.1972 FRP 92-10661-4-2  alte Nr.: FRP 92-11439-2

034 Navia splendens  L.B.Sm. H 034 / ohne weitere Angaben FRP 92-10158-4-0

094 Pepinia corallina (Linden & André) G.S.Varadarajan & 
Gilmartin H 094 / ohne weitere Angaben HEID 104602

095 Pepinia verrucosa E.Gross H 095 / ohne weitere Angaben HEID o.Nr.

Trop. Subtrop. Pflanzenwelt 95: 9 (1997), non  Pitcairnia 
verrucosa  L. B. Sm. 1953 / Syn.: Pitcairnia elvirae 
D.C.Taylor & H.Rob. 
Harvard Pap. Bot. 4(1): 207 (1999).

P1 Pitcairnia feliciana (A.Chev.) Harms & Mildbr.
Beleg im BG Bonn (12804) / Republik Guinea (Westafrika) / 
nahe Kindia im Fouta Djalon-Hochland, leg. Porembski 
(1997?)

BG Bonn 12804

024 Pitcairnia heterophylla  (Lindley) Beer H 024 / ohne weitere Angaben FRP 93-11378-4-0 alte Nr.: FRP 93-12984-0

070 Pitcairnia loki-schmidtii  Barthlott & Rauh

H 070 / Zentralmexico, terrestrisch an Felshängen im 
Trockental südlich Puerto Vallarta (Estado Jalisco), Klon der 
Typuspflanze, leg. Hannelore Schmidt 1981 (24105); 
Holotypus HEID, Isotyp BG Bonn

HEID Erstbeschreibung: Die Bromelie, 2: 18 (1987)

P8 Pitcairnia pseudopungens  Rauh
P8 / Nord-Peru, Rio Maranon, oberhalb Balsas, Dptm. 
Amazonas, auf Felsen bei 1200m, leg. Rauh Juli 1980 
(52797a), Klon der Typuspflanze

FRP 92-11299-4-0

119 Pitcairnia rubro-nigriflora  Rauh
H 119 / NO-Peru, san Martin, oberhalb Tarapoto, an 
Erdabrissen im Bergwald, 800mNN, leg. Rauh August 1980 
(53676), Klon der Typuspflanze

HEID 103787 Trop. Subtrop. Pflanzenwelt 50: 32-34, fig. (1984)

123 Pitcairnia sceptrigera Mez H 123 / ohne weitere Angaben HEID 104511

060 Puya alpestris (Poepp.) Gay  H 060 / Chile 1982, ohne weitere Angaben HEID 103731

076 Puya densiflora Harms H 076 / Peru, leg. Rauh (26145), ohne weitere Angaben HEID 103568 Schwarz-lila blühend. Große Pfl. im Agavenhaus des 
B.G. Heidelberg

006 Puya laxa  L.B.Sm. H 006 / ohne weitere Angaben FRP 94 12923-4-00 "auf trockenen Böden, nahe  Puguina, Santa Cruz, 
Bolivien"

Projekt-Nr. Bromelioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

151 Acanthostachys pitcairnioides  (Mez) Rauh & Barthlott H 151 / Brasilien, Espirito Santo, Domingos-Martins, leg. 
Rauh (57600) 08.11.1983 FRP 93-11315-4-2 alte Nr.: FRP 93-12531-2

019 Acanthostachys strobilacea  (Schult. f.) Klotzsch H 019 / ohne weitere Angaben FRP 98-16986-0 

211 Aechmea aciculosa  Mez & Sodiro (Pothuava) H 211 /  ohne weitere Angaben HEID 103739 

Syn. Pothuava aciculosa  (Mez & Sodiro) L.B.Sm. & W.J. 
Kress / Phytologia 66: 75. 1989 ; Bull. Herb. Boissier ser. 
2. 4: 620 (1904),  Beleg Blatt + Fruchtstand mit gelben, 
„ronnbergiatypischen" Früchten

041 Aechmea aquilega  (Salisb.) Griseb. var. chrysocoma 
(Bak.) L.B.Sm. (Aechmea) H 041 / Brasilien, Bahia, ohne weitere Angaben FRP 98-16956-2

(Fl. Brit. W. Ind.: 592. 1864.) Ehemals Gravisia  Mez in 
Mart., Fl. bras. 3(3): 180. 1 Nov 1891. - LT.: 
Bromelia exsudans  Lodd., Bot. Cab. 9: ad t. 801. 
1824, designated by L.B. Smith (in ING Card No. 
00464. 1 Oct 1955). Gravisia exsudans , (Lodd.) 
Mez

152 Aechmea bromeliifolia  (Rudge) Baker (Macrochordion) H 152 / ex Wilhelma (Stuttgart) 1998, ohne weitere Angaben FRP 99-17993-3  

184 Aechmea calyculata (E. Morren) Baker (Ortgiesia) H 184 / Altbestand BG Heidelberg ohne genaue Daten, det. 
E. Gross November 1995; HEID 103296

K4 Aechmea chantinii  (Carrière) Baker (Platyaechmea) H K4 / ohne genaue Herkunftsangaben B.G. Kassel

241 Aechmea distichantha Lem. (Platyaechmea) H 241 / Altbestand B.G.Heidelberg ohne genaue 
Herkunftsangaben HEID 104948

008 Aechmea distichantha Lem. var. glaziovii  Baker 
(Platyaechmea) Z 1549, H 008 / Brasilien, Parana, leg. Kuzma, 19.03.99 FRP 88-16753-2 

042 Aechmea drakeana  Baker (Pothuava) Z 1100, H 042 / Ecuador, Loja, leg. Wülfinghoff 1998 (89-
308) FRP 98-16955-2

FRP = Palmengarten der Stadt Frankfurt am Main, HEID = Botanischer Garten Heidelberg



Projekt-Nr. Bromelioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

K5 Aechmea fasciata  (Lindl.) Baker (Platyaechmea) H K5 / ohne genaue Herkunftsangaben B.G. Kassel

248 Aechmea filicaulis  (Griseb.) Mez (Aechmea) H 248 / ohne genaue Herkunftsangaben FRP 98-16863-0 Notiz: "grüne Form"

144 Aechmea fulgens  Brongn. (Lamprococcus) H 144 / ohne genaue Herkunftsangaben FRP 98-16936-0

181 Aechmea gamosepala Wittm. (Ortgiesia) H 181 / ohne genaue Herkunftsangaben HEID 130384

272 Aechmea glomerata  (Beer) Mez (Lamprococcus) H 272 /  ohne genaue Herkunftsangaben FRP 98-16961-3 Bemerkungen: "neue Gattung?  Hohenbergia stellata 
Schult.f." und "NL 02, 04.1976"

043 Aechmea gracilis Lindm. (Ortgiesia) H 043 / Brasilien, leg. Kuzma ohne weitere Angaben FRP 98-16949-3 "epiphyt., 1000m ü.M."

270 Aechmea kertesziae  Reitz (Ortgiesia) H 270 / Fundort: Brasilien, St. Catarina, in Strandnähe; am 
6.4.82 aus BG Berlin in den Palmengarten gekommen FRP 98-16935-3

242 Aechmea lamarchei Mez (Macrochordion) GH Berlin 11309 / ohne genaue Herkunftsangaben BG Berlin 118-37-74-
86

150 Aechmea lueddemanniana  (K. Koch) Mez (Podaechmea) H 150 / ohne genaue Herkunftsangaben FRP 95-14215-0

143 Aechmea mariae-reginae  H.Wendland  (Pothuava) H 143 / Costa Rica, Tal Tierra Caliente (keine weiteren 
Angaben) FRP 98-16926-2

044 Aechmea mertensii  (Meyer) Schult. f. (Aechmea) Z 1572, H 044 / ohne genaue Herkunftsangaben FRP 98-16873-0 Notiz: "Untergattung Aechmea , 45-1700m ü.M., sehr 
kompakter Blütenstand"

249 Aechmea mertensii  (Meyer) Schult. f. (Aechmea) H 249 / ohne genaue Herkunftsangaben FRP 98-16873-0 (b) Vgl. Akz. 44: 2. Individuum der gleichen Herkunft

256 Aechmea mexicana  Baker (Podaechmea) H 256 / leg. Rauh Juli 1073: Ecuador, Sto. Domingo - 
Esmeraldas, 100 m, det. E. Gross 16.11.96; HEID 104025

222 Aechmea nudicaulis  (L.) Griseb. (Pothuava) H 222 /  Rauh 03.1989 (70198),  Brasilien, Minas Gerais, 12 
km östlich von Diamantina, det. E. Gross 25.06.96; HEID 103783

149 Aechmea ornata  Baker (Pothuava) H 149  /  ohne genaue Herkunftsangaben FRP 98-16929-0

218 Aechmea paniculata  Ruiz & Pav. (Aechmea) H 218 / ohne genaue Herkunftsangaben FRP o.Nr.  Petalen blau, postfloral: lila; Sepalen lepidot, mit 
schwarzer Stachelspitze

271 Aechmea pimenti-velosii Reitz (Ortgiesia) H 271 / ohne genaue Herkunftsangaben FRP 90-1144-4 det. Zizka, G. 1992

257 Aechmea racinae  L.B.Sm. (Lamprococcus) H 257 / ohne genaue Herkunftsangaben FRP 86-357-2-3 alte Nr.: FRP 98-16934-3

K7 Aechmea recurvata  (Klotzsch) L.B.Sm. (Ortgiesia) H K7 / ohne genaue Herkunftsangaben B.G. Kassel

185 Aechmea warasii E. Pereira (Lamprococcus) H 185  / ohne genaue Herkunftsangaben HEID 130354 nur: Rauh 69444

246 Aechmea weberbaueri  Harms (Pothuava) H 246 /  ohne genaue Herkunftsangaben FRP 98-16952-0

273 Aechmea weilbachii F. Didr. (Lamprococcus) H 273 /  ohne genaue Herkunftsangaben, bezogen über Fa. 
Prinsler 20.09.87 FRP 97-1467-2-3

259 Aechmea winkleri Reitz (Ortgiesia) H 259 / Brasilien, leg. G. Pfister, ohne nähere Angaben; det. 
E. Gross Januar 1996 HEID 103605

136 Ananas comosus (L.) Merrill H136 / Kulturpflanze Bot. Garten Frankfurt, 
Sammlung

Babyananas südafrik. Züchtung, aus "Blattschopf" 
gezogen

040 Ananas nanus  (L.B.Sm.) L.B.Sm. H 040 / ohne genaue Herkunftsangaben FRP o.Nr. Beleg + det. Horres 02/99, (Sukkulentensammlung des 
Palmengarten der Stadt Frankfurt am Main)

048 Androlepis skinneri  (K.Koch) Brongn. ex Houllet H 048 / Costa Rica, Prov. Cartago, ca. 1500 m ü.M., leg. 
Kuzma, s.n. FRP 97-16793-2

Verbreitung: Guatemala, Honduras, Costa Rica. 
Zweihäusige Pflanzen! 17.02.99 blühend: weibliche 
Pflanze!

K9 Araeococcus flagellifolius Harms H K9 / ohne genaue Herkunftsangaben B.G. Kassel Verbreitung der Gattung Araeococcus : Costa Rica, 
Kolumbien, Trinidad, Guyana, Brasilien

206 Araeococcus goeldianus L.B.Sm.
H 206 / Französisch Guayana, ohne genaue Angaben, nur: 
"Savanne Roche 14 Julliet", leg. Moonen, J., Nr. 204, März 
1998

FRP 99-18256-2 
 Beleg Infl. + Blatt 30.05.2001, Einzelblüten in Kewlösung 
(76.)  "Savanne Roche 14 Julliet", (Jungpflanzentausch: 98 
GR 00686) 

129 Billbergia decora  Poepp. & Endl. H 129 / ohne genaue Angaben, nur: Rauh (63786) FRP 90-733-2-4 (Subg. Helicodea) ; Bestimmung Zizka: 01/1999

36 Billbergia nutans H.Wendl. ex Regel H 036 / ohne genaue Herkunftsangaben FRP 99-18405-0 Pflanze im Bromelarium, PG

K11 Billbergia vittata  Brongn. H K11 / ohne genaue Herkunftsangaben B.G. Kassel

K13 Billbergia zebrina (Herbert) Lindley H K13 / ohne genaue Herkunftsangaben B.G. Kassel

029 Bromelia serra  Griseb. H 029 / Paraguay, Caapucu, leg. Piltz August 1988 FRP 98-17751-0 Im August 1998 erstm. geblüht, sehr dekorativ (rote 
Hochbl.)

047 Canistrum fosterianum L.B.Sm. H 047, Z 927 / ohne weitere Angaben FRP 86-347-2-3-3 alte-Nr.: FRP 86-16991-3 

079 Chevaliera cariocae (L.B.Sm.) L.B.Sm. & W.J.Kress H 079 / ohne genaue Herkunftsangaben FRP 98-16950-0

030 Chevaliera sphaerocephala  (Baker) L.B.Sm. & W.J.Kress Z 1104, H 030 / Samen ca. 1972 aus B.G. Rio de Janeiro, 
Brasilien FRP 90-1183-4-3 Der Palmengarten 03/1990: 137 - 140 (G. Zizka)

214 Cryptanthus bahianus  L.B.Sm. H 214 / ohne genaue Herkunftsangaben,  nur: "Coll. Dr. 
Oeser 1958: 119-20-74-83 / GH 11060ta" (BG Berlin?) HEID 103794 Verbreitung: NO-Brasilien

215 Cryptanthus glaziovii  Mez H 215 / ohne genaue Herkunftsangaben HEID 102583 Verbreitung: NO-Brasilien

018 Deinacanthon urbanianum  (Mez) Mez H 018 / Brasilien, leg. Horst 08.09.72, Standort unbekannt. FRP 98-17786-0 Laut altem Etikett "Argentina, Cordoba, 24.3.85". Det. E. 
Gross 04.02.97; 

140 Deinacanthon urbanianum  (Mez) Mez Bot. Garten, Sammlung                                                             H 140 / Bot. Garten 
Frankfurt, Sammlung

Zizka ex BG Meise, Belgien 1997;   (Etikett: Bromelia 
agavifolia !)

K14 Edmundoa lindenii (Regel) Leme K14 / ohne genaue Herkunftsangaben B.G. Kassel Syn.: Canistrum lindenii var. roseum (E.Morren) L.B.Sm. 
(nach Leme 1997: Edmundoa lindenii (Regel) Leme

213 Edmundoa lindenii (Regel) Leme H 213 / Rauh 59250, ohne genaue Angaben HEID 105009 
(lief bisher als Canistrum lindenii  var. lindenii )
Basionym: Nidularium lindenii  Regel (Gartenflora 1868: 
78.)

6a Fascicularia bicolor  (Ruiz & Pav.) Mez ssp. bicolor H 6a / Pflanze stammt aus GB FRP 98-16846-3

5a Fascicularia bicolor  (Ruiz & Pav.) Mez ssp. canaliculata 
Nelson & Zizka H 5a / Chile, leg. Rauh (40922), ohne weitere Angaben FRP 93-12574-3

FRP = Palmengarten der Stadt Frankfurt am Main, HEID = Botanischer Garten Heidelberg



Projekt-Nr. Bromelioideae: Art (Untergattung) Beleg-Nr. / Herkunft AKZ.-NR: Bemerkung

097 Fernseea itatiaiae  (Wawra) Baker H 097 / ohne genaue Angaben, nur: "Berg Itatiaia, 1700m, 
Provinz Rio de Janeiro, Brasilien" Heid 103654

067 Fernseea itatiaiae  (Wawra) Baker
H 067 / Brasilien, Est. Minas Gerais, Monte Itatiaia, 2400 m; 
Pfl. stammt vom BG.Bonn, dortige Garten Nr. 05783, leg. 
Barthlott März 1990, Nr. 90-6

HEID 102174 Beleg 20.01.99: H 067 (Nur Gipfelregion des Berges 
Itatiaia, 1700m, Provinz Rio de Janeiro, Brasilien)

111 Greigia mulfordii L.B.Sm. H 111 / Kolumbien, ohne weitere Angaben WT 13090

157 Greigia spec. nov.
Beleg B.Will: Kolumbien, Cundina marca, Monserrate, 
04°36'035''N, 074°03'238''W, leg. J.R.Grant 30.04.1999 
(19040)

FRP 99-19040-0
Nach Bettina Will, die an der Revision der Gattung 
Greigia  Regel arbeitet: aff. Greigia mulfordii  var. 
micrantha 

004 Greigia sphacelata  (Ruiz & Pav.) Regel H 004 / ohne weitere Angaben FRP 92-10171-4-3

037 Hohenbergia stellata  Schult. f. H 037 / ohne weitere Angaben FRP o.Nr. Bromelarium (Sept. 2001)

138 Hohenbergiopsis guatemalensis (L.B.Sm.) L.B.Sm. & 
R.W.Read

H 138 / ohne genaue Herkunftsangaben, nur: "leg. W. 
(4099)"  FRP 91-1227-8-3

Verbreitung dieser monotypischen Gattung nach Smith & 
Till 1998: "..., on trees in dense wet forest. S Mexico, 
Guatemala." 

087 Lymania alvimii (L.B.Sm. & Read) Read H 087 / Brasilien, Estado Bahia, ohne nähere Angaben, leg. 
Read s.n.

HEID 103784 und     
FRP 0-19135-3

Bemerkung: "Pfl. scheint selbststeril, vorzeitiges Entfernen der 
Kindel bewirkt Neuaustrieb, in Ampeln mit Kokosfasern, im Winter
öfter Trichter ausleeren, sonst Fäulnis." Pfl. stammt vom Mary 
Selby Botanical Garden.

052 Neoglaziovia variegata  (Arruda) Mez H 052 / Brasilien, ohne weitere Angaben FRP 97-16794-3 Notiz: "stammt aus Trockengebieten" ; seit Mai 1974 im 
Palmengarten

081 Neoregelia binotii  (Antoine) L.B.Sm. H 081 / S-Brasilien, Herkunft: Broersma, Holland, 10.05.77 FRP 98-16967-3 Verbreitung: Süd-Brasilien

080 Neoregelia laevis  (Mez) L.B.Sm. H 080 / Brasilien, St. Catarina. Herkunft: Condolf, Schweiz, 
1981 FRP 98-16962-3 "Blattränder unbewehrt, zusammengesetzter 

Blütenstand, Sektion Amazonicae"

137 Nidularium procerum Lindm. H 137 / ohne genaue Herkunftsangaben FRP 99-18618-3 Bemerkung: "D 14 07.95 ex AB 40 01.03.91 Leme 1666"

023 Ochagavia elegans  Phil. H 23a / Pflanze als Jungpflanze kam aus GB (GB 29, 
02.1996, Nr. 1987-2763) FRP 98-16852-3

15a Ochagavia litoralis  (Phil.) Zizka, Trumpler & Zoellner H 15a / Chile, leg. Zoellner, ohne weitere Angaben FRP 98-16853-2 Zuerst als Ochagavia carnea  (Beer) L.B.Sm. & Looser  
bestimmt  

223
Orthophytum supthutii  E.Gross & Barthlott                           
(in J. Bromeliad Soc., 40(5): 217 (1990), ohne lateinische 
Diagnose)

H223 / Brasilien, an senkrechten Felswänden in einem 
Restwaldgebiet 50 km nördlich von Chapao do Sol, Minas 
Gerais; leg. Barthlott & Supthut Febr. 1988 (10315), Trop. 
Subtrop. Pflanzenwelt 75 (1990): 46, Klon der Typuspflanze

HEID 102160

Syn.: Cryptanthus duartei L.B.Sm. [Smithson. Misc. Coll. 
cxxvi. No. 1 (Bromel. Braz.) 23 (1955)] /  Typus in 
Herbarium Bradeanum (HB), Caixa Postal 15005, 20031-
970 Rio de Janeiro, Rio de Janeiro, Brazil

239 Portea leptantha Harms H 239 / ohne genaue Herkunftsangaben, nur: "leg. Konsul 
Schubert 29.08.1979" FRP 99-18222-3 Verbreitung der Gattung Portea : Ost-Brasilien

053 Portea petropolitana  L.B.Sm. var. extensa  L.B.Sm. H 053, Z 1056 / ohne genaue Herkunftsangaben FRP 99-18000-0 Verbreitung der Gattung Portea : Ost-Brasilien

141 Pseudananas sagenarius  (Arruda da Camara) Camargo H 141 / ohne genaue Herkunftsangaben FRP 94-12940-4-0

Nach Smith & Till 1998: "(2n = 100) ... terrestrial on open 
ground to dense forest, from near sea level to 1400 m 
alt, Ecuador, Bolivia, Brazil, Paraguay, Argentina." 
(gepflanzt im Hist. Schauhaus,Vitrine 3)

050 Quesnelia edmundoi  L.B.Sm. Z 964, H 050 / ohne weitere Angaben, Herkunft: 03.07.85 
aus BG Berlin FRP 92-10483-3 Verbreitung: Ost-Brasilien

051 Quesnelia lateralis  Wawra Z 1554, H 051 / ohne weitere Angaben FRP 90-10484-0 Verbreitung: Ost-Brasilien

220 Quesnelia liboniana  (De Jonghe) Mez Z 1384, H 220 / ohne weitere Angaben FRP 99-17934-0 Verbreitung: Ost-Brasilien

210 Ronnbergia explodens  L.B.Sm. H 210 / Rauh 44584 HEID 102977 
Verbreitung der Gattung Ronnbergia : Costa Rica bis 
Peru. Nach Smith & Till 1998: "Probably to be merged 
with Aechmea ."

120 Ronnbergia petersii  L.B.Sm. H 120 / ohne genaue Herkunftsangaben FRP 99-17997-3 Bemerkung: "Pan.: Cerro de Sele, ca. 750m" 
(Panama?); bezogen von der Fa. Prinsler, 18.10.1979

267 Streptocalyx poeppigii Beer H 267 / Herkunft: Broesma, Holland 10.05.77; FRP 94-1263-4

127 Ursulaea macvaughii  (L.B.Sm.) R.W.Read & H.U.Baensch H 127 / ex BG Wien Dez.1999, W.Till 255 FRP o.Nr. Verbreitung der Gattung Ursulaea : Mexico

033 Ursulaea tuitensis  (Magaña & E.J.Lott) R.W.Read & 
H.U.Baensch H 033 / ohne genaue Herkunftsangaben FRP o.Nr. Vitrine 3 (2.Pfl. Eingangsoctagon)

049 Wittrockia superba  Lindm. H 049 / ohne weitere Angaben FRP 93-12641-0 Verbreitung: Ost-Brasilien

OTUs als Außengruppe

059 Barbacenia elegans (Oliv. ex Hook.f.) Pax (Velloziaceae) H 059 / ohne weitere Angaben FRP 95-15078 0
072 Rapatea paludosa  Aubl. (Rapateaceae) H 072 / ohne weitere Angaben BG Bonn 8522

135 Zingiber officinale Rosc. (Zingiberaceae) H 135 / Kulturpfl. ohne weitere Angaben Bot. Garten Frankfurt, 
Sammlung

FRP = Palmengarten der Stadt Frankfurt am Main, HEID = Botanischer Garten Heidelberg



Anlage II: Verwendete Enzyme, Puffer und Lösungen 
 

Auftragspuffer für denaturierende PAA-Gele 98 % Formamid, 10mM EDTA, 0,1 % Bromphenolblau (w/v),  
 0,1 % Xylencyanol (w/v) 
Blaumarker für Agarosegele 10% Glycerin, 0,05% Bromphenolblau, 0,05 % Xylencyanol, pH > 7,0 
Carnoy (3:1) 3 Teile Ethanol (reinst)/1 Teil Eisessig (v/v) 

Chloroform/Isoamylalkohol 24/1 (v/v) (PA-Qualität von ROTH) 

CTAB-Aufschlußpuffer 2% (w/v) Cetyltrimethylammoniumbromid, 
Hexadecyltrimethylammonium Bromide [C19H42NBr]. 

 1,4 M NaCl, 20 mM EDTA, 100 mM Tris-HCl,  
 0,2 % ß-Mercaptoethanol (MET, [v/v]) pH 8,0 
Tris/Tris-HCl Tris-(hydroxymethyl)-aminomethane [C4H11NO3] 

DAPI:  4'-6-Diamidino-2-phenylindole 

DNA-Auftragspuffer:  (engl. "loading buffer") 30% Glycerin (v/v),  
  0,1 % Bromphenolblau (w/v), 0,1 % Xylencyanol (w/v) 
EB-Puffer (engl. "Elutionbuffer")  10mM TRIS-HCl (pH 8,5) 

EDTA  Ethylendiamintetraessigsäure 

Ethidiumbromid-Stammlösung 10 mg/ml in aqua bidest 

8-Hydroxychinolin 8-Chinolinol, 8-HQ 

Isopropanol 0,6-0,7 % (v/v) 

Längenstandard Lambda 1 µg (2,0 µl) Lambda DNA (Pharmacia Biotech), 
 2,0 µl `One for All´ 10x Puffer, 0,5 µl PstI (15 U/µl),  
 14,5 µl steriles H2O, (bei 37°C 1h inkubieren) 
LB-Medium In 1l: 10g Bacto-Trypton, 5g Bacto-Hefeextrakt, 10g NaCl, aqua bidest 

(pH 7.0) 
MET β-Mercaptoethanol  

MgCl2 Magnesiumchlorid, 50 mM 

Natriumacetatlösung 3 mol/l 24,6 g Natriumacetat (Roth, 99% p.a., wasserfrei) mit  sterilem H2O auf 
100 ml auffüllen, mit Essigsäure den pH-Wert auf 5,2 einstellen, 
sterilfiltrieren 

PAA-Gel Polyacrylamidgel 

Phenol RotiPhenol (gebrauchsfertige, TE-gesättigte Phenollösung der Firma 
ROTH) 

10x Puffer 50mM KCl, 20 mM Tris-HCl (pH 8,0) 

SOC-Medium 2 % Bacto-Trypton, 0,5 % Bacto-Hefe-Extrakt, 10 mM NaCl, 2,5 mM 
KCl, 10 mM MgCl2, 10 mM MgSO4, 20 mM Glucose 

Taq (GibcoBRL)  Hitzestabile DNA-Polymerase aus Thermus aquaticus 
Taq-10x-Puffer (GibcoBRL) 500 mM KCL, 100 mM Tris-HCl, 15 mM MgCl2, pH 9,0 

0,5 x TBE-Puffer 0,045 M Tris-Borat, 0,001 M EDTA, pH 8,0 

TE-Puffer 50 mM Tris-HCl, 10 mM EDTA, pH 8,0 und 8,5 
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Anlage III 
Neue, von 18S und 26S rDNA Sequenzen aus der EMBL-Datenbank abgeleitete Primerpaare wurden in verschiedenen 
Kombinationen getestet. Ziel war die direkte Amplifikation und Sequenzierung mit bromelienspezifischen Primern unter 
stringenten Bedingungen. 
 
Hier: Einbeziehung einer 18 S rDNA-Sequenz von Puya raimondii und weiteren Arten (Sequenz der NCBI / EMBL-Datenbank) 
in einem CLUSTAL X-Alignment. Die Primer wurden für die farbig hervorgehobenen Bereiche mit dem Programm Primer 3 
(ROZAN & SKALETZKY, 1998) entworfen. Die Oligonucleotidsynthese wurde bei der Firma BIOSPRING in Auftrag gegeben. 
 
Salacca                AACACGGGGAAACTTACCAGGTCCAGACATAGCAAGGATTGACAGACTGAGAGCTCTTCC 
Phoenix                AACACGGGGAAACTTACCAGGTCCAGACATAGCAAGGATTGACAGACTGAGAGCTCTTTC 
C18S                   AACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGACTGAGAGCTCTTTC 
Aechmea                AACACGGGGAAACTTACCAGGTCCGGACATAGCAAGGATTGACAGACTGAGAGCTCTTTC 
Glomeropitcairnia      AACACGGGGAAACTTACCAGGTCCGGACATAGNAAGGATTGACAGACTGAGAGCTCTTCC 
Puya                   AACACGGGGAAACTTACCAGGTCCGGACATAGCAAGGATTGACAGACTGAGAGCTCTTTY 
Ananas                 AACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGACTGATAGCTCTTTC 
18S                    AACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGACTGAGAGCTCTTTC 
Mayaca                 AACACGGGGAAACTTACCAGGTCCAGACATAGCAAGGATTGACAGATTGAGAGCTCTTTC 
                       ************************ ******* ************* *** *******   
       für PRIMER 18S4 
Salacca                ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Phoenix                ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
C18S                   ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Aechmea                ---T-GATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Glomeropitcairnia      ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Puya                   ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Ananas                 ---GAGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
18S                    ---TTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
Mayaca                 AAATTGATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGG 
                            ******************************************************* 
 
Salacca                TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTATGCGGAGGCATCTCCCC 
Phoenix                TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTATGCGGAGGCATCCCTCC 
C18S                   TTAATTCSGTTAACGAACGAGACCTCAGCCTGCTAAACNNNNNNGAGGATCTCCTCCTCC 
Aechmea                TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTACGCGGAGGCATCCCTCC 
Glomeropitcairnia      TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTACGCGGAGGAATCCCTCC 
Puya                   TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTACGCGGAGGCATCCCTCC 
Ananas                 TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTATGCGGAGGCGACCCTCC 
18S                    TTAATTCCGATAACGAACGAGACCTCAGCCTGCTAACTAGCTATGTGGAGGGTTCCTTCC 
Mayaca                 TTAATTCCGTTAACGAACGAGACCTCAGCCTGCTAACTAGCTATGTCGAGAC-TATCTCG 
                       ******* * **************************        *  **         *  
 
Salacca                GTCGCCAGCTTCTTAGAGGGACTATGTCCGCTTAGGCCAAGGAAGTTTGAGGCAATAACA 
Phoenix                GCGGCCAGCTTCTTAGAGGGACTATGRCCGCTTAGGCCACGGAAGTTTGAGGCAATAACA 
C18S                   ACGGCCAGCTTCTTAGAGGGACTATGGCCGCTTAGGCCACGGAAGTTTGAGGCAATAACA 
Aechmea                GCGGCGAGCTTCTTAGAGGGACTATGGCCGCTCAGGCCACGGAAGTTTGAGGCAATAACA 
Glomeropitcairnia      GCGGCGAGCTTCTTAGAGGGACTATGGCCKCTCAGGCCACGGAAGTTTGAGGCAATAACA 
Puya                   GCGGCGAGCTTCTTAGAGGGACTATGGCCGCTTAGGCCACGGAAGTTTGAGGCAATAACA 
Ananas                 GTGGCCAGCTTCTTAGAGGGACTATGGCCGCATAGGCCACGGAAGTTTGAGGCAATAACA 
18S                    ACAGCTAGCTTCTTAGAGGGACTATGGCCTTCCAGGCCACGGAAGTTTGAGGCAATAACA 
Mayaca                 GCAGCTAGCTTCTTAGAGGGACTATGGCCGCATAGGCCACGGAAGTTTGAGGCAATAACA 
                          ** ******************** **    ****** ******************** 
 
Salacca                GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Phoenix                GGTCTGTGATGCCCTTAGATGTTCTGGACCGCACGCGCGCTACACTGATGTATCCAACGA 
C18S                   GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Aechmea                GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Glomeropitcairnia      GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Puya                   GGTYTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Ananas                 GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
18S                    GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
Mayaca                 GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGATGTATTCAACGA 
                       *** *********************** ************************* ****** 
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für PRIMER 18S3 

Salacca                GTCTATAGCCTTGGCCGACAGGCCCGGGTAATCTTGGCAAATTTCATCGTGATGGGGATA 
Phoenix                GTCTATAGCCTTGGCCGACAGGCCCGGGTAATCTTCGAAAATTTCATCGTGATGGGGATA 
C18S                   GTCTATACCCTTGGCCGACAGGCCCGGGTAATCTTCGGAAATTTCATCGTGATGGGGATA 
Aechmea                GTCTATAGCCTTGGCCGACAGGCCCGGGTAATCTTGGGAAATTTCATCGTGATGGGGATA 
Glomeropitcairnia      GTCTATAGCCTTGGCCGACAGGCCCGGGTAATCTTGGGAAATTTCATCGTGATGGGGATA 
Puya                   GTCTATAGCCTTGGCCGACAGGCCCGGGTAATCTTGGGAAATTTCATCGTGATGGGGATA 
Ananas                 GTCTATAACCTTGGCCGATAGGCCCGGGTAATCTTTGAAAATTTCATCGTGATGGGGATA 
18S                    GTCTATCACCTTGGCCGACAGGCCCGGGTAATCTTTGAAA-TTTCATCGTGATGGGGATA 
Mayaca                 GCATATCGCCTTGGCTGAAGGGCTCGGGCAATCTTCGAAA-TTTCATCGTGATGGGGATA 
                       *  ***  ******* **  *** **** ****** * ** ******************* 
 
Salacca                GATCATTGCAATTGRTGGTCTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCG 
Phoenix                GATCATTGCAATTGTTGGTCTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCG 
C18S                   GATCATTGCAATTGTTGGTCTTGAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCG 
Aechmea                GATCATTGCAATTGTTGGTCTTCAACGAGGAATGCCTAGTAAGCGCGAGTCATCAGCTCG 
Glomeropitcairnia      GATCAATGCAATTGTTGGTCTTCAACGAGGAATGCCTAGTAAGCGCGAGTCATCAGCTCG 
Puya                   GATCATTGCAATTGTTGGTCTTCAACAAGGAATNCCTAGTAAGCGCNAGTCATCAGCTCG 
Ananas                 GATCATTGCAATTGTTGGTCTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCG 
18S                    GATCATTGCAATTGTTGGTCTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCG 
Mayaca                 GATCATTGCAATTGTTGGTCTTCAACGAGGAATGCCTCGTAAGCGCGAGTCATCAGCTCG 
                       ***** ******** ******* *** ****** *** ******** ************* 
     PRIMER 18S2    PRIMER 18S1 
Salacca                CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
Phoenix                CGTTGACTACGTCCCTGCCCTRCGYACACACCGYCCGTCGCTCCTACCGATTGAATGGTC 
C18S                   CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
Aechmea                CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
Glomeropitcairnia      CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGYCGCTCCTACCGATTGAATGGTC 
Puya                   CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
Ananas                 CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
18S                    CGTTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
Mayaca                 CGCTGACTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTC 
                       ** ******************  * ******** *** ********************** 
 
Salacca                CGGTGAAGTGCTCGGATCGCGGCGACGCGAGCGTTCCGCCGCTCGCGACGTCGCGAGAAG 
Phoenix                CGGYGAAGTGTTCGGATCGSGRCGACGCGACGGT--CGCCGCCCKCGACGTCGCGAGAA- 
C18S                   CGGTGAAGTGTTCGGATCGCGGCGACGAGGGCGGTTCGCCGCCGGCGACGTTGTGAGAAG 
Aechmea                CGGTGAAGTGTTCGGATCGCGGCGACGCGGGCGGTCCGCCGCTCGCGACGTCGCGAGAAG 
Glomeropitcairnia      CGGTGAAGTGTTCGGATCGCGGCGACGCGGGCGGTCCGCCGTTCGCGACGTC-------- 
Puya                   CGGTGAANTGTTCGGATCGCGGCGACKCGGGCGGTCCGCCGCTCGCAACGTCNCNAGAAG 
Ananas                 CGGTGAAGTGCTCGGATCGCGGCGATGTGGGCGGTTTGCCGCCTGTGACGTCGTGAGAAG 
18S                    CGGTGAAGTGTTCGGATCGCGGCGACGTGGGCGGTTCGCTGCCGGCGACGTCGCGAGAAG 
Mayaca                 CGGTGAAGTGTTCGGATCGCGGCGACGCGCGCGGTTCGCCGCATGCGACGTCGTGAGAAG 
                       *** *** ** ******** * ***   *   *    ** *      ****          
 
 



Anlage IV Datenmatrix des AFLP-Datensatzes der Gattungsgruppe 1

Akz.-
Nr.

4 111 27a 112 113 114 115 117 23a (Z) 77 4a 6a 9a 10a 11a 5a 14a 16a 17a 48 49 87

OTU Greigia 
sphacelata

Greigia cf. 
mulfordii

Greigia 
sphacelata

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
carnea

Ochagavia 
carnea

Ochagavia 
elegans

Ochagavia 
elegans

Fascicularia 
ssp. bicolor

Fascicularia 
ssp. bicolor

Fascicularia 
ssp. bicolor

Fascicularia 
ssp. bicolor

Fascicularia 
ssp. bicolor

Fascicularia 
ssp. 

canaliculata

Fascicularia 
ssp. 

canaliculata

Fascicularia 
ssp. 

canaliculata

Fascicularia 
ssp. 

canaliculata

Androlepis 
skinneri

Wittrockia 
superba

Lymania 
alvimii 

1 1 1 1 1 1 1 1 1 1 1 1 0 0 1 1 0 1 1 1 0 0 0 1
2 0 1 1 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 0 1 1 0 2
3 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3
4 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4
5 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 5
6 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 6
7 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 7
11 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 11
12 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 12
13 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 0 0 0 0 1 0 13
14 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 14
15 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 15
17 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 17
18 1 0 1 1 1 0 1 1 0 0 1 1 1 1 1 1 1 1 1 0 0 0 18
19 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 19
20 0 1 1 1 1 0 1 0 1 1 1 1 1 0 1 1 1 1 1 0 0 0 20
21 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 21
22 22
23

0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0
230 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 1 0 1

24 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 24
25 1 0 1 1 1 1 0 0 0 0 0 0 0 0 0 1 1 1 1 0 1 0 25
26 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 26
27 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 27
28 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 28
29 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 1 1 1 1 0 1 0 29
30 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 1 0 0 30
31 0 0 0 1 1 0 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 1 31
32 0 0 0 0 0 1 1 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 32
33 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 1 33
34 0 0 0 0 0 1 1 1 1 1 0 0 0 0 1 1 1 1 1 0 0 0 34
35 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 35
36 1 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 36
37 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 37
40 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 40
41 0 0 0 1 1 1 0 0 0 0 1 0 1 1 1 1 1 1 1 0 1 1 41
42 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 42
44 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0 1 44
45 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 45
47 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 47
48 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 48
49 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 0 1 1 0 49
50 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 1 1 1 1 1 0 0 50
57 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 57
59 1 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 59
60 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 60
61 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 61
63 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 1 1 1 1 0 0 0 63
64 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 64
65 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 65
66 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 66
67 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 67
68 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 68
69 0 1 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 69
70 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 70
71 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 71
72 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 72
73 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 73
74 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 74
75 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 75
76 0 1 1 1 1 1 1 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 76
77 1 0 0 0 0 0 1 1 0 0 0 0 0 1 0 1 0 0 0 0 0 0 77
78 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 78
79 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 79
80 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 80
81 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 81
83 0 1 0 1 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 83
84 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 84
86 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 1 86
87 0 1 0 1 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 87
88 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 88
89 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 89
90 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 90
91 0 1 1 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 91
92 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 92
93 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 93
94 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 94
95 0 1 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 95
96 1 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 96
97 1
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97
98
99 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1

98
99

100 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 1 1 1 1 0 0 0 100
101 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 101
102 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 1 102
103 0 0 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 1 103
104 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 104
107 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 107
108 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 108
109 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 109
111 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 111
112 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 112
114 0 1 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 114
115 0 1 1 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 115
116 0 0 0 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 0 0 116
118 0 0 0 1 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 118
120 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 120
121 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 121
123 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 123
124 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 1 1 0 0 124
125 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 125
126 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 126
127 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 127
128 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 128
129 0 0 0 1 1 1 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 129
130 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 130
131 0 0 0 0 0 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 131
132 0 0 0 0 1 1 1 1 0 0 1 1 0 1 1 0 0 0 0 1 0 0 132
133 0 1 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 133
134 0 0 0 0 1 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 134
135 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 135
136 0 1 0 0 1 0 0 0 1 1 0 1 1 1 1 0 0 0 0 1 1 0 136
137 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 1 137
139 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 139



Anlage IV Datenmatrix des AFLP-Datensatzes der Gattungsgruppe 1

140 0 0 0 0 1 1 1 1 0 0 1 0 1 1 1 0 0 0 0 0 0 0 140
141 0 0 0 1 1 1 1 0 1 1 0 1 1 1 1 0 0 0 0 1 0 0 141
142 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 142
143 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 143
144 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 144
145 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 145
146 0 1 0 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 146
147 0 0 0 1 0 1 1 1 1 1 0 0 0 0 0 1 1 1 1 0 0 0 147
148 0 0 0 0 1 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 148
149 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 1 1 1 1 0 0 149
150 0 0 0 1 0 1 1 1 1 0 0 0 0 1 1 1 1 1 1 1 1 1 150
151 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 151
152 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 152
153 0 1 1 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 153
154 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 154
156 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 156
157 0 0 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 157
158 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 158
159 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 159
160 0 0 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 160
161 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 161
162 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 162
163 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 1 1 1 0 0 0 163
164 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 164
165 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 165
166 0 1 1 1 1 1 1 1 0 0 1 1 0 0 0 1 1 1 1 1 0 0 166
167 0 0 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 167
168 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 168
170 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 170
171 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 171
172 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 172
173 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 173
174 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 174
175 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 175
176 0 0 0 0 1 1 0 0 1 1 1 1 1 1 1 0 1 1 1 0 0 0 176
177 0 0 0 0 0 0 1 1 1 1 0 1 0 0 0 1 1 1 1 1 0 1 177
178 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 1 1 0 1 1 178
179 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 179
180 1 1 1 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 180
181 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 181
182 0 1 0 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 1 0 0 182
184 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 184
185 0 0 0 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 0 0 0 185
188 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 0 0 1 0 0 188
189 0 1 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 1 0 189
190 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 190
191 0 0 0 0 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 0 0 0 191
192 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 0 0 0 0 0 192
193 0 1 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0 0 0 0 1 0 193
194 0 0 0 0 1 1 1 1 1 1 0 0 1 1 1 0 0 0 0 0 0 0 194
195 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 1 1 0 0 1 195
196 0 1 0 0 1 0 0 0 0 0 1 1 1 1 1 0 1 1 1 0 0 0 196
197 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 197
198 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 198
199 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 199
200 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 200
201 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 201
202 0 0 0 1 1 1 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 202
203 1 1 0 0 0 0 0 0 1 1 1 1 1 1 1 1 0 1 1 1 1 1 203
204 0 0 0 1 1 0 1 1 0 0 0 1 0 0 0 1 0 0 0 0 0 0 204
205 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 205
206 1 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 1 206
207 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207
208 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 208
209 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 209
210 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 210
211 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 211
212 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 212
213 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 213
214 0 0 0 1 1 1 1 0 1 1 0 0 0 0 0 1 1 1 1 0 0 0 214
215 0 1 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 1 1 1 0 215
216 0 0 0 0 1 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 216
217 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 1 1 1 1 0 0 217
218 1 1 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 0 0 0 218
219 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 219
220 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 220
221 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 221
222 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 222
223 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1 1 0 0 0 0 0 0 223
224 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 224
225 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 225
226 0 0 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 226
227 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 227
228 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 228
229 0 0 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 229
230 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 230
231 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 231
232 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 232
233 0 0 0 1 1 1 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 233
234 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 0 0 0 0 234
235 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235
236 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 236
237 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 237
238 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 238
239 1 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 0 239
240 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 240
241 0 0 0 1 1 1 1 1 0 0 1 1 1 0 1 1 0 0 0 0 0 0 241
242 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 242
243 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 243
244 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 244
245 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 245
246 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 246
247 1 1 0 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 247
248 1 1 0 1 1 1 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 248
249 0 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 1 0 0 1 0 0 249
250 0 0 0 1 1 0 1 1 1 1 0 0 0 0 0 0 1 0 0 0 1 0 250
251 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 251
252 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 252
253 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 253
254 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 254
255 0 0 0 0 1 0 1 0 0 0 1 1 0 0 0 0 0 0 0 1 0 0 255
256 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 256
257 0 1 0 1 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 257
259 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 259
260 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 260
261 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 261
262 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 262
263 0 0 0 1 1 1 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 263
264 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 264
265 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 265
267 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 267
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268 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 1 0 268
269 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 269
270 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 270
271 0 0 0 1 1 1 0 0 1 1 1 1 0 0 0 1 1 1 1 0 1 0 271
272 1 1 1 1 1 1 1 1 0 0 1 1 0 1 0 1 1 0 1 1 1 0 272
273 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 273
274 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 274
275 0 0 0 1 1 1 0 1 1 1 1 1 0 0 0 1 0 0 0 1 0 0 275
276 1 0 1 1 1 0 1 1 1 1 1 1 0 0 0 1 0 0 0 1 0 0 276
277 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 277
278 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 278
279 0 0 0 1 0 1 0 0 0 0 1 0 0 0 0 1 1 1 1 1 1 0 279
280 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 1 0 1 280
281 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 281
282 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 282
283 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 283
284 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 284
285 0 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 285
286 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 1 1 0 0 286
288 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 288
289 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 289
290 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 290
291 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 291
292 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 292
293 0 0 0 1 1 1 1 1 1 1 1 0 0 1 1 0 1 0 1 0 0 0 293
294 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 294
295 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 295
296 0 0 0 1 0 1 1 1 1 1 0 0 0 1 0 0 1 0 1 0 0 0 296
297 0 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 297
298 0 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 298
299 0 0 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 299
300 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 300
301 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 1 1 1 1 0 0 0 301
302 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 302
303 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 303
304 1 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 0 0 0 0 304
305 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 305
306 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 306
307 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 307
308 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 308
309 0 0 0 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 0 0 1 309
310 0 0 0 1 1 1 0 0 0 0 0 1 1 1 1 1 1 1 1 0 0 0 310
311 0 1 0 0 0 0 0 1 0 0 0 1 1 1 1 1 1 1 1 0 0 0 311
312 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 312
313 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 313
314 0 1 0 0 0 0 0 0 1 1 0 1 1 0 0 1 1 1 1 0 0 0 314
315 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 315
316 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 316
317 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 317
318 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 1 0 0 0 0 0 318
319 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 319
320 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 320
321 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 321
322 1 1 1 1 1 1 1 1 1 1 0 1 1 0 1 0 0 0 0 0 0 0 322
323 0 0 0 1 1 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 323
324 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 1 1 1 0 0 0 324
325 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 325
326 1 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 1 1 1 0 0 0 326
327 0 0 0 1 1 1 1 1 0 0 1 1 1 0 1 1 0 0 0 0 0 0 327
328 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 328
329 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 329
330 0 1 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 0 0 0 330
331 0 1 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 331
332 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 332
333 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 1 1 0 0 0 333
334 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 1 1 0 334
335 0 0 0 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 1 1 0 335
336 0 0 0 0 0 0 0 1 1 1 1 0 1 0 0 0 0 0 0 1 1 0 336
337 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 337
338 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 338
340 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 1 0 340
341 0 1 0 1 0 1 0 0 0 0 0 1 1 0 0 1 1 1 1 0 0 0 341
342 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 342
343 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 343
346 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 346
347 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 347
348 0 0 0 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 348
349 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 349
350 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 1 1 1 1 0 0 0 350
351 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 351
352 1 1 1 1 1 1 1 1 1 1 1 0 0 1 1 0 1 1 1 0 0 0 352
353 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 353
354 1 1 0 1 1 0 0 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 354
355 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 355
356 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 356
358 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 358
359 0 0 0 1 1 1 0 1 1 1 1 0 0 1 1 0 1 1 1 0 0 0 359
360 1 1 1 1 1 1 0 1 1 1 1 1 1 0 0 1 1 1 1 0 0 0 360
361 1 1 1 1 1 1 1 1 1 1 1 0 0 1 0 1 1 1 1 0 0 0 361
363 0 0 0 1 0 1 0 0 1 1 0 1 1 1 1 1 0 0 0 0 0 0 363
364 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 364
366 0 0 0 1 1 1 0 0 1 1 0 0 1 1 0 0 1 1 1 0 0 0 366
367 1 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 367
368 0 0 0 1 0 1 0 1 1 1 0 0 0 1 0 1 1 1 1 0 0 0 368
369 1 0 1 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 369
370 0 1 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 1 0 370
373 0 1 0 1 1 1 1 1 1 1 1 0 0 1 1 0 1 1 1 0 0 0 373
376 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 376
377 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 377
378 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 378
379 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 1 1 1 0 0 0 379
380 0 0 0 0 0 0 1 0 1 1 0 0 0 0 0 1 1 1 1 0 0 0 380
381 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 381
382 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 382
383 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 383
384 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 1 1 1 0 0 0 384
385 0 1 1 1 1 1 0 0 1 1 1 0 0 0 1 0 1 1 1 0 0 0 385
386 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 386
387 1 1 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 1 1 0 387
388 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 388
389 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 389
390 1 1 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 390
391 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 1 1 0 1 0 0 0 391
392 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 392
393 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 393
394 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 394
395 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 1 0 1 0 0 0 395
396 1 1 0 0 0 0 1 1 0 0 1 1 1 1 1 0 0 0 0 0 0 0 396
397 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 397
398 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 1 1 1 1 0 0 0 398
399 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 399



Anlage IV Datenmatrix des AFLP-Datensatzes der Gattungsgruppe 1

400 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 1 1 0 1 0 0 0 400
401 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 0 0 0 401
402 1 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 402
403 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 403
404 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 404
405 0 0 0 0 0 0 0 0 1 1 0 0 1 1 1 0 1 0 1 0 0 0 405
406 0 0 0 0 0 0 1 1 0 0 1 1 1 1 1 0 1 0 1 0 1 1 406
407 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 407
408 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 408
409 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 0 409
410 0 0 0 1 1 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 410
411 1 0 0 1 1 1 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 411
412 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 1 0 1 0 0 1 412
413 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 1 413
414 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 1 0 1 0 0 1 414
415 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 415
416 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 416
417 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 417
418 1 1 1 1 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 418
419 1 1 1 1 1 1 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 419
420 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 420
421 0 0 0 0 0 1 0 0 1 1 0 1 1 1 1 0 0 0 0 0 0 0 421
422 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 1 0 1 0 0 0 422
423 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 1 423
424 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 424
425 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 425
426 0 0 0 1 1 1 1 1 1 1 0 0 0 0 1 0 1 0 1 1 1 1 426
427 0 0 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 427
428 0 1 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 428
431 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 431
432 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 1 1 1 0 0 0 432
433 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 433
434 0 0 0 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 434
435 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 435
437 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 437
438 0 0 0 0 0 0 1 1 0 0 1 1 1 1 1 0 0 0 0 0 0 0 438
439 0 0 0 0 0 0 1 0 0 0 1 1 1 1 1 1 1 1 1 1 0 0 439
440 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 0 0 0 440
441 0 0 0 0 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 441
442 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 442
443 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 443
445 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 0 0 0 445
446 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 446
447 0 0 0 0 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 0 0 447
448 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 448
449 1 0 0 0 0 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 449
450 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 450
451 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 451
453 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 453
454 1 1 1 1 1 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 1 0 454
455 1 1 0 0 1 1 1 0 1 1 0 0 1 0 0 0 0 0 0 0 1 1 455
456 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 456
457 0 0 0 0 1 1 1 0 0 0 1 0 1 1 1 0 1 0 1 1 1 1 457
458 1 1 0 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 458
459 0 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 459
460 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 1 1 460
461 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 461
462 1 1 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 462
463 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 463
465 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 465
466 0 1 1 1 1 1 1 1 1 1 0 0 0 0 0 1 0 1 0 1 0 0 466
467 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 467
468 1 1 1 0 1 1 1 0 1 1 0 0 0 1 1 0 1 0 1 1 1 1 468
469 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 469
470 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 470
471 0 0 0 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 471
472 0 0 0 0 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 0 0 472
473 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 473
474 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 474
476 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 476
477 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 477
478 0 1 1 0 1 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 1 0 478
479 0 0 0 0 1 1 1 1 1 1 0 0 1 1 0 0 1 0 1 0 0 0 479
480 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 480
482 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 482
483 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 483
484 0 0 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 484
485 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 485
487 1 1 1 1 1 1 1 1 1 1 0 0 1 1 0 1 1 1 1 1 1 1 487
488 0 0 0 0 0 1 0 0 1 1 0 0 1 1 0 1 1 1 1 0 0 0 488
489 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 489
490 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 0 0 0 0 0 490
491 1 1 1 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 491
492 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 492
493 0 0 0 1 1 1 1 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 493
494 0 0 0 1 1 1 0 1 0 0 0 1 0 1 0 0 0 0 0 0 0 0 494
495 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 495
496 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 496
497 0 0 0 1 1 1 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 1 497
498 0 0 0 1 1 1 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 498
499 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 499
500 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 500
501 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 501
502 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 502
503 1 1 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 1 0 503
504 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 1 504
505 0 1 0 0 0 0 0 0 0 0 1 0 0 1 0 1 1 1 1 0 0 0 505
507 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 507
508 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 508
509 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 509
510 1 1 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 1 0 1 510
511 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 511
512 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 512
513 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 513
515 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 515
516 0 0 0 1 1 1 0 0 0 0 1 1 1 1 1 1 1 1 1 1 0 1 516
517 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 517
518 0 1 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 1 0 518
519 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 519
520 1 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 1 0 520
521 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 521
523 0 0 0 1 1 0 0 0 0 0 1 0 1 1 1 0 0 0 0 0 0 0 523
525 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 525
526 0 0 1 0 0 1 0 0 1 1 1 1 1 1 1 1 1 1 1 0 0 0 526
527 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 527
528 0 0 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 528
529 0 0 0 0 0 1 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 529
530 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 530
531 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 531
532 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 1 0 532
534 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 534



Anlage IV Datenmatrix des AFLP-Datensatzes der Gattungsgruppe 1

535 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 535
536 1 0 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 536
537 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 537
538 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 538
539 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 539
540 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 540
541 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 0 0 1 1 0 0 0 541
542 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 542
543 0 1 0 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 0 0 0 543
544 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 544
545 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 545
547 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 1 1 547
548 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 548
549 1 0 1 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 1 0 549
550 0 1 0 1 1 1 1 1 1 1 1 0 0 1 1 0 0 1 1 0 0 0 550
551 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 551
552 1 1 1 1 1 0 1 0 1 1 1 1 1 1 1 1 1 1 1 0 0 0 552
553 1 0 0 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 553
554 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 554
555 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 555
556 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 556
557 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 0 0 0 1 0 557
558 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 0 0 1 1 1 1 1 558
559 0 1 0 1 1 1 0 0 1 1 1 1 1 1 1 1 1 1 1 0 0 0 559
560 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 1 560
561 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 561
562 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 562
563 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 563
564 1 1 1 1 0 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 1 1 564
565 0 0 0 1 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 0 1 1 565
566 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 566
567 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 567
568 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 568
569 1 0 1 1 1 1 1 1 1 1 1 0 0 1 0 1 1 1 1 1 0 1 569
570 0 0 1 1 1 1 1 0 1 1 0 1 0 0 0 0 0 1 1 0 1 1 570
571 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 571
572 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 572
573 0 1 1 1 1 1 1 1 1 1 0 1 1 1 1 0 1 1 1 0 1 1 573
574 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 574
575 1 0 1 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 1 1 1 0 575
576 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 576
577 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 577
578 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 578
579 0 0 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 579
580 0 1 1 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 580
581 0 0 0 0 0 0 0 0 1 1 1 0 0 1 0 1 1 1 1 0 1 0 581
582 0 0 0 1 0 0 0 0 0 0 1 0 0 1 0 1 1 1 1 0 0 1 582
583 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 583
584 0 0 0 1 0 0 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 584
585 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 585
586 0 1 1 1 1 1 1 1 1 1 1 0 0 1 0 0 1 1 1 0 0 1 586
587 1 1 1 1 1 1 1 1 1 1 1 0 0 0 0 1 1 1 1 1 1 0 587
588 0 1 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 0 0 0 0 0 588
589 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 589
590 0 0 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 590
591 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 591
592 0 1 0 1 1 0 1 1 1 1 1 0 0 1 0 0 0 0 0 1 1 0 592
593 0 0 0 1 0 0 1 0 1 1 1 0 0 0 0 1 1 1 1 0 0 0 593
594 1 0 1 1 1 1 1 1 1 1 0 0 0 0 0 1 1 1 1 0 0 0 594
595 0 1 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 595
596 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 596
597 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 597
598 0 0 0 0 1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 1 1 1 598
599 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 599
600 0 1 1 1 1 1 1 1 1 1 1 0 1 1 1 0 1 1 1 0 0 1 600
602 0 1 1 1 1 1 1 1 1 1 1 1 0 0 0 1 1 1 1 0 0 0 602
603 0 1 1 1 1 1 1 1 1 1 0 0 1 0 1 0 0 0 0 0 0 0 603
604 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 604
605 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 605
606 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 606
607 0 0 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 607
608 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 608
609 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 609
610 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 610
611 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 611
612 0 0 0 0 0 0 0 0 1 1 0 1 1 0 0 1 0 0 0 0 0 0 612
613 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 613
614 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1 0 0 0 614
615 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 0 0 615
616 1 0 0 1 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 616
617 0 1 1 0 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 617
618 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 618
619 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 619
620 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 1 620
622 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 622
623 0 1 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 623
624 0 0 0 0 0 0 0 0 0 0 1 1 0 1 1 0 0 0 0 0 1 0 624
625 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 625
626 0 1 0 1 1 0 1 1 1 1 1 0 0 0 0 1 1 1 1 0 1 0 626
627 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 627
628 0 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 628
629 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 629
630 1 1 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 630
631 1 1 0 1 1 0 1 1 1 1 1 0 1 0 0 1 1 1 1 0 0 0 631
632 1 1 1 1 1 1 1 1 0 0 1 0 1 0 0 0 1 1 1 1 0 0 632
633 0 0 1 0 0 1 0 0 0 0 1 1 1 1 1 1 0 0 0 0 0 0 633
634 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 634
635 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 635
636 0 0 0 1 1 0 1 0 1 1 0 0 0 0 0 0 0 0 0 0 0 1 636
637 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 637
639 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 639
640 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 640
641 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 641
643 1 0 1 0 0 0 0 0 0 0 1 1 1 0 1 1 1 1 1 1 0 0 643
644 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 644
645 0 1 0 0 0 0 0 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 645
646 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 646
647 0 1 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 1 1 0 0 1 647
648 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 648
649 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 649
650 1 1 1 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 1 0 0 650
651 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 651
653 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 653
654 1 0 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 654
655 1 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 655
656 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 656
657 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 657
658 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 658
659 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 1 0 0 659
660 1 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 660
661 1 0 1 1 0 1 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 661
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662 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 662
663 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 663
664 1 0 1 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 1 1 0 664
665 0 0 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 665
666 1 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 666
667 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 667
668 1 0 1 1 0 0 1 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 668
669 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 1 1 1 1 0 669
670 0 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 670
671 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 671
672 1 1 1 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 1 1 672
673 0 0 0 1 1 1 1 0 1 1 0 1 1 1 1 0 0 0 0 0 0 0 673
674 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 674
675 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 675
676 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 1 0 676
677 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 677
678 0 0 0 1 1 1 1 1 0 0 1 1 1 0 0 0 1 1 1 0 0 1 678
679 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 679
680 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 680
681 1 0 1 0 1 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 681
682 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 682
683 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 683
684 1 0 0 1 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 684
685 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 685
687 1 0 0 1 1 1 0 0 1 1 0 1 1 1 1 1 1 1 1 1 0 0 687
689 1 0 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 689
690 1 1 1 1 1 1 1 1 0 0 1 1 1 1 1 1 1 1 1 0 0 0 690
691 0 1 0 0 1 1 1 0 0 0 1 1 1 1 1 1 1 1 1 0 0 1 691
692 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 692
693 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 693
694 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 694
695 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 695
697 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 1 1 1 1 0 1 1 697
698 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 698
699 0 0 0 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 1 1 1 699
700 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 700
701 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 701
702 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 0 702
703 0 1 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 0 0 0 703
704 0 1 0 0 0 0 0 0 0 1 0 0 1 0 0 1 1 1 1 1 0 0 704
705 1 0 1 1 1 0 1 1 1 1 1 1 0 0 0 1 1 1 1 0 0 0 705
706 1 1 1 1 1 0 1 1 1 1 1 1 0 0 0 1 1 1 1 0 0 0 706
707 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 707
708 0 1 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 1 1 0 0 708
709 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 709
710 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 710
711 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 711
712 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 1 1 1 1 0 0 0 712
713 1 1 1 1 1 1 1 1 0 0 1 1 1 1 1 1 0 0 0 0 0 0 713
714 1 1 1 1 1 1 1 1 1 1 0 0 1 1 0 1 1 1 1 0 0 0 714
715 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 715



Anlage V DJ-Werte des RAPD-Datensatzes der Gattungsgruppe 1

RAPD-Daten:  
Jaccard-

Index

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
litoralis

Greigia 
sphacelata

a c h e b f g d i k l m o p q r s
Fasc. ssp. 

bicolor a 1,000

Fasc. ssp. 
bicolor c 0,964 1,000

Fasc. ssp. 
bicolor h 0,897 0,867 1,000

Fasc. ssp. 
bicolor e 0,833 0,806 0,750 1,000

Fasc. ssp. 
bicolor b 0,688 0,667 0,618 0,719 1,000

Fasc. ssp. 
bicolor f 0,686 0,667 0,622 0,765 0,844 1,000

Fasc. ssp. 
bicolor g 0,647 0,629 0,583 0,727 0,806 0,906 1,000

Fasc. ssp. 
bicolor d 0,600 0,581 0,531 0,690 0,548 0,559 0,563 1,000

Fasc. ssp. 
canaliculata i 0,485 0,515 0,429 0,515 0,441 0,500 0,457 0,483 1,000

Fasc. ssp. 
canaliculata k 0,471 0,457 0,417 0,500 0,471 0,528 0,486 0,419 0,731 1,000

Fasc. ssp. 
canaliculata l 0,472 0,459 0,421 0,588 0,472 0,568 0,486 0,424 0,655 0,815 1,000

Fasc. ssp. 
canaliculata m 0,472 0,459 0,421 0,543 0,472 0,568 0,486 0,469 0,714 0,815 0,857 1,000

Ochagavia 
litoralis o 0,286 0,279 0,250 0,310 0,227 0,255 0,244 0,263 0,289 0,316 0,293 0,293 1,000

Ochagavia 
litoralis p 0,239 0,234 0,208 0,261 0,188 0,240 0,229 0,214 0,268 0,293 0,273 0,273 0,583 1,000

Ochagavia 
litoralis q 0,222 0,217 0,191 0,244 0,196 0,224 0,213 0,225 0,250 0,275 0,256 0,256 0,618 0,813 1,000

Ochagavia 
litoralis r 0,238 0,233 0,205 0,262 0,209 0,239 0,227 0,211 0,270 0,333 0,308 0,308 0,576 0,667 0,656 1,000

Greigia 
sphacelata s 0,182 0,178 0,152 0,178 0,156 0,163 0,149 0,150 0,146 0,171 0,159 0,159 0,182 0,170 0,178 0,163 1,000

Och. 
elegans    n 0,115 0,113 0,093 0,157 0,115 0,145 0,132 0,130 0,104 0,125 0,140 0,163 0,234 0,271 0,229 0,244 0,120

RAPD-Daten:        
D = 1 - Jaccard 

[DJ]

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. 
ssp. 

bicolor 

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Fasc. ssp. 
canaliculata

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
litoralis

Ochagavia 
litoralis

Greigia 
sphacelata

a c h e b f g d i k l m o p q r s       
Fasc. ssp. 

bicolor a 0,000

Fasc. ssp. 
bicolor c 0,036 0,000

Fasc. ssp. 
bicolor h 0,103 0,133 0,000

Fasc. ssp. 
bicolor e 0,167 0,194 0,250 0,000

Fasc. ssp. 
bicolor b 0,312 0,333 0,382 0,281 0,000

Fasc. ssp. 
bicolor f 0,314 0,333 0,378 0,235 0,156 0,000

Fasc. ssp. 
bicolor g 0,353 0,371 0,417 0,273 0,194 0,094 0,000

Fasc. ssp. 
bicolor d 0,400 0,419 0,469 0,310 0,452 0,441 0,437 0,000

Fasc. ssp. 
canaliculata i 0,515 0,485 0,571 0,485 0,559 0,500 0,543 0,517 0,000

Fasc. ssp. 
canaliculata k 0,529 0,543 0,583 0,500 0,529 0,472 0,514 0,581 0,269 0,000

Fasc. ssp. 
canaliculata l 0,528 0,541 0,579 0,412 0,528 0,432 0,514 0,576 0,345 0,185 0,000

Fasc. ssp. 
canaliculata m 0,528 0,541 0,579 0,457 0,528 0,432 0,514 0,531 0,286 0,185 0,143 0,000

Ochagavia 
litoralis o 0,714 0,721 0,750 0,690 0,773 0,745 0,756 0,737 0,711 0,684 0,707 0,707 0,000

Ochagavia 
litoralis p 0,761 0,766 0,792 0,739 0,812 0,760 0,771 0,786 0,732 0,707 0,727 0,727 0,417 0,000

Ochagavia 
litoralis q 0,778 0,783 0,809 0,756 0,804 0,776 0,787 0,775 0,750 0,725 0,744 0,744 0,382 0,187 0,000

Ochagavia 
litoralis r 0,762 0,767 0,795 0,738 0,791 0,761 0,773 0,789 0,730 0,667 0,692 0,692 0,424 0,333 0,344 0,000

Greigia 
sphacelata s 0,818 0,822 0,848 0,822 0,844 0,837 0,851 0,850 0,854 0,829 0,841 0,841 0,818 0,830 0,822 0,837 0,000

Och. 
elegans    n 0,885 0,887 0,907 0,843 0,885 0,855 0,868 0,870 0,896 0,875 0,860 0,837 0,766 0,729 0,771 0,756 0,880

DJ Fascicularia bicolor ssp. bicolor 
<> Ochagavia elegans  (Mittelwert)

0,875 DJ Min. / Max. 0,84 bis 0,91

DJ Fascicularia bicolor ssp. 
canaliculata <> Ochagavia elegans 

(Mittelwert)
0,867 DJ Min. / Max. 0,84 bis 0,90

DJ Ochagavia litoralis <> Ochagavi
elegans  (Mittelwert)

a 0,756 DJ Min. / Max. 0,73 bis 0,77



Anlage V DJ-Werte des RAPD-Datensatzes der Gattungsgruppe 1

Och. 
elegans   

n

1,000

Och. 
elegans   

n

0,000
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Anlage VI: Alignments des CD- und EF-Fragmentes und der AB-CD-EF und CD-EF- Sequenzdatensätze. 

Kodierung der Insertionen- und Deletionen (InDels) des CD- und EF-Fragmentes 

CD-Fragment (+ InDels) 
 
                     111111111122222222223333333333444444444455555555556666666666777777777 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
015Alcanta  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
009Catopsi  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
073Catopsi  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
083Mezobro  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
016Guzmani  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
017Guzmani  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
069Vriesea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
010Vriesea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
063TTillan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
012TTillan  GTTGTCGGTATTGACATGTAGAGTGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
026TAnoplo  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTACGATTAATCAATTTTTCAAAAGATCTATCAA 
068TAllard  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
039TAllard  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
038TAllard  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
062TAllard  GCTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
023TDiapho  GCTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
007TPhytar  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
082TPseuda  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
064TAnoplo  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTACGATTAATCAATTTTTCAAAAGATCTATCAA 
065TAnoplo  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
013Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
194Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
1aRacinaea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
7aRacinaea  GCTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
031Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
186Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
8bRacinaea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
126Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
128Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
034Naviasp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
060Puyaalp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
006Puyalax  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
076Puyaden  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
005Hechtia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
088Hechtia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
093Hechtia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
011Ayensua  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
001Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
003Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
187Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
091Dyckia   GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
092Dyckia   GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
118Dyckiag  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
084Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
089Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
085Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
090Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
196Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
P1Pitcairn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
P8Pitcairn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTAGCAA 
024Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
070Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
094Pepinia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
095Pepinia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
119Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
123Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
204Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCCATTTTTCAAAAGATCTATCAA 
158Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
156Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
086Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
223Orthoph  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAAAAAATTTTTCAAAAGATCTATCAA 
040Ananasn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
136Ananasc  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
044AecAech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
248AecAech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTTAAAAAGATCTATCAA 
249AecAech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
030Chevali  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
079Chevali  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTTTCAA 
008AecPlat  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
241AecPlat  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K4AecPlaty  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
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K5AecPlaty  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
257AecLamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
185AecLamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
273AecLamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
272AecLamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
144AecLamp  ---GTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
042AecPoth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
143AecPoth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
211AecPoth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
222AecPoth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
242AecMacr  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCCATCAA 
181AecOrtg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
271AecOrtg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K7AecOrtgi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
184AecOrtg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
043AecOrtg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
270AecOrtg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
150AecPoda  ---------------------------------------------CCAGATTAATCAATTTTTCAAAAGATCGATCAA 
256AecPoda  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
267Strepto  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
004Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
111Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
157Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
15aOchagav  GTTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
023Ochagav  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
5aFascicul  GTTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
6aFascicul  GCTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
019Acantho  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
0151Acanth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
018Deinaca  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
140Deinaca  --------TATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
037Hohenbe  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
048Androle  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
049Wittroc  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
080Neorege  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
081Neorege  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
052Neoglaz  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
051Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
050Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
220Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
047Canistr  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K14Canistr  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
087Lymania  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
053Porteap  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCCATCAA 
239Porteal  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTAGCAA 
029Bromeli  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
036Billber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
129Billber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
127Ursulae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
033Ursulae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
138Hohenbn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
137Nidular  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
141Pseudan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K9Araeococ  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
206Araeoco  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
213Edmundo  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
210Ronnber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
120Ronnber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
067Fernsee  GTTGTCGGTATTGACATGTATAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
214Cryptan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
215Cryptan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
172Rapatea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCGGTTTTTCAAAAGATCTATCAA 
135Zingibe  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
 
Input data matrix (continued): 
 
                                 111111111111111111111111111111111111111111111111111111111 
            788888888889999999999000000000011111111112222222222333333333344444444445555555 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
015Alcanta  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
009Catopsi  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAG-----TCAATTTT-------TGTTCGATTGAAATGG-A 
073Catopsi  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAG-----TCAATTTT-------TGTTCGATTGAAATGG-A 
083Mezobro  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
016Guzmani  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
017Guzmani  A-------CTCTGG-AATGAATGATTTCATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
069Vriesea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAC-----TCTATTTT-------TGTTCGATTGGAATGG-A 
010Vriesea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
063TTillan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
012TTillan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
026TAnoplo  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
068TAllard  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
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039TAllard  A-------CTCTGG-AATGAATTATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
038TAllard  A-------CTCTGG-AATGAATTATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
062TAllard  A-------CTCTGG-AATGAATTATTTTATTACTGAATAG-----CCGATTTT-------TGTTCGATTGGAATGG-A 
023TDiapho  A-------CTCTGA-AATGAATGATTTCATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
007TPhytar  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
082TPseuda  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
064TAnoplo  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
065TAnoplo  A-------CTGTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
013Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
194Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
1aRacinaea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGA-A 
7aRacinaea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
031Racinae  A-------CTCTGG-AATGAATAATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
186Racinae  A-------CTCTGG-AATGAATAATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
8bRacinaea  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
126Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
128Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
034Naviasp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
060Puyaalp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
006Puyalax  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
076Puyaden  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
005Hechtia  A-------CTCTGG-AATGAGTGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
088Hechtia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTTGATTTT-TGTTCGATTGGAATGG-A 
093Hechtia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
011Ayensua  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
001Brocchi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
003Brocchi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
187Brocchi  A-------CTCTGG-AATGAATGATATTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
091Dyckia   A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
092Dyckia   A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
118Dyckiag  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
084Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
089Deutero  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
085Deutero  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
090Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
196Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
P1Pitcairn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
P8Pitcairn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
024Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
070Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
094Pepinia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
095Pepinia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
119Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
123Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
204Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
158Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
156Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
086Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
223Orthoph  A-------CTCTGG-AATGAATGGTTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
040Ananasn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
136Ananasc  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
044AecAech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
248AecAech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
249AecAech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
030Chevali  A-------CTCTGG-AATGAATGATTTTAGTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
079Chevali  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
008AecPlat  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
241AecPlat  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K4AecPlaty  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K5AecPlaty  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
257AecLamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
185AecLamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
273AecLamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGA-----ATGG-A 
272AecLamp  A-------CTCTGG-AATGAATTATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
144AecLamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
042AecPoth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
143AecPoth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
211AecPoth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TG-----TTGGAATGG-A 
222AecPoth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
242AecMacr  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
181AecOrtg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
271AecOrtg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
K7AecOrtgi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
184AecOrtg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
043AecOrtg  A-------CTCTGG-AATAAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
270AecOrtg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
150AecPoda  G-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
256AecPoda  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
267Strepto  A-------CTCTGG-AATGAATGATTTTATTACCGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
004Greigia  A-------CTCTGG-AATGACTAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
111Greigia  A-------CTCTGG-AATGAATAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
157Greigia  A-------CTCTGG-AATGAATAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
15aOchagav  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
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023Ochagav  A-------CTCTGG-AATGAATTATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
5aFascicul  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
6aFascicul  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
019Acantho  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TTGATTTT-------TGTTGGATTGGAATGG-A 
0151Acanth  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
018Deinaca  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
140Deinaca  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
037Hohenbe  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
048Androle  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
049Wittroc  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
080Neorege  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
081Neorege  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
052Neoglaz  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
051Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
050Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAGTGG-A 
220Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-----------GGATTGGAATGG-A 
047Canistr  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K14Canistr  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
087Lymania  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
053Porteap  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
239Porteal  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
029Bromeli  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
036Billber  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
129Billber  A-------CTCTGGGAATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
127Ursulae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
033Ursulae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
138Hohenbn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
137Nidular  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
141Pseudan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K9Araeococ  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
206Araeoco  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
213Edmundo  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
210Ronnber  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
120Ronnber  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
067Fernsee  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
214Cryptan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
215Cryptan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGGGA 
172Rapatea  ATATCAAACTCTGT-AATGAATGATTTGATTACTGAATATA-TATTCGATTTTTCTTTCAACTTGGATTGGAATGG-A 
135Zingibe  A-------CTCTGG-AATGAATGATTTAATAATTGAATTGAATATTCAATTCTTCTTTCAACTTCCATTGGACTGG-A 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111122222222222222222222222222222222222 
            555666666666677777777778888888888999999999900000000001111111111222222222233333 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
002Glomero  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
015Alcanta  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
009Catopsi  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
073Catopsi  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
083Mezobro  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
016Guzmani  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
017Guzmani  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
069Vriesea  TTC-ACAATAACTTTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
010Vriesea  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
063TTillan  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
012TTillan  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
026TAnoplo  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
068TAllard  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
039TAllard  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
038TAllard  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
062TAllard  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
023TDiapho  TTC-ACAATAACTCTGAATTTTTTCCGAATTTAATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
007TPhytar  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
082TPseuda  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
064TAnoplo  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
065TAnoplo  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
013Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
194Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
1aRacinaea  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
7aRacinaea  TTC-ACAATAACTCTGAATTTTTTCCTAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
031Racinae  TTC-ACAATAACTCTGAATTTTTTCCTAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
186Racinae  TTC-ACAATAACTCTGAATTTTTTCCTAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
8bRacinaea  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
126Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
128Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
034Naviasp  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
060Puyaalp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
006Puyalax  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
076Puyaden  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
005Hechtia  TTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ATCA 
088Hechtia  TTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
093Hechtia  TTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ATCA 
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011Ayensua  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
001Brocchi  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
003Brocchi  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATATTTCATGATTTCATAATCA 
187Brocchi  TTC-ACAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
091Dyckia   TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
092Dyckia   TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
118Dyckiag  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
084Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
089Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
085Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
090Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
196Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
P1Pitcairn  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
P8Pitcairn  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ACCA 
024Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTTATTTCAT-ATTTCATGAT--TTCATA---------------ACCA 
070Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ACCA 
094Pepinia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
095Pepinia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
119Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
123Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
204Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ATCA 
158Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATAAT--TTCATA---------------ATCA 
156Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCCT-ATTTCAT----------A---------------ATCC 
086Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCCT-ATTTCAT----------A---------------ATCC 
223Orthoph  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
040Ananasn  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
136Ananasc  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
044AecAech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
248AecAech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
249AecAech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
030Chevali  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
079Chevali  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
008AecPlat  TTC-ACAATAACTCTTAATTTTTTCCGAATTGCATTTCAT--------GAT--TTCATA---------------ATCA 
241AecPlat  TTC-ACAATAACTCTTAATTTTTTCCGAATTGCATTTCAT--------GAT--TTCATA---------------ATCA 
K4AecPlaty  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
K5AecPlaty  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
257AecLamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
185AecLamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
273AecLamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
272AecLamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
144AecLamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
042AecPoth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
143AecPoth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
211AecPoth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
222AecPoth  TTC-ACAATAACTCTTAATTTTTTAAGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
242AecMacr  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
181AecOrtg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
271AecOrtg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
K7AecOrtgi  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
184AecOrtg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
043AecOrtg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
270AecOrtg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
150AecPoda  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
256AecPoda  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
267Strepto  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
004Greigia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
111Greigia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTGATGAT--TTCATA---------------ATCA 
157Greigia  TTC-ACAATAACTCTAAATTTTTTCTGAATTTCATTTCAT-ATTTTATGAT--TTCATA---------------ATCA 
15aOchagav  TTC-ACAATAACTCTTCTTTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
023Ochagav  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
5aFascicul  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
6aFascicul  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
019Acantho  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
0151Acanth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
018Deinaca  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
140Deinaca  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
037Hohenbe  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
048Androle  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
049Wittroc  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
080Neorege  TTCCACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
081Neorege  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
052Neoglaz  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
051Quesnel  TTC-ACAATAACTCTTAATTTTTTCCTAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
050Quesnel  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
220Quesnel  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
047Canistr  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
K14Canistr  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
087Lymania  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
053Porteap  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
239Porteal  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
029Bromeli  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
036Billber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
129Billber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCATAATCATTCATAATGTTATAATAAAC-ATCA 
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127Ursulae  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
033Ursulae  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
138Hohenbn  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
137Nidular  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
141Pseudan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
K9Araeococ  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
206Araeoco  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
213Edmundo  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
210Ronnber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
120Ronnber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
067Fernsee  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
214Cryptan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
215Cryptan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
172Rapatea  TTG-ACAATAATTATGTAT-------GAATTT--TTTCAT--------AAT------------------------TTG 
135Zingibe  TTC-ACAATAACTCTAA-----TTCTGAATTT---------------------------------------------- 
 
Input data matrix (continued): 
 
            222222222222222222222222222222222222222222222222222222222222222223333333333333 
            333334444444444555555555566666666667777777777888888888899999999990000000000111 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
002Glomero  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATATGATATG---------- 
015Alcanta  TTCATAATGTTATAATAAACAT--------------TAATAACATA----AATATATTATACGATATG---------- 
009Catopsi  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
073Catopsi  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
083Mezobro  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
016Guzmani  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
017Guzmani  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
069Vriesea  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
010Vriesea  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
063TTillan  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
012TTillan  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
026TAnoplo  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATACATTATACGATATGGATTTATATG 
068TAllard  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
039TAllard  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
038TAllard  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
062TAllard  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
023TDiapho  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
007TPhytar  TTAATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
082TPseuda  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
064TAnoplo  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
065TAnoplo  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
013Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
194Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
1aRacinaea  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
7aRacinaea  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
031Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
186Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
8bRacinaea  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
126Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATG 
128Racinae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATGGATTTATATT 
034Naviasp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
060Puyaalp  TTCATAATGTTATA-----CAT--------------TAATAATATA----AATATATTATACGATATG---------- 
006Puyalax  TTCATAATGTTATA-----CAT--------------TAATAATATA----AATATATTATACGATATG---------- 
076Puyaden  TTCATAATGTTATA-----CAT--------------TAATAATATA----AATATATTATACGATATG---------- 
005Hechtia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
088Hechtia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----GATATATTATACGATATG---------- 
093Hechtia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
011Ayensua  TTCATAATGTTATAATAAACAT--------------TAATATTAGA----AATATATTATACGATATG---------- 
001Brocchi  TTCATAATGTTATAATAAACAT--------------TAATATTATA----AATATATTATACGATATG---------- 
003Brocchi  TTCATAATGTTATAATAAACAT--------------TAATATTATT----AATATATTATACGATATG---------- 
187Brocchi  TTCATAATGTTATAATAAACAT--------------TAATATTATA----AATATATTATACGATATG---------- 
091Dyckia   TTCATAATGTTATAATAAACAT--------------TATGAATATA----AATATATTATACGATATG---------- 
092Dyckia   TTCATATTGTTATAATAAACAT--------------TATGAATATA----AATATATTATACGATATG---------- 
118Dyckiag  TTCATAATGTTATAATAAACAT--------------TATGAATATA----AATATATTATACGATATG---------- 
084Deutero  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
089Deutero  TTCATAATGTTATAATAAACAT--------------TATGAATATA----AATATATTATACGATATG---------- 
085Deutero  TTCATAATGTTATAATAAACAT--------------TATGAATATA----AATATATTATACGATATG---------- 
090Deutero  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
196Deutero  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
P1Pitcairn  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
P8Pitcairn  TTCATAATGGTATAATAAATAT--------------TAATAATATA----AATATATTATACGATATG---------- 
024Pitcair  TTCATAATGTTATATTAAATAT--------------TAATAATATA----AATATATTATACGATATG---------- 
070Pitcair  TTCATAATGTTATATTAAATAT--------------TAATAATATA----AATATATTATACGATATG---------- 
094Pepinia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
095Pepinia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
119Pitcair  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
123Pitcair  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
204Fostere  TTCATAATGGTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
158Fostere  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
156Fostere  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
086Fostere  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
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223Orthoph  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
040Ananasn  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
136Ananasc  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
044AecAech  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
248AecAech  TTCGTAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
249AecAech  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
030Chevali  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
079Chevali  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
008AecPlat  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
241AecPlat  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
K4AecPlaty  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
K5AecPlaty  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
257AecLamp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
185AecLamp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
273AecLamp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
272AecLamp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
144AecLamp  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
042AecPoth  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
143AecPoth  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
211AecPoth  TTCATAATGTTATAATAAACATTAATAATATAAAATTAATAATATA----AATATATTATACGATATG---------- 
222AecPoth  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
242AecMacr  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATATTATATG---------- 
181AecOrtg  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
271AecOrtg  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
K7AecOrtgi  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
184AecOrtg  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
043AecOrtg  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
270AecOrtg  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
150AecPoda  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
256AecPoda  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
267Strepto  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
004Greigia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
111Greigia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
157Greigia  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
15aOchagav  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
023Ochagav  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATACG---------- 
5aFascicul  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
6aFascicul  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
019Acantho  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
0151Acanth  TTCATAATATTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
018Deinaca  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
140Deinaca  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
037Hohenbe  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
048Androle  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
049Wittroc  TTCATAATGTTATAATAAACAT--------------TAATAATATATATAAATATATTATACGATATG---------- 
080Neorege  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
081Neorege  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
052Neoglaz  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
051Quesnel  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
050Quesnel  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
220Quesnel  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
047Canistr  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
K14Canistr  TTCATAATGTTATAATGAACAT--------------TAATAATATA----AATATATTACACGATATG---------- 
087Lymania  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
053Porteap  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATATTATATG---------- 
239Porteal  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
029Bromeli  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
036Billber  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
129Billber  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
127Ursulae  TTCATAATGTTATTATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
033Ursulae  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
138Hohenbn  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
137Nidular  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
141Pseudan  TTCATAATGTTATA-----CAT--------------TAATAATATA----AATATATTATACGATATG---------- 
K9Araeococ  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
206Araeoco  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
213Edmundo  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
210Ronnber  TTCATAATGTTATGATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
120Ronnber  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
067Fernsee  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
214Cryptan  TTCATAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
215Cryptan  TTCAAAATGTTATAATAAACAT--------------TAATAATATA----AATATATTATACGATATG---------- 
172Rapatea  TTTATAAAATTATA---AACAT--------------GAATAATATA--------TATTATTCTATA------------ 
135Zingibe  TTCACA---TTATAAT--------------------------------------TATTCATATAAT-----------A 
 
Input data matrix (continued): 
 
            333333333333333333333333333333333333333333333333333333333333333333333333333333 
            111111122222222223333333333444444444455555555556666666666777777777788888888889 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
002Glomero  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
015Alcanta  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
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009Catopsi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
073Catopsi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
083Mezobro  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
016Guzmani  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATGGTCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
017Guzmani  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
069Vriesea  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
010Vriesea  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
063TTillan  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
012TTillan  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCT- 
026TAnoplo  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
068TAllard  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
039TAllard  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
038TAllard  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
062TAllard  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
023TDiapho  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
007TPhytar  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
082TPseuda  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
064TAnoplo  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATACGGCC- 
065TAnoplo  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATA-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
013Racinae  ATATGTATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
194Racinae  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
1aRacinaea  ATATGTATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
7aRacinaea  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
031Racinae  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
186Racinae  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
8bRacinaea  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATGTATTAGGTATATATGGCC- 
126Racinae  ATATGGATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATGTATTAGGTATATATGGCC- 
128Racinae  ATATGTATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
034Naviasp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
060Puyaalp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
006Puyalax  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
076Puyaden  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
005Hechtia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTCGGTATATATGGCCA 
088Hechtia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATCCGTACGTATTAGGTATATATGTCTA 
093Hechtia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTCGGTATATATGGCCA 
011Ayensua  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
001Brocchi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
003Brocchi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
187Brocchi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
091Dyckia   -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
092Dyckia   -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
118Dyckiag  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
084Deutero  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTAGGTATATATGGCCA 
089Deutero  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
085Deutero  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
090Deutero  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTAGGTATATATGGCCA 
196Deutero  -----GATTCGTGTCGCGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTACGTATATATGGCCA 
P1Pitcairn  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTGTATATGGCCA 
P8Pitcairn  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
024Pitcair  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
070Pitcair  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
094Pepinia  -----TATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
095Pepinia  -----TATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
119Pitcair  -----TATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
123Pitcair  -----TATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
204Fostere  ATATGGATTTGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
158Fostere  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
156Fostere  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
086Fostere  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
223Orthoph  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
040Ananasn  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
136Ananasc  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
044AecAech  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATA-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
248AecAech  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
249AecAech  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATA-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
030Chevali  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
079Chevali  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC- 
008AecPlat  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
241AecPlat  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
K4AecPlaty  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
K5AecPlaty  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
257AecLamp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
185AecLamp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
273AecLamp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
272AecLamp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
144AecLamp  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
042AecPoth  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
143AecPoth  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
211AecPoth  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGACA 
222AecPoth  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
242AecMacr  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
181AecOrtg  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
271AecOrtg  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
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K7AecOrtgi  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
184AecOrtg  -----GATTCGTGTCGNGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
043AecOrtg  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCA----GTATACGTACGTATTAGGTATATATGGCCA 
270AecOrtg  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
150AecPoda  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
256AecPoda  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
267Strepto  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
004Greigia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCA 
111Greigia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCA 
157Greigia  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCA 
15aOchagav  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
023Ochagav  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
5aFascicul  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
6aFascicul  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
019Acantho  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
0151Acanth  -----GATTCGTGTCGTGATTAATCGTTTGATTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
018Deinaca  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
140Deinaca  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
037Hohenbe  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
048Androle  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
049Wittroc  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGCATACGTACGTATTAGGTATATATGGTCA 
080Neorege  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
081Neorege  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
052Neoglaz  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
051Quesnel  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
050Quesnel  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
220Quesnel  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCA 
047Canistr  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCA 
K14Canistr  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
087Lymania  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
053Porteap  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATACGGCCA 
239Porteal  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
029Bromeli  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGACCA 
036Billber  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
129Billber  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
127Ursulae  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
033Ursulae  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
138Hohenbn  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
137Nidular  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
141Pseudan  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
K9Araeococ  -----GATTCGTGTTGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
206Araeoco  -----GATTCGTGTTGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
213Edmundo  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
210Ronnber  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
120Ronnber  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGACA 
067Fernsee  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
214Cryptan  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
215Cryptan  -----GATTCGTGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCA 
172Rapatea  -----GATCCAGGTCGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATATATTAGGGATATACGGACA 
135Zingibe  TAATGGATTCGAGTCATGATTAATCGTTTGATTTGATATG-TCAGTATGTATACGTATGTATTAGGTATATAGGAACA 
 
Input data matrix (continued): 
 
            333333333444444444444444444444444444444444444444444444444444444444444444444444 
            999999999000000000011111111112222222222333333333344444444445555555555666666666 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  TCCTTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
015Alcanta  ---TTTCTCTAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
009Catopsi  TCCTTTCTCTAATTTCG-----ATAGAGGGATTCCA------ACTACC-GACGCAACGTAGTCAACTCTATTC----- 
073Catopsi  TCCTTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
083Mezobro  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
016Guzmani  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
017Guzmani  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
069Vriesea  ---TTTCTCTAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
010Vriesea  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
063TTillan  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
012TTillan  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
026TAnoplo  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
068TAllard  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACACAACGTAGTCAACTCTATTC----- 
039TAllard  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
038TAllard  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
062TAllard  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
023TDiapho  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
007TPhytar  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
082TPseuda  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
064TAnoplo  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
065TAnoplo  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
013Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
194Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
1aRacinaea  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
7aRacinaea  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCTATTC 
031Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
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186Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
8bRacinaea  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
126Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
128Racinae  ---TTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
034Naviasp  TCTTTTCTCTAATTTCGTTTCGATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
060Puyaalp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
006Puyalax  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
076Puyaden  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
005Hechtia  TCCTTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACCCAACGTAGTCAACTCTATTC----- 
088Hechtia  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACACAACGTAGTCAACTCTATTC----- 
093Hechtia  TCCTTTCTCTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACCCAACGTAGTCAACTCTATTC----- 
011Ayensua  TCCTTTCTGTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
001Brocchi  TCCTTTCTGTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGAAACGTAGTCAACTCTATTC----- 
003Brocchi  TCCTTTCTGTAATTTCG-----ATAGAGGGATTCCA------GCTACCCGACGCAACGTAGTCAACTCTATTC----- 
187Brocchi  TCCTTTCTGTAATTTCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
091Dyckia   TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTC----- 
092Dyckia   TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTC----- 
118Dyckiag  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTC----- 
084Deutero  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
089Deutero  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTC----- 
085Deutero  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTC----- 
090Deutero  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
196Deutero  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
P1Pitcairn  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
P8Pitcairn  TCCTTTCTCAAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
024Pitcair  TCCTTTCTCAAATTTTG-----ATAGAGGGATTCCA------ACTACC-GACGCAACGTAGTCAACTCTATTC----- 
070Pitcair  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
094Pepinia  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
095Pepinia  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
119Pitcair  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
123Pitcair  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
204Fostere  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
158Fostere  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
156Fostere  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
086Fostere  TCCTTTCTCGAATTTTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
223Orthoph  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
040Ananasn  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
136Ananasc  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
044AecAech  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
248AecAech  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
249AecAech  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
030Chevali  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCAATTCCAGCTACT-GACGCAACGTAGTCAACTCTATTC----- 
079Chevali  ---TTTCTCTAATTTTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTC----- 
008AecPlat  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
241AecPlat  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
K4AecPlaty  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
K5AecPlaty  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
257AecLamp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
185AecLamp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
273AecLamp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
272AecLamp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
144AecLamp  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
042AecPoth  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
143AecPoth  TCCTNTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
211AecPoth  TCTTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
222AecPoth  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
242AecMacr  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
181AecOrtg  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
271AecOrtg  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
K7AecOrtgi  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
184AecOrtg  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
043AecOrtg  TCCTTTCTCCAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
270AecOrtg  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
150AecPoda  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
256AecPoda  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
267Strepto  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
004Greigia  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
111Greigia  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
157Greigia  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
15aOchagav  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTANTCAACTCTATTC----- 
023Ochagav  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
5aFascicul  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
6aFascicul  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
019Acantho  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
0151Acanth  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
018Deinaca  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
140Deinaca  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
037Hohenbe  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
048Androle  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
049Wittroc  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
080Neorege  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
081Neorege  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
052Neoglaz  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
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051Quesnel  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
050Quesnel  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
220Quesnel  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
047Canistr  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
K14Canistr  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
087Lymania  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
053Porteap  TCCTTTCTCGAATTTCG-----ATAAAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
239Porteal  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
029Bromeli  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
036Billber  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
129Billber  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
127Ursulae  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
033Ursulae  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
138Hohenbn  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
137Nidular  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
141Pseudan  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
K9Araeococ  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
206Araeoco  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
213Edmundo  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
210Ronnber  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
120Ronnber  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
067Fernsee  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA-TTCCAGCTACT-GACGCAACGTAGTCAACTCTATTC----- 
214Cryptan  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
215Cryptan  TCCTTTCTCGAATTTCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTC----- 
172Rapatea  TCCTTTCTCTAATTTCG-----ATAGAAGGATTCCA------GTTACC-AACGCAACATAGTCAACTCTATTC----- 
135Zingibe  TCTTTTCTGTAATTTTG-----ATAGACGGATTCCA------ACTACC-AACGAAACGTAGTCAACTTCATTC----- 
 
Input data matrix (continued): 
 
            444444444444444444444444444444455555555555555555555555555555555555555555555555 
            677777777778888888888999999999900000000001111111111222222222233333333334444444 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
015Alcanta  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
009Catopsi  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTT 
073Catopsi  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
083Mezobro  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
016Guzmani  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGCT 
017Guzmani  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
069Vriesea  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
010Vriesea  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
063TTillan  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
012TTillan  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
026TAnoplo  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
068TAllard  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
039TAllard  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
038TAllard  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
062TAllard  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ACTCTAGTTTTATA-------CCC-TTGTT 
023TDiapho  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
007TPhytar  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
082TPseuda  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
064TAnoplo  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
065TAnoplo  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
013Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
194Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
1aRacinaea  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
7aRacinaea  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
031Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
186Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
8bRacinaea  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
126Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
128Racinae  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
034Naviasp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-TTTCTAGTTTTATA-------CGC-TTGTT 
060Puyaalp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ACTCTAGTTTTATA-------CCC-TTGTT 
006Puyalax  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
076Puyaden  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
005Hechtia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
088Hechtia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
093Hechtia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
011Ayensua  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTT 
001Brocchi  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCGAGTTTTATA-------CCC-CTGTT 
003Brocchi  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTT 
187Brocchi  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTT 
091Dyckia   GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
092Dyckia   GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
118Dyckiag  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
084Deutero  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
089Deutero  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
085Deutero  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
090Deutero  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
196Deutero  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCCCTTGTT 
P1Pitcairn  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
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P8Pitcairn  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
024Pitcair  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
070Pitcair  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
094Pepinia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
095Pepinia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
119Pitcair  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
123Pitcair  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
204Fostere  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-TTGTT 
158Fostere  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-TTGTT 
156Fostere  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-CTGTT 
086Fostere  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-CTGTT 
223Orthoph  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
040Ananasn  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
136Ananasc  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
044AecAech  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTCTATA-------CCC-TTGTA 
248AecAech  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
249AecAech  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTCTATA-------CCC-TTGTA 
030Chevali  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
079Chevali  GTTAGAACGGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
008AecPlat  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
241AecPlat  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
K4AecPlaty  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
K5AecPlaty  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
257AecLamp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
185AecLamp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
273AecLamp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
272AecLamp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
144AecLamp  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
042AecPoth  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
143AecPoth  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
211AecPoth  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
222AecPoth  GTTAGAACAGCTTCCATTGAGTCTCTGC-CCTATCCC----TTTTT--ATTCTAGTTTTAAA-------CCC-TTGTT 
242AecMacr  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
181AecOrtg  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
271AecOrtg  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
K7AecOrtgi  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
184AecOrtg  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
043AecOrtg  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
270AecOrtg  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
150AecPoda  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
256AecPoda  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
267Strepto  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
004Greigia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
111Greigia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
157Greigia  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
15aOchagav  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
023Ochagav  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
5aFascicul  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
6aFascicul  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
019Acantho  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCCC---TTTT---ATTCTAGTTTTATA-------CCC-TTGTT 
0151Acanth  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
018Deinaca  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
140Deinaca  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
037Hohenbe  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
048Androle  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
049Wittroc  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
080Neorege  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
081Neorege  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
052Neoglaz  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
051Quesnel  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
050Quesnel  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
220Quesnel  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
047Canistr  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
K14Canistr  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
087Lymania  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------TCC-TTGTT 
053Porteap  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
239Porteal  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
029Bromeli  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
036Billber  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCT-TTGTT 
129Billber  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
127Ursulae  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
033Ursulae  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
138Hohenbn  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
137Nidular  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
141Pseudan  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTT 
K9Araeococ  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
206Araeoco  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
213Edmundo  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
210Ronnber  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTTGTTTTATA-------CCC-TTGTT 
120Ronnber  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
067Fernsee  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
214Cryptan  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCCCCCCTT-----ATTCTAGTTTTATA-------CCC-TTGTT 
215Cryptan  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTT 
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172Rapatea  GTTAGAACAGCTTCCATCGAGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATAAATATAAATCCTTGTT 
135Zingibe  GTTAGAACAGCTTCCATTGAGTCTCTGCACCTATCC----TTTTTTTTATTCTAGTTTGATA---------------- 
 
Input data matrix (continued): 
 
            555555555555555555555555555555555555555555555555555556666666666666666666666666 
            444555555555566666666667777777777888888888899999999990000000000111111111122222 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
002Glomero  TTCCCAAG------------------------------------------------------------ATAAA-GATT 
015Alcanta  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
009Catopsi  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
073Catopsi  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
083Mezobro  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
016Guzmani  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
017Guzmani  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
069Vriesea  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
010Vriesea  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
063TTillan  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
012TTillan  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
026TAnoplo  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
068TAllard  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
039TAllard  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
038TAllard  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
062TAllard  TTCCAAAA------------------------------------------------------------AGAAA-GATT 
023TDiapho  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
007TPhytar  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
082TPseuda  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
064TAnoplo  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
065TAnoplo  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
013Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
194Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
1aRacinaea  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
7aRacinaea  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
031Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
186Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
8bRacinaea  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
126Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
128Racinae  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
034Naviasp  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
060Puyaalp  TTCCTAAA------------------------------------------------------------ATAAA-GATT 
006Puyalax  TTCCTAAA------------------------------------------------------------ATAAA-GATT 
076Puyaden  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
005Hechtia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
088Hechtia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
093Hechtia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
011Ayensua  TTCTCAAA------------------------------------------------------------ATAAA-GATT 
001Brocchi  TTCTCAAA------------------------------------------------------------ATACA-GATT 
003Brocchi  TTCTCAAA------------------------------------------------------------ATAAA-GATT 
187Brocchi  TTCTCAAA------------------------------------------------------------ATAAA-GATT 
091Dyckia   TTCCCAAA------------------------------------------------------------ATAAA-GATT 
092Dyckia   TTCCCAAA------------------------------------------------------------ATAAA-GATT 
118Dyckiag  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
084Deutero  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
089Deutero  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
085Deutero  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
090Deutero  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
196Deutero  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
P1Pitcairn  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
P8Pitcairn  TTCCCCAA------------------------------------------------------------ATAAA-GATT 
024Pitcair  TTCCCCAA------------------------------------------------------------ATAAA-GATT 
070Pitcair  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
094Pepinia  TTCCAAAA------------------------------------------------------------ATCAA-GATT 
095Pepinia  TTCCAAAA------------------------------------------------------------ATCAA-GATT 
119Pitcair  TTCCAAAA------------------------------------------------------------ATCAA-GATT 
123Pitcair  TTCCAAAA------------------------------------------------------------ATCAA-GATT 
204Fostere  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
158Fostere  TTCCCAAACCATTGAGTCTCTGCACCTATCCTTTTTTTATTCTAGTTTTATACCCTTGTTTTCCCAAAATAAA-GATT 
156Fostere  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
086Fostere  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
223Orthoph  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
040Ananasn  TTCCCCCC------------------------------------------------------------AAAAA-GATT 
136Ananasc  TTCCCCCA------------------------------------------------------------AAAAA-GATT 
044AecAech  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
248AecAech  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
249AecAech  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
030Chevali  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
079Chevali  TTCCCAAA------------------------------------------------------------AGAAA-GATT 
008AecPlat  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
241AecPlat  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
K4AecPlaty  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
K5AecPlaty  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
257AecLamp  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
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185AecLamp  TTCCCAAA------------------------------------------------------------AAAAA-GATT 
273AecLamp  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
272AecLamp  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
144AecLamp  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
042AecPoth  TTCCCAAA------------------------------------------------------------ATAAG-GATT 
143AecPoth  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
211AecPoth  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
222AecPoth  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
242AecMacr  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
181AecOrtg  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
271AecOrtg  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
K7AecOrtgi  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
184AecOrtg  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
043AecOrtg  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
270AecOrtg  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
150AecPoda  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
256AecPoda  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
267Strepto  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
004Greigia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
111Greigia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
157Greigia  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
15aOchagav  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
023Ochagav  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
5aFascicul  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
6aFascicul  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
019Acantho  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
0151Acanth  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
018Deinaca  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
140Deinaca  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
037Hohenbe  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
048Androle  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
049Wittroc  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
080Neorege  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
081Neorege  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
052Neoglaz  TTCAAAAA------------------------------------------------------------AAAAAAGATT 
051Quesnel  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
050Quesnel  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
220Quesnel  TTCAAAAA------------------------------------------------------------AGAAA-GATT 
047Canistr  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
K14Canistr  TTCAAAAA------------------------------------------------------------ATAAG-GATT 
087Lymania  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
053Porteap  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
239Porteal  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
029Bromeli  TTCCCAAA------------------------------------------------------------ATAAG-GATT 
036Billber  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
129Billber  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
127Ursulae  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
033Ursulae  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
138Hohenbn  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
137Nidular  TTCAAAAA------------------------------------------------------------ATAAA-GATT 
141Pseudan  TTCCCAAA------------------------------------------------------------ACAAA-GATT 
K9Araeococ  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
206Araeoco  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
213Edmundo  TTCAAAAA------------------------------------------------------------ATAAG-GATT 
210Ronnber  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
120Ronnber  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
067Fernsee  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
214Cryptan  TTCCAAAA------------------------------------------------------------ATAAA-GATT 
215Cryptan  TTCCCAAA------------------------------------------------------------ATAAA-GATT 
172Rapatea  TTCACAAA------------------------------------------------------------ATAAG-GATT 
135Zingibe  -----AAA------------------------------------------------------------CTAAG-GATT 
 
Input data matrix (continued): 
 
            666666666666666666666666666666666666666 
            222223333333333444444444455555555556666 
Taxon/Node  567890123456789012345678901234567890123 
--------------------------------------------------- 
002Glomero  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
015Alcanta  TGGC-TCAGGATTGCCCATTTTTAATT001111100000 
009Catopsi  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
073Catopsi  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
083Mezobro  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
016Guzmani  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
017Guzmani  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
069Vriesea  TGGC-TCAGGATTGCCCATTTTTAATT001111100000 
010Vriesea  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
063TTillan  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
012TTillan  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
026TAnoplo  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
068TAllard  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
039TAllard  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
038TAllard  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
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062TAllard  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
023TDiapho  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
007TPhytar  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
082TPseuda  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
064TAnoplo  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
065TAnoplo  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
013Racinae  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
194Racinae  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
1aRacinaea  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
7aRacinaea  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
031Racinae  TGGC-TCA-------------------001111110000 
186Racinae  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
8bRacinaea  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
126Racinae  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
128Racinae  TGGC-TCAGGATTGCCCATTTTTAATT001111110000 
034Naviasp  TGGC-TCAGGATTGCCCATTTAAAATT001111100110 
060Puyaalp  TGGC-TCAGGATTGCCCATTTTTAATT001110100100 
006Puyalax  TGGC-TCAGGATTGCCCATTTTTAATT001110100100 
076Puyaden  TGGC-TCAGGATTGCCCATTTTTAATT001110100100 
005Hechtia  TGGC-TCAGGATTGCCCATTTTAAATT001001100100 
088Hechtia  TGGC-TCAGGATTGCCCATTTGAAATT001111100100 
093Hechtia  TGGC-TCAGGATTGCCCATTTTAAATT001001100100 
011Ayensua  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
001Brocchi  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
003Brocchi  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
187Brocchi  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
091Dyckia   TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
092Dyckia   TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
118Dyckiag  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
084Deutero  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
089Deutero  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
085Deutero  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
090Deutero  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
196Deutero  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
P1Pitcairn  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
P8Pitcairn  TGGC-TCAGGATTGCCCATTTTAAATT001001100100 
024Pitcair  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
070Pitcair  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
094Pepinia  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
095Pepinia  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
119Pitcair  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
123Pitcair  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
204Fostere  TGGC-TCAGGATTGCCCATTTTTAATT001001100100 
158Fostere  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
156Fostere  TGGC-TCAGGATTGCCCATTTTTAATT001001100100 
086Fostere  TGGC-TCAGGATTGCCCATTTTTAATT001001100100 
223Orthoph  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
040Ananasn  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
136Ananasc  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
044AecAech  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
248AecAech  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
249AecAech  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
030Chevali  TGGC-TCAGGATTGCCCATTTTTAATT000111100101 
079Chevali  TGGC-TCAGGATTGCCCATTTTTAATT001111100000 
008AecPlat  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
241AecPlat  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
K4AecPlaty  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
K5AecPlaty  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
257AecLamp  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
185AecLamp  TGGC-TCAGGATTGCCCATTTTAAATT000111100100 
273AecLamp  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
272AecLamp  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
144AecLamp  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
042AecPoth  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
143AecPoth  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
211AecPoth  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
222AecPoth  TGGCCTCATGATTGCCCATTTTT----000111100100 
242AecMacr  TGGC-TCAGGATTACCCGTTTTTAATT000111100100 
181AecOrtg  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
271AecOrtg  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
K7AecOrtgi  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
184AecOrtg  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
043AecOrtg  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
270AecOrtg  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
150AecPoda  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
256AecPoda  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
267Strepto  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
004Greigia  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
111Greigia  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
157Greigia  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
15aOchagav  TGGC-TCAGGATTGCCCATTTTAAATT001111100100 
023Ochagav  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
5aFascicul  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
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6aFascicul  TGGC-TCAGGATTGCCCATTTTGAATT001111100100 
019Acantho  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
0151Acanth  TGGC-TCAGGATTGCCCATTTTTAATT001111101100 
018Deinaca  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
140Deinaca  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
037Hohenbe  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
048Androle  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
049Wittroc  TGGC-TCAGGATTGCCCATTTTAAATT000111100100 
080Neorege  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
081Neorege  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
052Neoglaz  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
051Quesnel  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
050Quesnel  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
220Quesnel  TGGC-TCAGGATTGCCCATTTTTTATT000111100100 
047Canistr  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
K14Canistr  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
087Lymania  TGGC-TCAGGATTGCCCATTTTAAATT000111100100 
053Porteap  TGGC-TCAGGATTACCCGTTTTTAATT000111100100 
239Porteal  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
029Bromeli  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
036Billber  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
129Billber  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
127Ursulae  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
033Ursulae  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
138Hohenbn  TGGC-TCAGGATTGCCCATTTTGAATT000111100100 
137Nidular  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
141Pseudan  TGGC-TCAGGATTGCCCATTTTGAATT001110100100 
K9Araeococ  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
206Araeoco  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
213Edmundo  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
210Ronnber  TGGC-TCANGATTGCCCATTTTTAATT000111100100 
120Ronnber  TGGC-TCAGGATTGCCCATTTTTAATT000111100100 
067Fernsee  TGGC-TCAGGATTGCCCATTTTTAATT001111100101 
214Cryptan  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
215Cryptan  TGGC-TCAGGATTGCCCATTTTTAATT001111100100 
172Rapatea  TGGC-TCAGGATCGCCCATTTTTCATT110100000100 
135Zingibe  TGGC-TCAGGATTGCCCATTTTAAATT110000001100 
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EF-Fragment (+ InDels) 
 
                     111111111122222222223333333333444444444455555555556666666666777777777 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
015Alcanta  ----------------------AAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
009Catopsi  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
073Catopsi  AAAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
083Mezobro  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
016Guzmani  AAAGCCCAT-TTTACT-TTC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
017Guzmani  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
109Guzmani  AAAGCCCAT-TTTACT-TTC-AAAC-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
069Vriesea  AGAGCCCGT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
035TTillan  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
039TAllard  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
038TAllard  --------------CT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
023TDiapho  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
007TPhytar  AAAGTCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
013Racinae  AGAGCCCAT-TTTACT-TCC-TACC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
194Racinae  -AAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
1aRacinaea  ---GCCCAT-TTTACT-TCCCTAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
031Racinae  -------------------------------------------TTTTTT-TTTTTTCATCAATG-------------A 
186Racinae  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
126Racinae  AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
128Racinae  AAAGCCCGT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCATCAATG-------------A 
034Naviasp  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
060Puyaalp  ---GCCCAT-TTTACT-TCC-TAACCT----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
006Puyalax  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
076Puyaden  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
005Hechtia  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
088Hechtia  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
011Ayensua  AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCATTAATG-------------A 
001Brocchi  AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCATCAATG-------------A 
003Brocchi  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
187Brocchi  AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCATCAATG-------------A 
118Dyckiag  ------------TACT-TCC-TAAC-T----ATT----TATCCTTTTTTGTTTTTTCATTGATG-------------A 
084Deutero  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
085Deutero  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTTTTTTGTTTTTTCATTGATG-------------A 
090Deutero  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
196Deutero  -----------------------------------------------------TTTCATTGATG-------------A 
P1Pitcairn  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATTTATTTATCCTCTTTTGTTTTTTCATTGATG-------------A 
024Pitcair  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
094Pepinia  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
095Pepinia  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
119Pitcair  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
123Pitcair  AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
204Fostere  A-AGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATCAATG-------------A 
158Fostere  A-AGCCCAT-TTGACT-TCC-TAAC-T----ATT----TACCCTCTTTTGTTTTTTCATCAATG-------------A 
156Fostere  A-AGCCCTT-TTAACT-TCC-TAAA-T----ATT----TATCCTCTTTTGTTTTTTCAAAAATG-------------A 
086Fostere  A-AGCCCTT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCAAAAATG-------------A 
223Orthoph  -GAGCCCAT-TTT-CT-TCC--AAC-T-----TT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
040Ananasn  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
136Ananasc  AGAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
044AecAech  ---CCCCAT-TTTACT-TCT-TAAC-T----TTT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
248AecAech  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
249AecAech  AGAGCCCAT-TTTACT-TCT-TAAC-T----TTT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
041AecAech  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
218AecAech  -GAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
030Chevali  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
079Chevali  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
008AecPlat  GGAGCCCAT-TTTACT-TCC-TAAC-T----GTT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
241AecPlat  GGAGCCCAT-TTTACT-TCC-TAAC-T----GTT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K4AecPlaty  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K5AecPlaty  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
257AecLamp  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
185AecLamp  AGAGCCCAT-TTTACT-TCC-TAAC-A----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
273AecLamp  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
272AecLamp  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
144AecLamp  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
246AecPoth  ----------------------------------------------TTTGTTTTTTCATTGATG-------------A 
149AecPoth  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
042AecPoth  AGAACCCAT-TTTACT-TCC-TAAC-T----ATT----TATCTTCTTTTGTTTTTTCATTGATG-------------A 
222AecPoth  --AGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
242AecMacr  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
152AecMacr  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
259AecOrtg  ------CAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
181AecOrtg  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
271AecOrtg  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K7AecOrtgi  ------------TACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
184AecOrtg  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
043AecOrtg  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
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270AecOrtg  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
150AecPoda  AGAGCCCAT-TTTACT-TCC-TA---T-----------TATCCTCTTTTGTTTTTTCAAA------------------ 
256AecPoda  -GAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
267Strepto  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
004Greigia  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
111Greigia  AGAGCCCAT-TTAACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
157Greigia  -------AT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
15aOchagav  AGAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
023Ochagav  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
5aFascicul  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
6aFascicul  AGAGTGCAT-TTAACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
019Acantho  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
0151Acanth  AGAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
018Deinaca  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
140Deinaca  ----------------------AAC-N----ATT----TATCCTCTTT-GTTTTTTCATTGATG-------------A 
037Hohenbe  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
048Androle  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
049Wittroc  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
080Neorege  -----------TTACTATCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
081Neorege  --------------------------------------TATCCTTTTTTGTTTTTTCATTGATG-------------A 
221Neorege  AGAGCC--T-TTT-CT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
052Neoglaz  ATAGCCCAT-TTTACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
051Quesnel  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
050Quesnel  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
220Quesnel  -GAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
047Canistr  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
087Lymania  AAAACCCATATTAACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
053Porteap  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
239Porteal  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
029Bromeli  AGAGCCCAT-TTTACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
036Billber  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
129Billber  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K11EBillbe  ------------TACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K13EBillbe  ---------------------TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
127Ursulae  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
033Ursulae  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
138Hohenbe  AGAGT-CAT-TT--CT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
137Nidular  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
141Pseudan  GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
K9Araeococ  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
206Araeoco  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
213Edmundo  GGAGCCCAT-TT-ACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
120Ronnber  AGAACCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
097Fernsee  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
067Fernsee  AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
214Cryptan  AGAGCCCAT-TTTACT-TCC-TAAC-A----ATT----TATCCTCTTTTGTTTTTTCATTGATG-------------A 
215Cryptan  -----------------------------------------CCTGTTTTGTTTTTTCATTGATG-------------A 
072Rapatea  AAAGCCAAT-TTTACT-TCC-TAAC-TAACTATTTATTTATCCTCTTTT--TTTTTCATCAATG---------GTTCA 
135Zingibe  AAAGGTAAT-TTTACT-TCC-TAAA-T----ATT----TATCCTCTTTT----TTTCAT----CAGCGATTCAGTTCA 
 
Input data matrix (continued): 
 
                                 111111111111111111111111111111111111111111111111111111111 
            788888888889999999999000000000011111111112222222222333333333344444444445555555 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  AAAAACAAAATTCAC-TATCTTTTTCATTCATTCTATTCTTTCACAA-----ATAGATCCGAACAGAAATCTTTGGAT 
015Alcanta  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
009Catopsi  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
073Catopsi  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
083Mezobro  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
016Guzmani  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
017Guzmani  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
109Guzmani  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
069Vriesea  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ACGGATCCGAACAGAAATCTTTGGAT 
035TTillan  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
039TAllard  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
038TAllard  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
023TDiapho  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
007TPhytar  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
013Racinae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
194Racinae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCAAACAGAAATCTTTGGAT 
1aRacinaea  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
031Racinae  AAAAA-AAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
186Racinae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
126Racinae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
128Racinae  AAAAACAAAATTCAT-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
034Naviasp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
060Puyaalp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
006Puyalax  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
076Puyaden  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
005Hechtia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
088Hechtia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 



 19

011Ayensua  AAAAATAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
001Brocchi  AAAAATAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
003Brocchi  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
187Brocchi  AAAAATCAAATTCAC-TATCTTTCTCATTCATTCTACTCATTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
118Dyckiag  AAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ACGGATCCGAACATAAATCTTTGGAT 
084Deutero  AAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
085Deutero  AAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
090Deutero  AAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
196Deutero  AAAAACAAAGTTCACGTATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
P1Pitcairn  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
024Pitcair  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
094Pepinia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCCTTGGAT 
095Pepinia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
119Pitcair  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCCTTGGAT 
123Pitcair  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
204Fostere  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGAAT 
158Fostere  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGAAT 
156Fostere  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGAAT 
086Fostere  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGAAT 
223Orthoph  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
040Ananasn  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
136Ananasc  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
044AecAech  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
248AecAech  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
249AecAech  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
041AecAech  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
218AecAech  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
030Chevali  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
079Chevali  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
008AecPlat  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
241AecPlat  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
K4AecPlaty  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
K5AecPlaty  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCTGAACAGAAATCTTTGGAT 
257AecLamp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
185AecLamp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
273AecLamp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
272AecLamp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
144AecLamp  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
246AecPoth  AAAAACAAAATTCGC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGCACAGAAATCTTTGGAT 
149AecPoth  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
042AecPoth  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
222AecPoth  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
242AecMacr  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
152AecMacr  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
259AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCAAACAGAAATCTTTGGAT 
181AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
271AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
K7AecOrtgi  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCTGAACAGAAATCTTTGGAT 
184AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
043AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
270AecOrtg  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
150AecPoda  -----CAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
256AecPoda  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
267Strepto  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCT-------------------------------------- 
004Greigia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
111Greigia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
157Greigia  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
15aOchagav  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
023Ochagav  AAAAACGAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
5aFascicul  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
6aFascicul  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
019Acantho  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
0151Acanth  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
018Deinaca  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
140Deinaca  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
037Hohenbe  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCCTTGGAT 
048Androle  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
049Wittroc  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
080Neorege  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
081Neorege  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
221Neorege  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
052Neoglaz  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
051Quesnel  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
050Quesnel  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
220Quesnel  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
047Canistr  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
087Lymania  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
053Porteap  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
239Porteal  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
029Bromeli  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAAC-------------- 
036Billber  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATTTTTGGAT 
129Billber  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATTTTTGGAT 
K11EBillbe  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
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K13EBillbe  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
127Ursulae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
033Ursulae  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
138Hohenbe  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
137Nidular  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
141Pseudan  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
K9Araeococ  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
206Araeoco  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
213Edmundo  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
120Ronnber  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
097Fernsee  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
067Fernsee  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
214Cryptan  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTATTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
215Cryptan  AAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGATCCGAACAGAAATCTTTGGAT 
072Rapatea  AA---CAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCGCAA-----ATGGGTCTGAACATTA---------- 
135Zingibe  AA---CAAAATTCAC-TATCTTTCTCATTCACTCCACTCTTTCACAACACAAATGTATCCGAACTAAAATCCTTGGAT 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111122222222222222222222222222222222222 
            555666666666677777777778888888888999999999900000000001111111111222222222233333 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
002Glomero  CTTATCCCATACAAATTTGGAT-CTTATC------------------------------------------------- 
015Alcanta  CTTATC------------------------------------------------------------------------ 
009Catopsi  CTTATC------------------------------------------------------------------------ 
073Catopsi  CTTATC------------------------------------------------------------------------ 
083Mezobro  CTTATC------------------------------------------------------------------------ 
016Guzmani  CTTATC------------------------------------------------------------------------ 
017Guzmani  CTTATC------------------------------------------------------------------------ 
109Guzmani  CTTATC------------------------------------------------------------------------ 
069Vriesea  CTTATC------------------------------------------------------------------------ 
035TTillan  CTTATC------------------------------------------------------------------------ 
039TAllard  CTTATC------------------------------------------------------------------------ 
038TAllard  CTTATCCCATACAAATGAAGATATATAGGAAAAAAATCTCTATTATTAAATAATTCACAATCCATAT----------- 
023TDiapho  CTTATC------------------------------------------------------------------------ 
007TPhytar  CTTATC------------------------------------------------------------------------ 
013Racinae  CTTATC------------------------------------------------------------------------ 
194Racinae  CTTATC------------------------------------------------------------------------ 
1aRacinaea  CTTATC------------------------------------------------------------------------ 
031Racinae  CTTATC------------------------------------------------------------------------ 
186Racinae  CTTATC------------------------------------------------------------------------ 
126Racinae  CTTATC------------------------------------------------------------------------ 
128Racinae  CTTATC------------------------------------------------------------------------ 
034Naviasp  CTTATC------------------------------------------------------------------------ 
060Puyaalp  CTTATC------------------------------------------------------------------------ 
006Puyalax  CTTATC------------------------------------------------------------------------ 
076Puyaden  CTTATC------------------------------------------------------------------------ 
005Hechtia  CTTATC------------------------------------------------------------------------ 
088Hechtia  CTTATC------------------------------------------------------------------------ 
011Ayensua  CTTATC------------------------------------------------------------------------ 
001Brocchi  CTTATC------------------------------------------------------------------------ 
003Brocchi  CTTATC------------------------------------------------------------------------ 
187Brocchi  CTTATC------------------------------------------------------------------------ 
118Dyckiag  CTTATC------------------------------------------------------------------------ 
084Deutero  CTTATC------------------------------------------------------------------------ 
085Deutero  CTTATC------------------------------------------------------------------------ 
090Deutero  CTTATC------------------------------------------------------------------------ 
196Deutero  CTTATC------------------------------------------------------------------------ 
P1Pitcairn  CTTATC------------------------------------------------------------------------ 
024Pitcair  CTTATC------------------------------------------------------------------------ 
094Pepinia  CTTATC------------------------------------------------------------------------ 
095Pepinia  CTTATC------------------------------------------------------------------------ 
119Pitcair  CTTATC------------------------------------------------------------------------ 
123Pitcair  CTTATC------------------------------------------------------------------------ 
204Fostere  CTTATC---------------------------------------------------------------TTCATTCAT 
158Fostere  CTTATC------------------------------------------------------------------------ 
156Fostere  CTTATC------------------------------------------------------------------------ 
086Fostere  CTTATC------------------------------------------------------------------------ 
223Orthoph  CTTATC------------------------------------------------------------------------ 
040Ananasn  CTTATC------------------------------------------------------------------------ 
136Ananasc  CTTATC------------------------------------------------------------------------ 
044AecAech  CTTATC------------------------------------------------------------------------ 
248AecAech  CTTATC------------------------------------------------------------------------ 
249AecAech  CTTATC------------------------------------------------------------------------ 
041AecAech  CTTATC------------------------------------------------------------------------ 
218AecAech  CTTATC------------------------------------------------------------------------ 
030Chevali  CTTATC------------------------------------------------------------------------ 
079Chevali  CTTATC------------------------------------------------------------------------ 
008AecPlat  CTTATC------------------------------------------------------------------------ 
241AecPlat  CTTATC------------------------------------------------------------TCTCCATACAAA 
K4AecPlaty  CTTATC------------------------------------------------------------------------ 
K5AecPlaty  CTTATC------------------------------------------------------------------------ 



 21

257AecLamp  CTTATC------------------------------------------------------------------------ 
185AecLamp  CTTATC------------------------------------------------------------------------ 
273AecLamp  CTTATC------------------------------------------------------------------------ 
272AecLamp  CTTATC------------------------------------------------------------------------ 
144AecLamp  CTTATC------------------------------------------------------------------------ 
246AecPoth  CTTATC------------------------------------------------------------------------ 
149AecPoth  CTTATC------------------------------------------------------------------------ 
042AecPoth  CTTATC------------------------------------------------------------------------ 
222AecPoth  CTTATC------------------------------------------------------------------------ 
242AecMacr  CTTATC------------------------------------------------------------------------ 
152AecMacr  CTTATC------------------------------------------------------------------------ 
259AecOrtg  CTTATC------------------------------------------------------------------------ 
181AecOrtg  CTTATC------------------------------------------------------------------------ 
271AecOrtg  CTTATC------------------------------------------------------------------------ 
K7AecOrtgi  CCTATC------------------------------------------------------------------------ 
184AecOrtg  CTTATC------------------------------------------------------------------------ 
043AecOrtg  CTTATC------------------------------------------------------------------------ 
270AecOrtg  CTTATC------------------------------------------------------------------------ 
150AecPoda  CTTATC------------------------------------------------------------------------ 
256AecPoda  CTTATC------------------------------------------------------------------------ 
267Strepto  ------------------------------CTTTTGTTTTTTCATTGATGAAAAAACAAAATTCACTATCTTTCTCAT 
004Greigia  CTTATC------------------------------------------------------------------------ 
111Greigia  CTTATC------------------------------------------------------------------------ 
157Greigia  CTTATC------------------------------------------------------------------------ 
15aOchagav  CTTATC------------------------------------------------------------------------ 
023Ochagav  CTTATC------------------------------------------------------------------------ 
5aFascicul  CTTATC------------------------------------------------------------------------ 
6aFascicul  CTTATC------------------------------------------------------------------------ 
019Acantho  CTTATC------------------------------------------------------------------------ 
0151Acanth  CTTATC------------------------------------------------------------------------ 
018Deinaca  CTTATC------------------------------------------------------------------------ 
140Deinaca  CTTATC------------------------------------------------------------------------ 
037Hohenbe  CTTATC------------------------------------------------------------------------ 
048Androle  CTTATC------------------------------------------------------------------------ 
049Wittroc  CTTATC------------------------------------------------------------------------ 
080Neorege  CTTATC------------------------------------------------------------------------ 
081Neorege  CTTATC------------------------------------------------------------------------ 
221Neorege  CTTATC------------------------------------------------------------------------ 
052Neoglaz  CTTATC------------------------------------------------------------------------ 
051Quesnel  CTTATC------------------------------------------------------------------------ 
050Quesnel  CTTATC------------------------------------------------------------------------ 
220Quesnel  CTTATC------------------------------------------------------------------------ 
047Canistr  CTTATC------------------------------------------------------------------------ 
087Lymania  CTTATC------------------------------------------------------------------------ 
053Porteap  CTTATC------------------------------------------------------------------------ 
239Porteal  CTTATC------------------------------------------------------------------------ 
029Bromeli  ------------------------------------------------------------------------------ 
036Billber  CTTATC------------------------------------------------------------------------ 
129Billber  CTTATC------------------------------------------------------------------------ 
K11EBillbe  CTTATC------------------------------------------------------------------------ 
K13EBillbe  CTTATC------------------------------------------------------------------------ 
127Ursulae  CTTATC------------------------------------------------------------------------ 
033Ursulae  CTTATC------------------------------------------------------------------------ 
138Hohenbe  CTTATC------------------------------------------------------------------------ 
137Nidular  CTTATC------------------------------------------------------------------------ 
141Pseudan  CTTATC------------------------------------------------------------------------ 
K9Araeococ  CTTATC------------------------------------------------------------------------ 
206Araeoco  CTTATC------------------------------------------------------------------------ 
213Edmundo  CTTATC------------------------------------------------------------------------ 
120Ronnber  CTTATC------------------------------------------------------------------------ 
097Fernsee  CTTATC------------------------------------------------------------------------ 
067Fernsee  CTTATC------------------------------------------------------------------------ 
214Cryptan  CTTATC------------------------------------------------------------------------ 
215Cryptan  CTTATC------------------------------------------------------------------------ 
072Rapatea  CTT-----------ATT------------------------------------------------------------- 
135Zingibe  CTTATCCCA-----ATTTCGATAGATACA------------------------------------------------- 
 
Input data matrix (continued): 
 
            222222222222222222222222222222222222222222222222222222222222222223333333333333 
            333334444444444555555555566666666667777777777888888888899999999990000000000111 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
002Glomero  -----------------------------------------------------------CCATACAAATGAAGATATA 
015Alcanta  -----------------------------------------------------------CCATACAAATGAAGATATA 
009Catopsi  -----------------------------------------------------------CCATACAAATGAAGATATA 
073Catopsi  -----------------------------------------------------------CCATACAAATGAAGATATA 
083Mezobro  -----------------------------------------------------------CCATACA---GAAGATATA 
016Guzmani  -----------------------------------------------------------CCATACAAATGAAGATATA 
017Guzmani  -----------------------------------------------------------CCATACAAATGAAGATATA 
109Guzmani  -----------------------------------------------------------CCATACAAATGAAGATATA 
069Vriesea  -----------------------------------------------------------CCATACAAATGAAGATATA 
035TTillan  -----------------------------------------------------------CCATACAAATGAAGATATA 
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039TAllard  -----------------------------------------------------------CCATACAAATGAAGATATA 
038TAllard  ------------------------------------------------------------CATACAAATGAAGATATA 
023TDiapho  -----------------------------------------------------------CCATACAAATGAAGATATA 
007TPhytar  -----------------------------------------------------------CCATACAAATGAAGATATA 
013Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
194Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
1aRacinaea  -----------------------------------------------------------CCATACAAATGAAGATATA 
031Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
186Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
126Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
128Racinae  -----------------------------------------------------------CCATACAAATGAAGATATA 
034Naviasp  -----------------------------------------------------------CCATACAAATGAAGATATA 
060Puyaalp  -----------------------------------------------------------CCATACAAATGAAGATATA 
006Puyalax  -----------------------------------------------------------CCATACAAATGAAGATATA 
076Puyaden  -----------------------------------------------------------CCATACAAATGAAGATATA 
005Hechtia  -----------------------------------------------------------CCATACAAATGAAGATATA 
088Hechtia  -----------------------------------------------------------CCATACAAATGAAGATATA 
011Ayensua  -----------------------------------------------------------CCATACAAATGAAGATATA 
001Brocchi  -----------------------------------------------------------CCATACAAATGAAGATATA 
003Brocchi  -----------------------------------------------------------CCATACAAATGAAGATATA 
187Brocchi  -----------------------------------------------------------CCATACAAATGAAGATATA 
118Dyckiag  -----------------------------------------------------------CCATACAAATGAGGATATA 
084Deutero  -----------------------------------------------------------CCATACAAATGAAGATATA 
085Deutero  -----------------------------------------------------------CCATACAAATGAAGATATA 
090Deutero  -----------------------------------------------------------CCATACAAATGAAGATATA 
196Deutero  -----------------------------------------------------------CCATACAAATGAAGATATA 
P1Pitcairn  -----------------------------------------------------------CCATACAAATGAAGATATA 
024Pitcair  -----------------------------------------------------------CCATA-AAA----GATATA 
094Pepinia  -----------------------------------------------------------CCATACAAATGAGGATATA 
095Pepinia  -----------------------------------------------------------CCATACAAATGAGGATATA 
119Pitcair  -----------------------------------------------------------CCATACAAATGAGGATATA 
123Pitcair  -----------------------------------------------------------CCATACAAATGAGGATATA 
204Fostere  TCATTCTACTCTTTCACAAATGGATCCGAACAGAAATCTTTGAATCTTATCTTC-ATTCCCATACAAATGAAGATATA 
158Fostere  -----------------------------------------------------------CCATACAAATGAAGATATA 
156Fostere  -----------------------------------------------------------CCATACAAATGAAGATATA 
086Fostere  -----------------------------------------------------------CCATACAAATGAAGATATA 
223Orthoph  -----------------------------------------------------------CCATACAAATGAAGATATA 
040Ananasn  -----------------------------------------------------------CCATACAAATGAAGATATA 
136Ananasc  -----------------------------------------------------------CCATACAAATGAAGATATA 
044AecAech  -----------------------------------------------------------CCATACAAATAAAGATATA 
248AecAech  -----------------------------------------------------------CCATACAAATGAAGATATA 
249AecAech  -----------------------------------------------------------CCATACAAATAAAGATATA 
041AecAech  -----------------------------------------------------------CCATACAAATGAAGATATA 
218AecAech  -----------------------------------------------------------CCATACAAATGAAGATATA 
030Chevali  -----------------------------------------------------------CCATACAAATGAAGATATA 
079Chevali  -----------------------------------------------------------CCATACAAATGAAGATATA 
008AecPlat  -----------------------------------------------------------CCATACAAATGAAGATATA 
241AecPlat  TGAAGATATTCTTTCACAAATGGATCCGAACAGAAATCTTTGGA-----------TATCCCATACAAATGAAGATATA 
K4AecPlaty  -----------------------------------------------------------CCATACAAATGAAGATATA 
K5AecPlaty  -----------------------------------------------------------CCATACAAATGAAGATATA 
257AecLamp  -----------------------------------------------------------CCATACAAATGAGGATATA 
185AecLamp  -----------------------------------------------------------CCATACAAATGAAGATATA 
273AecLamp  -----------------------------------------------------------CCATACAAATGAAGATATA 
272AecLamp  -----------------------------------------------------------CCATACAAATGAAGATATA 
144AecLamp  -----------------------------------------------------------CCATACAAATGAAGATATA 
246AecPoth  -----------------------------------------------------------CCATACAAATGAAGATATA 
149AecPoth  -----------------------------------------------------------CCATACAAATGAAGATATA 
042AecPoth  -----------------------------------------------------------CCATACAAATGAAGATATA 
222AecPoth  -----------------------------------------------------------CCATACAAATGAAGATATA 
242AecMacr  -----------------------------------------------------------CCATACAAATGAAGATATA 
152AecMacr  -----------------------------------------------------------CCATACAAATGAAGATATA 
259AecOrtg  -----------------------------------------------------------CCATACAAATGAAGATATA 
181AecOrtg  -----------------------------------------------------------CCATACAAATGAGGATATA 
271AecOrtg  -----------------------------------------------------------CCATACAAATGAGGATATA 
K7AecOrtgi  -----------------------------------------------------------CCATACAAATGAAGATATA 
184AecOrtg  -----------------------------------------------------------CCATACAAATGAGGATATA 
043AecOrtg  -----------------------------------------------------------CCATACAAATGAGGATATA 
270AecOrtg  -----------------------------------------------------------CCATACAAATGAGGATATA 
150AecPoda  -----------------------------------------------------------CCATACAAATGAAGATATA 
256AecPoda  -----------------------------------------------------------CCATACAAATGAAGATATA 
267Strepto  TCATTCTACTCTTTCACAAATGGATCCGAACAGAAATCTTTGGATCT--------TATCCCATACAAATGAAGATATA 
004Greigia  -----------------------------------------------------------CCATACAAATGAAGATATA 
111Greigia  -----------------------------------------------------------CCATACAAATGAAGATATA 
157Greigia  -----------------------------------------------------------CCATACAAATGAAGATATA 
15aOchagav  -----------------------------------------------------------CCATACAAATGAAGATATA 
023Ochagav  -----------------------------------------------------------CCATACAAATGAAGATATA 
5aFascicul  -----------------------------------------------------------CCATACAAATGAAGATATA 
6aFascicul  -----------------------------------------------------------CCATACAAATGAAGATATA 
019Acantho  -----------------------------------------------------------CCATACAAATGAAGATATA 
0151Acanth  -----------------------------------------------------------CCATACAAATGAAGATATA 
018Deinaca  -----------------------------------------------------------CCATACAAATGAAGATATA 
140Deinaca  -----------------------------------------------------------CCATACAAATGAAGATATA 
037Hohenbe  -----------------------------------------------------------CCATACAAATGAAGATATA 
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048Androle  -----------------------------------------------------------CCATACAAATGAAGATATA 
049Wittroc  -----------------------------------------------------------CCATACAAATGAAGATATA 
080Neorege  -----------------------------------------------------------CCATACAAATGAAGATATA 
081Neorege  -----------------------------------------------------------CCATACAAATGAAGATATA 
221Neorege  -----------------------------------------------------------CCATACAAATGAAGATATA 
052Neoglaz  -----------------------------------------------------------CCATACAAATGAAGATATA 
051Quesnel  -----------------------------------------------------------CCATACAAATGAAGATATA 
050Quesnel  -----------------------------------------------------------CCATACAAATGAAGATATA 
220Quesnel  -----------------------------------------------------------CCATACAAATGAAGATATA 
047Canistr  -----------------------------------------------------------CCATACAAATGAAGATATA 
087Lymania  -----------------------------------------------------------CCATACAAATGAAGATATA 
053Porteap  -----------------------------------------------------------CCATACAAATGAAGATATA 
239Porteal  -----------------------------------------------------------CCATACAAATGAAGATATA 
029Bromeli  ------------------------------------------------------------------------------ 
036Billber  -----------------------------------------------------------CCATACAAATGAAGATATA 
129Billber  -----------------------------------------------------------CCATACAAATGAAGATATA 
K11EBillbe  -----------------------------------------------------------CCATACAAATGAAGATATA 
K13EBillbe  -----------------------------------------------------------CCATACAAATGAAGATATA 
127Ursulae  -----------------------------------------------------------CCATACAAATGAAAATATA 
033Ursulae  -----------------------------------------------------------CCATACAAATGAAGATATA 
138Hohenbe  -----------------------------------------------------------CCATACAAATGAAGATATA 
137Nidular  -----------------------------------------------------------CCATACAAATGAAGATATA 
141Pseudan  -----------------------------------------------------------CCATACAAATGAAGATATA 
K9Araeococ  -----------------------------------------------------------CCATACAAATGAAGATATA 
206Araeoco  -----------------------------------------------------------CCATACAAATGAAGATATA 
213Edmundo  -----------------------------------------------------------CCATACAAATGAAGATATA 
120Ronnber  -----------------------------------------------------------CCATACAAATGAAGATATA 
097Fernsee  -----------------------------------------------------------CCATACAAATGAAGATATA 
067Fernsee  -----------------------------------------------------------CCATACAAATGAAGATATA 
214Cryptan  -----------------------------------------------------------CCATACAAATGAAGATATA 
215Cryptan  -----------------------------------------------------------CCATACAAATGAAGATATA 
072Rapatea  -----------------------------------------------------------CCATACAAATGAACATATA 
135Zingibe  ----------------------------------------------------ATACCTC---TACAAATAAACATATA 
 
Input data matrix (continued): 
 
            333333333333333333333333333333333333333333333333333333333333333333333333333333 
            111111122222222223333333333444444444455555555556666666666777777777788888888889 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
002Glomero  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
015Alcanta  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ATAATCCATATCATT----------------ATCCTTATATT 
009Catopsi  TAGGTAAACAATCTCCATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
073Catopsi  TAGGTAAACAATCTCCATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
083Mezobro  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
016Guzmani  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
017Guzmani  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
109Guzmani  TAGGTAAAAAATCTCTATTATTAAAT-A-AT--TT-ACAATCCATATCATT----------------ATCCTTATATT 
069Vriesea  TAGGCAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
035TTillan  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
039TAllard  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
038TAllard  TAGGAAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
023TDiapho  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
007TPhytar  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
013Racinae  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
194Racinae  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
1aRacinaea  TAGGTAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCCTATATT 
031Racinae  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCCTATATT 
186Racinae  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
126Racinae  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
128Racinae  TAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
034Naviasp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
060Puyaalp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
006Puyalax  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
076Puyaden  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
005Hechtia  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
088Hechtia  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
011Ayensua  TAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
001Brocchi  TAGGTAAACAATCTCTATTATTAATA-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
003Brocchi  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
187Brocchi  TAGGTAAACAATCTCTATTATTAATA-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
118Dyckiag  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
084Deutero  TAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
085Deutero  TAGGTAAATAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
090Deutero  TAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
196Deutero  TAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
P1Pitcairn  TAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
024Pitcair  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCAGATCATT----------------ATCCTTATATT 
094Pepinia  TAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
095Pepinia  TAAGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
119Pitcair  TAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
123Pitcair  TAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
204Fostere  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
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158Fostere  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
156Fostere  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
086Fostere  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
223Orthoph  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
040Ananasn  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
136Ananasc  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
044AecAech  TAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
248AecAech  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
249AecAech  TAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
041AecAech  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
218AecAech  TAGGGAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
030Chevali  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
079Chevali  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
008AecPlat  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
241AecPlat  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K4AecPlaty  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K5AecPlaty  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
257AecLamp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
185AecLamp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
273AecLamp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
272AecLamp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
144AecLamp  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
246AecPoth  TAGGTAAACAATCGCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
149AecPoth  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
042AecPoth  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATACCATT----------------ATCCTTATATT 
222AecPoth  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
242AecMacr  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
152AecMacr  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
259AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
181AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
271AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K7AecOrtgi  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
184AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
043AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
270AecOrtg  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
150AecPoda  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
256AecPoda  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
267Strepto  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
004Greigia  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT----------------ATCCTTATATT 
111Greigia  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT----------------ATCCTTATATT 
157Greigia  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT----------------ATCCTTATATT 
15aOchagav  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ATAATCCATATCATT----------------ATCCTTATATT 
023Ochagav  TAGGTAAACAATCTCTATTATTAACT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
5aFascicul  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
6aFascicul  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
019Acantho  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
0151Acanth  TAGGTAAACAATCTCTATTATTAAAT-AATT--C--ACAATCCATATCATT----------------ATCCTTATATT 
018Deinaca  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
140Deinaca  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
037Hohenbe  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
048Androle  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
049Wittroc  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
080Neorege  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
081Neorege  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
221Neorege  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
052Neoglaz  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
051Quesnel  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
050Quesnel  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
220Quesnel  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
047Canistr  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
087Lymania  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
053Porteap  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
239Porteal  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
029Bromeli  ------------------------------------------------------------------------------ 
036Billber  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCCTATATT 
129Billber  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K11EBillbe  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K13EBillbe  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
127Ursulae  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
033Ursulae  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
138Hohenbe  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATTTTTTTTTTTTTTTGGT----------- 
137Nidular  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
141Pseudan  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
K9Araeococ  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
206Araeoco  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
213Edmundo  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
120Ronnber  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
097Fernsee  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
067Fernsee  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
214Cryptan  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
215Cryptan  TAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT----------------ATCCTTATATT 
072Rapatea  --GGCAAGGAATCCCTATTATTAAATTAAATCATTGACAATACATACCCTT----------------ATCCTTACATT 
135Zingibe  TGGGCAAATAATCTCTATTATTGAAT-C-AT--TC-ACAGTCCATATCATT----------------ATCCTTACGCT 
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Input data matrix (continued): 
 
            333333333444444444444444444444444444444444444444444444444444444444444444444444 
            999999999000000000011111111112222222222333333333344444444445555555555666666666 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  TACTAGGTCAAATTT--C-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
015Alcanta  TACTAGGACCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
009Catopsi  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
073Catopsi  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
083Mezobro  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
016Guzmani  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
017Guzmani  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
109Guzmani  TACTAGATCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
069Vriesea  TACTAGGTCAAATTT--T-TT-T--T----T--GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
035TTillan  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
039TAllard  TACTAGGTCAAATTT--T-TT------T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
038TAllard  TACTAGGTCAAATAT--T-TT-T--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
023TDiapho  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
007TPhytar  TACTAGGTCAAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
013Racinae  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
194Racinae  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
1aRacinaea  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
031Racinae  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
186Racinae  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
126Racinae  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
128Racinae  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
034Naviasp  TACTAGGTAAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
060Puyaalp  TACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAGA 
006Puyalax  TACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAGA 
076Puyaden  TACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAGA 
005Hechtia  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
088Hechtia  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATAGAAGTACTCCACTAG- 
011Ayensua  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
001Brocchi  TACTAGGTCCAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
003Brocchi  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
187Brocchi  TACTAGGTCCAATTT--T-TTAT--T-T-TGT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
118Dyckiag  TACTAGGTAAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
084Deutero  TACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
085Deutero  TACTAGGTAAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
090Deutero  TACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
196Deutero  TACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
P1Pitcairn  TACTAGGTAAAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
024Pitcair  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
094Pepinia  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
095Pepinia  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
119Pitcair  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
123Pitcair  TACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
204Fostere  TACTAGGTCAAATTT--G-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTGG- 
158Fostere  TACTAGGTCAAATCT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTGA- 
156Fostere  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTGG- 
086Fostere  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTGG- 
223Orthoph  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAAATACAAATACTCT------ 
040Ananasn  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
136Ananasc  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
044AecAech  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
248AecAech  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
249AecAech  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
041AecAech  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
218AecAech  TACTAGGGCCAATTT--T-GTAT--T-T-TTT-GGTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
030Chevali  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
079Chevali  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
008AecPlat  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
241AecPlat  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
K4AecPlaty  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTGCCTTTAA-TTGACATAGATACAAGTACTCT------ 
K5AecPlaty  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTGCCTTTAA-TTGACATAGATACAAGTACTCT------ 
257AecLamp  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
185AecLamp  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
273AecLamp  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
272AecLamp  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
144AecLamp  TACTAGGTCCTATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
246AecPoth  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
149AecPoth  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
042AecPoth  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
222AecPoth  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
242AecMacr  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
152AecMacr  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
259AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
181AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
271AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
K7AecOrtgi  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
184AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
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043AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
270AecOrtg  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
150AecPoda  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
256AecPoda  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
267Strepto  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
004Greigia  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
111Greigia  TACTAGGTCCAATTT--T-TTAT--T-T-TTTTTTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTTTACTAG- 
157Greigia  TACTAGGTCCAATTT--T-TTAT--T-T-TTTTTTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTTTACTAG- 
15aOchagav  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
023Ochagav  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
5aFascicul  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
6aFascicul  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
019Acantho  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
0151Acanth  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
018Deinaca  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
140Deinaca  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
037Hohenbe  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
048Androle  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
049Wittroc  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
080Neorege  TACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
081Neorege  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
221Neorege  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
052Neoglaz  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
051Quesnel  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
050Quesnel  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
220Quesnel  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
047Canistr  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
087Lymania  TACTAGGTTCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
053Porteap  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
239Porteal  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
029Bromeli  -------TCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
036Billber  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
129Billber  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
K11EBillbe  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
K13EBillbe  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
127Ursulae  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
033Ursulae  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
138Hohenbe  -----------------------------------TTAAGCCCCTTTAA-TGGACATAGATCCAGGTCCTTT------ 
137Nidular  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
141Pseudan  TACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAGA 
K9Araeococ  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
206Araeoco  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
213Edmundo  TACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
120Ronnber  TACTAGGTTCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
097Fernsee  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
067Fernsee  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCTACTAG- 
214Cryptan  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
215Cryptan  TACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATAGATACAAGTACTCT------ 
072Rapatea  GAAAAAGTCAAATTTATTAATATAATATACTT-TTTTTA-TTCCTTTAA-TTGACATAGATACAATTACTCTACTAG- 
135Zingibe  TACTAG-TTAAATTT--T-TTAC--T-A-CT---TTTTAGTCCCTTTAAATTGACATAGACACAAACACTACACCAG- 
 
Input data matrix (continued): 
 
            444444444444444444444444444444455555555555555555555555555555555555555555555555 
            677777777778888888888999999999900000000001111111111222222222233333333334444444 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0011 
015Alcanta  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCATTTGGTAGAGCA-GAGGACTTG0010 
009Catopsi  -------------------GATGATGCACAAAAAAATGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
073Catopsi  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
083Mezobro  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
016Guzmani  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
017Guzmani  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
109Guzmani  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
069Vriesea  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
035TTillan  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
039TAllard  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
038TAllard  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0011 
023TDiapho  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
007TPhytar  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
013Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
194Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
1aRacinaea  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
031Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-AAGAGCT--0010 
186Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGG-----0010 
126Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
128Racinae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
034Naviasp  -------------------GATGATGCA-AAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
060Puyaalp  GATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
006Puyalax  GATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
076Puyaden  GATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
005Hechtia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
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088Hechtia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
011Ayensua  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
001Brocchi  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
003Brocchi  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
187Brocchi  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
118Dyckiag  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
084Deutero  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
085Deutero  -------------------GATGATGCATAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
090Deutero  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
196Deutero  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
P1Pitcairn  -------------------GATGATACACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G1010 
024Pitcair  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
094Pepinia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
095Pepinia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
119Pitcair  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
123Pitcair  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
204Fostere  -------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
158Fostere  -------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGT-GGTAGAGCA-GAGGACT-G0010 
156Fostere  -------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
086Fostere  -------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
223Orthoph  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
040Ananasn  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
136Ananasc  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
044AecAech  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
248AecAech  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCAAGAGGACT-G0010 
249AecAech  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
041AecAech  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
218AecAech  -------------------GATGATGCACAAAAAA-TGGCCGGGATAGCTCAGCTGGTAGAGCA-GAGGACT-G0010 
030Chevali  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
079Chevali  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
008AecPlat  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
241AecPlat  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
K4AecPlaty  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAG------0010 
K5AecPlaty  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
257AecLamp  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-AAGGACT-G0010 
185AecLamp  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAG------0010 
273AecLamp  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
272AecLamp  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
144AecLamp  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAG------0010 
246AecPoth  -------------------GATGATGCACAAAAAA-TGGTCGGAATAGCTCAGTTGGTAGAG------------0010 
149AecPoth  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGAC---0010 
042AecPoth  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
222AecPoth  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
242AecMacr  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
152AecMacr  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGG-----0010 
259AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGATCA----------0010 
181AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
271AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
K7AecOrtgi  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
184AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
043AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
270AecOrtg  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
150AecPoda  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT--0010 
256AecPoda  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
267Strepto  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
004Greigia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
111Greigia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
157Greigia  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
15aOchagav  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
023Ochagav  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-AAGGACT-G0010 
5aFascicul  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
6aFascicul  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
019Acantho  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
0151Acanth  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGG-----0010 
018Deinaca  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGGAGAGCA-GAGGACT-G0010 
140Deinaca  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGGAGAGCA-GAGGACT-G0010 
037Hohenbe  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
048Androle  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
049Wittroc  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
080Neorege  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
081Neorege  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG--------------0010 
221Neorege  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
052Neoglaz  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
051Quesnel  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
050Quesnel  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
220Quesnel  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
047Canistr  -------------------GATGATGCACAAAAAA-AGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
087Lymania  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
053Porteap  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
239Porteal  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
029Bromeli  -------------------GATGATGCCCCAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
036Billber  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
129Billber  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
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K11EBillbe  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
K13EBillbe  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
127Ursulae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
033Ursulae  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
138Hohenbe  -------------------GATGAGGCCCAAAAAA-GGGGCGGGATAGCTCATTTGGTAGAGCA-AAGGACT-G0010 
137Nidular  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
141Pseudan  GATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGAC---0010 
K9Araeococ  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
206Araeoco  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
213Edmundo  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
120Ronnber  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
097Fernsee  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
067Fernsee  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0010 
214Cryptan  -------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTC-----------------------0010 
215Cryptan  -------------------GATGATGCACAAAAAA--GGTCGGGATAGCTCAGTTGGTAGAGC-----------0010 
072Rapatea  -------------------GATGATACGTAAGGAAATGGTCGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G1100 
135Zingibe  -------------------GATGATGCATGGGAAA-TGGTTGGGATAGCTCAGTTGGTAGAGCA-GAGGACT-G0100 
 
Input data matrix (continued): 
 
            55555 
            44455 
Taxon/Node  78901 
----------------- 
002Glomero  00010 
015Alcanta  00010 
009Catopsi  00010 
073Catopsi  00010 
083Mezobro  00010 
016Guzmani  00010 
017Guzmani  00010 
109Guzmani  00010 
069Vriesea  00010 
035TTillan  00010 
039TAllard  00010 
038TAllard  00010 
023TDiapho  00010 
007TPhytar  00010 
013Racinae  00010 
194Racinae  00010 
1aRacinaea  00010 
031Racinae  00010 
186Racinae  00010 
126Racinae  00010 
128Racinae  00010 
034Naviasp  00010 
060Puyaalp  00011 
006Puyalax  00011 
076Puyaden  00011 
005Hechtia  00010 
088Hechtia  00010 
011Ayensua  00010 
001Brocchi  00010 
003Brocchi  00010 
187Brocchi  00010 
118Dyckiag  00010 
084Deutero  00010 
085Deutero  00010 
090Deutero  00010 
196Deutero  00010 
P1Pitcairn  00010 
024Pitcair  00010 
094Pepinia  00010 
095Pepinia  00010 
119Pitcair  00010 
123Pitcair  00010 
204Fostere  11110 
158Fostere  00010 
156Fostere  00010 
086Fostere  00010 
223Orthoph  00000 
040Ananasn  00000 
136Ananasc  00000 
044AecAech  00000 
248AecAech  00000 
249AecAech  00000 
041AecAech  00000 
218AecAech  00000 
030Chevali  00000 
079Chevali  00000 
008AecPlat  00000 
241AecPlat  01000 
K4AecPlaty  00000 
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K5AecPlaty  00000 
257AecLamp  00000 
185AecLamp  00000 
273AecLamp  00000 
272AecLamp  00000 
144AecLamp  00000 
246AecPoth  00000 
149AecPoth  00000 
042AecPoth  00000 
222AecPoth  00000 
242AecMacr  00000 
152AecMacr  00000 
259AecOrtg  00000 
181AecOrtg  00000 
271AecOrtg  00000 
K7AecOrtgi  00000 
184AecOrtg  00000 
043AecOrtg  00000 
270AecOrtg  00000 
150AecPoda  00000 
256AecPoda  00000 
267Strepto  11100 
004Greigia  00010 
111Greigia  00010 
157Greigia  00010 
15aOchagav  00010 
023Ochagav  00010 
5aFascicul  00010 
6aFascicul  00010 
019Acantho  00000 
0151Acanth  00000 
018Deinaca  00010 
140Deinaca  00010 
037Hohenbe  00000 
048Androle  00000 
049Wittroc  00000 
080Neorege  00000 
081Neorege  00000 
221Neorege  00000 
052Neoglaz  00000 
051Quesnel  00000 
050Quesnel  00000 
220Quesnel  00000 
047Canistr  00000 
087Lymania  00000 
053Porteap  00000 
239Porteal  00000 
029Bromeli  00010 
036Billber  00000 
129Billber  00000 
K11EBillbe  00000 
K13EBillbe  00000 
127Ursulae  00000 
033Ursulae  00000 
138Hohenbe  00000 
137Nidular  00000 
141Pseudan  00011 
K9Araeococ  00000 
206Araeoco  00000 
213Edmundo  00000 
120Ronnber  00000 
097Fernsee  00010 
067Fernsee  00010 
214Cryptan  00000 
215Cryptan  00000 
072Rapatea  00010 
135Zingibe  00010 
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AB-CD-EF: AB 1-262, CD 263-771, EF 772-1157 Fragment  
 
                     111111111122222222223333333333444444444455555555556666666666777777777 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
048Androle  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
006Puyala   TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
060Puyaal   TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
033Ursulae  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTGTTTTG-ACCATCCTCT----- 
019Acantho  TTATC-------TAATGATATCCTATATTGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
008AecPlat  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
P1Pitcairn  TTATC-------TAATGAT-TCCTATATTGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
004Greigia  TTATC-------TAATTAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
001Brocchi  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TC--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
073Catopsi  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
018Deinaca  GTATC-------TAATCAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--ATTTTTTTG-ACCATCCTCT----- 
024Pitcair  TTATC-------TAATGAT-TCCTATATTGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
047Canistr  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
036Billber  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
090Deutero  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
049Wittroc  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CAATTTT--CTTTTTTTG-ACCATCCTCT----- 
080Neorege  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
005Hechtia  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
088Hechtia  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
015Alcanta  TTATC-------TAATGAT-TTCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
002Glomero  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTATCCTCT 
017Guzmani  TTATC-------TAATGAT-TTCTATATTGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTTT----- 
086Fostere  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTTTACCATCCTCT----- 
007Tilland  TTATC-------TAATGAT-TTCTATATTGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTAT----- 
040Ananas   TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
037Hohenbe  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
15aOchagav  TTATC-------TAATGAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
6aFascicul  TTATC-------TAATGAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
5aFascicul  TTATC-------TAATGAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
23aOchagav  TTATC-------TAATGAT-TCCTATATGGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
003Brocchi  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
030Chevali  TTATC-------TAATGAT-TCCTATATCGAAAA-G-GC-TG--CTATTTT--CTTTTTTTG-ACCATCCTCT----- 
016Guzmani  TTATC-------TAATGAT-TTCTATATCGAAAA-G-GC-TG--GTATTTT--CTTTTTTTG-ACCATCCTCT----- 
011Ayensua  TTATA-ATTTCATCC--ATCTC-T---TT---------CATT---TATTT---CTTTTTTTG-ATCATCCTCT----- 
072Rapatea  TTATTCATTAGATAATGAT-TCCTCTATTGAAAA-ATGCATACTCTATTTT--CTTTTTTTA-ACCATCCTCT----- 
059Barbace  TTATA-------TAATGAT-TCC-ATATTGAAAAAGTGTATG--CTGCTTGCTATCTTTTTTCCCCATCCTCG----- 
 
Input data matrix (continued): 
 
                                 111111111111111111111111111111111111111111111111111111111 
            788888888889999999999000000000011111111112222222222333333333344444444445555555 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
048Androle  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
006Puyala   ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
060Puyaal   ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
033Ursulae  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
019Acantho  ATCAGTTC-ATTTCTATT----GGGATAAACCTTGGGT------------TATTTCAATCAGAAATAATTCTATTATT 
008AecPlat  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
P1Pitcairn  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
004Greigia  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
001Brocchi  ATCAGTTC-ATTTCTATT-----TGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
073Catopsi  ATCAGTTC-ATTTCTATT-----GGATAAACTTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
018Deinaca  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
024Pitcair  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
047Canistr  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
036Billber  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
090Deutero  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T-------------ATTTCAATCAGAAATAATTCTATCATT 
049Wittroc  ATCAGTTC-ATTTCTATTCTATTGGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
080Neorege  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
005Hechtia  ATCAGTTC-ATTTATATT-----GGATAAACTTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
088Hechtia  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAAGAATTCTATCATT 
015Alcanta  ATCAGTTC-ATTTCTATT-----GGGTAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
002Glomero  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
017Guzmani  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
086Fostere  ATCAGCTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
007Tilland  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
040Ananas   ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
037Hohenbe  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
15aOchagav  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
6aFascicul  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGG-T------------TATTTCAATCAGAAATAATTCTATCATT 
5aFascicul  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
23aOchagav  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATGATTCTATCATT 
003Brocchi  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
030Chevali  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
016Guzmani  ATCAGCCC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCTCAAATAAATCTATCATT 
011Ayensua  ATCAGTTC-ATTTCTATT-----GGATAAACCTTGT-T------------TATTTCAATCAGAAATAATTCTATCATT 
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072Rapatea  ATCGGTTCCATCTCTC--------GATAAACCTTGTTTATTTTATTTCAATATTTCAATCAGAAATGATTTTATCATT 
059Barbace  ATCATTTC-ATCTTTATT-----GGATGAATCATAT-T------------TGTTTCAATCATAAATGATTCTATCATT 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111122222222222222222222222222222222222 
            555666666666677777777778888888888999999999900000000001111111111222222222233333 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
048Androle  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
006Puyala   GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
060Puyaal   GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
033Ursulae  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
019Acantho  GGTGGAATTTCAATTAAAGAAGGATTGGATTTATCCAATATTTATTTAATCTCTCCCTTTCATTTTACCGGGGGGATT 
008AecPlat  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
P1Pitcairn  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
004Greigia  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
001Brocchi  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
073Catopsi  GATGTATTTTCAATTCAAGATGAATAG-ATATATACCATATCCATTTTATCTCTCCCTTTAATTTTTACAGTGTGATT 
018Deinaca  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
024Pitcair  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
047Canistr  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCTATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
036Billber  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
090Deutero  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCCATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
049Wittroc  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
080Neorege  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
005Hechtia  GATGTATTTTCAATTCAAGATGAATAG-ATATAGCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
088Hechtia  GATGTTTTTTCAATTCAAGATGAATAG-ATATAGCCCATATCTATTTTATCTCTCCCTGTCATTTTTACAGTGTGATT 
015Alcanta  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATTTCTCCCTTTCATTTTTACAGTGTGATT 
002Glomero  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
017Guzmani  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
086Fostere  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTTTCTCTCCCTTTCATTTTTACAGTGTGATT 
007Tilland  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
040Ananas   GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
037Hohenbe  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
15aOchagav  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
6aFascicul  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
5aFascicul  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
23aOchagav  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
003Brocchi  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCTTTTCATTTTTACAGTGTGATT 
030Chevali  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
016Guzmani  GATGTATTCTCAATTCAAGATGAAAAG-ATATATCCCATATCTATTCTATCTCTCCCTTTCATTTTTACAGTATGACT 
011Ayensua  GATGTATTTTCAATTCAAGATGAATAG-ATATATCCCATATCTATTTTATCTCTCCCTTTCATTTTTACAGTGTGATT 
072Rapatea  GATGTATTTGCAATTCAATATGAATAG-ATATATCCAAAATAGATTCTCTCTCTCTCTTTCATTTTTACAGTGTGATT 
059Barbace  TCTGTATCCGCAATTCAATATGGATAG-ATATATCCCGCATATATG-TCTCTCCCACTTTT-TTTTTACAGCGCGATT 
 
Input data matrix (continued): 
 
            222222222222222222222222222222222222222222222222222222222222222223333333333333 
            333334444444444555555555566666666667777777777888888888899999999990000000000111 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
048Androle  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
006Puyala   TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
060Puyaal   TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
033Ursulae  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
019Acantho  GGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
008AecPlat  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
P1Pitcairn  TGGAATACTGTAACGTTCAATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
004Greigia  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
001Brocchi  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGAT 
073Catopsi  TGTAATACTGTAACGTTCAATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
018Deinaca  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
024Pitcair  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
047Canistr  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
036Billber  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
090Deutero  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
049Wittroc  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
080Neorege  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
005Hechtia  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
088Hechtia  TGGAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
015Alcanta  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
002Glomero  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
017Guzmani  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
086Fostere  TGTAATACAGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
007Tilland  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
040Ananas   TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
037Hohenbe  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
15aOchagav  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGAT 
6aFascicul  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGAT 
5aFascicul  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGAT 
23aOchagav  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
003Brocchi  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGAT 
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030Chevali  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
016Guzmani  TGTAATACTGTAACGCTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGAT 
011Ayensua  TGTAATACTGTAACGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGAT 
072Rapatea  TGGAATAGTGTAGCGTTCGATATTCATTAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCGGTTTTTCAAAAGAT 
059Barbace  TGGAATACTGGAACGGTCGATATTCATTAACGGGACTCTCTCTTTATTCTCGGCCGATTAATCAGTTTT-CAAAAGAT 
 
Input data matrix (continued): 
 
            333333333333333333333333333333333333333333333333333333333333333333333333333333 
            111111122222222223333333333444444444455555555556666666666777777777788888888889 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
048Androle  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
006Puyala   CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
060Puyaal   CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
033Ursulae  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
019Acantho  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TTGATTTT-------TGTTGGATTGGAA 
008AecPlat  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
P1Pitcairn  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
004Greigia  CTATAAAA-------CTCTGGAATGACTAATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
001Brocchi  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTCGATTGGAA 
073Catopsi  CTATCAAA-------CTCTGGAATGAATGATTTTTTTACTGAATAG----TCAATTTT-------TGTTCGATTGAAA 
018Deinaca  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
024Pitcair  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
047Canistr  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
036Billber  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
090Deutero  CTATCAAA-------CTCGGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
049Wittroc  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
080Neorege  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCTATTTT-------TGTTGGATTGGAA 
005Hechtia  CTATCAAA-------CTCTGGAATGAGTGATTTTATTACTGAATAT----TCGATTTT-------TGTTCGATTGGAA 
088Hechtia  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTTGATTTT-TGTTCGATTGGAA 
015Alcanta  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAG----TCGATTTT-------TGTTCGATTGGAA 
002Glomero  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAG----TCGATTTT-------TGTTCGATTGGAA 
017Guzmani  CTATCAAA-------CTCTGGAATGAATGATTTCATTACTGAATAG----TCGATTTT-------TGTTCGATTGGAA 
086Fostere  CTATCAAA-------CTCTGGAATGAATGATTTTTTTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
007Tilland  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAG----TCGATTTT-------TGTTCGATTGGAA 
040Ananas   CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
037Hohenbe  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
15aOchagav  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
6aFascicul  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
5aFascicul  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
23aOchagav  CTATCAAA-------CTCTGGAATGAATTATTTTATTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
003Brocchi  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTCGATTGGAA 
030Chevali  CTATCAAA-------CTCTGGAATGAATGATTTTAGTACTGAATAT----TCGATTTT-------TGTTGGATTGGAA 
016Guzmani  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAG----TCGATTTT-------TGTTCGATTGGAA 
011Ayensua  CTATCAAA-------CTCTGGAATGAATGATTTTATTACTGAATAT----TCGATTTT-------TGTTCGATTGGAA 
072Rapatea  CTATCAAATATCAAACTCTGTAATGAATGATTTGATTACTGAATATATATTCGATTTTTCTTTCAACTTGGATTGGAA 
059Barbace  CTCTCAGA-------CTCTGGAATGAATGATTTGATCAATGAAT----ATTCGATTTTTCCTTCAACTTCGATTTCGA 
 
Input data matrix (continued): 
 
            333333333444444444444444444444444444444444444444444444444444444444444444444444 
            999999999000000000011111111112222222222333333333344444444445555555555666666666 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
048Androle  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
006Puyala   TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
060Puyaal   TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
033Ursulae  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
019Acantho  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
008AecPlat  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTGCATTTCATGATTTCAT-----------------------AAT 
P1Pitcairn  TGGATTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
004Greigia  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
001Brocchi  TGGATTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
073Catopsi  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
018Deinaca  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
024Pitcair  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTTATTTCAT-ATTTCATGATTTCAT---------------AAC 
047Canistr  TGGATTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
036Billber  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
090Deutero  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
049Wittroc  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
080Neorege  TGGATTCCACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
005Hechtia  TGGATTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCAT-----------------------AAT 
088Hechtia  TGGATTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
015Alcanta  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
002Glomero  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
017Guzmani  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
086Fostere  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCCT-ATTTCAT-----------------------AAT 
007Tilland  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
040Ananas   TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
037Hohenbe  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
15aOchagav  TGGATTC-ACAATAACTCTTCTTTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
6aFascicul  TGGATTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
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5aFascicul  TGGATTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
23aOchagav  TGGATTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
003Brocchi  TGGATTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGATTTCATATTTCATGATTTCATAAT 
030Chevali  TGGATTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCAT-----------------------AAT 
016Guzmani  TGGATTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGATTTCAT---------------AAT 
011Ayensua  TGGATTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGATTTCAT---------------AAT 
072Rapatea  TGGATTG-ACAATAATTATG---TAT----GAATTT--TTTCATAATTTG---------------------------- 
059Barbace  TGGAAAT-CGATTCACAATAA-----TTTGGAATT------------------------------------------- 
 
Input data matrix (continued): 
 
            444444444444444444444444444444455555555555555555555555555555555555555555555555 
            677777777778888888888999999999900000000001111111111222222222233333333334444444 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
048Androle  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
006Puyala   CATTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
060Puyaal   CATTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
033Ursulae  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
019Acantho  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
008AecPlat  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
P1Pitcairn  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
004Greigia  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
001Brocchi  CATTCATAATGTTATAATAAACATTAATATTATA----AATATATTATACGATATGG---------------ATTCGT 
073Catopsi  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
018Deinaca  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
024Pitcair  CATTCATAATGTTATATTAAATATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
047Canistr  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
036Billber  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
090Deutero  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
049Wittroc  CATTCATAATGTTATAATAAACATTAATAATATATATAAATATATTATACGATATGG---------------ATTCGT 
080Neorege  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
005Hechtia  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
088Hechtia  CATTCATAATGTTATAATAAACATTAATAATATA----GATATATTATACGATATGG---------------ATTCGT 
015Alcanta  CATTCATAATGTTATAATAAACATTAATAACATA----AATATATTATACGATATGGATT---------------CGT 
002Glomero  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATATGATATGG---------------ATTCGT 
017Guzmani  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGT 
086Fostere  CCTTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
007Tilland  CATTAATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGT 
040Ananas   CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
037Hohenbe  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
15aOchagav  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
6aFascicul  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
5aFascicul  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
23aOchagav  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATACGG---------------ATTCGT 
003Brocchi  CATTCATAATGTTATAATAAACATTAATATTATT----AATATATTATACGATATGG---------------ATTCGT 
030Chevali  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGG---------------ATTCGT 
016Guzmani  CATTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGT 
011Ayensua  CATTCATAATGTTATAATAAACATTAATATTAGA----AATATATTATACGATATGG---------------ATTCGT 
072Rapatea  --TTTATAAAATTATA---AACATGAATAATATA------T--ATTATTCTATA--G---------------ATCCAG 
059Barbace  -------------------------------------------------------GG---------------ATTTG- 
 
Input data matrix (continued): 
 
            555555555555555555555555555555555555555555555555555556666666666666666666666666 
            444555555555566666666667777777777888888888899999999990000000000111111111122222 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
048Androle  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
006Puyala   GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
060Puyaal   GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
033Ursulae  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
019Acantho  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
008AecPlat  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
P1Pitcairn  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTGTATATGGCCATCCTTTCTCGAATTTTG 
004Greigia  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATTTCG 
001Brocchi  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATTTCG 
073Catopsi  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCTAATTTCG 
018Deinaca  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
024Pitcair  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCAAATTTTG 
047Canistr  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATTTCG 
036Billber  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
090Deutero  GTCGTGATTAATCGTTTGATATG-TCAGTATGGATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTTG 
049Wittroc  GTCGTGATTAATCGTTTGATATG-TCAGTATGCATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATTTCG 
080Neorege  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
005Hechtia  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTCGGTATATATGGCCATCCTTTCTCTAATTTCG 
088Hechtia  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATCCGTACGTATTAGGTATATATGTCTATCCTTTCTCGAATTTCG 
015Alcanta  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATTTTG 
002Glomero  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCTAATTTCG 
017Guzmani  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATTTCG 
086Fostere  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTTG 
007Tilland  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATTTCG 
040Ananas   GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
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037Hohenbe  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATTTCG 
15aOchagav  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
6aFascicul  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
5aFascicul  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
23aOchagav  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
003Brocchi  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATTTCG 
030Chevali  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATTTCG 
016Guzmani  GTCGTGATTAATCGTTTGATATGGTCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATTTCG 
011Ayensua  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATTTCG 
072Rapatea  GTCGTGATTAATCGTTTGATATG-TCAGTATGTATACGTATATATTAGGGATATACGGACATCCTTTCTCTAATTTCG 
059Barbace  GTCGTGATTAATCGTTTGATATG-TAAGTTTGTATACGTACGTATTATAATATTAGGTATATGAAGTAATCCCTTATG 
 
Input data matrix (continued): 
 
            666666666666666666666666666666666666666666666666666666666666666666666666666777 
            222223333333333444444444455555555556666666666777777777788888888889999999999000 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
048Androle  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
006Puyala   ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
060Puyaal   ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
033Ursulae  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
019Acantho  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
008AecPlat  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
P1Pitcairn  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
004Greigia  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
001Brocchi  ATAGAGGGATTCCA------GCTACC-GACGAAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
073Catopsi  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
018Deinaca  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
024Pitcair  ATAGAGGGATTCCA------ACTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
047Canistr  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
036Billber  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
090Deutero  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
049Wittroc  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
080Neorege  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
005Hechtia  ATAGAGGGATTCCA------GCTACC-GACCCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
088Hechtia  ATAGAGGGATTCCA------GCTACC-GACACAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
015Alcanta  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
002Glomero  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
017Guzmani  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
086Fostere  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
007Tilland  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
040Ananas   ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
037Hohenbe  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
15aOchagav  ATAGAGGGATTCCA------GCTACT-GACGCAACGTANTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
6aFascicul  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
5aFascicul  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
23aOchagav  ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
003Brocchi  ATAGAGGGATTCCA------GCTACCCGACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
030Chevali  ATAGAGGGATTCCAATTCCAGCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
016Guzmani  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTGAGTCTCTG 
011Ayensua  ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTGAGTCTCTG 
072Rapatea  ATAGAAGGATTCCA------GTTACC-AACGCAACATAGTCAACTCTATTCGTTAGAACAGCTTCCATCGAGTCTCTG 
059Barbace  -TATAGGGATTTCA------GCTACC-AACGTAACACAGTCAACTCCATTCGTTAGAACAGCTTCCATCGAGTCTCTG 
 
Input data matrix (continued): 
 
            777777777777777777777777777777777777777777777777777777777777777777777777777777 
            000000011111111112222222222333333333344444444445555555555666666666677777777778 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
048Androle  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
006Puyala   CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCTAAAATAAAGATTTGGCTCAGCCCATTT 
060Puyaal   CACCTATCCTTTTTT-ACTCTAGTTTTATA--------CCCTTGTTTTCCTAAAATAAAGATTTGGCTCAGCCCATTT 
033Ursulae  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
019Acantho  CACCTATCCCCTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCAAAAATAAAGATTTGGCTCAGCCCATTT 
008AecPlat  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCAAAAAATAAAGATTTGGCTCAGCCCATTT 
P1Pitcairn  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCAAAAATAAAGATTTGGCTCAGCCCATTT 
004Greigia  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
001Brocchi  CACCTATCCTTTTTT-ATTCGAGTTTTATA--------CCCCTGTTTTCTCAAAATACAGATTTGGCTCAGCCCATCT 
073Catopsi  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCGTTT 
018Deinaca  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
024Pitcair  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCCAAATAAAGATTTGGCTCAGCCCATTT 
047Canistr  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
036Billber  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCTTTGTTTTCCAAAAATAAAGATTTGGCTCAGCCCATTT 
090Deutero  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
049Wittroc  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCAAAAATAAAGATTTGGCTCAGCCCATTT 
080Neorege  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCAAAAAATAAAGATTTGGCTCA-------T 
005Hechtia  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
088Hechtia  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
015Alcanta  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAAGAAAGATTTGGCTCA-------- 
002Glomero  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAGATAAAGATTTGGCTCAGCCCATTT 
017Guzmani  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAAGAAAGATTTGGCTCAGCCCATTT 
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086Fostere  CACCTATCCTTTTTTTATTCTAGTTTTATA--------CCCCTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCTTTT 
007Tilland  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAAGAAAGATTTGGCTCAGTCCATTT 
040Ananas   CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCCCCAAAAAGATTTGGCTCAGCCCATTT 
037Hohenbe  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
15aOchagav  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCGTTT 
6aFascicul  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGTGCATTT 
5aFascicul  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
23aOchagav  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
003Brocchi  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCCTGTTTTCTCAAAATAAAGATTTGGCTCAGCCCATTT 
030Chevali  CACCTATCCCTTTTT-ATTCTAGTTTTATA--------CCCTTGTTTTCCCAAAATAAAGATTTGGCTCAGCCCATTT 
016Guzmani  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCTTGCTTTCCCAAAAGAAAGATTTGGCTCAGCCCATTT 
011Ayensua  CACCTATCCTTTTTT-ATTCTAGTTTTATA--------CCCCTGTTTTCTCAAAATAAAGATTTGGCTCAGCCCATCT 
072Rapatea  CACCTATCCTTTTTTTATTCTAGTTTTATAAATATAAATCCTTGTTTTCACAAAATAAGGATTTGGCTCAGCCAATTT 
059Barbace  CACCTATCTTTTTTTTATTCCAGTTTTCTAA------ACT-TTGTTTTCTAAAAATAAAGATTTGGCTCAGACCTCCT 
 
Input data matrix (continued): 
 
            777777777777777777788888888888888888888888888888888888888888888888888888888888 
            888888888999999999900000000001111111111222222222233333333334444444444555555555 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
048Androle  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
006Puyala   TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
060Puyaal   TACT-TCCTAACC---TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
033Ursulae  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
019Acantho  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
008AecPlat  TACT-TCCTAAC----TGTTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
P1Pitcairn  TACT-TCCTAAC----TATTTATTTATCCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
004Greigia  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
001Brocchi  TACT-TCCTAAC----TATTTAT----CCTCTGATGTTTTTTCATCAATGAAA-AAATAAAATTCACTAT-CTTTCTC 
073Catopsi  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
018Deinaca  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
024Pitcair  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
047Canistr  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
036Billber  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
090Deutero  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-TTTTCTC 
049Wittroc  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
080Neorege  TACTATCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
005Hechtia  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
088Hechtia  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
015Alcanta  ---------AAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
002Glomero  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTTTC 
017Guzmani  TACT-TTCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATCAATGAAA-AAACAAAATTCACTAT-CTTTCTC 
086Fostere  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCAAAAATGAAA-AAACAAAATTCACTAT-CTTTCTC 
007Tilland  TACT-TTCTAAC----TATTTTT----CCTCTTTTGTTTTTTCATCAATGAAA-AAACAAAATTCACTAT-CTTTCTC 
040Ananas   TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
037Hohenbe  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
15aOchagav  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
6aFascicul  AACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
5aFascicul  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
23aOchagav  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACGAAATTCACTAT-CTTTCTC 
003Brocchi  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
030Chevali  TACT-TCCTAAC----TATTTAT----CCTCTTTTGTTTTTTCATTGATGAAA-AAACAAAATTCACTAT-CTTTCTC 
016Guzmani  TACT-TTCTAAG----TATTTAT----CCTCTTTTGTTTTTTCATCAATGAAA-AAACAAAATTCACTAT-CTTTCTC 
011Ayensua  TACT-TCCTAAC----TATTTAT----CCTCTGATGTTTTTTCATTAATGAAA-AAATAAAATTCACTAT-CTTTCTC 
072Rapatea  TACT-TCCTAACTAACTATTTATTTATCCTCTTT--TTTTTTCATCAATGGTTCAAACAAAATTCACTAT-CTTTCTC 
059Barbace  AACC------------TATTTAATTTATCCCCTTTTTTTTTTTCATCAGCGCT---TAAAACTTCACTATACTTTCTC 
 
Input data matrix (continued): 
 
            888888888888888888888888888888888888888889999999999999999999999999999999999999 
            566666666667777777777888888888899999999990000000000111111111122222222223333333 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
048Androle  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
006Puyala   ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
060Puyaal   ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
033Ursulae  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
019Acantho  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
008AecPlat  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
P1Pitcairn  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
004Greigia  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
001Brocchi  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
073Catopsi  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
018Deinaca  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
024Pitcair  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATA-AAA------------ 
047Canistr  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
036Billber  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATTTTTGGATCTTATCCCATACAAAT----------- 
090Deutero  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
049Wittroc  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
080Neorege  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
005Hechtia  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
088Hechtia  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
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015Alcanta  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
002Glomero  ATTCATTCTATTCTTTCACAA----ATAGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAATTTGGATCTTAT 
017Guzmani  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
086Fostere  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGAATCTTATCCCATACAAAT----------- 
007Tilland  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
040Ananas   ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
037Hohenbe  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCCTTGGATCTTATCCCATACAAAT----------- 
15aOchagav  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
6aFascicul  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
5aFascicul  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
23aOchagav  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
003Brocchi  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
030Chevali  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
016Guzmani  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
011Ayensua  ATTCATTCTACTCTTTCACAA----ATGGATCCGAACAGAAATCTTTGGATCTTATCCCATACAAAT----------- 
072Rapatea  ATTCATTCTACTCTTTCGCAA----ATGGGTCTGAA-CATTA---------CTTATTCCATACAAAT----------- 
059Barbace  ATTTACTCTACTCTTTCATTCAAAAATAGATCTGAATC-------------CTTACACT-TACAAA------------ 
 
Input data matrix (continued): 
 
                                                                           111111111111111 
            999999999999999999999999999999999999999999999999999999999999999000000000000000 
            333444444444455555555556666666666777777777788888888889999999999000000000011111 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
048Androle  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
006Puyala   -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
060Puyaal   -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
033Ursulae  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
019Acantho  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
008AecPlat  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
P1Pitcairn  -----------GAAGATATATAGGTAAACAATCTCTATTAGTAAAT-----AATTCACAATCCATATCATTATCCTTA 
004Greigia  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCCCAATCCATATCATTATCCTTA 
001Brocchi  -----------GAAGATATATAGGTAAACAATCTCTATTATTAATA-----AATTCACAATCCATATCATTATCCTTA 
073Catopsi  -----------GAAGATATATAGGTAAACAATCTCCATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
018Deinaca  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
024Pitcair  --------------GATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCAGATCATTATCCTTA 
047Canistr  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
036Billber  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCCTA 
090Deutero  -----------GAAGATATATAGGTAAACAATCTATATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
049Wittroc  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
080Neorege  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
005Hechtia  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
088Hechtia  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
015Alcanta  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCATAATCCATATCATTATCCTTA 
002Glomero  CCCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
017Guzmani  -----------GAAGATATATAGGCAAAAAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
086Fostere  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
007Tilland  -----------GAAGATATATAGGCAAAAAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
040Ananas   -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
037Hohenbe  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
15aOchagav  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCATAATCCATATCATTATCCTTA 
6aFascicul  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
5aFascicul  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
23aOchagav  -----------GAAGATATATAGGTAAACAATCTCTATTATTAACT-----AATTCACAATCCATATCATTATCCTTA 
003Brocchi  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
030Chevali  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
016Guzmani  -----------GAAGATATATAGGCAAAAAATCTCTATTATTAAAT-----AATTCACAATCCATATCATTATCCTTA 
011Ayensua  -----------GAAGATATATAGGTAAACAATCTCTATTATTAAAA-----AATTCACAATCCATATCATTATCCTTA 
072Rapatea  -----------GAACATAT--AGGCAAGGAATCCCTATTATTAAATTAAATCATTGACAATACATACCCTTATCCTTA 
059Barbace  -----------GAAGGT----------------TTTTTTTTTGAA-------------GATCTAAGAAATT---CGGG 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111111111111111111111111111111111111111 
            000000000000000000000000000000000000000000000000000000000000000000000000000000 
            111112222222222333333333344444444445555555555666666666677777777778888888888999 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
048Androle  TATTTACTAGG-TCCAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
006Puyala   TATTTACTAGG-TCAAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
060Puyaal   TATTTACTAGG-TCAAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
033Ursulae  TATTTACTAGG-TCCAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
019Acantho  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
008AecPlat  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
P1Pitcairn  TATTTACTAGG-TAAAATTTTTTCTT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
004Greigia  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
001Brocchi  TATTTACTAGG-TCCAATTTTTTCTT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
073Catopsi  TATTTACTAGG-TCAAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
018Deinaca  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
024Pitcair  TATTTACTAGG-TCAAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
047Canistr  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
036Billber  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
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090Deutero  TATTTACTAGG-TCAAATTTGTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
049Wittroc  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
080Neorege  TATTTACTAGG-TCAAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
005Hechtia  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
088Hechtia  TATTTACTAGG-TCCAATTTTTTATTT------TTTGTTTT-AGTCCCTTTAATTGACATAGA----TAGAAGTACTC 
015Alcanta  TATTTACTAGG-ACCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
002Glomero  TATTTACTAGG-TCAAATTTCTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
017Guzmani  TATTTACTAGG-TCAAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
086Fostere  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
007Tilland  TATTTACTAGG-TCAAATTTTTTCTT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
040Ananas   TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
037Hohenbe  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
15aOchagav  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
6aFascicul  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
5aFascicul  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
23aOchagav  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
003Brocchi  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
030Chevali  TATTTACTAGG-TCCAATTTTGTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
016Guzmani  TATTTACTAGG-TCAAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
011Ayensua  TATTTACTAGG-TCCAATTTTTTATT-------TTTTGTTTTAGTCCCTTTAATTGACATAGA----TACAAGTACTC 
072Rapatea  CATTGAAAAAG-TCAAATTTATTAATATAATATACTTTTTTTA-TTCCTTTAATTGACATAGA----TACAATTACTC 
059Barbace  GACTAAGTAAGATTTTATAATTTAAT-------CCTTGT-TTAGCCCCTTTAATTGACATAGAATAATCCAAATCCTC 
 
Input data matrix (continued): 
 
            1111111111111111111111111111111111111111111111111111111111111111111 
            0000000111111111111111111111111111111111111111111111111111111111111 
            9999999000000000011111111112222222222333333333344444444445555555555 
Taxon/Node  3456789012345678901234567890123456789012345678901234567890123456789 
------------------------------------------------------------------------------- 
048Androle  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
006Puyala   TACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
060Puyaal   TACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
033Ursulae  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
019Acantho  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
008AecPlat  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
P1Pitcairn  TACTAG--------------------GATGATACACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
004Greigia  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
001Brocchi  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
073Catopsi  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
018Deinaca  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGGAG 
024Pitcair  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
047Canistr  T-------------------------GATGATGCACAAAAAA-AGGTCGGGATAGCTCAGTTGGTAG 
036Billber  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
090Deutero  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
049Wittroc  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
080Neorege  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
005Hechtia  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
088Hechtia  CACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
015Alcanta  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCATTTGGTAG 
002Glomero  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
017Guzmani  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
086Fostere  TACT--------------------GGGATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGTAG 
007Tilland  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
040Ananas   T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
037Hohenbe  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
15aOchagav  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
6aFascicul  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
5aFascicul  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
23aOchagav  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
003Brocchi  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
030Chevali  T-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
016Guzmani  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
011Ayensua  TACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGTAG 
072Rapatea  TACTAG--------------------GATGATACGTAAGGAAATGGTCGGGATAGCTCAGTTGGTAG 
059Barbace  TACTAG--------------------GACGATGTGCGGGAAA-CTGTCGGGATAGCTCAGTTGGTAG 
 
 
 
 
 
 
 
 



 38

CD-EF-Fragment (+ InDels) 
 
                     111111111122222222223333333333444444444455555555556666666666777777777 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
015Alcanta  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
009Catopsi  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
073Catopsi  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
083Mezobro  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
016Guzmani  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
017Guzmani  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
069Vriesea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
039T.(Alla  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
038T.(Alla  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
023T.(Diap  GCTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
007T.(Phyt  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
013Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
194Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
1aRacinaea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
031Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTGCAAAAGATCTATCAA 
186Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
126Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
128Racinae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
034Naviasp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
060Puyaalp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
006Puyalax  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
076Puyaden  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
005Hechtia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
088Hechtia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
011Ayensua  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
001Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
003Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
187Brocchi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
118Dyckiag  GTTGTCAGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
084Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
085Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
090Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
196Deutero  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
P1Pitcairn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
024Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
094Pepinia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
095Pepinia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
119Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
123Pitcair  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
204Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCCATTTTTCAAAAGATCTATCAA 
158Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
156Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
086Fostere  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
223Orthoph  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAAAAAATTTTTCAAAAGATCTATCAA 
040Ananasn  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
136Ananasc  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
044Ae.Aech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
248Ae.Aech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCAATTAATCAATTTTTAAAAAGATCTATCAA 
249Ae.Aech  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
030Chevali  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
079Chevali  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTTTCAA 
008Ae.Plat  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
241Ae.Plat  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K4Ae.Platy  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K5Ae.Platy  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
257Ae.Lamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
185Ae.Lamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
273Ae.Lamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
272Ae.Lamp  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
144Ae.Lamp  ---GTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
042Ae.Poth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
222Ae.Poth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
242Ae.Macr  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCCATCAA 
181Ae.Ortg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
271Ae.Ortg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K7Ae.Ortgi  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
184Ae.Ortg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
043Ae.Ortg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
270Ae.Ortg  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
150Ae.Poda  ---------------------------------------------CCAGATTAATCAATTTTTCAAAAGATCGATCAA 
256Ae.Poda  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
267Strepto  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
004Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
111Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
157Greigia  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATAAA 
15aOchagav  GTTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
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023Ochagav  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
5aFascicul  GTTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
6aFascicul  GCTGTCGATATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTGCAAAAGATCTATCAA 
019Acantho  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
0151Acanth  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
018Deinaca  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
140Deinaca  --------TATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
037Hohenbe  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
048Androle  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
049Wittroc  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
080Neorege  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
081Neorege  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
052Neoglaz  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
051Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
050Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
220Quesnel  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
047Canistr  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
087Lymania  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
053CDPorte  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCCATCAA 
239Porteal  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTAGCAA 
029Bromeli  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
036Billber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
129Billber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
127Ursulae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
033Ursulae  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
138CDHohen  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
137Nidular  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
141Pseudan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
K9Araeococ  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
206Araeoco  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
213Edmundo  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
120Ronnber  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
067Fernsee  GTTGTCGGTATTGACATGTATAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
214Cryptan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
215Cryptan  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAATTTTTCAAAAGATCTATCAA 
072Rapatea  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCGGTTTTTCAAAAGATCTATCAA 
135Zingibe  GTTGTCGGTATTGACATGTAGAATGGGACTCTCTCTTTATTCTCGTCCGATTAATCAGTTTTTCAAAAGATCTATCAA 
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002Glomero  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
015Alcanta  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
009Catopsi  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAG-----TCAATTTT-------TGTTCGATTGAAATGG-A 
073Catopsi  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAG-----TCAATTTT-------TGTTCGATTGAAATGG-A 
083Mezobro  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
016Guzmani  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
017Guzmani  A-------CTCTGG-AATGAATGATTTCATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
069Vriesea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAC-----TCTATTTT-------TGTTCGATTGGAATGG-A 
039T.(Alla  A-------CTCTGG-AATGAATTATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
038T.(Alla  A-------CTCTGG-AATGAATTATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
023T.(Diap  A-------CTCTGA-AATGAATGATTTCATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
007T.(Phyt  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
013Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
194Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
1aRacinaea  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGA-A 
031Racinae  A-------CTCTGG-AATGAATAATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
186Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
126Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAACAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
128Racinae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
034Naviasp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
060Puyaalp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
006Puyalax  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
076Puyaden  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
005Hechtia  A-------CTCTGG-AATGAGTGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
088Hechtia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTTGATTTT-TGTTCGATTGGAATGG-A 
011Ayensua  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
001Brocchi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
003Brocchi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
187Brocchi  A-------CTCTGG-AATGAATGATATTATTACTGAATAT-----TCGATTTT-------TGTTCGATTGGAATGG-A 
118Dyckiag  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
084Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
085Deutero  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
090Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
196Deutero  A-------CTCGGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
P1Pitcairn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
024Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
094Pepinia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
095Pepinia  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
119Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
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123Pitcair  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
204Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
158Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
156Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
086Fostere  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
223Orthoph  A-------CTCTGG-AATGAATGGTTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
040Ananasn  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
136Ananasc  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
044Ae.Aech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
248Ae.Aech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
249Ae.Aech  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
030Chevali  A-------CTCTGG-AATGAATGATTTTAGTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
079Chevali  A-------CTCTGG-AATGAATGATTTTATTACTGAATAG-----TCGATTTT-------TGTTCGATTGGAATGG-A 
008Ae.Plat  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
241Ae.Plat  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K4Ae.Platy  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K5Ae.Platy  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
257Ae.Lamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
185Ae.Lamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
273Ae.Lamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGA-----ATGG-A 
272Ae.Lamp  A-------CTCTGG-AATGAATTATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
144Ae.Lamp  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
042Ae.Poth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
222Ae.Poth  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
242Ae.Macr  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
181Ae.Ortg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
271Ae.Ortg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
K7Ae.Ortgi  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
184Ae.Ortg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
043Ae.Ortg  A-------CTCTGG-AATAAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
270Ae.Ortg  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
150Ae.Poda  G-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
256Ae.Poda  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
267Strepto  A-------CTCTGG-AATGAATGATTTTATTACCGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
004Greigia  A-------CTCTGG-AATGACTAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
111Greigia  A-------CTCTGG-AATGAATAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
157Greigia  A-------CTCTGG-AATGAATAATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
15aOchagav  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
023Ochagav  A-------CTCTGG-AATGAATTATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
5aFascicul  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
6aFascicul  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
019Acantho  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TTGATTTT-------TGTTGGATTGGAATGG-A 
0151Acanth  A-------CTCTGG-AATGAATGATTTTTTTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
018Deinaca  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
140Deinaca  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
037Hohenbe  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
048Androle  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
049Wittroc  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
080Neorege  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
081Neorege  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
052Neoglaz  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
051Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
050Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAGTGG-A 
220Quesnel  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-----------GGATTGGAATGG-A 
047Canistr  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
087Lymania  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
053CDPorte  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
239Porteal  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
029Bromeli  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
036Billber  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
129Billber  A-------CTCTGGGAATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
127Ursulae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
033Ursulae  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
138CDHohen  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
137Nidular  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
141Pseudan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
K9Araeococ  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
206Araeoco  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
213Edmundo  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
120Ronnber  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCTATTTT-------TGTTGGATTGGAATGG-A 
067Fernsee  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
214Cryptan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGG-A 
215Cryptan  A-------CTCTGG-AATGAATGATTTTATTACTGAATAT-----TCGATTTT-------TGTTGGATTGGAATGGGA 
072Rapatea  ATATCAAACTCTGT-AATGAATGATTTGATTACTGAATATA-TATTCGATTTTTCTTTCAACTTGGATTGGAATGG-A 
135Zingibe  A-------CTCTGG-AATGAATGATTTAATAATTGAATTGAATATTCAATTCTTCTTTCAACTTCCATTGGACTGG-A 
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002Glomero  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
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015Alcanta  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
009Catopsi  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
073Catopsi  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
083Mezobro  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
016Guzmani  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
017Guzmani  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
069Vriesea  TTC-ACAATAACTTTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
039T.(Alla  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
038T.(Alla  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
023T.(Diap  TTC-ACAATAACTCTGAATTTTTTCCGAATTTAATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
007T.(Phyt  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
013Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
194Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
1aRacinaea  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
031Racinae  TTC-ACAATAACTCTGAATTTTTTCCTAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
186Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
126Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATAAT--TTCATA---------------ATCA 
128Racinae  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
034Naviasp  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
060Puyaalp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
006Puyalax  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
076Puyaden  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
005Hechtia  TTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ATCA 
088Hechtia  TTC-ACAATAACTCGGAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
011Ayensua  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
001Brocchi  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
003Brocchi  TTC-GCAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATATTTCATGATTTCATAATCA 
187Brocchi  TTC-ACAATAACTCTGAATTTTTTCAGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
118Dyckiag  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
084Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
085Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
090Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
196Deutero  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
P1Pitcairn  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
024Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTTATTTCAT-ATTTCATGAT--TTCATA---------------ACCA 
094Pepinia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
095Pepinia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
119Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
123Pitcair  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
204Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCAT----------A---------------ATCA 
158Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATAAT--TTCATA---------------ATCA 
156Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCCT-ATTTCAT----------A---------------ATCC 
086Fostere  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCCT-ATTTCAT----------A---------------ATCC 
223Orthoph  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
040Ananasn  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
136Ananasc  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
044Ae.Aech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
248Ae.Aech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
249Ae.Aech  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
030Chevali  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
079Chevali  TTC-ACAATAACTCTGAATTTTTTCCGAATTTCATGTCAT-ATTTCATGAT--TTCATA---------------ATCA 
008Ae.Plat  TTC-ACAATAACTCTTAATTTTTTCCGAATTGCATTTCAT--------GAT--TTCATA---------------ATCA 
241Ae.Plat  TTC-ACAATAACTCTTAATTTTTTCCGAATTGCATTTCAT--------GAT--TTCATA---------------ATCA 
K4Ae.Platy  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
K5Ae.Platy  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
257Ae.Lamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
185Ae.Lamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
273Ae.Lamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
272Ae.Lamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
144Ae.Lamp  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
042Ae.Poth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
222Ae.Poth  TTC-ACAATAACTCTTAATTTTTTAAGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
242Ae.Macr  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
181Ae.Ortg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
271Ae.Ortg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
K7Ae.Ortgi  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
184Ae.Ortg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
043Ae.Ortg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
270Ae.Ortg  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
150Ae.Poda  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
256Ae.Poda  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
267Strepto  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
004Greigia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
111Greigia  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTGATGAT--TTCATA---------------ATCA 
157Greigia  TTC-ACAATAACTCTAAATTTTTTCTGAATTTCATTTCAT-ATTTTATGAT--TTCATA---------------ATCA 
15aOchagav  TTC-ACAATAACTCTTCTTTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
023Ochagav  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
5aFascicul  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
6aFascicul  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
019Acantho  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
0151Acanth  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
018Deinaca  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
140Deinaca  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
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037Hohenbe  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
048Androle  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
049Wittroc  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
080Neorege  TTCCACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
081Neorege  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
052Neoglaz  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
051Quesnel  TTC-ACAATAACTCTTAATTTTTTCCTAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
050Quesnel  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
220Quesnel  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
047Canistr  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
087Lymania  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
053CDPorte  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
239Porteal  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
029Bromeli  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
036Billber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
129Billber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCATGATTTCATAATCATTCATAATGTTATAATAAAC-ATCA 
127Ursulae  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
033Ursulae  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
138CDHohen  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
137Nidular  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
141Pseudan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
K9Araeococ  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
206Araeoco  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
213Edmundo  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
120Ronnber  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT--------GAT--TTCATA---------------ATCA 
067Fernsee  TTC-ACAATAACTCTTCATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
214Cryptan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
215Cryptan  TTC-ACAATAACTCTTAATTTTTTCCGAATTTCATTTCAT-ATTTCATGAT--TTCATA---------------ATCA 
072Rapatea  TTG-ACAATAATTATGTAT-------GAATTT--TTTCAT--------AAT------------------------TTG 
135Zingibe  TTC-ACAATAACTCTAA-----TTCTGAATTT---------------------------------------------- 
 
Input data matrix (continued): 
 
            222222222222222222222222222222222222222222222222222222222222222223333333333333 
            333334444444444555555555566666666667777777777888888888899999999990000000000111 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
002Glomero  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATATGATATG---------------GATTCGTGT 
015Alcanta  TTCATAATGTTATAATAAACATTAATAACATA----AATATATTATACGATATG---------------GATTCGTGT 
009Catopsi  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
073Catopsi  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
083Mezobro  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
016Guzmani  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
017Guzmani  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
069Vriesea  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
039T.(Alla  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
038T.(Alla  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
023T.(Diap  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
007T.(Phyt  TTAATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
013Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGTATTCGTGT 
194Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
1aRacinaea  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGTATTCGTGT 
031Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
186Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
126Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATGATATGGATTCGTGT 
128Racinae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATGGATTTATATTATATGTATTCGTGT 
034Naviasp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
060Puyaalp  TTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
006Puyalax  TTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
076Puyaden  TTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
005Hechtia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
088Hechtia  TTCATAATGTTATAATAAACATTAATAATATA----GATATATTATACGATATG---------------GATTCGTGT 
011Ayensua  TTCATAATGTTATAATAAACATTAATATTAGA----AATATATTATACGATATG---------------GATTCGTGT 
001Brocchi  TTCATAATGTTATAATAAACATTAATATTATA----AATATATTATACGATATG---------------GATTCGTGT 
003Brocchi  TTCATAATGTTATAATAAACATTAATATTATT----AATATATTATACGATATG---------------GATTCGTGT 
187Brocchi  TTCATAATGTTATAATAAACATTAATATTATA----AATATATTATACGATATG---------------GATTCGTGT 
118Dyckiag  TTCATAATGTTATAATAAACATTATGAATATA----AATATATTATACGATATG---------------GATTCGTGT 
084Deutero  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
085Deutero  TTCATAATGTTATAATAAACATTATGAATATA----AATATATTATACGATATG---------------GATTCGTGT 
090Deutero  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
196Deutero  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
P1Pitcairn  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
024Pitcair  TTCATAATGTTATATTAAATATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
094Pepinia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------TATTCGTGT 
095Pepinia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------TATTCGTGT 
119Pitcair  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------TATTCGTGT 
123Pitcair  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------TATTCGTGT 
204Fostere  TTCATAATGGTATAATAAACATTAATAATATA----AATATATTATACGATATG----------ATATGGATTTGTGT 
158Fostere  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
156Fostere  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
086Fostere  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
223Orthoph  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
040Ananasn  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
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136Ananasc  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
044Ae.Aech  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
248Ae.Aech  TTCGTAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
249Ae.Aech  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
030Chevali  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
079Chevali  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
008Ae.Plat  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
241Ae.Plat  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
K4Ae.Platy  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
K5Ae.Platy  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
257Ae.Lamp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
185Ae.Lamp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
273Ae.Lamp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
272Ae.Lamp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
144Ae.Lamp  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
042Ae.Poth  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
222Ae.Poth  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
242Ae.Macr  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATATTATATG---------------GATTCGTGT 
181Ae.Ortg  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
271Ae.Ortg  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
K7Ae.Ortgi  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
184Ae.Ortg  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
043Ae.Ortg  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
270Ae.Ortg  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
150Ae.Poda  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
256Ae.Poda  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
267Strepto  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
004Greigia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
111Greigia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
157Greigia  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
15aOchagav  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
023Ochagav  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATACG---------------GATTCGTGT 
5aFascicul  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
6aFascicul  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
019Acantho  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
0151Acanth  TTCATAATATTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
018Deinaca  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
140Deinaca  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
037Hohenbe  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
048Androle  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
049Wittroc  TTCATAATGTTATAATAAACATTAATAATATATATAAATATATTATACGATATG---------------GATTCGTGT 
080Neorege  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
081Neorege  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
052Neoglaz  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
051Quesnel  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
050Quesnel  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
220Quesnel  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
047Canistr  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
087Lymania  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
053CDPorte  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATATTATATG---------------GATTCGTGT 
239Porteal  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
029Bromeli  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
036Billber  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
129Billber  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
127Ursulae  TTCATAATGTTATTATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
033Ursulae  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
138CDHohen  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
137Nidular  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
141Pseudan  TTCATAATGTTATA-----CATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
K9Araeococ  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
206Araeoco  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
213Edmundo  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
120Ronnber  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
067Fernsee  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
214Cryptan  TTCATAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
215Cryptan  TTCAAAATGTTATAATAAACATTAATAATATA----AATATATTATACGATATG---------------GATTCGTGT 
072Rapatea  TTTATAAAATTATA---AACATGAATAATATA--------TATTATTCTATA-----------------GATCCAGGT 
135Zingibe  TTCACA---TTATAAT------------------------TATTCATATAAT-----------ATAATGGATTCGAGT 
 
Input data matrix (continued): 
 
            333333333333333333333333333333333333333333333333333333333333333333333333333333 
            111111122222222223333333333444444444455555555556666666666777777777788888888889 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
002Glomero  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCTAATT 
015Alcanta  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
009Catopsi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCTAATT 
073Catopsi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCTAATT 
083Mezobro  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
016Guzmani  CGTGATTAATCGTTTGAT-----ATGGTCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
017Guzmani  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
069Vriesea  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 



 44

039T.(Alla  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
038T.(Alla  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
023T.(Diap  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
007T.(Phyt  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
013Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
194Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
1aRacinaea  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
031Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
186Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATGTATTAGGTATATATGGCC----TTTCTCTAATT 
126Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATGTATTAGGTATATATGGCC----TTTCTCTAATT 
128Racinae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
034Naviasp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCTTTTCTCTAATT 
060Puyaalp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
006Puyalax  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
076Puyaden  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
005Hechtia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTCGGTATATATGGCCATCCTTTCTCTAATT 
088Hechtia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATCCGTACGTATTAGGTATATATGTCTATCCTTTCTCGAATT 
011Ayensua  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATT 
001Brocchi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATT 
003Brocchi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATT 
187Brocchi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTGTAATT 
118Dyckiag  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
084Deutero  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
085Deutero  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
090Deutero  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
196Deutero  CGCGATTAATCGTTTGAT-----ATG-TCAGTATGGATACGTACGTATTACGTATATATGGCCATCCTTTCTCGAATT 
P1Pitcairn  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTGTATATGGCCATCCTTTCTCGAATT 
024Pitcair  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCAAATT 
094Pepinia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
095Pepinia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
119Pitcair  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
123Pitcair  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
204Fostere  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
158Fostere  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
156Fostere  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
086Fostere  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
223Orthoph  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
040Ananasn  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
136Ananasc  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
044Ae.Aech  CGTGATTAATCGTTTGAT-----ATA-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
248Ae.Aech  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
249Ae.Aech  CGTGATTAATCGTTTGAT-----ATA-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
030Chevali  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
079Chevali  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCC----TTTCTCTAATT 
008Ae.Plat  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
241Ae.Plat  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
K4Ae.Platy  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
K5Ae.Platy  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
257Ae.Lamp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
185Ae.Lamp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
273Ae.Lamp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
272Ae.Lamp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
144Ae.Lamp  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
042Ae.Poth  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
222Ae.Poth  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
242Ae.Macr  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
181Ae.Ortg  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
271Ae.Ortg  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
K7Ae.Ortgi  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
184Ae.Ortg  CGNGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
043Ae.Ortg  CGTGATTAATCGTTTGAT-----ATG-TCA----GTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCCAATT 
270Ae.Ortg  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
150Ae.Poda  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
256Ae.Poda  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
267Strepto  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
004Greigia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATT 
111Greigia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATT 
157Greigia  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATT 
15aOchagav  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
023Ochagav  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
5aFascicul  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
6aFascicul  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
019Acantho  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
0151Acanth  CGTGATTAATCGTTTGATTTGATATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
018Deinaca  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
140Deinaca  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
037Hohenbe  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
048Androle  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
049Wittroc  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGCATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATT 
080Neorege  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
081Neorege  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
052Neoglaz  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
051Quesnel  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
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050Quesnel  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
220Quesnel  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGTCATCCTTTCTCGAATT 
047Canistr  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATAGGGCCATCCTTTCTCGAATT 
087Lymania  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
053CDPorte  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATACGGCCATCCTTTCTCGAATT 
239Porteal  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
029Bromeli  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGACCATCCTTTCTCGAATT 
036Billber  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
129Billber  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
127Ursulae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
033Ursulae  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
138CDHohen  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
137Nidular  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
141Pseudan  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
K9Araeococ  TGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
206Araeoco  TGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
213Edmundo  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
120Ronnber  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGACATCCTTTCTCGAATT 
067Fernsee  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
214Cryptan  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
215Cryptan  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTACGTATTAGGTATATATGGCCATCCTTTCTCGAATT 
072Rapatea  CGTGATTAATCGTTTGAT-----ATG-TCAGTATGTATACGTATATATTAGGGATATACGGACATCCTTTCTCTAATT 
135Zingibe  CATGATTAATCGTTTGATTTGATATG-TCAGTATGTATACGTATGTATTAGGTATATAGGAACATCTTTTCTGTAATT 
 
Input data matrix (continued): 
 
            333333333444444444444444444444444444444444444444444444444444444444444444444444 
            999999999000000000011111111112222222222333333333344444444445555555555666666666 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
015Alcanta  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
009Catopsi  TCG-----ATAGAGGGATTCCA------ACTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
073Catopsi  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
083Mezobro  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
016Guzmani  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
017Guzmani  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
069Vriesea  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
039T.(Alla  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
038T.(Alla  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
023T.(Diap  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
007T.(Phyt  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
013Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
194Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
1aRacinaea  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
031Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
186Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
126Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
128Racinae  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
034Naviasp  TCGTTTCGATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
060Puyaalp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
006Puyalax  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
076Puyaden  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
005Hechtia  TCG-----ATAGAGGGATTCCA------GCTACC-GACCCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
088Hechtia  TCG-----ATAGAGGGATTCCA------GCTACC-GACACAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
011Ayensua  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
001Brocchi  TCG-----ATAGAGGGATTCCA------GCTACC-GACGAAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
003Brocchi  TCG-----ATAGAGGGATTCCA------GCTACCCGACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
187Brocchi  TCG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
118Dyckiag  TTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
084Deutero  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
085Deutero  TTG-----ATAGAGGGATTCCA------GCTACC-GACGTAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
090Deutero  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
196Deutero  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
P1Pitcairn  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
024Pitcair  TTG-----ATAGAGGGATTCCA------ACTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
094Pepinia  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
095Pepinia  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
119Pitcair  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
123Pitcair  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
204Fostere  TTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
158Fostere  TTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
156Fostere  TTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
086Fostere  TTG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
223Orthoph  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
040Ananasn  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
136Ananasc  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
044Ae.Aech  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
248Ae.Aech  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
249Ae.Aech  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
030Chevali  TCG-----ATAGAGGGATTCCAATTCCAGCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
079Chevali  TTG-----ATAGAGGGATTCCA------GCTACC-GACGCAACGTAGTCAACTCTATTCGTTAGAACGGCTTCCATTG 
008Ae.Plat  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
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241Ae.Plat  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
K4Ae.Platy  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
K5Ae.Platy  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
257Ae.Lamp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
185Ae.Lamp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
273Ae.Lamp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
272Ae.Lamp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
144Ae.Lamp  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
042Ae.Poth  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
222Ae.Poth  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
242Ae.Macr  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
181Ae.Ortg  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
271Ae.Ortg  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
K7Ae.Ortgi  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
184Ae.Ortg  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
043Ae.Ortg  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
270Ae.Ortg  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
150Ae.Poda  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
256Ae.Poda  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
267Strepto  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
004Greigia  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
111Greigia  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
157Greigia  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
15aOchagav  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTANTCAACTCTATTCGTTAGAACAGCTTCCATTG 
023Ochagav  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
5aFascicul  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
6aFascicul  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
019Acantho  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
0151Acanth  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
018Deinaca  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
140Deinaca  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
037Hohenbe  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
048Androle  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
049Wittroc  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
080Neorege  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
081Neorege  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
052Neoglaz  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
051Quesnel  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
050Quesnel  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
220Quesnel  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
047Canistr  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
087Lymania  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
053CDPorte  TCG-----ATAAAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
239Porteal  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
029Bromeli  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
036Billber  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
129Billber  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
127Ursulae  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
033Ursulae  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
138CDHohen  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
137Nidular  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
141Pseudan  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
K9Araeococ  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
206Araeoco  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
213Edmundo  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
120Ronnber  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
067Fernsee  TCG-----ATAGAGGGATTCCA-TTCCAGCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
214Cryptan  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
215Cryptan  TCG-----ATAGAGGGATTCCA------GCTACT-GACGCAACGTAGTCAACTCTATTCGTTAGAACAGCTTCCATTG 
072Rapatea  TCG-----ATAGAAGGATTCCA------GTTACC-AACGCAACATAGTCAACTCTATTCGTTAGAACAGCTTCCATCG 
135Zingibe  TTG-----ATAGACGGATTCCA------ACTACC-AACGAAACGTAGTCAACTTCATTCGTTAGAACAGCTTCCATTG 
 
Input data matrix (continued): 
 
            444444444444444444444444444444455555555555555555555555555555555555555555555555 
            677777777778888888888999999999900000000001111111111222222222233333333334444444 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAG----------- 
015Alcanta  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
009Catopsi  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTTTTCCCAAA----------- 
073Catopsi  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
083Mezobro  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
016Guzmani  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGCTTTCCCAAA----------- 
017Guzmani  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
069Vriesea  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
039T.(Alla  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
038T.(Alla  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
023T.(Diap  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
007T.(Phyt  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
013Racinae  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
194Racinae  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
1aRacinaea  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
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031Racinae  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
186Racinae  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
126Racinae  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
128Racinae  AGTCTCTGCACCTATCC-----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
034Naviasp  AGTCTCTGCACCTATCC-----TTTTTT-TTTCTAGTTTTATA-------CGC-TTGTTTTCCCAAA----------- 
060Puyaalp  AGTCTCTGCACCTATCC-----TTTTTT-ACTCTAGTTTTATA-------CCC-TTGTTTTCCTAAA----------- 
006Puyalax  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCTAAA----------- 
076Puyaden  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
005Hechtia  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
088Hechtia  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
011Ayensua  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTTTTCTCAAA----------- 
001Brocchi  AGTCTCTGCACCTATCC-----TTTTTT-ATTCGAGTTTTATA-------CCC-CTGTTTTCTCAAA----------- 
003Brocchi  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTTTTCTCAAA----------- 
187Brocchi  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-CTGTTTTCTCAAA----------- 
118Dyckiag  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
084Deutero  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
085Deutero  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
090Deutero  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
196Deutero  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCCCTTGTTTTCCCAAA----------- 
P1Pitcairn  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
024Pitcair  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCCAA----------- 
094Pepinia  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
095Pepinia  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
119Pitcair  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
123Pitcair  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
204Fostere  AGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
158Fostere  AGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAACCATTGAGTCT 
156Fostere  AGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-CTGTTTTCCCAAA----------- 
086Fostere  AGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATA-------CCC-CTGTTTTCCCAAA----------- 
223Orthoph  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
040Ananasn  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCCCC----------- 
136Ananasc  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCCCA----------- 
044Ae.Aech  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTCTATA-------CCC-TTGTATTCCCAAA----------- 
248Ae.Aech  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
249Ae.Aech  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTCTATA-------CCC-TTGTATTCCCAAA----------- 
030Chevali  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
079Chevali  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
008Ae.Plat  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
241Ae.Plat  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
K4Ae.Platy  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
K5Ae.Platy  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
257Ae.Lamp  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
185Ae.Lamp  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
273Ae.Lamp  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
272Ae.Lamp  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
144Ae.Lamp  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
042Ae.Poth  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
222Ae.Poth  AGTCTCTGC-CCTATCCC----TTTTT--ATTCTAGTTTTAAA-------CCC-TTGTTTTCCAAAA----------- 
242Ae.Macr  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
181Ae.Ortg  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
271Ae.Ortg  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
K7Ae.Ortgi  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
184Ae.Ortg  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
043Ae.Ortg  AGTCTCTGCACCTATCC-----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
270Ae.Ortg  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
150Ae.Poda  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
256Ae.Poda  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
267Strepto  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
004Greigia  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
111Greigia  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
157Greigia  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
15aOchagav  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
023Ochagav  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
5aFascicul  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
6aFascicul  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
019Acantho  AGTCTCTGCACCTATCCCC---TTTT---ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
0151Acanth  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
018Deinaca  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
140Deinaca  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
037Hohenbe  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
048Androle  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
049Wittroc  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
080Neorege  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
081Neorege  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
052Neoglaz  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
051Quesnel  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
050Quesnel  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
220Quesnel  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
047Canistr  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
087Lymania  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------TCC-TTGTTTTCCAAAA----------- 
053CDPorte  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
239Porteal  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
029Bromeli  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
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036Billber  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCT-TTGTTTTCCAAAA----------- 
129Billber  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
127Ursulae  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
033Ursulae  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
138CDHohen  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
137Nidular  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
141Pseudan  AGTCTCTGCACCTATCC-----TTTTTT-ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
K9Araeococ  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
206Araeoco  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
213Edmundo  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCAAAAA----------- 
120Ronnber  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
067Fernsee  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
214Cryptan  AGTCTCTGCACCTATCCCCCCCTT-----ATTCTAGTTTTATA-------CCC-TTGTTTTCCAAAA----------- 
215Cryptan  AGTCTCTGCACCTATCCC----TTTTT--ATTCTAGTTTTATA-------CCC-TTGTTTTCCCAAA----------- 
072Rapatea  AGTCTCTGCACCTATCC-----TTTTTTTATTCTAGTTTTATAAATATAAATCCTTGTTTTCACAAA----------- 
135Zingibe  AGTCTCTGCACCTATCC----TTTTTTTTATTCTAGTTTGATA---------------------AAA----------- 
 
Input data matrix (continued): 
 
            555555555555555555555555555555555555555555555555555556666666666666666666666666 
            444555555555566666666667777777777888888888899999999990000000000111111111122222 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
002Glomero  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
015Alcanta  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
009Catopsi  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
073Catopsi  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
083Mezobro  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
016Guzmani  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
017Guzmani  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
069Vriesea  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
039T.(Alla  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
038T.(Alla  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
023T.(Diap  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
007T.(Phyt  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
013Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
194Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
1aRacinaea  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
031Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCA----------- 
186Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
126Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
128Racinae  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
034Naviasp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
060Puyaalp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
006Puyalax  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
076Puyaden  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
005Hechtia  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
088Hechtia  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
011Ayensua  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
001Brocchi  -------------------------------------------------ATACA-GATTTGGC-TCAGGATTGCCCAT 
003Brocchi  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
187Brocchi  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
118Dyckiag  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
084Deutero  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
085Deutero  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
090Deutero  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
196Deutero  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
P1Pitcairn  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
024Pitcair  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
094Pepinia  -------------------------------------------------ATCAA-GATTTGGC-TCAGGATTGCCCAT 
095Pepinia  -------------------------------------------------ATCAA-GATTTGGC-TCAGGATTGCCCAT 
119Pitcair  -------------------------------------------------ATCAA-GATTTGGC-TCAGGATTGCCCAT 
123Pitcair  -------------------------------------------------ATCAA-GATTTGGC-TCAGGATTGCCCAT 
204Fostere  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
158Fostere  CTGCACCTATCCTTTTTTTATTCTAGTTTTATACCCTTGTTTTCCCAAAATAAA-GATTTGGC-TCAGGATTGCCCAT 
156Fostere  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
086Fostere  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
223Orthoph  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
040Ananasn  -------------------------------------------------AAAAA-GATTTGGC-TCAGGATTGCCCAT 
136Ananasc  -------------------------------------------------AAAAA-GATTTGGC-TCAGGATTGCCCAT 
044Ae.Aech  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
248Ae.Aech  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
249Ae.Aech  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
030Chevali  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
079Chevali  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
008Ae.Plat  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
241Ae.Plat  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
K4Ae.Platy  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
K5Ae.Platy  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
257Ae.Lamp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
185Ae.Lamp  -------------------------------------------------AAAAA-GATTTGGC-TCAGGATTGCCCAT 
273Ae.Lamp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
272Ae.Lamp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
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144Ae.Lamp  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
042Ae.Poth  -------------------------------------------------ATAAG-GATTTGGC-TCAGGATTGCCCAT 
222Ae.Poth  -------------------------------------------------ATAAA-GATTTGGCCTCATGATTGCCCAT 
242Ae.Macr  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTACCCGT 
181Ae.Ortg  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
271Ae.Ortg  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
K7Ae.Ortgi  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
184Ae.Ortg  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
043Ae.Ortg  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
270Ae.Ortg  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
150Ae.Poda  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
256Ae.Poda  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
267Strepto  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
004Greigia  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
111Greigia  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
157Greigia  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
15aOchagav  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
023Ochagav  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
5aFascicul  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
6aFascicul  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
019Acantho  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
0151Acanth  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
018Deinaca  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
140Deinaca  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
037Hohenbe  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
048Androle  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
049Wittroc  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
080Neorege  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
081Neorege  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
052Neoglaz  -------------------------------------------------AAAAAAGATTTGGC-TCAGGATTGCCCAT 
051Quesnel  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
050Quesnel  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
220Quesnel  -------------------------------------------------AGAAA-GATTTGGC-TCAGGATTGCCCAT 
047Canistr  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
087Lymania  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
053CDPorte  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTACCCGT 
239Porteal  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
029Bromeli  -------------------------------------------------ATAAG-GATTTGGC-TCAGGATTGCCCAT 
036Billber  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
129Billber  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
127Ursulae  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
033Ursulae  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
138CDHohen  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
137Nidular  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
141Pseudan  -------------------------------------------------ACAAA-GATTTGGC-TCAGGATTGCCCAT 
K9Araeococ  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
206Araeoco  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
213Edmundo  -------------------------------------------------ATAAG-GATTTGGC-TCAGGATTGCCCAT 
120Ronnber  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
067Fernsee  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
214Cryptan  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
215Cryptan  -------------------------------------------------ATAAA-GATTTGGC-TCAGGATTGCCCAT 
072Rapatea  -------------------------------------------------ATAAG-GATTTGGC-TCAGGATCGCCCAT 
135Zingibe  -------------------------------------------------CTAAG-GATTTGGC-TCAGGATTGCCCAT 
 
Input data matrix (continued): 
 
            666666666666666666666666666666666666666666666666666666666666666666666666666777 
            222223333333333444444444455555555556666666666777777777788888888889999999999000 
Taxon/Node  567890123456789012345678901234567890123456789012345678901234567890123456789012 
------------------------------------------------------------------------------------------ 
002Glomero  TTTAAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
015Alcanta  TTTTAATT001111100000----------------------AAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
009Catopsi  TTTTAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
073Catopsi  TTTAAATT001111100100AAAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
083Mezobro  TTTTAATT000111100100AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
016Guzmani  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCA 
017Guzmani  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
069Vriesea  TTTTAATT001111100000AGAGCCCGT-TTTACT-TTC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
039T.(Alla  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
038T.(Alla  TTTTAATT001111110000--------------CT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
023T.(Diap  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
007T.(Phyt  TTTTAATT001111110000AAAGTCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
013Racinae  TTTTAATT001111110000AGAGCCCAT-TTTACT-TCC-TACC-T----ATT----TATCCTCTTTTGTTTTTTCA 
194Racinae  TTTTAATT001111110000-AAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
1aRacinaea  TTTTAATT001111110000---GCCCAT-TTTACT-TCCCTAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
031Racinae  --------001111110000-------------------------------------------TTTTTT-TTTTTTCA 
186Racinae  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
126Racinae  TTTTAATT001111110000AAAGCCCAT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
128Racinae  TTTTAATT001111110000AAAGCCCGT-TTTACT-TTC-TAAC-T----ATT----TTTCCTCTTTTGTTTTTTCA 
034Naviasp  TTAAAATT001111100110AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
060Puyaalp  TTTTAATT001110100100---GCCCAT-TTTACT-TCC-TAACCT----ATT----TATCCTCTTTTGTTTTTTCA 
006Puyalax  TTTTAATT001110100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
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076Puyaden  TTTTAATT001110100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
005Hechtia  TTTAAATT001001100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
088Hechtia  TTGAAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
011Ayensua  TTTAAATT001111100100AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCA 
001Brocchi  TTTTAATT001111100100AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCA 
003Brocchi  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
187Brocchi  TTTTAATT001111100100AAAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTGATGTTTTTTCA 
118Dyckiag  TTTGAATT001111100100------------TACT-TCC-TAAC-T----ATT----TATCCTTTTTTGTTTTTTCA 
084Deutero  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
085Deutero  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTTTTTTGTTTTTTCA 
090Deutero  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
196Deutero  TTTTAATT001111100100-----------------------------------------------------TTTCA 
P1Pitcairn  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATTTATTTATCCTCTTTTGTTTTTTCA 
024Pitcair  TTTAAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
094Pepinia  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
095Pepinia  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
119Pitcair  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
123Pitcair  TTTGAATT001111100100AAAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
204Fostere  TTTTAATT001001100100A-AGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
158Fostere  TTTTAATT001111100100A-AGCCCAT-TTGACT-TCC-TAAC-T----ATT----TACCCTCTTTTGTTTTTTCA 
156Fostere  TTTTAATT001001100100A-AGCCCTT-TTAACT-TCC-TAAA-T----ATT----TATCCTCTTTTGTTTTTTCA 
086Fostere  TTTTAATT001001100100A-AGCCCTT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
223Orthoph  TTTTAATT001111100100-GAGCCCAT-TTT-CT-TCC--AAC-T-----TT----TATCCTCTTTTGTTTTTTCA 
040Ananasn  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
136Ananasc  TTTTAATT001111100100AGAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
044Ae.Aech  TTTTAATT000111100100---CCCCAT-TTTACT-TCT-TAAC-T----TTT----TATCCTCTTTTGTTTTTTCA 
248Ae.Aech  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
249Ae.Aech  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCT-TAAC-T----TTT----TATCCTCTTTTGTTTTTTCA 
030Chevali  TTTTAATT000111100101AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
079Chevali  TTTTAATT001111100000AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
008Ae.Plat  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----GTT----TATCCTCTTTTGTTTTTTCA 
241Ae.Plat  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----GTT----TATCCTCTTTTGTTTTTTCA 
K4Ae.Platy  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
K5Ae.Platy  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
257Ae.Lamp  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
185Ae.Lamp  TTTAAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-A----ATT----TATCCTCTTTTGTTTTTTCA 
273Ae.Lamp  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
272Ae.Lamp  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
144Ae.Lamp  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
042Ae.Poth  TTTTAATT000111100100AGAACCCAT-TTTACT-TCC-TAAC-T----ATT----TATCTTCTTTTGTTTTTTCA 
222Ae.Poth  TTTT----000111100100--AGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
242Ae.Macr  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
181Ae.Ortg  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
271Ae.Ortg  TTTGAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
K7Ae.Ortgi  TTTTAATT000111100100------------TACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
184Ae.Ortg  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
043Ae.Ortg  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
270Ae.Ortg  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
150Ae.Poda  TTTGAATT000111100100AGAGCCCAT-TTTACT-TCC-TA---T-----------TATCCTCTTTTGTTTTTTCA 
256Ae.Poda  TTTGAATT000111100100-GAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
267Strepto  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
004Greigia  TTTAAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
111Greigia  TTTTAATT001111100100AGAGCCCAT-TTAACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
157Greigia  TTTTAATT001111100100-------AT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
15aOchagav  TTTAAATT001111100100AGAGCCCGT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
023Ochagav  TTTGAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
5aFascicul  TTTGAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
6aFascicul  TTTGAATT001111100100AGAGTGCAT-TTAACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
019Acantho  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
0151Acanth  TTTTAATT001111101100AGAGCCCAT-CTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
018Deinaca  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
140Deinaca  TTTTAATT001111100100----------------------AAC-N----ATT----TATCCTCTTT-GTTTTTTCA 
037Hohenbe  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
048Androle  TTTGAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
049Wittroc  TTTAAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
080Neorege  TTTTAATT000111100100-----------TTACTATCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
081Neorege  TTTTAATT000111100100--------------------------------------TATCCTTTTTTGTTTTTTCA 
052Neoglaz  TTTTAATT000111100100ATAGCCCAT-TTTACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCA 
051Quesnel  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
050Quesnel  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
220Quesnel  TTTTTATT000111100100-GAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
047Canistr  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
087Lymania  TTTAAATT000111100100AAAACCCATATTAACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCA 
053CDPorte  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
239Porteal  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
029Bromeli  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAG-T----ATT----TATCCTCTTTTGTTTTTTCA 
036Billber  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
129Billber  TTTTAATT001111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
127Ursulae  TTTGAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
033Ursulae  TTTGAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
138CDHohen  TTTGAATT000111100100AGAGT-CAT-TT--CT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
137Nidular  TTTTAATT000111100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
141Pseudan  TTTGAATT001110100100GGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
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K9Araeococ  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
206Araeoco  TTTTAATT000111100100AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
213Edmundo  TTTTAATT000111100100GGAGCCCAT-TT-ACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
120Ronnber  TTTTAATT000111100100AGAACCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
067Fernsee  TTTTAATT001111100101AGAGCCCAT-TTTACT-TCC-TAAC-T----ATT----TATCCTCTTTTGTTTTTTCA 
214Cryptan  TTTTAATT001111100100AGAGCCCAT-TTTACT-TCC-TAAC-A----ATT----TATCCTCTTTTGTTTTTTCA 
215Cryptan  TTTTAATT001111100100-----------------------------------------CCTGTTTTGTTTTTTCA 
072Rapatea  TTTTCATT110100000100AAAGCCAAT-TTTACT-TCC-TAAC-TAACTATTTATTTATCCTCTTTT--TTTTTCA 
135Zingibe  TTTAAATT110000001100AAAGGTAAT-TTTACT-TCC-TAAA-T----ATT----TATCCTCTTTT----TTTCA 
 
Input data matrix (continued): 
 
            777777777777777777777777777777777777777777777777777777777777777777777777777777 
            000000011111111112222222222333333333344444444445555555555666666666677777777778 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
002Glomero  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTTTCATTCATTCTATTCTTTCACAA-----ATAGAT 
015Alcanta  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
009Catopsi  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
073Catopsi  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
083Mezobro  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
016Guzmani  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
017Guzmani  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
069Vriesea  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ACGGAT 
039T.(Alla  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
038T.(Alla  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
023T.(Diap  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
007T.(Phyt  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
013Racinae  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
194Racinae  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
1aRacinaea  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
031Racinae  TCAATG-------------AAAAAA-AAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
186Racinae  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
126Racinae  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
128Racinae  TCAATG-------------AAAAAACAAAATTCAT-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
034Naviasp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
060Puyaalp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
006Puyalax  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
076Puyaden  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
005Hechtia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
088Hechtia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
011Ayensua  TTAATG-------------AAAAAATAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
001Brocchi  TCAATG-------------AAAAAATAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
003Brocchi  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
187Brocchi  TCAATG-------------AAAAAATCAAATTCAC-TATCTTTCTCATTCATTCTACTCATTCACAA-----ATGGAT 
118Dyckiag  TTGATG-------------AAAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ACGGAT 
084Deutero  TTGATG-------------AAAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
085Deutero  TTGATG-------------AAAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
090Deutero  TTGATG-------------AAAAAACAAAATTCAC-TATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
196Deutero  TTGATG-------------AAAAAACAAAGTTCACGTATTTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
P1Pitcairn  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
024Pitcair  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
094Pepinia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
095Pepinia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
119Pitcair  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
123Pitcair  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
204Fostere  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
158Fostere  TCAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
156Fostere  AAAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
086Fostere  AAAATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
223Orthoph  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
040Ananasn  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
136Ananasc  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
044Ae.Aech  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
248Ae.Aech  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
249Ae.Aech  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
030Chevali  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
079Chevali  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
008Ae.Plat  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
241Ae.Plat  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
K4Ae.Platy  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
K5Ae.Platy  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
257Ae.Lamp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
185Ae.Lamp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
273Ae.Lamp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
272Ae.Lamp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
144Ae.Lamp  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
042Ae.Poth  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
222Ae.Poth  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
242Ae.Macr  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
181Ae.Ortg  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
271Ae.Ortg  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
K7Ae.Ortgi  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
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184Ae.Ortg  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
043Ae.Ortg  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
270Ae.Ortg  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
150Ae.Poda  AA-----------------------CAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
256Ae.Poda  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
267Strepto  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCT------------------ 
004Greigia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
111Greigia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
157Greigia  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
15aOchagav  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
023Ochagav  TTGATG-------------AAAAAACGAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
5aFascicul  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
6aFascicul  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
019Acantho  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
0151Acanth  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
018Deinaca  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
140Deinaca  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
037Hohenbe  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
048Androle  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
049Wittroc  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
080Neorege  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
081Neorege  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
052Neoglaz  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
051Quesnel  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
050Quesnel  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
220Quesnel  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
047Canistr  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
087Lymania  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
053CDPorte  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
239Porteal  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
029Bromeli  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
036Billber  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
129Billber  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
127Ursulae  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
033Ursulae  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
138CDHohen  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
137Nidular  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
141Pseudan  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
K9Araeococ  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
206Araeoco  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
213Edmundo  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
120Ronnber  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
067Fernsee  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
214Cryptan  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTATTTCACAA-----ATGGAT 
215Cryptan  TTGATG-------------AAAAAACAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCACAA-----ATGGAT 
072Rapatea  TCAATG---------GTTCAAA---CAAAATTCAC-TATCTTTCTCATTCATTCTACTCTTTCGCAA-----ATGGGT 
135Zingibe  T----CAGCGATTCAGTTCAAA---CAAAATTCAC-TATCTTTCTCATTCACTCCACTCTTTCACAACACAAATGTAT 
 
Input data matrix (continued): 
 
            777777777777777777788888888888888888888888888888888888888888888888888888888888 
            888888888999999999900000000001111111111222222222233333333334444444444555555555 
Taxon/Node  123456789012345678901234567890123456789012345678901234567890123456789012345678 
------------------------------------------------------------------------------------------ 
002Glomero  CCGAACAGAAATCTTTGGATCTTATCCCATACAAATTTGGAT-CTTATC----------------------------- 
015Alcanta  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
009Catopsi  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
073Catopsi  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
083Mezobro  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
016Guzmani  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
017Guzmani  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
069Vriesea  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
039T.(Alla  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
038T.(Alla  CCGAACAGAAATCTTTGGATCTTATCCCATACAAATGAAGATATATAGGAAAAAAATCTCTATTATTAAATAATTCAC 
023T.(Diap  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
007T.(Phyt  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
013Racinae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
194Racinae  CCAAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
1aRacinaea  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
031Racinae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
186Racinae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
126Racinae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
128Racinae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
034Naviasp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
060Puyaalp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
006Puyalax  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
076Puyaden  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
005Hechtia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
088Hechtia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
011Ayensua  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
001Brocchi  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
003Brocchi  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
187Brocchi  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
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118Dyckiag  CCGAACATAAATCTTTGGATCTTATC---------------------------------------------------- 
084Deutero  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
085Deutero  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
090Deutero  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
196Deutero  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
P1Pitcairn  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
024Pitcair  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
094Pepinia  CCGAACAGAAATCCTTGGATCTTATC---------------------------------------------------- 
095Pepinia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
119Pitcair  CCGAACAGAAATCCTTGGATCTTATC---------------------------------------------------- 
123Pitcair  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
204Fostere  CCGAACAGAAATCTTTGAATCTTATC---------------------------------------------------- 
158Fostere  CCGAACAGAAATCTTTGAATCTTATC---------------------------------------------------- 
156Fostere  CCGAACAGAAATCTTTGAATCTTATC---------------------------------------------------- 
086Fostere  CCGAACAGAAATCTTTGAATCTTATC---------------------------------------------------- 
223Orthoph  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
040Ananasn  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
136Ananasc  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
044Ae.Aech  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
248Ae.Aech  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
249Ae.Aech  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
030Chevali  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
079Chevali  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
008Ae.Plat  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
241Ae.Plat  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
K4Ae.Platy  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
K5Ae.Platy  CTGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
257Ae.Lamp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
185Ae.Lamp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
273Ae.Lamp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
272Ae.Lamp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
144Ae.Lamp  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
042Ae.Poth  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
222Ae.Poth  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
242Ae.Macr  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
181Ae.Ortg  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
271Ae.Ortg  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
K7Ae.Ortgi  CTGAACAGAAATCTTTGGATCCTATC---------------------------------------------------- 
184Ae.Ortg  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
043Ae.Ortg  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
270Ae.Ortg  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
150Ae.Poda  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
256Ae.Poda  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
267Strepto  --------------------------------------------------CTTTTGTTTTTTCATTGATGAAAAAACA 
004Greigia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
111Greigia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
157Greigia  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
15aOchagav  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
023Ochagav  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
5aFascicul  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
6aFascicul  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
019Acantho  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
0151Acanth  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
018Deinaca  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
140Deinaca  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
037Hohenbe  CCGAACAGAAATCCTTGGATCTTATC---------------------------------------------------- 
048Androle  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
049Wittroc  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
080Neorege  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
081Neorege  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
052Neoglaz  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
051Quesnel  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
050Quesnel  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
220Quesnel  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
047Canistr  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
087Lymania  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
053CDPorte  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
239Porteal  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
029Bromeli  CCGAAC------------------------------------------------------------------------ 
036Billber  CCGAACAGAAATTTTTGGATCTTATC---------------------------------------------------- 
129Billber  CCGAACAGAAATTTTTGGATCTTATC---------------------------------------------------- 
127Ursulae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
033Ursulae  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
138CDHohen  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
137Nidular  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
141Pseudan  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
K9Araeococ  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
206Araeoco  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
213Edmundo  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
120Ronnber  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
067Fernsee  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
214Cryptan  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
215Cryptan  CCGAACAGAAATCTTTGGATCTTATC---------------------------------------------------- 
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072Rapatea  CTGAACATTA----------CTT-----------ATT----------------------------------------- 
135Zingibe  CCGAACTAAAATCCTTGGATCTTATCCCA-----ATTTCGATAGATACA----------------------------- 
 
Input data matrix (continued): 
 
            888888888888888888888888888888888888888889999999999999999999999999999999999999 
            566666666667777777777888888888899999999990000000000111111111122222222223333333 
Taxon/Node  901234567890123456789012345678901234567890123456789012345678901234567890123456 
------------------------------------------------------------------------------------------ 
002Glomero  ------------------------------------------------------------------------------ 
015Alcanta  ------------------------------------------------------------------------------ 
009Catopsi  ------------------------------------------------------------------------------ 
073Catopsi  ------------------------------------------------------------------------------ 
083Mezobro  ------------------------------------------------------------------------------ 
016Guzmani  ------------------------------------------------------------------------------ 
017Guzmani  ------------------------------------------------------------------------------ 
069Vriesea  ------------------------------------------------------------------------------ 
039T.(Alla  ------------------------------------------------------------------------------ 
038T.(Alla  AATCCATAT--------------------------------------------------------------------- 
023T.(Diap  ------------------------------------------------------------------------------ 
007T.(Phyt  ------------------------------------------------------------------------------ 
013Racinae  ------------------------------------------------------------------------------ 
194Racinae  ------------------------------------------------------------------------------ 
1aRacinaea  ------------------------------------------------------------------------------ 
031Racinae  ------------------------------------------------------------------------------ 
186Racinae  ------------------------------------------------------------------------------ 
126Racinae  ------------------------------------------------------------------------------ 
128Racinae  ------------------------------------------------------------------------------ 
034Naviasp  ------------------------------------------------------------------------------ 
060Puyaalp  ------------------------------------------------------------------------------ 
006Puyalax  ------------------------------------------------------------------------------ 
076Puyaden  ------------------------------------------------------------------------------ 
005Hechtia  ------------------------------------------------------------------------------ 
088Hechtia  ------------------------------------------------------------------------------ 
011Ayensua  ------------------------------------------------------------------------------ 
001Brocchi  ------------------------------------------------------------------------------ 
003Brocchi  ------------------------------------------------------------------------------ 
187Brocchi  ------------------------------------------------------------------------------ 
118Dyckiag  ------------------------------------------------------------------------------ 
084Deutero  ------------------------------------------------------------------------------ 
085Deutero  ------------------------------------------------------------------------------ 
090Deutero  ------------------------------------------------------------------------------ 
196Deutero  ------------------------------------------------------------------------------ 
P1Pitcairn  ------------------------------------------------------------------------------ 
024Pitcair  ------------------------------------------------------------------------------ 
094Pepinia  ------------------------------------------------------------------------------ 
095Pepinia  ------------------------------------------------------------------------------ 
119Pitcair  ------------------------------------------------------------------------------ 
123Pitcair  ------------------------------------------------------------------------------ 
204Fostere  -----------TTCATTCATTCATTCTACTCTTTCACAAATGGATCCGAACAGAAATCTTTGAATCTTATCTTC-ATT 
158Fostere  ------------------------------------------------------------------------------ 
156Fostere  ------------------------------------------------------------------------------ 
086Fostere  ------------------------------------------------------------------------------ 
223Orthoph  ------------------------------------------------------------------------------ 
040Ananasn  ------------------------------------------------------------------------------ 
136Ananasc  ------------------------------------------------------------------------------ 
044Ae.Aech  ------------------------------------------------------------------------------ 
248Ae.Aech  ------------------------------------------------------------------------------ 
249Ae.Aech  ------------------------------------------------------------------------------ 
030Chevali  ------------------------------------------------------------------------------ 
079Chevali  ------------------------------------------------------------------------------ 
008Ae.Plat  ------------------------------------------------------------------------------ 
241Ae.Plat  --------TCTCCATACAAATGAAGATATTCTTTCACAAATGGATCCGAACAGAAATCTTTGGA-----------TAT 
K4Ae.Platy  ------------------------------------------------------------------------------ 
K5Ae.Platy  ------------------------------------------------------------------------------ 
257Ae.Lamp  ------------------------------------------------------------------------------ 
185Ae.Lamp  ------------------------------------------------------------------------------ 
273Ae.Lamp  ------------------------------------------------------------------------------ 
272Ae.Lamp  ------------------------------------------------------------------------------ 
144Ae.Lamp  ------------------------------------------------------------------------------ 
042Ae.Poth  ------------------------------------------------------------------------------ 
222Ae.Poth  ------------------------------------------------------------------------------ 
242Ae.Macr  ------------------------------------------------------------------------------ 
181Ae.Ortg  ------------------------------------------------------------------------------ 
271Ae.Ortg  ------------------------------------------------------------------------------ 
K7Ae.Ortgi  ------------------------------------------------------------------------------ 
184Ae.Ortg  ------------------------------------------------------------------------------ 
043Ae.Ortg  ------------------------------------------------------------------------------ 
270Ae.Ortg  ------------------------------------------------------------------------------ 
150Ae.Poda  ------------------------------------------------------------------------------ 
256Ae.Poda  ------------------------------------------------------------------------------ 
267Strepto  AAATTCACTATCTTTCTCATTCATTCTACTCTTTCACAAATGGATCCGAACAGAAATCTTTGGATCT--------TAT 
004Greigia  ------------------------------------------------------------------------------ 
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111Greigia  ------------------------------------------------------------------------------ 
157Greigia  ------------------------------------------------------------------------------ 
15aOchagav  ------------------------------------------------------------------------------ 
023Ochagav  ------------------------------------------------------------------------------ 
5aFascicul  ------------------------------------------------------------------------------ 
6aFascicul  ------------------------------------------------------------------------------ 
019Acantho  ------------------------------------------------------------------------------ 
0151Acanth  ------------------------------------------------------------------------------ 
018Deinaca  ------------------------------------------------------------------------------ 
140Deinaca  ------------------------------------------------------------------------------ 
037Hohenbe  ------------------------------------------------------------------------------ 
048Androle  ------------------------------------------------------------------------------ 
049Wittroc  ------------------------------------------------------------------------------ 
080Neorege  ------------------------------------------------------------------------------ 
081Neorege  ------------------------------------------------------------------------------ 
052Neoglaz  ------------------------------------------------------------------------------ 
051Quesnel  ------------------------------------------------------------------------------ 
050Quesnel  ------------------------------------------------------------------------------ 
220Quesnel  ------------------------------------------------------------------------------ 
047Canistr  ------------------------------------------------------------------------------ 
087Lymania  ------------------------------------------------------------------------------ 
053CDPorte  ------------------------------------------------------------------------------ 
239Porteal  ------------------------------------------------------------------------------ 
029Bromeli  ------------------------------------------------------------------------------ 
036Billber  ------------------------------------------------------------------------------ 
129Billber  ------------------------------------------------------------------------------ 
127Ursulae  ------------------------------------------------------------------------------ 
033Ursulae  ------------------------------------------------------------------------------ 
138CDHohen  ------------------------------------------------------------------------------ 
137Nidular  ------------------------------------------------------------------------------ 
141Pseudan  ------------------------------------------------------------------------------ 
K9Araeococ  ------------------------------------------------------------------------------ 
206Araeoco  ------------------------------------------------------------------------------ 
213Edmundo  ------------------------------------------------------------------------------ 
120Ronnber  ------------------------------------------------------------------------------ 
067Fernsee  ------------------------------------------------------------------------------ 
214Cryptan  ------------------------------------------------------------------------------ 
215Cryptan  ------------------------------------------------------------------------------ 
072Rapatea  ------------------------------------------------------------------------------ 
135Zingibe  ------------------------------------------------------------------------ATACCT 
 
Input data matrix (continued): 
 
                                                                           111111111111111 
            999999999999999999999999999999999999999999999999999999999999999000000000000000 
            333444444444455555555556666666666777777777788888888889999999999000000000011111 
Taxon/Node  789012345678901234567890123456789012345678901234567890123456789012345678901234 
------------------------------------------------------------------------------------------ 
002Glomero  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
015Alcanta  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ATAATCCATATCATT------- 
009Catopsi  -CCATACAAATGAAGATATATAGGTAAACAATCTCCATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
073Catopsi  -CCATACAAATGAAGATATATAGGTAAACAATCTCCATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
083Mezobro  -CCATACA---GAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
016Guzmani  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
017Guzmani  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
069Vriesea  -CCATACAAATGAAGATATATAGGCAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
039T.(Alla  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
038T.(Alla  --CATACAAATGAAGATATATAGGAAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
023T.(Diap  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
007T.(Phyt  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
013Racinae  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
194Racinae  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
1aRacinaea  -CCATACAAATGAAGATATATAGGTAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
031Racinae  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
186Racinae  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
126Racinae  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
128Racinae  -CCATACAAATGAAGATATATAGGCAAAAAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
034Naviasp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
060Puyaalp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
006Puyalax  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
076Puyaden  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
005Hechtia  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
088Hechtia  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
011Ayensua  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT------- 
001Brocchi  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAATA-A-AT--TC-ACAATCCATATCATT------- 
003Brocchi  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
187Brocchi  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAATA-A-AT--TC-ACAATCCATATCATT------- 
118Dyckiag  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
084Deutero  -CCATACAAATGAAGATATATAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
085Deutero  -CCATACAAATGAAGATATATAGGTAAATAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
090Deutero  -CCATACAAATGAAGATATATAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
196Deutero  -CCATACAAATGAAGATATATAGGTAAACAATCTATATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
P1Pitcairn  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT------- 
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024Pitcair  -CCATA-AAA----GATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCAGATCATT------- 
094Pepinia  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT------- 
095Pepinia  -CCATACAAATGAGGATATATAAGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT------- 
119Pitcair  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT------- 
123Pitcair  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTAGTAAAT-A-AT--TC-ACAATCCATATCATT------- 
204Fostere  CCCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
158Fostere  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
156Fostere  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
086Fostere  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
223Orthoph  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
040Ananasn  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
136Ananasc  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
044Ae.Aech  -CCATACAAATAAAGATATATAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT------- 
248Ae.Aech  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
249Ae.Aech  -CCATACAAATAAAGATATATAGGTAAACAATCTCTATTATTAAAA-A-AT--TC-ACAATCCATATCATT------- 
030Chevali  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
079Chevali  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
008Ae.Plat  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
241Ae.Plat  CCCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
K4Ae.Platy  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
K5Ae.Platy  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
257Ae.Lamp  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
185Ae.Lamp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
273Ae.Lamp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
272Ae.Lamp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
144Ae.Lamp  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
042Ae.Poth  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATACCATT------- 
222Ae.Poth  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
242Ae.Macr  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
181Ae.Ortg  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
271Ae.Ortg  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
K7Ae.Ortgi  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
184Ae.Ortg  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
043Ae.Ortg  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
270Ae.Ortg  -CCATACAAATGAGGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
150Ae.Poda  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
256Ae.Poda  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
267Strepto  CCCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
004Greigia  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT------- 
111Greigia  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT------- 
157Greigia  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-CCAATCCATATCATT------- 
15aOchagav  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ATAATCCATATCATT------- 
023Ochagav  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAACT-A-AT--TC-ACAATCCATATCATT------- 
5aFascicul  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
6aFascicul  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
019Acantho  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
0151Acanth  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-AATT--C--ACAATCCATATCATT------- 
018Deinaca  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
140Deinaca  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
037Hohenbe  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
048Androle  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
049Wittroc  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
080Neorege  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
081Neorege  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
052Neoglaz  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
051Quesnel  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
050Quesnel  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
220Quesnel  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
047Canistr  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
087Lymania  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
053CDPorte  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
239Porteal  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
029Bromeli  ------------------------------------------------------------------------------ 
036Billber  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
129Billber  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
127Ursulae  -CCATACAAATGAAAATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
033Ursulae  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
138CDHohen  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATTTTTTTTT 
137Nidular  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
141Pseudan  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
K9Araeococ  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
206Araeoco  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
213Edmundo  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
120Ronnber  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
067Fernsee  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
214Cryptan  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
215Cryptan  -CCATACAAATGAAGATATATAGGTAAACAATCTCTATTATTAAAT-A-AT--TC-ACAATCCATATCATT------- 
072Rapatea  -CCATACAAATGAACATATA--GGCAAGGAATCCCTATTATTAAATTAAATCATTGACAATACATACCCTT------- 
135Zingibe  C---TACAAATAAACATATATGGGCAAATAATCTCTATTATTGAAT-C-AT--TC-ACAGTCCATATCATT------- 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111111111111111111111111111111111111111 
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------------------------------------------------------------------------------------------ 
002Glomero  ---------ATCCTTATATTTACTAGGTCAAATTT--C-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
015Alcanta  ---------ATCCTTATATTTACTAGGACCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
009Catopsi  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
073Catopsi  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
083Mezobro  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
016Guzmani  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
017Guzmani  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
069Vriesea  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TT-T--T----T--GTTTTAGTCCCTTTAA-TTGACATA 
039T.(Alla  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TT------T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
038T.(Alla  ---------ATCCTTATATTTACTAGGTCAAATAT--T-TT-T--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
023T.(Diap  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
007T.(Phyt  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
013Racinae  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
194Racinae  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
1aRacinaea  ---------ATCCCTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
031Racinae  ---------ATCCCTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
186Racinae  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
126Racinae  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
128Racinae  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
034Naviasp  ---------ATCCTTATATTTACTAGGTAAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
060Puyaalp  ---------ATCCTTATATTTACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
006Puyalax  ---------ATCCTTATATTTACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
076Puyaden  ---------ATCCTTATATTTACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
005Hechtia  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
088Hechtia  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
011Ayensua  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
001Brocchi  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
003Brocchi  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
187Brocchi  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TGT-GTTTTAGTCCCTTTAA-TTGACATA 
118Dyckiag  ---------ATCCTTATATTTACTAGGTAAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
084Deutero  ---------ATCCTTATATTTACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
085Deutero  ---------ATCCTTATATTTACTAGGTAAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
090Deutero  ---------ATCCTTATATTTACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
196Deutero  ---------ATCCTTATATTTACTAGGTCAAATTT--G-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
P1Pitcairn  ---------ATCCTTATATTTACTAGGTAAAATTT--T-TTCT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
024Pitcair  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
094Pepinia  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
095Pepinia  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
119Pitcair  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
123Pitcair  ---------ATCCTTATATTTACTAGGTCAAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
204Fostere  ---------ATCCTTATATTTACTAGGTCAAATTT--G-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
158Fostere  ---------ATCCTTATATTTACTAGGTCAAATCT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
156Fostere  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
086Fostere  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
223Orthoph  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
040Ananasn  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
136Ananasc  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
044Ae.Aech  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
248Ae.Aech  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
249Ae.Aech  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
030Chevali  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
079Chevali  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
008Ae.Plat  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
241Ae.Plat  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
K4Ae.Platy  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTGCCTTTAA-TTGACATA 
K5Ae.Platy  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTGCCTTTAA-TTGACATA 
257Ae.Lamp  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
185Ae.Lamp  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
273Ae.Lamp  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
272Ae.Lamp  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
144Ae.Lamp  ---------ATCCTTATATTTACTAGGTCCTATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
042Ae.Poth  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
222Ae.Poth  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
242Ae.Macr  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
181Ae.Ortg  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
271Ae.Ortg  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
K7Ae.Ortgi  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
184Ae.Ortg  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
043Ae.Ortg  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
270Ae.Ortg  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
150Ae.Poda  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
256Ae.Poda  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
267Strepto  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
004Greigia  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
111Greigia  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTTTTTTTTAGTCCCTTTAA-TTGACATA 
157Greigia  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTTTTTTTTAGTCCCTTTAA-TTGACATA 
15aOchagav  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
023Ochagav  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
5aFascicul  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
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6aFascicul  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
019Acantho  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
0151Acanth  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
018Deinaca  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
140Deinaca  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
037Hohenbe  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
048Androle  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
049Wittroc  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
080Neorege  ---------ATCCTTATATTTACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
081Neorege  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
052Neoglaz  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
051Quesnel  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
050Quesnel  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
220Quesnel  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
047Canistr  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
087Lymania  ---------ATCCTTATATTTACTAGGTTCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
053CDPorte  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
239Porteal  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
029Bromeli  ---------------------------TCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
036Billber  ---------ATCCCTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
129Billber  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
127Ursulae  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
033Ursulae  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
138CDHohen  TTTTTTGGT----------------------------------------------TTAAGCCCCTTTAA-TGGACATA 
137Nidular  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
141Pseudan  ---------ATCCTTATATTTACTAGGTCAAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
K9Araeococ  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
206Araeoco  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
213Edmundo  ---------ATCCTTATATTTACTAGGTCCAATTT--T-TTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
120Ronnber  ---------ATCCTTATATTTACTAGGTTCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
067Fernsee  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
214Cryptan  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
215Cryptan  ---------ATCCTTATATTTACTAGGTCCAATTT--T-GTAT--T-T-TTT-GTTTTAGTCCCTTTAA-TTGACATA 
072Rapatea  ---------ATCCTTACATTGAAAAAGTCAAATTTATTAATATAATATACTT-TTTTTA-TTCCTTTAA-TTGACATA 
135Zingibe  ---------ATCCTTACGCTTACTAG-TTAAATTT--T-TTAC--T-A-CT---TTTTAGTCCCTTTAAATTGACATA 
 
Input data matrix (continued): 
 
            111111111111111111111111111111111111111111111111111111111111111111111111111111 
            000000011111111111111111111111111111111111111111111111111111111111111111111111 
            999999900000000001111111111222222222233333333334444444444555555555566666666667 
Taxon/Node  345678901234567890123456789012345678901234567890123456789012345678901234567890 
------------------------------------------------------------------------------------------ 
002Glomero  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
015Alcanta  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCATTTGGT 
009Catopsi  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAAATGGTCGGGATAGCTCAGTTGGT 
073Catopsi  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
083Mezobro  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
016Guzmani  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
017Guzmani  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
069Vriesea  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
039T.(Alla  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
038T.(Alla  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
023T.(Diap  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
007T.(Phyt  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
013Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
194Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
1aRacinaea  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
031Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
186Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
126Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
128Racinae  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
034Naviasp  GATACAAGTACTCTACTAG--------------------GATGATGCA-AAAAAA-TGGTCGGGATAGCTCAGTTGGT 
060Puyaalp  GATACAAGTACTCTACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
006Puyalax  GATACAAGTACTCTACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
076Puyaden  GATACAAGTACTCTACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
005Hechtia  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
088Hechtia  GATAGAAGTACTCCACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
011Ayensua  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
001Brocchi  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
003Brocchi  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
187Brocchi  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
118Dyckiag  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
084Deutero  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
085Deutero  GATACAAGTACTCTACTAG--------------------GATGATGCATAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
090Deutero  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
196Deutero  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
P1Pitcairn  GATACAAGTACTCTACTAG--------------------GATGATACACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
024Pitcair  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
094Pepinia  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
095Pepinia  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
119Pitcair  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
123Pitcair  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
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204Fostere  GATACAAGTACTCTACTGG--------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGT 
158Fostere  GATACAAGTACTCTACTGA--------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGT-GGT 
156Fostere  GATACAAGTACTCTACTGG--------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGT 
086Fostere  GATACAAGTACTCTACTGG--------------------GATGATGCACAAAAA--TGGTCGGGATAGCTCAGTTGGT 
223Orthoph  AATACAAATACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
040Ananasn  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
136Ananasc  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
044Ae.Aech  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
248Ae.Aech  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
249Ae.Aech  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
030Chevali  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
079Chevali  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
008Ae.Plat  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
241Ae.Plat  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
K4Ae.Platy  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
K5Ae.Platy  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
257Ae.Lamp  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
185Ae.Lamp  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
273Ae.Lamp  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
272Ae.Lamp  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
144Ae.Lamp  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
042Ae.Poth  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
222Ae.Poth  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
242Ae.Macr  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
181Ae.Ortg  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
271Ae.Ortg  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
K7Ae.Ortgi  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
184Ae.Ortg  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
043Ae.Ortg  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
270Ae.Ortg  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
150Ae.Poda  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
256Ae.Poda  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
267Strepto  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
004Greigia  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
111Greigia  GATACAAGTACTTTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
157Greigia  GATACAAGTACTTTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
15aOchagav  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
023Ochagav  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
5aFascicul  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
6aFascicul  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
019Acantho  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
0151Acanth  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
018Deinaca  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGG 
140Deinaca  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGG 
037Hohenbe  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
048Androle  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
049Wittroc  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
080Neorege  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
081Neorege  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
052Neoglaz  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
051Quesnel  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
050Quesnel  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
220Quesnel  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
047Canistr  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-AGGTCGGGATAGCTCAGTTGGT 
087Lymania  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
053CDPorte  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
239Porteal  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
029Bromeli  GATACAAGTACTCTACTAG--------------------GATGATGCCCCAAAAA-TGGTCGGGATAGCTCAGTTGGT 
036Billber  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
129Billber  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
127Ursulae  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
033Ursulae  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
138CDHohen  GATCCAGGTCCTTT-------------------------GATGAGGCCCAAAAAA-GGGGCGGGATAGCTCATTTGGT 
137Nidular  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
141Pseudan  GATACAAGTACTCTACTAGAGATACAAGTACTCTACTAGGATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
K9Araeococ  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
206Araeoco  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
213Edmundo  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
120Ronnber  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
067Fernsee  GATACAAGTACTCTACTAG--------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTCAGTTGGT 
214Cryptan  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA-TGGTCGGGATAGCTC------- 
215Cryptan  GATACAAGTACTCT-------------------------GATGATGCACAAAAAA--GGTCGGGATAGCTCAGTTGGT 
072Rapatea  GATACAATTACTCTACTAG--------------------GATGATACGTAAGGAAATGGTCGGGATAGCTCAGTTGGT 
135Zingibe  GACACAAACACTACACCAG--------------------GATGATGCATGGGAAA-TGGTTGGGATAGCTCAGTTGGT 
 
Input data matrix (continued): 
            1111111111111111111111111                                1111111111111111111111111 
            1111111111111111111111111                                1111111111111111111111111 
            7777777778888888888999999                                7777777778888888888999999 
Taxon/Node  1234567890123456789012345                    Taxon/Node  1234567890123456789012345 
---------------------------------------------------------------------------------------------- 
002Glomero  AGAGCA-GAGGACT-G001100010                    222Ae.Poth  AGAGCA-GAGGACT-G001000000  
015Alcanta  AGAGCA-GAGGACTTG001000010                    242Ae.Macr  AGAGCA-GAGGACT-G001000000  
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009Catopsi  AGAGCA-GAGGACT-G001000010                    181Ae.Ortg  AGAGCA-GAGGACT-G001000000  
073Catopsi  AGAGCA-GAGGACT-G001000010                    271Ae.Ortg  AGAGCA-GAGGACT-G001000000  
083Mezobro  AGAGCA-GAGGACT-G001000010                    K7Ae.Ortgi  AGAGCA-GAGGACT-G001000000  
016Guzmani  AGAGCA-GAGGACT-G001000010                    184Ae.Ortg  AGAGCA-GAGGACT-G001000000  
017Guzmani  AGAGCA-GAGGACT-G001000010                    043Ae.Ortg  AGAGCA-GAGGACT-G001000000  
069Vriesea  AGAGCA-GAGGACT-G001000010                    270Ae.Ortg  AGAGCA-GAGGACT-G001000000  
039T.(Alla  AGAGCA-GAGGACT-G001000010                    150Ae.Poda  AGAGCA-GAGGACT--001000000  
038T.(Alla  AGAGCA-GAGGACT-G001100010                    256Ae.Poda  AGAGCA-GAGGACT-G001000000  
023T.(Diap  AGAGCA-GAGGACT-G001000010                    267Strepto  AGAGCA-GAGGACT-G001011100  
007T.(Phyt  AGAGCA-GAGGACT-G001000010                    004Greigia  AGAGCA-GAGGACT-G001000010  
013Racinae  AGAGCA-GAGGACT-G001000010                    111Greigia  AGAGCA-GAGGACT-G001000010  
194Racinae  AGAGCA-GAGGACT-G001000010                    157Greigia  AGAGCA-GAGGACT-G001000010  
1aRacinaea  AGAGCA-GAGGACT-G001000010                    15aOchagav  AGAGCA-GAGGACT-G001000010  
031Racinae  AGAGCA-AAGAGCT--001000010                    023Ochagav  AGAGCA-AAGGACT-G001000010  
186Racinae  AGAGCA-GAGG-----001000010                    5aFascicul  AGAGCA-GAGGACT-G001000010  
126Racinae  AGAGCA-GAGGACT-G001000010                    6aFascicul  AGAGCA-GAGGACT-G001000010  
128Racinae  AGAGCA-GAGGACT-G001000010                    019Acantho  AGAGCA-GAGGACT-G001000000  
034Naviasp  AGAGCA-GAGGACT-G001000010                    0151Acanth  AGAGCA-GAGG-----001000000  
060Puyaalp  AGAGCA-GAGGACT-G001000011                    018Deinaca  AGAGCA-GAGGACT-G001000010  
006Puyalax  AGAGCA-GAGGACT-G001000011                    140Deinaca  AGAGCA-GAGGACT-G001000010  
076Puyaden  AGAGCA-GAGGACT-G001000011                    037Hohenbe  AGAGCA-GAGGACT-G001000000  
005Hechtia  AGAGCA-GAGGACT-G001000010                    048Androle  AGAGCA-GAGGACT-G001000000  
088Hechtia  AGAGCA-GAGGACT-G001000010                    049Wittroc  AGAGCA-GAGGACT-G001000000  
011Ayensua  AGAGCA-GAGGACT-G001000010                    080Neorege  AGAGCA-GAGGACT-G001000000  
001Brocchi  AGAGCA-GAGGACT-G001000010                    081Neorege  AG--------------001000000  
003Brocchi  AGAGCA-GAGGACT-G001000010                    052Neoglaz  AGAGCA-GAGGACT-G001000000  
187Brocchi  AGAGCA-GAGGACT-G001000010                    051Quesnel  AGAGCA-GAGGACT-G001000000  
118Dyckiag  AGAGCA-GAGGACT-G001000010                    050Quesnel  AGAGCA-GAGGACT-G001000000  
084Deutero  AGAGCA-GAGGACT-G001000010                    220Quesnel  AGAGCA-GAGGACT-G001000000  
085Deutero  AGAGCA-GAGGACT-G001000010                    047Canistr  AGAGCA-GAGGACT-G001000000  
090Deutero  AGAGCA-GAGGACT-G001000010                    087Lymania  AGAGCA-GAGGACT-G001000000  
196Deutero  AGAGCA-GAGGACT-G001000010                    053CDPorte  AGAGCA-GAGGACT-G001000000  
P1Pitcairn  AGAGCA-GAGGACT-G101000010                    239Porteal  AGAGCA-GAGGACT-G001000000  
024Pitcair  AGAGCA-GAGGACT-G001000010                    029Bromeli  AGAGCA-GAGGACT-G001000010  
094Pepinia  AGAGCA-GAGGACT-G001000010                    036Billber  AGAGCA-GAGGACT-G001000000  
095Pepinia  AGAGCA-GAGGACT-G001000010                    129Billber  AGAGCA-GAGGACT-G001000000  
119Pitcair  AGAGCA-GAGGACT-G001000010                    127Ursulae  AGAGCA-GAGGACT-G001000000  
123Pitcair  AGAGCA-GAGGACT-G001000010                    033Ursulae  AGAGCA-GAGGACT-G001000000  
204Fostere  AGAGCA-GAGGACT-G001011110                    138CDHohen  AGAGCA-AAGGACT-G001000000  
158Fostere  AGAGCA-GAGGACT-G001000010                    137Nidular  AGAGCA-GAGGACT-G001000000  
156Fostere  AGAGCA-GAGGACT-G001000010                    141Pseudan  AGAGCA-GAGGAC---001000011  
086Fostere  AGAGCA-GAGGACT-G001000010                    K9Araeococ  AGAGCA-GAGGACT-G001000000  
223Orthoph  AGAGCA-GAGGACT-G001000000                    206Araeoco  AGAGCA-GAGGACT-G001000000  
040Ananasn  AGAGCA-GAGGACT-G001000000                    213Edmundo  AGAGCA-GAGGACT-G001000000  
136Ananasc  AGAGCA-GAGGACT-G001000000                    120Ronnber  AGAGCA-GAGGACT-G001000000  
044Ae.Aech  AGAGCA-GAGGACT-G001000000                    067Fernsee  AGAGCA-GAGGACT-G001000010  
248Ae.Aech  AGAGCAAGAGGACT-G001000000                    214Cryptan  ----------------001000000  
249Ae.Aech  AGAGCA-GAGGACT-G001000000                    215Cryptan  AGAGC-----------001000000  
030Chevali  AGAGCA-GAGGACT-G001000000                    072Rapatea  AGAGCA-GAGGACT-G110000010  
079Chevali  AGAGCA-GAGGACT-G001000000                    135Zingibe  AGAGCA-GAGGACT-G010000010  
008Ae.Plat  AGAGCA-GAGGACT-G001000000                     
241Ae.Plat  AGAGCA-GAGGACT-G001001000                     
K4Ae.Platy  AGAGCA-GAG------001000000                     
K5Ae.Platy  AGAGCA-GAGGACT-G001000000                     
257Ae.Lamp  AGAGCA-AAGGACT-G001000000                     
185Ae.Lamp  AGAGCA-GAG------001000000                     
273Ae.Lamp  AGAGCA-GAGGACT-G001000000                     
272Ae.Lamp  AGAGCA-GAGGACT-G001000000                     
144Ae.Lamp  AGAGCA-GAG------001000000                     
042Ae.Poth  AGAGCA-GAGGACT-G001000000                     
 



Anlage VII 
 

 
Maximum Parsimonie-Analyse des trnL-Introns. Strict Consensus Baum von 1092 kürzesten Bäumen (MPT) mit 
einer Länge von 151 Schritten (CI 0,731, RI 0,893, RC 0,639). Die Zahlen oberhalb der Äste kennzeichnen 
Bootstrap Werte > 50% (1000 Bootstrap-Wiederholungen). Farbige Rechtecke kennzeichnen die Verteilung von 
drei informativen InDels. Aus HORRES et al. 2000, graphische Darstellung leicht verändert. 
 
 
 
 

Canistrum
Hohenbergia
Androlepis
Ochagavia elegans
Fascicularia bicolor ssp. bicolor
Fascicularia bicolor ssp. canaliculata
Ochagavia carnea
Pitcairnia feliciana
Abromeitiella lotteae
Deuterocohnia glandulosa
Deuterocohnia brevispicata
Dyckia remotiflora
Abromeitiella scapigera
Dyckia estevesii
Pitcairnia loki-schmidtii
Pitcairnia heterophylla
Pitcairnia pseudopungens
Puya alpestris
Puya laxa

Brocchinia acuminata
Brocchinia tatei
Ayensua
Fosterella
Quesnelia edmundoi
Chevaliera sphaerocephala
Quesnelia lateralis
Aechmea drakeana
Deinacanthon
Acanthostachys
Billbergia
Aechmea distichantha
Neoregelia laevis
Neoglaziovia
Neoregelia binotii
Lymania
Wittrockia
Greigia

Catopsis morreniana
Catopsis nitida
Hechtia guatemalensis
Hechtia stenopetala
Hechtia marnier-lapostollei

Glomeropitcairnia
Guzmania monostachia
Tillandsia organensis
Tillandsia velickiana
Tillandsia grandis
Vriesea cereicola
Tillandsia hildae
Tillandsia guatemalensis
Racinaea crispa
Tillandsia pretiosa
Guzmania wittmackii
Tillandsia usneoides
Tillandsia aeranthos
Tillandsia recurvifolia
Tillandsia somnians
Tillandsia tragophoba
Tillandsia mauryana
Racinaea multiflora var. tomensis
Racinaea multiflora var. decipiens
Racinaea fraseri
Alcantarea regina
Vriesea racinae

Vellozia spec.
Barbacenia elegans
Rapatea paludosa

15 bp Insertion

 4 bp Deletion

 5 bp Deletion

91

78

83

 82

77 55

65

67

71

73

52

Bromelioideae
Tillandsioideae
Pitcairnioideae



00
2G

lo
m

er
o

01
5A

lc
an

ta

00
9C

at
op

si

07
3C

at
op

si

08
3M

ez
ob

ro

01
6G

uz
m

an
i

01
7G

uz
m

an
i

06
9V

rie
se

a

03
9T

Al
la

rd

03
8T

Al
la

rd

02
3T

D
ia

ph
o

00
7T

Ph
yt

ar

01
3R

ac
in

ae

19
4R

ac
in

ae

1a
R

ac
in

ae
a

03
1R

ac
in

ae

18
6R

ac
in

ae

12
6R

ac
in

ae

12
8R

ac
in

ae

03
4N

av
ia

sp

06
0P

uy
aa

lp

00
6P

uy
al

ax

07
6P

uy
ad

en

00
5H

ec
ht

ia

08
8H

ec
ht

ia

01
1A

ye
ns

ua

002Glomero -

015Alcanta 0,019 -

009Catopsi 0,017 0,019 -

073Catopsi 0,015 0,018 0,005 -

083Mezobro 0,024 0,025 0,024 0,024 -

016Guzmani 0,019 0,017 0,019 0,019 0,013 -

017Guzmani 0,017 0,015 0,017 0,017 0,011 0,004 -

069Vriesea 0,024 0,017 0,023 0,020 0,019 0,012 0,011 -

039TAllard 0,019 0,017 0,019 0,019 0,013 0,005 0,004 0,013 -

038TAllard 0,028 0,018 0,020 0,019 0,015 0,008 0,006 0,013 0,003 -

023TDiapho 0,022 0,020 0,022 0,022 0,016 0,009 0,005 0,016 0,006 0,009 -

007TPhytar 0,022 0,019 0,023 0,022 0,014 0,009 0,007 0,015 0,005 0,006 0,010 -

013Racinae 0,019 0,012 0,019 0,019 0,025 0,017 0,016 0,020 0,017 0,018 0,021 0,021 -

194Racinae 0,021 0,019 0,021 0,021 0,015 0,007 0,006 0,015 0,005 0,007 0,009 0,009 0,015 -

1aRacinaea 0,021 0,020 0,021 0,021 0,020 0,012 0,011 0,019 0,010 0,011 0,014 0,014 0,016 0,012 -

031Racinae 0,027 0,027 0,028 0,025 0,023 0,013 0,013 0,020 0,012 0,014 0,017 0,016 0,024 0,016 0,012 -

186Racinae 0,021 0,019 0,021 0,021 0,015 0,007 0,006 0,015 0,005 0,008 0,009 0,009 0,015 0,002 0,012 0,014 -

126Racinae 0,021 0,019 0,021 0,021 0,015 0,007 0,006 0,015 0,005 0,008 0,009 0,009 0,015 0,002 0,012 0,016 0,000 -

128Racinae 0,021 0,018 0,021 0,019 0,015 0,009 0,007 0,013 0,006 0,007 0,010 0,010 0,018 0,009 0,011 0,016 0,009 0,009 -

034Naviasp 0,017 0,022 0,021 0,019 0,020 0,021 0,020 0,025 0,021 0,023 0,025 0,025 0,021 0,024 0,024 0,028 0,024 0,024 0,024 -

060Puyaalp 0,021 0,020 0,021 0,021 0,010 0,022 0,021 0,025 0,023 0,024 0,026 0,024 0,019 0,025 0,025 0,032 0,025 0,025 0,025 0,018 -

006Puyalax 0,022 0,019 0,022 0,022 0,011 0,024 0,022 0,025 0,024 0,023 0,027 0,025 0,019 0,025 0,024 0,031 0,026 0,026 0,026 0,019 0,001 -

076Puyaden 0,021 0,018 0,021 0,021 0,010 0,022 0,021 0,024 0,023 0,022 0,026 0,024 0,017 0,024 0,023 0,029 0,025 0,025 0,025 0,017 0,002 0,001 -

005Hechtia 0,020 0,018 0,023 0,020 0,021 0,024 0,023 0,025 0,024 0,024 0,028 0,028 0,015 0,025 0,025 0,031 0,025 0,025 0,027 0,016 0,015 0,015 0,014 -

088Hechtia 0,025 0,027 0,027 0,025 0,024 0,029 0,027 0,033 0,029 0,030 0,032 0,032 0,026 0,031 0,031 0,036 0,031 0,031 0,031 0,020 0,021 0,022 0,021 0,016 -

011Ayensua 0,030 0,031 0,030 0,030 0,029 0,031 0,030 0,035 0,031 0,032 0,035 0,035 0,031 0,034 0,034 0,037 0,034 0,034 0,034 0,026 0,029 0,030 0,029 0,025 0,030 -

001Brocchi 0,037 0,036 0,035 0,037 0,031 0,034 0,032 0,036 0,033 0,033 0,037 0,035 0,036 0,036 0,036 0,041 0,036 0,036 0,036 0,034 0,034 0,035 0,034 0,033 0,037 0,010

003Brocchi 0,026 0,022 0,024 0,026 0,025 0,027 0,026 0,029 0,027 0,028 0,031 0,031 0,020 0,030 0,029 0,036 0,030 0,030 0,030 0,022 0,019 0,019 0,017 0,016 0,026 0,014

187Brocchi 0,036 0,034 0,034 0,036 0,030 0,032 0,031 0,036 0,033 0,033 0,036 0,036 0,035 0,035 0,035 0,040 0,035 0,035 0,035 0,032 0,032 0,034 0,032 0,031 0,036 0,011

118Dyckiag 0,030 0,031 0,029 0,026 0,023 0,033 0,032 0,029 0,033 0,034 0,037 0,035 0,032 0,035 0,035 0,039 0,036 0,035 0,034 0,024 0,020 0,019 0,018 0,027 0,030 0,037

084Deutero 0,022 0,024 0,025 0,024 0,016 0,026 0,025 0,028 0,026 0,028 0,030 0,030 0,026 0,029 0,029 0,035 0,029 0,029 0,029 0,017 0,014 0,015 0,014 0,021 0,024 0,031

085Deutero 0,027 0,028 0,029 0,027 0,019 0,029 0,027 0,031 0,029 0,030 0,032 0,032 0,030 0,031 0,031 0,034 0,031 0,031 0,031 0,020 0,018 0,019 0,017 0,025 0,027 0,035

090Deutero 0,022 0,024 0,025 0,024 0,016 0,026 0,025 0,028 0,026 0,028 0,030 0,030 0,026 0,029 0,029 0,035 0,029 0,029 0,029 0,017 0,014 0,015 0,014 0,021 0,024 0,031
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196Deutero 0,027 0,028 0,029 0,027 0,019 0,027 0,027 0,028 0,028 0,029 0,031 0,030 0,028 0,030 0,031 0,038 0,030 0,030 0,029 0,022 0,017 0,016 0,015 0,025 0,029 0,033

P1Pitcairn 0,026 0,027 0,027 0,026 0,019 0,029 0,027 0,029 0,027 0,029 0,032 0,030 0,029 0,031 0,031 0,037 0,031 0,031 0,031 0,020 0,015 0,016 0,016 0,024 0,026 0,033

024Pitcair 0,025 0,027 0,025 0,025 0,020 0,029 0,028 0,030 0,029 0,031 0,031 0,033 0,029 0,031 0,031 0,038 0,032 0,031 0,031 0,021 0,016 0,018 0,016 0,023 0,026 0,032

094Pepinia 0,025 0,025 0,026 0,025 0,018 0,027 0,026 0,029 0,028 0,029 0,031 0,031 0,025 0,030 0,027 0,036 0,030 0,030 0,027 0,021 0,014 0,015 0,015 0,023 0,025 0,032

095Pepinia 0,025 0,025 0,026 0,025 0,018 0,027 0,026 0,029 0,028 0,029 0,031 0,031 0,025 0,030 0,027 0,036 0,030 0,030 0,027 0,021 0,014 0,015 0,015 0,023 0,025 0,032

119Pitcair 0,025 0,025 0,026 0,025 0,018 0,027 0,026 0,029 0,028 0,029 0,031 0,031 0,025 0,030 0,027 0,036 0,030 0,030 0,027 0,021 0,014 0,015 0,015 0,023 0,025 0,032

123Pitcair 0,024 0,024 0,025 0,024 0,016 0,026 0,025 0,028 0,026 0,028 0,030 0,030 0,024 0,029 0,026 0,035 0,029 0,029 0,026 0,020 0,012 0,014 0,014 0,021 0,024 0,031

204Fostere 0,030 0,028 0,029 0,029 0,015 0,027 0,026 0,028 0,027 0,029 0,031 0,029 0,027 0,029 0,030 0,037 0,029 0,029 0,030 0,025 0,015 0,015 0,014 0,025 0,031 0,036

158Fostere 0,032 0,028 0,030 0,030 0,016 0,029 0,028 0,029 0,029 0,028 0,033 0,030 0,027 0,029 0,031 0,036 0,029 0,029 0,031 0,029 0,016 0,016 0,015 0,025 0,032 0,037

156Fostere 0,036 0,028 0,031 0,033 0,022 0,033 0,033 0,033 0,034 0,033 0,038 0,035 0,030 0,035 0,037 0,040 0,035 0,035 0,035 0,033 0,020 0,020 0,019 0,028 0,034 0,036

086Fostere 0,034 0,027 0,029 0,030 0,019 0,032 0,030 0,030 0,032 0,032 0,035 0,033 0,028 0,033 0,034 0,041 0,033 0,033 0,033 0,030 0,018 0,018 0,017 0,025 0,031 0,034

223Orthoph 0,028 0,023 0,028 0,028 0,016 0,029 0,028 0,030 0,029 0,029 0,033 0,030 0,021 0,031 0,030 0,038 0,032 0,031 0,031 0,024 0,010 0,009 0,008 0,018 0,025 0,033

040Ananasn 0,025 0,021 0,026 0,026 0,015 0,026 0,025 0,028 0,026 0,027 0,030 0,028 0,019 0,029 0,028 0,035 0,029 0,029 0,029 0,023 0,009 0,009 0,008 0,016 0,024 0,031

136Ananasc 0,026 0,019 0,026 0,024 0,015 0,026 0,025 0,025 0,026 0,026 0,030 0,028 0,019 0,029 0,028 0,034 0,029 0,029 0,026 0,023 0,009 0,009 0,008 0,016 0,024 0,031

044AecAech 0,032 0,026 0,032 0,032 0,020 0,033 0,032 0,036 0,033 0,033 0,037 0,034 0,027 0,036 0,036 0,039 0,036 0,036 0,035 0,028 0,015 0,014 0,013 0,023 0,029 0,034

248AecAech 0,026 0,022 0,026 0,026 0,015 0,028 0,026 0,029 0,028 0,028 0,032 0,029 0,020 0,030 0,027 0,034 0,030 0,030 0,030 0,023 0,009 0,009 0,008 0,017 0,024 0,031

249AecAech 0,031 0,026 0,031 0,031 0,020 0,033 0,032 0,034 0,033 0,033 0,037 0,034 0,025 0,035 0,034 0,039 0,036 0,035 0,035 0,028 0,014 0,014 0,013 0,022 0,029 0,034

030Chevali 0,023 0,018 0,023 0,023 0,011 0,024 0,023 0,025 0,024 0,024 0,028 0,025 0,016 0,026 0,025 0,032 0,027 0,027 0,027 0,019 0,005 0,005 0,004 0,013 0,020 0,028

079Chevali 0,018 0,008 0,018 0,018 0,024 0,016 0,015 0,016 0,016 0,017 0,020 0,020 0,009 0,019 0,015 0,022 0,019 0,019 0,019 0,020 0,018 0,018 0,016 0,015 0,025 0,030

008AecPlat 0,028 0,022 0,028 0,028 0,016 0,029 0,028 0,030 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,035 0,032 0,032 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,031

241AecPlat 0,028 0,022 0,028 0,028 0,016 0,029 0,028 0,030 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,035 0,032 0,031 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,031

K4AecPlaty 0,024 0,020 0,024 0,024 0,013 0,026 0,024 0,027 0,026 0,026 0,029 0,027 0,018 0,028 0,027 0,031 0,028 0,028 0,028 0,020 0,006 0,006 0,005 0,014 0,022 0,029

K5AecPlaty 0,028 0,022 0,028 0,028 0,016 0,029 0,028 0,030 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,037 0,032 0,032 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,031

257AecLamp 0,028 0,022 0,026 0,026 0,016 0,029 0,028 0,028 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,034 0,032 0,032 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,033

185AecLamp 0,023 0,020 0,025 0,023 0,014 0,026 0,024 0,027 0,026 0,026 0,029 0,027 0,018 0,028 0,027 0,029 0,028 0,028 0,028 0,019 0,008 0,008 0,006 0,013 0,020 0,028

273AecLamp 0,022 0,017 0,020 0,020 0,010 0,023 0,022 0,024 0,023 0,023 0,027 0,024 0,015 0,025 0,024 0,031 0,026 0,025 0,025 0,018 0,004 0,004 0,003 0,012 0,019 0,027

272AecLamp 0,023 0,018 0,023 0,023 0,011 0,024 0,023 0,025 0,022 0,022 0,028 0,025 0,016 0,027 0,025 0,031 0,027 0,027 0,027 0,019 0,005 0,005 0,004 0,013 0,020 0,028

144AecLamp 0,024 0,020 0,024 0,024 0,013 0,026 0,024 0,027 0,026 0,026 0,028 0,027 0,018 0,028 0,024 0,029 0,028 0,028 0,028 0,020 0,006 0,006 0,005 0,014 0,022 0,029

042AecPoth 0,028 0,022 0,026 0,026 0,016 0,029 0,028 0,028 0,029 0,028 0,033 0,030 0,021 0,032 0,030 0,035 0,032 0,032 0,032 0,024 0,010 0,010 0,009 0,018 0,025 0,033

222AecPoth 0,027 0,023 0,027 0,027 0,015 0,028 0,027 0,031 0,028 0,030 0,032 0,029 0,021 0,030 0,030 0,036 0,031 0,030 0,030 0,023 0,009 0,008 0,008 0,018 0,024 0,029

242AecMacr 0,026 0,025 0,029 0,029 0,018 0,030 0,029 0,032 0,030 0,031 0,034 0,032 0,023 0,033 0,032 0,037 0,033 0,033 0,033 0,025 0,010 0,010 0,010 0,019 0,026 0,034

181AecOrtg 0,028 0,022 0,026 0,026 0,016 0,029 0,028 0,028 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,037 0,032 0,032 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,031

271AecOrtg 0,026 0,022 0,026 0,025 0,016 0,029 0,028 0,028 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,035 0,032 0,032 0,032 0,023 0,008 0,006 0,006 0,016 0,024 0,031
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K7AecOrtgi 0,026 0,022 0,024 0,023 0,014 0,027 0,026 0,026 0,027 0,028 0,031 0,027 0,020 0,029 0,029 0,037 0,030 0,029 0,028 0,022 0,008 0,006 0,006 0,017 0,023 0,029

184AecOrtg 0,026 0,021 0,025 0,025 0,015 0,028 0,026 0,027 0,028 0,027 0,032 0,029 0,020 0,029 0,028 0,035 0,031 0,030 0,030 0,023 0,006 0,005 0,005 0,017 0,024 0,031

043AecOrtg 0,029 0,023 0,028 0,028 0,019 0,030 0,029 0,029 0,031 0,030 0,034 0,032 0,023 0,032 0,031 0,038 0,033 0,033 0,033 0,025 0,010 0,009 0,009 0,019 0,028 0,033

270AecOrtg 0,026 0,021 0,025 0,025 0,015 0,028 0,026 0,027 0,028 0,027 0,032 0,029 0,020 0,029 0,028 0,035 0,030 0,030 0,030 0,023 0,006 0,005 0,005 0,017 0,024 0,031

150AecPoda 0,030 0,030 0,030 0,029 0,016 0,029 0,029 0,032 0,030 0,031 0,033 0,032 0,026 0,033 0,032 0,038 0,033 0,033 0,033 0,026 0,015 0,015 0,014 0,022 0,027 0,034

256AecPoda 0,020 0,019 0,021 0,020 0,010 0,023 0,021 0,024 0,023 0,023 0,027 0,024 0,018 0,025 0,024 0,030 0,025 0,025 0,025 0,016 0,006 0,005 0,004 0,013 0,018 0,025

267Strepto 0,024 0,020 0,025 0,025 0,013 0,027 0,025 0,027 0,027 0,061 0,030 0,028 0,018 0,028 0,028 0,036 0,029 0,029 0,029 0,021 0,007 0,007 0,005 0,015 0,022 0,030

004Greigia 0,026 0,024 0,029 0,026 0,018 0,030 0,029 0,031 0,029 0,029 0,034 0,031 0,022 0,032 0,031 0,035 0,033 0,032 0,032 0,022 0,011 0,011 0,010 0,015 0,024 0,031

111Greigia 0,030 0,027 0,030 0,030 0,018 0,031 0,030 0,033 0,030 0,029 0,035 0,032 0,026 0,034 0,032 0,036 0,034 0,034 0,034 0,026 0,015 0,015 0,014 0,023 0,027 0,035

157Greigia 0,029 0,028 0,029 0,029 0,018 0,030 0,029 0,033 0,029 0,030 0,034 0,030 0,026 0,033 0,033 0,037 0,033 0,033 0,033 0,025 0,017 0,015 0,014 0,023 0,026 0,033

15aOchagav 0,027 0,022 0,030 0,025 0,019 0,031 0,030 0,030 0,031 0,031 0,035 0,033 0,024 0,034 0,030 0,035 0,034 0,034 0,031 0,024 0,013 0,013 0,011 0,018 0,025 0,032

023Ochagav 0,029 0,026 0,030 0,029 0,019 0,031 0,030 0,033 0,029 0,030 0,035 0,033 0,024 0,034 0,033 0,035 0,034 0,034 0,034 0,025 0,013 0,013 0,011 0,019 0,026 0,034

5aFascicul 0,025 0,022 0,026 0,025 0,015 0,027 0,026 0,029 0,028 0,028 0,031 0,029 0,020 0,030 0,026 0,032 0,030 0,030 0,030 0,021 0,009 0,009 0,008 0,015 0,022 0,030

6aFascicul 0,030 0,023 0,031 0,030 0,020 0,032 0,031 0,034 0,033 0,029 0,034 0,031 0,025 0,035 0,031 0,034 0,035 0,035 0,035 0,026 0,014 0,014 0,012 0,020 0,027 0,035

019Acantho 0,024 0,019 0,024 0,024 0,013 0,025 0,024 0,027 0,025 0,025 0,029 0,026 0,017 0,028 0,026 0,034 0,028 0,028 0,028 0,020 0,005 0,005 0,005 0,014 0,021 0,029

0151Acanth 0,028 0,022 0,025 0,025 0,016 0,029 0,028 0,031 0,029 0,028 0,033 0,030 0,022 0,032 0,030 0,035 0,032 0,032 0,032 0,024 0,010 0,010 0,009 0,018 0,025 0,030

018Deinaca 0,022 0,018 0,022 0,022 0,011 0,024 0,022 0,025 0,024 0,024 0,027 0,025 0,016 0,026 0,025 0,032 0,026 0,026 0,026 0,019 0,005 0,005 0,004 0,013 0,020 0,027

140Deinaca 0,022 0,018 0,021 0,019 0,009 0,022 0,021 0,024 0,022 0,023 0,025 0,022 0,017 0,025 0,026 0,033 0,025 0,025 0,023 0,018 0,005 0,004 0,003 0,013 0,019 0,026

037Hohenbe 0,024 0,019 0,024 0,024 0,013 0,025 0,024 0,027 0,025 0,026 0,029 0,027 0,018 0,028 0,027 0,034 0,028 0,028 0,028 0,020 0,006 0,006 0,005 0,014 0,021 0,029

048Androle 0,020 0,019 0,021 0,020 0,010 0,023 0,021 0,024 0,023 0,023 0,027 0,024 0,018 0,025 0,024 0,030 0,025 0,025 0,025 0,016 0,006 0,006 0,005 0,013 0,018 0,025

049Wittroc 0,025 0,022 0,028 0,025 0,016 0,029 0,028 0,030 0,029 0,028 0,033 0,030 0,021 0,030 0,029 0,035 0,032 0,032 0,032 0,021 0,008 0,006 0,006 0,015 0,023 0,030

080Neorege 0,023 0,022 0,022 0,020 0,012 0,024 0,023 0,023 0,024 0,025 0,028 0,024 0,020 0,027 0,027 0,034 0,027 0,027 0,026 0,019 0,005 0,004 0,004 0,017 0,023 0,028

081Neorege 0,025 0,021 0,025 0,024 0,012 0,024 0,024 0,027 0,025 0,027 0,029 0,025 0,019 0,028 0,029 0,029 0,028 0,028 0,027 0,021 0,007 0,005 0,005 0,016 0,023 0,028

052Neoglaz 0,026 0,021 0,026 0,026 0,015 0,024 0,025 0,029 0,027 0,027 0,030 0,028 0,020 0,029 0,028 0,034 0,029 0,029 0,029 0,023 0,008 0,009 0,009 0,018 0,024 0,030

051Quesnel 0,024 0,018 0,024 0,024 0,013 0,025 0,024 0,027 0,025 0,024 0,029 0,027 0,018 0,027 0,025 0,030 0,028 0,028 0,028 0,020 0,005 0,004 0,003 0,014 0,021 0,029

050Quesnel 0,023 0,018 0,023 0,023 0,011 0,024 0,023 0,025 0,024 0,024 0,028 0,025 0,016 0,027 0,025 0,033 0,027 0,027 0,027 0,019 0,005 0,005 0,004 0,013 0,020 0,028

220Quesnel 0,028 0,021 0,028 0,028 0,016 0,027 0,025 0,028 0,027 0,027 0,030 0,028 0,019 0,029 0,028 0,034 0,029 0,029 0,029 0,024 0,009 0,008 0,008 0,018 0,025 0,032

047Canistr 0,025 0,021 0,025 0,025 0,014 0,027 0,025 0,028 0,027 0,027 0,030 0,028 0,019 0,029 0,028 0,035 0,029 0,029 0,029 0,021 0,008 0,008 0,006 0,015 0,023 0,030

087Lymania 0,026 0,023 0,029 0,026 0,018 0,028 0,029 0,034 0,030 0,029 0,034 0,032 0,025 0,033 0,033 0,035 0,033 0,033 0,033 0,021 0,012 0,013 0,013 0,019 0,024 0,031

053Porteap 0,028 0,026 0,030 0,030 0,019 0,032 0,030 0,033 0,032 0,032 0,035 0,033 0,024 0,034 0,033 0,038 0,034 0,034 0,034 0,027 0,013 0,013 0,011 0,020 0,028 0,035

239Porteal 0,023 0,018 0,023 0,023 0,011 0,024 0,023 0,025 0,024 0,024 0,028 0,025 0,016 0,027 0,025 0,033 0,027 0,027 0,027 0,019 0,005 0,005 0,004 0,013 0,020 0,028

029Bromeli 0,031 0,025 0,030 0,030 0,016 0,027 0,028 0,033 0,030 0,030 0,034 0,031 0,024 0,033 0,031 0,037 0,033 0,033 0,033 0,027 0,012 0,012 0,010 0,020 0,027 0,035

036Billber 0,028 0,022 0,028 0,028 0,016 0,029 0,028 0,031 0,029 0,028 0,033 0,030 0,021 0,030 0,027 0,034 0,032 0,032 0,032 0,024 0,008 0,006 0,006 0,018 0,025 0,033
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129Billber 0,026 0,021 0,026 0,026 0,015 0,028 0,026 0,029 0,028 0,027 0,031 0,029 0,017 0,026 0,028 0,035 0,028 0,028 0,030 0,023 0,006 0,005 0,005 0,015 0,024 0,031

127Ursulae 0,023 0,022 0,024 0,023 0,013 0,025 0,024 0,027 0,025 0,026 0,029 0,027 0,020 0,028 0,027 0,033 0,028 0,028 0,028 0,019 0,009 0,009 0,008 0,015 0,020 0,028

033Ursulae 0,020 0,019 0,021 0,020 0,010 0,023 0,021 0,024 0,023 0,023 0,027 0,024 0,018 0,025 0,024 0,030 0,025 0,025 0,025 0,016 0,006 0,006 0,005 0,013 0,018 0,025

138Hohenbe 0,037 0,033 0,040 0,038 0,028 0,041 0,040 0,043 0,041 0,039 0,045 0,039 0,036 0,044 0,041 0,044 0,044 0,044 0,044 0,032 0,023 0,023 0,021 0,031 0,037 0,045

137Nidular 0,025 0,019 0,025 0,025 0,014 0,027 0,025 0,028 0,027 0,026 0,030 0,028 0,019 0,028 0,027 0,034 0,029 0,029 0,029 0,021 0,005 0,004 0,004 0,015 0,023 0,029

141Pseudan 0,022 0,019 0,024 0,023 0,013 0,024 0,023 0,025 0,024 0,023 0,028 0,025 0,019 0,025 0,024 0,030 0,026 0,026 0,026 0,019 0,005 0,004 0,002 0,015 0,022 0,030

K9Araeococ 0,024 0,019 0,023 0,023 0,013 0,025 0,024 0,024 0,025 0,026 0,029 0,027 0,018 0,028 0,027 0,034 0,028 0,028 0,028 0,020 0,006 0,006 0,005 0,014 0,021 0,029

206Araeoco 0,023 0,018 0,023 0,023 0,011 0,024 0,023 0,025 0,024 0,024 0,028 0,025 0,016 0,027 0,025 0,032 0,027 0,027 0,027 0,019 0,005 0,005 0,004 0,013 0,020 0,028

213Edmundo 0,025 0,022 0,025 0,025 0,014 0,027 0,025 0,028 0,027 0,026 0,030 0,028 0,021 0,028 0,027 0,034 0,029 0,029 0,029 0,021 0,008 0,006 0,006 0,018 0,023 0,029

120Ronnber 0,026 0,021 0,025 0,025 0,015 0,028 0,026 0,027 0,028 0,027 0,032 0,029 0,020 0,030 0,029 0,035 0,030 0,030 0,030 0,021 0,009 0,009 0,008 0,016 0,024 0,031

067Fernsee 0,025 0,020 0,025 0,025 0,014 0,026 0,025 0,028 0,026 0,027 0,030 0,027 0,019 0,029 0,027 0,035 0,029 0,029 0,029 0,021 0,006 0,006 0,006 0,015 0,022 0,030

214Cryptan 0,026 0,020 0,026 0,026 0,014 0,027 0,026 0,029 0,027 0,028 0,031 0,029 0,019 0,030 0,029 0,031 0,030 0,030 0,030 0,022 0,006 0,007 0,007 0,016 0,023 0,031

215Cryptan 0,024 0,020 0,024 0,022 0,011 0,022 0,022 0,025 0,022 0,024 0,026 0,022 0,017 0,025 0,026 0,029 0,025 0,025 0,024 0,020 0,007 0,005 0,004 0,015 0,021 0,028

072Rapatea 0,106 0,108 0,106 0,106 0,094 0,099 0,096 0,102 0,099 0,103 0,099 0,102 0,104 0,099 0,105 0,110 0,097 0,096 0,102 0,100 0,099 0,100 0,099 0,102 0,111 0,106

135Zingibe 0,118 0,113 0,111 0,112 0,113 0,112 0,112 0,112 0,114 0,120 0,116 0,118 0,120 0,116 0,121 0,125 0,114 0,113 0,118 0,108 0,116 0,117 0,117 0,116 0,120 0,114
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001Brocchi -

003Brocchi 0,019 -

187Brocchi 0,011 0,020 -

118Dyckiag 0,042 0,031 0,042 -

084Deutero 0,037 0,026 0,036 0,016 -

085Deutero 0,040 0,030 0,040 0,008 0,014 -

090Deutero 0,037 0,026 0,036 0,016 0,000 0,014 -

196Deutero 0,038 0,029 0,037 0,021 0,005 0,018 0,005 -

P1Pitcairn 0,037 0,028 0,038 0,019 0,015 0,016 0,015 0,021 -

024Pitcair 0,040 0,029 0,039 0,023 0,018 0,021 0,018 0,023 0,020 -

094Pepinia 0,039 0,027 0,037 0,018 0,014 0,017 0,014 0,020 0,011 0,018 -

095Pepinia 0,039 0,027 0,037 0,018 0,014 0,017 0,014 0,020 0,011 0,018 0,002 -

119Pitcair 0,039 0,027 0,037 0,018 0,014 0,017 0,014 0,020 0,011 0,018 0,000 0,002 -

123Pitcair 0,037 0,026 0,036 0,016 0,012 0,016 0,012 0,018 0,010 0,016 0,001 0,001 0,001 -

204Fostere 0,039 0,029 0,038 0,028 0,019 0,025 0,019 0,022 0,024 0,025 0,023 0,022 0,023 0,021 -

158Fostere 0,040 0,030 0,039 0,029 0,022 0,026 0,022 0,024 0,025 0,026 0,024 0,024 0,024 0,022 0,010 -

156Fostere 0,040 0,029 0,039 0,032 0,026 0,030 0,026 0,026 0,029 0,030 0,028 0,028 0,028 0,026 0,016 0,015 -

086Fostere 0,038 0,026 0,036 0,029 0,024 0,028 0,024 0,027 0,026 0,028 0,025 0,025 0,025 0,024 0,014 0,014 0,003 -

223Orthoph 0,038 0,021 0,036 0,026 0,020 0,024 0,020 0,022 0,023 0,024 0,021 0,021 0,021 0,020 0,019 0,019 0,022 0,019 -

040Ananasn 0,036 0,020 0,035 0,024 0,019 0,023 0,019 0,021 0,021 0,020 0,020 0,020 0,020 0,019 0,018 0,018 0,020 0,018 0,011 -

136Ananasc 0,036 0,020 0,035 0,023 0,019 0,023 0,019 0,020 0,021 0,020 0,020 0,020 0,020 0,019 0,018 0,018 0,019 0,016 0,011 0,003 -

044AecAech 0,039 0,027 0,038 0,030 0,024 0,028 0,024 0,024 0,027 0,027 0,025 0,025 0,025 0,024 0,024 0,024 0,027 0,024 0,016 0,016 0,016 -

248AecAech 0,037 0,020 0,035 0,024 0,019 0,023 0,019 0,021 0,021 0,023 0,020 0,020 0,020 0,019 0,018 0,018 0,020 0,018 0,011 0,010 0,010 0,014 -

249AecAech 0,039 0,025 0,038 0,029 0,024 0,028 0,024 0,024 0,026 0,027 0,025 0,025 0,025 0,024 0,023 0,023 0,026 0,023 0,015 0,015 0,015 0,001 0,013 -

030Chevali 0,033 0,016 0,031 0,021 0,015 0,019 0,015 0,017 0,018 0,019 0,016 0,016 0,016 0,015 0,014 0,014 0,017 0,014 0,008 0,006 0,006 0,013 0,006 0,011 -

079Chevali 0,035 0,019 0,034 0,028 0,023 0,026 0,023 0,025 0,025 0,025 0,024 0,024 0,024 0,023 0,024 0,024 0,027 0,024 0,020 0,018 0,018 0,025 0,019 0,024 0,015 -

008AecPlat 0,037 0,020 0,035 0,024 0,020 0,024 0,020 0,020 0,020 0,024 0,019 0,019 0,019 0,018 0,019 0,019 0,022 0,019 0,010 0,011 0,011 0,015 0,011 0,015 0,008 0,020

241AecPlat 0,037 0,020 0,035 0,024 0,020 0,024 0,020 0,020 0,020 0,024 0,019 0,019 0,019 0,018 0,037 0,019 0,022 0,019 0,010 0,011 0,011 0,015 0,011 0,015 0,008 0,020

K4AecPlaty 0,034 0,018 0,033 0,022 0,017 0,020 0,017 0,019 0,019 0,020 0,018 0,018 0,018 0,016 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,011 0,005 0,010 0,004 0,017

K5AecPlaty 0,037 0,020 0,035 0,024 0,020 0,024 0,020 0,021 0,020 0,024 0,019 0,019 0,019 0,018 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020
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257AecLamp 0,038 0,021 0,037 0,022 0,020 0,024 0,020 0,021 0,020 0,023 0,016 0,016 0,016 0,015 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020

185AecLamp 0,036 0,019 0,034 0,022 0,017 0,020 0,017 0,019 0,019 0,019 0,018 0,018 0,018 0,016 0,017 0,017 0,019 0,017 0,010 0,006 0,006 0,015 0,009 0,014 0,005 0,017

273AecLamp 0,032 0,015 0,030 0,019 0,014 0,018 0,014 0,016 0,016 0,018 0,015 0,015 0,015 0,014 0,013 0,013 0,015 0,013 0,006 0,005 0,005 0,011 0,005 0,010 0,001 0,014

272AecLamp 0,033 0,016 0,031 0,021 0,015 0,019 0,015 0,017 0,018 0,019 0,016 0,016 0,016 0,015 0,014 0,014 0,017 0,014 0,008 0,006 0,006 0,013 0,006 0,011 0,003 0,015

144AecLamp 0,034 0,018 0,033 0,022 0,017 0,020 0,017 0,019 0,019 0,021 0,018 0,018 0,018 0,017 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,014 0,008 0,013 0,004 0,014

042AecPoth 0,038 0,021 0,037 0,024 0,020 0,024 0,020 0,020 0,023 0,024 0,021 0,021 0,021 0,020 0,019 0,019 0,022 0,019 0,013 0,011 0,011 0,016 0,011 0,016 0,008 0,020

222AecPoth 0,034 0,019 0,033 0,026 0,019 0,023 0,019 0,023 0,019 0,023 0,018 0,018 0,018 0,016 0,019 0,019 0,022 0,019 0,013 0,011 0,011 0,018 0,011 0,016 0,008 0,020

242AecMacr 0,039 0,023 0,038 0,027 0,021 0,025 0,021 0,024 0,021 0,025 0,020 0,020 0,020 0,019 0,020 0,020 0,023 0,020 0,014 0,013 0,013 0,019 0,013 0,018 0,009 0,021

181AecOrtg 0,037 0,020 0,035 0,022 0,020 0,024 0,020 0,021 0,020 0,023 0,016 0,016 0,016 0,015 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020

271AecOrtg 0,038 0,021 0,037 0,019 0,018 0,021 0,018 0,021 0,018 0,022 0,014 0,014 0,014 0,013 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020

K7AecOrtgi 0,035 0,020 0,033 0,024 0,018 0,022 0,018 0,021 0,018 0,022 0,017 0,017 0,017 0,015 0,018 0,018 0,019 0,017 0,012 0,010 0,009 0,015 0,010 0,015 0,006 0,019

184AecOrtg 0,037 0,020 0,035 0,021 0,019 0,023 0,019 0,019 0,019 0,022 0,015 0,015 0,015 0,014 0,018 0,018 0,020 0,018 0,010 0,010 0,010 0,015 0,010 0,015 0,006 0,019

043AecOrtg 0,038 0,021 0,037 0,024 0,023 0,027 0,023 0,024 0,023 0,024 0,019 0,019 0,019 0,018 0,022 0,022 0,024 0,022 0,014 0,014 0,014 0,019 0,014 0,019 0,010 0,022

270AecOrtg 0,037 0,020 0,035 0,021 0,019 0,023 0,019 0,020 0,019 0,022 0,015 0,015 0,015 0,014 0,018 0,018 0,020 0,018 0,010 0,010 0,010 0,015 0,010 0,015 0,006 0,019

150AecPoda 0,040 0,027 0,038 0,025 0,021 0,025 0,021 0,026 0,023 0,026 0,022 0,022 0,022 0,020 0,022 0,022 0,019 0,018 0,018 0,016 0,016 0,022 0,016 0,020 0,012 0,026

256AecPoda 0,032 0,018 0,030 0,017 0,011 0,015 0,011 0,016 0,014 0,017 0,013 0,013 0,013 0,011 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,014 0,008 0,013 0,004 0,016

267Strepto 0,036 0,019 0,034 0,020 0,017 0,021 0,017 0,020 0,020 0,021 0,017 0,018 0,017 0,017 0,022 0,015 0,018 0,015 0,009 0,008 0,008 0,012 0,005 0,011 0,004 0,017

004Greigia 0,039 0,022 0,037 0,025 0,020 0,024 0,020 0,024 0,022 0,023 0,021 0,021 0,021 0,020 0,021 0,022 0,024 0,021 0,014 0,012 0,012 0,019 0,013 0,018 0,009 0,021

111Greigia 0,040 0,026 0,038 0,028 0,022 0,026 0,022 0,024 0,025 0,026 0,024 0,024 0,024 0,022 0,025 0,025 0,025 0,025 0,018 0,016 0,016 0,022 0,015 0,020 0,011 0,025

157Greigia 0,038 0,025 0,036 0,029 0,023 0,026 0,023 0,026 0,025 0,027 0,024 0,024 0,024 0,023 0,027 0,028 0,029 0,027 0,019 0,018 0,018 0,022 0,017 0,022 0,013 0,025

15aOchagav 0,040 0,024 0,039 0,025 0,021 0,025 0,021 0,024 0,021 0,024 0,022 0,022 0,022 0,021 0,023 0,024 0,024 0,021 0,015 0,014 0,011 0,020 0,014 0,019 0,010 0,020

023Ochagav 0,039 0,024 0,036 0,026 0,020 0,024 0,020 0,025 0,020 0,025 0,021 0,021 0,021 0,020 0,023 0,024 0,025 0,023 0,015 0,014 0,014 0,020 0,014 0,019 0,010 0,023

5aFascicul 0,036 0,020 0,035 0,022 0,016 0,020 0,016 0,021 0,016 0,021 0,017 0,017 0,017 0,016 0,019 0,020 0,021 0,019 0,011 0,010 0,010 0,016 0,010 0,015 0,006 0,016

6aFascicul 0,041 0,025 0,040 0,024 0,021 0,025 0,021 0,022 0,021 0,026 0,022 0,022 0,022 0,021 0,024 0,024 0,024 0,024 0,016 0,015 0,015 0,021 0,015 0,020 0,011 0,021

019Acantho 0,034 0,018 0,033 0,022 0,016 0,020 0,016 0,019 0,016 0,020 0,015 0,015 0,015 0,014 0,015 0,015 0,018 0,015 0,009 0,007 0,007 0,014 0,008 0,013 0,004 0,016

0151Acanth 0,035 0,021 0,034 0,024 0,020 0,024 0,020 0,021 0,023 0,024 0,021 0,021 0,021 0,020 0,016 0,016 0,019 0,017 0,013 0,011 0,011 0,018 0,011 0,016 0,008 0,020

018Deinaca 0,032 0,016 0,031 0,020 0,015 0,019 0,015 0,017 0,017 0,019 0,016 0,016 0,016 0,015 0,015 0,016 0,018 0,015 0,008 0,006 0,006 0,013 0,006 0,011 0,003 0,015

140Deinaca 0,031 0,017 0,030 0,019 0,014 0,018 0,014 0,017 0,017 0,018 0,016 0,015 0,016 0,014 0,016 0,015 0,016 0,014 0,008 0,007 0,005 0,010 0,007 0,010 0,003 0,016

037Hohenbe 0,034 0,018 0,033 0,022 0,016 0,020 0,016 0,019 0,019 0,020 0,015 0,018 0,015 0,016 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,011 0,005 0,010 0,004 0,016

048Androle 0,031 0,018 0,030 0,017 0,011 0,015 0,011 0,016 0,014 0,017 0,013 0,013 0,013 0,011 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,014 0,008 0,013 0,004 0,016

049Wittroc 0,038 0,021 0,037 0,023 0,018 0,023 0,018 0,020 0,019 0,022 0,018 0,018 0,018 0,016 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020
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080Neorege 0,033 0,019 0,032 0,022 0,015 0,019 0,015 0,019 0,015 0,019 0,014 0,014 0,014 0,013 0,016 0,015 0,019 0,017 0,012 0,010 0,009 0,015 0,010 0,015 0,006 0,019

081Neorege 0,033 0,019 0,032 0,021 0,017 0,019 0,017 0,019 0,017 0,021 0,016 0,016 0,016 0,015 0,018 0,016 0,016 0,016 0,011 0,009 0,008 0,012 0,009 0,012 0,005 0,019

052Neoglaz 0,035 0,020 0,034 0,024 0,019 0,023 0,019 0,020 0,019 0,023 0,018 0,018 0,018 0,016 0,018 0,018 0,019 0,018 0,013 0,009 0,009 0,016 0,011 0,016 0,008 0,019

051Quesnel 0,034 0,018 0,033 0,021 0,016 0,020 0,016 0,017 0,019 0,020 0,018 0,018 0,018 0,016 0,015 0,015 0,018 0,015 0,008 0,008 0,008 0,013 0,008 0,013 0,004 0,016

050Quesnel 0,033 0,016 0,031 0,021 0,015 0,019 0,015 0,017 0,018 0,019 0,016 0,016 0,016 0,015 0,014 0,014 0,017 0,014 0,008 0,006 0,006 0,013 0,006 0,011 0,003 0,015

220Quesnel 0,037 0,020 0,035 0,026 0,020 0,024 0,020 0,023 0,020 0,024 0,019 0,019 0,019 0,018 0,019 0,019 0,022 0,019 0,013 0,010 0,010 0,018 0,011 0,016 0,008 0,018

047Canistr 0,035 0,019 0,034 0,023 0,018 0,022 0,018 0,020 0,018 0,022 0,019 0,019 0,019 0,018 0,017 0,016 0,019 0,017 0,010 0,009 0,009 0,013 0,006 0,011 0,005 0,018

087Lymania 0,039 0,025 0,038 0,024 0,020 0,023 0,020 0,021 0,019 0,023 0,019 0,019 0,019 0,018 0,022 0,020 0,020 0,022 0,016 0,015 0,015 0,019 0,015 0,020 0,011 0,024

053Porteap 0,040 0,024 0,039 0,028 0,023 0,027 0,023 0,025 0,025 0,027 0,024 0,024 0,024 0,023 0,022 0,021 0,024 0,022 0,015 0,014 0,014 0,019 0,013 0,018 0,010 0,023

239Porteal 0,033 0,016 0,031 0,021 0,015 0,019 0,015 0,017 0,018 0,019 0,016 0,016 0,016 0,015 0,014 0,014 0,017 0,014 0,008 0,006 0,006 0,013 0,006 0,011 0,003 0,015

029Bromeli 0,040 0,024 0,038 0,026 0,021 0,026 0,021 0,023 0,024 0,026 0,020 0,020 0,020 0,020 0,022 0,023 0,023 0,022 0,015 0,013 0,013 0,018 0,013 0,016 0,009 0,023

036Billber 0,038 0,021 0,037 0,024 0,020 0,024 0,020 0,022 0,020 0,024 0,019 0,019 0,019 0,018 0,019 0,019 0,022 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020

129Billber 0,036 0,032 0,035 0,023 0,019 0,022 0,019 0,020 0,019 0,023 0,017 0,018 0,017 0,016 0,016 0,015 0,019 0,016 0,010 0,010 0,010 0,015 0,010 0,015 0,006 0,019

127Ursulae 0,034 0,020 0,033 0,019 0,014 0,018 0,014 0,019 0,016 0,019 0,015 0,015 0,015 0,014 0,018 0,018 0,020 0,018 0,011 0,010 0,010 0,016 0,010 0,015 0,006 0,019

033Ursulae 0,031 0,018 0,030 0,017 0,011 0,015 0,011 0,016 0,014 0,017 0,013 0,013 0,013 0,011 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,014 0,008 0,013 0,004 0,016

138Hohenbe 0,050 0,036 0,049 0,032 0,028 0,032 0,028 0,032 0,029 0,035 0,030 0,030 0,030 0,029 0,031 0,029 0,035 0,034 0,026 0,025 0,025 0,032 0,025 0,031 0,021 0,035

137Nidular 0,034 0,018 0,033 0,022 0,018 0,021 0,018 0,019 0,018 0,022 0,016 0,016 0,016 0,015 0,017 0,017 0,019 0,017 0,009 0,009 0,009 0,014 0,009 0,014 0,005 0,018

141Pseudan 0,036 0,020 0,035 0,018 0,014 0,018 0,014 0,017 0,016 0,018 0,015 0,015 0,015 0,014 0,016 0,018 0,022 0,019 0,010 0,009 0,009 0,015 0,010 0,015 0,006 0,018

K9Araeococ 0,034 0,018 0,033 0,022 0,016 0,020 0,016 0,019 0,019 0,020 0,018 0,018 0,018 0,016 0,015 0,015 0,018 0,015 0,009 0,008 0,008 0,014 0,008 0,013 0,004 0,016

206Araeoco 0,033 0,016 0,031 0,021 0,015 0,019 0,015 0,017 0,018 0,019 0,016 0,016 0,016 0,015 0,014 0,014 0,017 0,014 0,008 0,006 0,006 0,013 0,006 0,011 0,003 0,015

213Edmundo 0,034 0,020 0,033 0,022 0,018 0,022 0,018 0,019 0,018 0,022 0,016 0,016 0,016 0,015 0,019 0,018 0,020 0,019 0,011 0,011 0,011 0,016 0,011 0,016 0,008 0,020

120Ronnber 0,037 0,020 0,035 0,022 0,019 0,021 0,019 0,020 0,020 0,023 0,020 0,020 0,020 0,019 0,018 0,018 0,020 0,018 0,011 0,010 0,010 0,015 0,010 0,015 0,006 0,019

067Fernsee 0,035 0,019 0,034 0,023 0,017 0,021 0,017 0,020 0,015 0,021 0,016 0,016 0,016 0,015 0,018 0,019 0,020 0,018 0,010 0,009 0,009 0,015 0,009 0,014 0,005 0,018

214Cryptan 0,036 0,019 0,035 0,024 0,018 0,022 0,018 0,019 0,018 0,022 0,017 0,017 0,017 0,016 0,017 0,017 0,019 0,017 0,010 0,009 0,009 0,016 0,009 0,014 0,005 0,018

215Cryptan 0,033 0,018 0,032 0,021 0,016 0,018 0,016 0,018 0,018 0,020 0,017 0,017 0,017 0,016 0,016 0,013 0,015 0,015 0,009 0,008 0,007 0,011 0,008 0,011 0,004 0,017

072Rapatea 0,109 0,101 0,108 0,108 0,104 0,104 0,104 0,110 0,102 0,104 0,104 0,105 0,104 0,104 0,100 0,101 0,107 0,104 0,105 0,105 0,105 0,109 0,103 0,109 0,101 0,106

135Zingibe 0,119 0,111 0,121 0,114 0,116 0,110 0,116 0,121 0,116 0,110 0,114 0,116 0,114 0,115 0,128 0,122 0,121 0,121 0,121 0,122 0,122 0,121 0,119 0,121 0,118 0,114
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008AecPlat -

241AecPlat 0,000 -

K4AecPlaty 0,009 0,009 -

K5AecPlaty 0,005 0,005 0,006 -

257AecLamp 0,008 0,008 0,009 0,008 -

185AecLamp 0,010 0,010 0,006 0,010 0,010 -

273AecLamp 0,006 0,006 0,003 0,006 0,006 0,004 -

272AecLamp 0,008 0,008 0,004 0,008 0,008 0,005 0,001 -

144AecLamp 0,009 0,009 0,005 0,009 0,009 0,006 0,003 0,004 -

042AecPoth 0,013 0,013 0,009 0,013 0,010 0,010 0,006 0,008 0,009 -

222AecPoth 0,009 0,009 0,009 0,009 0,009 0,010 0,006 0,008 0,009 0,013 -

242AecMacr 0,011 0,011 0,010 0,011 0,011 0,011 0,008 0,009 0,010 0,014 0,011 -

181AecOrtg 0,005 0,005 0,009 0,005 0,003 0,010 0,006 0,008 0,009 0,010 0,009 0,011 -

271AecOrtg 0,008 0,008 0,009 0,008 0,003 0,009 0,006 0,008 0,009 0,010 0,009 0,011 0,003 -

K7AecOrtgi 0,008 0,008 0,008 0,005 0,005 0,009 0,005 0,006 0,008 0,008 0,009 0,010 0,005 0,005 -

184AecOrtg 0,006 0,006 0,008 0,006 0,001 0,009 0,005 0,006 0,008 0,009 0,008 0,010 0,001 0,001 0,004 -

043AecOrtg 0,008 0,008 0,012 0,008 0,005 0,013 0,009 0,010 0,012 0,013 0,012 0,014 0,003 0,005 0,008 0,004 -

270AecOrtg 0,006 0,006 0,008 0,006 0,001 0,009 0,005 0,006 0,008 0,009 0,008 0,010 0,001 0,001 0,004 0,000 0,004 -

150AecPoda 0,017 0,016 0,014 0,018 0,018 0,014 0,011 0,012 0,014 0,018 0,018 0,018 0,018 0,015 0,017 0,016 0,021 0,016 -

256AecPoda 0,008 0,008 0,005 0,008 0,008 0,005 0,003 0,004 0,005 0,009 0,009 0,010 0,008 0,005 0,008 0,006 0,010 0,006 0,008 -

267Strepto 0,009 0,023 0,003 0,008 0,009 0,007 0,003 0,004 0,005 0,009 0,009 0,011 0,009 0,009 0,005 0,008 0,012 0,008 0,014 0,005 -

004Greigia 0,014 0,014 0,010 0,014 0,014 0,009 0,008 0,008 0,010 0,014 0,014 0,015 0,014 0,013 0,013 0,013 0,016 0,013 0,018 0,009 0,011 -

111Greigia 0,016 0,016 0,013 0,016 0,016 0,014 0,010 0,010 0,013 0,016 0,016 0,018 0,016 0,016 0,015 0,015 0,019 0,015 0,019 0,010 0,013 0,009 -

157Greigia 0,017 0,017 0,014 0,017 0,017 0,015 0,012 0,012 0,014 0,017 0,017 0,019 0,017 0,017 0,017 0,015 0,019 0,015 0,021 0,012 0,015 0,010 0,005 -

15aOchagav 0,015 0,015 0,011 0,015 0,015 0,010 0,009 0,010 0,009 0,015 0,015 0,016 0,015 0,014 0,013 0,014 0,018 0,014 0,018 0,010 0,012 0,014 0,020 0,021 -

023Ochagav 0,015 0,015 0,011 0,015 0,013 0,011 0,009 0,008 0,011 0,015 0,015 0,016 0,015 0,013 0,014 0,014 0,018 0,014 0,018 0,009 0,012 0,014 0,018 0,019 0,014 -

5aFascicul 0,011 0,011 0,008 0,011 0,011 0,008 0,005 0,006 0,005 0,011 0,011 0,013 0,011 0,009 0,010 0,010 0,014 0,010 0,012 0,005 0,008 0,011 0,016 0,018 0,005 0,009

6aFascicul 0,016 0,016 0,013 0,016 0,016 0,013 0,010 0,011 0,009 0,016 0,016 0,018 0,016 0,014 0,013 0,015 0,019 0,015 0,016 0,010 0,013 0,016 0,019 0,020 0,010 0,014

019Acantho 0,006 0,006 0,005 0,006 0,006 0,006 0,003 0,004 0,005 0,009 0,006 0,008 0,006 0,006 0,005 0,005 0,009 0,005 0,014 0,005 0,005 0,010 0,014 0,015 0,011 0,011
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0151Acanth 0,013 0,013 0,009 0,013 0,013 0,010 0,006 0,008 0,009 0,013 0,013 0,014 0,013 0,013 0,010 0,011 0,015 0,011 0,018 0,009 0,009 0,014 0,018 0,019 0,015 0,015

018Deinaca 0,008 0,008 0,004 0,008 0,008 0,005 0,001 0,003 0,004 0,008 0,008 0,009 0,008 0,008 0,006 0,006 0,010 0,006 0,012 0,004 0,004 0,009 0,012 0,014 0,010 0,010

140Deinaca 0,007 0,007 0,004 0,007 0,006 0,004 0,001 0,003 0,004 0,007 0,008 0,009 0,007 0,007 0,007 0,005 0,009 0,005 0,013 0,004 0,004 0,009 0,012 0,014 0,008 0,010

037Hohenbe 0,009 0,009 0,003 0,009 0,009 0,006 0,003 0,004 0,005 0,009 0,009 0,010 0,009 0,009 0,008 0,008 0,011 0,008 0,014 0,005 0,001 0,010 0,013 0,014 0,011 0,011

048Androle 0,009 0,009 0,005 0,009 0,009 0,005 0,003 0,004 0,005 0,009 0,009 0,010 0,009 0,006 0,008 0,008 0,011 0,008 0,008 0,000 0,005 0,009 0,010 0,012 0,010 0,009

049Wittroc 0,008 0,008 0,009 0,008 0,008 0,008 0,006 0,008 0,009 0,013 0,009 0,011 0,008 0,006 0,008 0,006 0,010 0,006 0,016 0,006 0,009 0,009 0,014 0,014 0,013 0,014

080Neorege 0,005 0,005 0,008 0,005 0,005 0,009 0,005 0,006 0,008 0,008 0,009 0,010 0,003 0,005 0,005 0,004 0,005 0,004 0,017 0,008 0,008 0,013 0,015 0,017 0,013 0,014

081Neorege 0,003 0,003 0,007 0,004 0,005 0,007 0,004 0,005 0,007 0,009 0,008 0,009 0,004 0,007 0,007 0,005 0,007 0,005 0,016 0,007 0,007 0,012 0,013 0,016 0,012 0,012

052Neoglaz 0,008 0,008 0,009 0,008 0,010 0,008 0,006 0,008 0,009 0,013 0,009 0,011 0,008 0,010 0,008 0,009 0,010 0,009 0,016 0,009 0,009 0,014 0,016 0,017 0,015 0,015

051Quesnel 0,006 0,006 0,005 0,006 0,006 0,006 0,003 0,004 0,005 0,009 0,008 0,010 0,006 0,006 0,006 0,005 0,009 0,005 0,014 0,004 0,005 0,010 0,013 0,013 0,011 0,011

050Quesnel 0,008 0,008 0,004 0,008 0,008 0,005 0,001 0,003 0,004 0,008 0,008 0,009 0,008 0,008 0,006 0,006 0,010 0,006 0,012 0,004 0,004 0,009 0,011 0,013 0,010 0,010

220Quesnel 0,006 0,006 0,009 0,006 0,009 0,009 0,006 0,008 0,009 0,013 0,009 0,011 0,006 0,009 0,009 0,008 0,009 0,008 0,018 0,009 0,009 0,011 0,014 0,015 0,015 0,015

047Canistr 0,010 0,010 0,004 0,010 0,010 0,008 0,004 0,005 0,006 0,010 0,010 0,011 0,010 0,010 0,009 0,009 0,013 0,009 0,015 0,006 0,004 0,011 0,014 0,015 0,010 0,010

087Lymania 0,014 0,014 0,013 0,014 0,014 0,011 0,010 0,011 0,013 0,014 0,013 0,015 0,014 0,013 0,010 0,013 0,016 0,013 0,019 0,011 0,013 0,015 0,018 0,019 0,016 0,018

053Porteap 0,015 0,015 0,010 0,015 0,015 0,013 0,009 0,010 0,011 0,015 0,015 0,004 0,015 0,015 0,014 0,014 0,018 0,014 0,019 0,011 0,010 0,016 0,019 0,020 0,018 0,018

239Porteal 0,008 0,008 0,004 0,008 0,008 0,005 0,001 0,003 0,004 0,008 0,008 0,009 0,008 0,008 0,006 0,006 0,010 0,006 0,012 0,004 0,004 0,009 0,011 0,013 0,010 0,010

029Bromeli 0,014 0,015 0,010 0,015 0,013 0,012 0,007 0,009 0,010 0,010 0,015 0,016 0,013 0,013 0,012 0,012 0,016 0,012 0,019 0,010 0,010 0,014 0,019 0,020 0,016 0,016

036Billber 0,008 0,008 0,009 0,008 0,008 0,010 0,006 0,008 0,009 0,013 0,009 0,011 0,008 0,008 0,008 0,006 0,010 0,006 0,018 0,008 0,008 0,014 0,016 0,017 0,015 0,015

129Billber 0,006 0,006 0,008 0,006 0,006 0,009 0,005 0,006 0,008 0,011 0,008 0,010 0,006 0,006 0,006 0,005 0,009 0,005 0,016 0,006 0,007 0,013 0,016 0,016 0,014 0,014

127Ursulae 0,011 0,011 0,008 0,011 0,011 0,008 0,005 0,006 0,008 0,011 0,011 0,013 0,011 0,009 0,010 0,010 0,014 0,010 0,011 0,003 0,008 0,011 0,013 0,014 0,013 0,011

033Ursulae 0,009 0,009 0,005 0,009 0,009 0,005 0,003 0,004 0,005 0,009 0,009 0,010 0,009 0,006 0,008 0,008 0,011 0,008 0,008 0,000 0,005 0,009 0,010 0,012 0,010 0,009

138Hohenbe 0,026 0,026 0,023 0,026 0,024 0,023 0,020 0,021 0,022 0,027 0,027 0,028 0,026 0,024 0,024 0,025 0,029 0,025 0,029 0,019 0,024 0,026 0,024 0,025 0,028 0,024

137Nidular 0,003 0,003 0,006 0,003 0,005 0,008 0,004 0,005 0,006 0,010 0,006 0,009 0,003 0,005 0,005 0,004 0,005 0,004 0,015 0,005 0,007 0,011 0,014 0,014 0,013 0,013

141Pseudan 0,009 0,009 0,008 0,009 0,009 0,006 0,005 0,006 0,008 0,011 0,010 0,013 0,009 0,006 0,009 0,008 0,012 0,008 0,014 0,004 0,008 0,011 0,016 0,017 0,013 0,011

K9Araeococ 0,009 0,009 0,005 0,009 0,006 0,006 0,003 0,004 0,005 0,006 0,009 0,010 0,006 0,006 0,005 0,005 0,009 0,005 0,014 0,005 0,005 0,010 0,013 0,014 0,011 0,011

206Araeoco 0,008 0,008 0,004 0,008 0,008 0,005 0,001 0,003 0,004 0,008 0,008 0,009 0,008 0,008 0,006 0,006 0,010 0,006 0,012 0,004 0,004 0,009 0,011 0,013 0,010 0,010

213Edmundo 0,005 0,005 0,009 0,005 0,008 0,010 0,006 0,008 0,009 0,010 0,009 0,011 0,005 0,008 0,008 0,006 0,008 0,006 0,015 0,005 0,009 0,014 0,013 0,014 0,015 0,015

120Ronnber 0,011 0,011 0,008 0,011 0,009 0,009 0,005 0,006 0,008 0,006 0,011 0,013 0,009 0,009 0,006 0,008 0,011 0,008 0,016 0,008 0,008 0,011 0,014 0,014 0,014 0,014

067Fernsee 0,008 0,008 0,006 0,008 0,008 0,008 0,004 0,005 0,006 0,010 0,008 0,009 0,008 0,008 0,006 0,006 0,010 0,006 0,014 0,006 0,007 0,011 0,015 0,016 0,010 0,010

214Cryptan 0,008 0,008 0,007 0,008 0,007 0,005 0,004 0,005 0,006 0,010 0,008 0,009 0,008 0,008 0,007 0,007 0,010 0,007 0,016 0,006 0,007 0,011 0,015 0,017 0,013 0,012

215Cryptan 0,007 0,007 0,005 0,008 0,007 0,005 0,003 0,004 0,005 0,008 0,009 0,011 0,008 0,008 0,008 0,007 0,011 0,007 0,014 0,005 0,006 0,011 0,013 0,016 0,011 0,011

072Rapatea 0,104 0,104 0,100 0,100 0,106 0,104 0,100 0,101 0,103 0,101 0,102 0,105 0,104 0,106 0,101 0,105 0,105 0,105 0,116 0,101 0,097 0,105 0,104 0,101 0,107 0,105

135Zingibe 0,120 0,122 0,117 0,120 0,121 0,119 0,117 0,118 0,121 0,119 0,120 0,119 0,119 0,119 0,115 0,119 0,121 0,119 0,129 0,115 0,119 0,121 0,121 0,112 0,122 0,124
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5aFascicul -

6aFascicul 0,005 -

019Acantho 0,007 0,013 -

0151Acanth 0,011 0,016 0,009 -

018Deinaca 0,006 0,011 0,004 0,008 -

140Deinaca 0,005 0,005 0,004 0,007 0,000 -

037Hohenbe 0,008 0,013 0,005 0,009 0,004 0,004 -

048Androle 0,005 0,010 0,005 0,009 0,004 0,004 0,005 -

049Wittroc 0,010 0,015 0,006 0,013 0,008 0,007 0,009 0,008 -

080Neorege 0,010 0,013 0,005 0,010 0,006 0,006 0,008 0,008 0,008 -

081Neorege 0,009 0,011 0,004 0,009 0,005 0,005 0,007 0,007 0,007 0,004 -

052Neoglaz 0,011 0,016 0,006 0,013 0,008 0,006 0,009 0,009 0,010 0,005 0,003 -

051Quesnel 0,008 0,013 0,005 0,009 0,004 0,003 0,005 0,005 0,006 0,006 0,005 0,009 -

050Quesnel 0,006 0,011 0,004 0,008 0,003 0,003 0,004 0,004 0,008 0,006 0,005 0,008 0,004 -

220Quesnel 0,011 0,016 0,006 0,013 0,008 0,008 0,009 0,009 0,006 0,006 0,005 0,006 0,008 0,008 -

047Canistr 0,006 0,011 0,006 0,010 0,005 0,005 0,004 0,006 0,010 0,009 0,008 0,010 0,006 0,005 0,010 -

087Lymania 0,014 0,016 0,010 0,016 0,011 0,008 0,013 0,011 0,011 0,010 0,007 0,010 0,013 0,011 0,014 0,014 -

053Porteap 0,014 0,019 0,011 0,015 0,010 0,010 0,010 0,011 0,015 0,014 0,013 0,015 0,011 0,010 0,015 0,011 0,019 -

239Porteal 0,006 0,011 0,004 0,008 0,003 0,003 0,004 0,004 0,008 0,006 0,005 0,008 0,004 0,003 0,008 0,005 0,011 0,010 -

029Bromeli 0,013 0,018 0,010 0,012 0,009 0,009 0,009 0,010 0,015 0,014 0,011 0,012 0,010 0,009 0,015 0,012 0,016 0,017 0,009 -

036Billber 0,011 0,016 0,006 0,013 0,008 0,007 0,009 0,009 0,008 0,008 0,007 0,010 0,006 0,008 0,009 0,010 0,014 0,015 0,008 0,012 -

129Billber 0,010 0,015 0,005 0,011 0,006 0,005 0,008 0,008 0,006 0,006 0,005 0,009 0,005 0,006 0,008 0,009 0,013 0,014 0,006 0,012 0,004 -

127Ursulae 0,008 0,013 0,008 0,011 0,006 0,007 0,008 0,003 0,010 0,010 0,009 0,011 0,008 0,006 0,011 0,009 0,014 0,014 0,006 0,012 0,011 0,010 -

033Ursulae 0,005 0,010 0,005 0,009 0,004 0,004 0,005 0,000 0,008 0,008 0,007 0,009 0,005 0,004 0,009 0,006 0,011 0,011 0,004 0,010 0,009 0,008 0,003 -

138Hohenbe 0,022 0,022 0,023 0,027 0,021 0,021 0,023 0,019 0,025 0,023 0,022 0,026 0,023 0,021 0,027 0,022 0,026 0,029 0,021 0,026 0,025 0,025 0,021 0,019 -

137Nidular 0,009 0,014 0,004 0,010 0,005 0,004 0,006 0,006 0,005 0,003 0,001 0,005 0,004 0,005 0,004 0,008 0,011 0,013 0,005 0,012 0,005 0,004 0,009 0,006 0,024 -

141Pseudan 0,008 0,013 0,008 0,011 0,006 0,005 0,008 0,005 0,008 0,007 0,008 0,010 0,005 0,006 0,009 0,009 0,014 0,014 0,006 0,013 0,009 0,008 0,008 0,005 0,021 0,006

K9Araeococ 0,008 0,013 0,005 0,009 0,004 0,004 0,005 0,005 0,009 0,005 0,007 0,009 0,005 0,004 0,009 0,006 0,013 0,011 0,004 0,010 0,009 0,008 0,008 0,005 0,023 0,006

206Araeoco 0,006 0,011 0,004 0,008 0,003 0,003 0,004 0,004 0,008 0,006 0,005 0,008 0,004 0,003 0,008 0,005 0,011 0,010 0,003 0,009 0,008 0,006 0,006 0,004 0,021 0,005

213Edmundo 0,011 0,015 0,006 0,013 0,008 0,007 0,009 0,006 0,008 0,005 0,004 0,008 0,006 0,008 0,006 0,010 0,013 0,015 0,008 0,012 0,008 0,006 0,009 0,006 0,025 0,003

120Ronnber 0,010 0,015 0,008 0,011 0,006 0,005 0,008 0,008 0,010 0,006 0,008 0,011 0,008 0,006 0,010 0,009 0,010 0,014 0,006 0,013 0,011 0,010 0,010 0,008 0,024 0,009

067Fernsee 0,006 0,011 0,004 0,010 0,005 0,005 0,006 0,006 0,008 0,006 0,005 0,008 0,006 0,005 0,008 0,005 0,011 0,013 0,005 0,012 0,008 0,006 0,009 0,006 0,024 0,005

214Cryptan 0,009 0,014 0,004 0,010 0,004 0,003 0,006 0,006 0,008 0,007 0,004 0,008 0,006 0,005 0,008 0,008 0,012 0,013 0,005 0,012 0,008 0,006 0,009 0,006 0,022 0,005

215Cryptan 0,008 0,009 0,005 0,008 0,004 0,004 0,005 0,005 0,008 0,008 0,005 0,007 0,004 0,004 0,009 0,005 0,008 0,012 0,004 0,009 0,008 0,007 0,008 0,005 0,020 0,005

072Rapatea 0,103 0,108 0,102 0,103 0,100 0,101 0,100 0,101 0,105 0,098 0,104 0,102 0,102 0,101 0,099 0,101 0,106 0,103 0,101 0,091 0,105 0,101 0,102 0,101 0,111 0,101

135Zingibe 0,121 0,123 0,118 0,122 0,118 0,117 0,114 0,115 0,118 0,111 0,117 0,118 0,119 0,116 0,117 0,118 0,115 0,121 0,118 0,111 0,120 0,119 0,116 0,115 0,125 0,118
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141Pseudan -

K9Araeococ 0,008 -

206Araeoco 0,006 0,001 -

213Edmundo 0,009 0,009 0,008 -

120Ronnber 0,010 0,005 0,006 0,011 -

067Fernsee 0,009 0,006 0,005 0,008 0,009 -

214Cryptan 0,009 0,006 0,005 0,008 0,009 0,005 -

215Cryptan 0,007 0,005 0,004 0,008 0,007 0,007 0,005 -

072Rapatea 0,102 0,102 0,101 0,100 0,102 0,101 0,108 0,105 -

135Zingibe 0,118 0,118 0,118 0,115 0,115 0,119 0,125 0,117 0,132 -
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Anlage IX:  Synapomorphien des analysierten CD-EF Datensatzes  
P A U P Phylogenetic Analysis Using Parsimony PAUP/Mac 3.1 
 
Processing of file "CDEFfin.txt Kopie" begins... 
Data matrix has 114 taxa, 1195 characters 
Data read in DNA format 
Valid character-state symbols: 01ACGT 
Missing data identified by '?' 
Gaps identified by '-', treated as "missing" 
 
Synapomorphien: CD bis einschl. 628 + 11 INDELS; EF ab 645 + 9 INDELS 
                                                                                       
                     11111111111111111112222222223333333333333444445555555556666666666 
               45677900011234446777888990345668880113457777889122350223333990122333333 
Node        27898336016768690391123238255439021234358861349562946087371234780938345678 
-------------------------------------------------------------------------------------- 
002Glomero  TGGGATTCTGTATGGTGCGATGACGTGAGAGATAATGGCTGTCTGCCCTCGCGCGTTTCCAATAAGAA001111 
015Alcanta  TGGGATTCTGTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTTGCGCGTTTCCAAGAAGAT001111 
009Catopsi  TAGGATTCTGTTTGATGCAATGACGTGAGAGATAACGGCTGTCTGCCCTCACGCGTCTCCAATAAGAT001111 
073Catopsi  TAGGATTCTGTTTGATGCAATGACGTGAGAGATAACGGCTGTCTGCCCTCGCGCGTTTCCAATAAGAA001111 
083Mezobro  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
016Guzmani  TGGGATTCTGTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
017Guzmani  TGGGATTCTGCATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
069Vriesea  TGGGATTCTGTATCTTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTTGCGCGTTTCCAAGAAGAT001111 
039TAllard  TGGGATTCTTTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
038TAllard  TGGGATTCTTTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
023TDiapho  CGGGATTCTGCATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
007TPhytar  TGGGATTCTGTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTCGTGCGTTTCCAAGAAGAT001111 
013Racinae  TGGGATTCTGTACGGTGCGATGACGTGAAAGATAACGTCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
194Racinae  TGGGATTCTGTACGGTGCGATGACGTGAAAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
1aRacinaea  TGGAAGTCTGTATGGTGCGATGACGTGAGAGATAACGTCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
031Racinae  TGGAAGTCTATATGGTGCGATGACTTGAGAGATAACGGCTGTCTGC?CTCGCGCGTTTCCAAGAA???001111 
186Racinae  TGGGATTCTGTACGGTGCGATGACGTGAAAGATAACGGCTGTTTGC?CTCGCGCGTTTCCAAGAAGAT001111 
126Racinae  TGGGATTCTGTACGGTGCGATGACGTGAAAGATAACGGCTGTTTGC?CTCGCGCGTTTCCAAGAAGAT001111 
128Racinae  TGGGATTCTGTATGGTGCGATGACGTGAGAGATAACGTCTGTCTGC?CTCGCGCGTTTCCAAGAAGAT001111 
034Naviasp  TGGGATTCTGTATTGTGCGATGACGTTAGAGATAACGGCTGTCTGCTCTCGCGCATTTCCAATAAGAA001111 
060Puyaalp  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCTAATAAGAT001110 
006Puyalax  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCTAATAAGAT001110 
076Puyaden  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001110 
005Hechtia  TGGGATTCTGTATTGTGCGAGGACGTTA?AGATAACGGCTGTCTGCCCTCGCGCATTTCCAATAAGAA001001 
088Hechtia  TGGGATTCTGTATTGTGCGAGGACGTTAGAGATAACGGCTGTCTTCCCGCGCGCATTTCCAATAAGAA001111 
011Ayensua  TGGGGTTCTGTATTGTGCGGTGAAGTTAGAGATTACGGCTGTCTGCCGTCGCGCATCTTCAATAAGAA001111 
001Brocchi  TGGGGTTCTGTATTGTGCGGTGAAGTTAGAGATTACGGCTGTCTGCCGTCGCGAATCTTCAATAAGAT001111 
003Brocchi  TGGGGTTCTGTATTGTGCGGTGAAGTTAGAGATTACGGCTGTCTGCCGTCGCGCATCTTCAATAAGAT001111 
187Brocchi  TGGGGTTCTGTATTGTGCGATGAAGTTAGAGATTACGGCTGTCTGCCGTCGCGCATCTTCAATAAGAT001111 
118Dyckiag  TAGGATTCTGTATTGTGGGATTACGTTAGAGTGAACGGCTGTCTGCCCGTGCGTATTTCCAATAAGAG001111 
084Deutero  TGGGATTCGGTATTGTGGGATTACGTTAGAGATAACGGCTGGCTGCCCGTGCGCATTTCCAATAAGAG001111 
085Deutero  TGGGATTCTGTATTGTGGGATTACGTTAGAGTGAACGGCTGTCTGCCCGTGCGTATTTCCAATAAGAG001111 
090Deutero  TGGGATTCGGTATTGTGGGATTACGTTAGAGATAACGGCTGGCTGCCCGTGCGCATTTCCAATAAGAG001111 
196Deutero  TGGGATTCGGTATTGTGGGATTACGTTAGAGATAACGGCCGGCTGCCCGTGCGCATTTCCAATAAGAT001111 
P1Pitcairn  TGGGATTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGTGCGCATTTCAAATAAGAG001111 
024Pitcair  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCATACGCATTTCCCATAAGAA001111 
094Pepinia  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGTCTGTCTGCCCGTGCGCATTTCAAATCAGAG001111 
095Pepinia  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGTCTGTCTGCCCGTGCGCATTTCAAATCAGAG001111 
119Pitcair  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGTCTGTCTGCCCGTGCGCATTTCAAATCAGAG001111 
123Pitcair  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGTCTGTCTGCCCGTGCGCATTTCAAATCAGAG001111 
204Fostere  TGGGATTCTGTTTTGTGGGATTACGTTA?AGATAACGGCTGTCTGCCCGTGTGCATTTCCAATAAGAT001001 
158Fostere  TGGGATTCTGTTTTGTGGGATTACGTTAAAGATAACGGCTGTCTGCCCGTGTGCATTTCCAATAAGAT001111 
156Fostere  TGGGATTCTGTTTTGTGGGATTACGTTC?CGATAACGGCTGTCTGCCCGTGTGCATCTCCAATAAGAT001001 
086Fostere  TGGGATTCTGTTTTGTGGGATTACGTTC?CGATAACGGCTGTCTGCCCGTGTGCATCTCCAATAAGAT001001 
223Orthoph  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001111 
040Ananasn  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCCCAAAGAT001111 
136Ananasc  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCCCAAAGAT001111 
044AecAech  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTATCGGCCCGCGTGCACTACCAATAAGAT000111 
248AecAech  TGGAATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCGGCCCGCGTGCATTTCCAATAAGAT000111 
249AecAech  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTATCGGCCCGCGTGCACTACCAATAAGAT000111 
030Chevali  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
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079Chevali  TGGGAGTCTGTATGGTGCGATGACGTGAGAGATAACGGCTGTCTGC?CTTGCGCGTTTCCAAGAAGAT001111 
008AecPlat  TGGGATTCTGTATTGTGGGATTACGGTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
241AecPlat  TGGGATTCTGTATTGTGGGATTACGGTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
K4AecPlaty  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCGGCCCGCGTGCATTTCCAATAAGAT000111 
K5AecPlaty  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
257AecLamp  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
185AecLamp  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAAAAAGAA000111 
273AecLamp  TGGGATTCTGTATTGTGG?ATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
272AecLamp  TGGGATTCTTTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
144AecLamp  ?GGGAGTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
042AecPoth  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAGGAT000111 
222AecPoth  TGGGATTCTGTATTGTGGGATTAAGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
242AecMacr  TGGGATCCTGTATTGTGGGATTACGTTAGAGATAATTGCTGTCTGCCCGCGTGCATTTCAAATAAAGT000111 
181AecOrtg  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
271AecOrtg  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAG000111 
K7AecOrtgi  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
184AecOrtg  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCNGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
043AecOrtg  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCCCGTGCATTTAAAATAAGAT000111 
270AecOrtg  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
150AecPoda  ???GATGCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
256AecPoda  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
267Strepto  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCGGCCCGCGTGCATTTCCAATAAGAT000111 
004Greigia  TGGGATTATATATTGTGGGATTACGTTAGAGATAACGGCTGTCTGTCCGCGTGCATTTCCAATAAGAA001111 
111Greigia  TGGGATTATATATTGTGGGATTACGTTAGAGATAACGGCTGTCTGTCCGCGTGCATTTCCAATAAGAT001111 
157Greigia  TGGGATTATATATTGTGGGATAATGTTAGAGATAACGGCTGTCTGTCCGCGTGCATTTCCAATAAGAT001111 
15aOchagav  TGAGAGTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAA001111 
023Ochagav  TGGGATTCTTTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
5aFascicul  TGAGAGTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG001111 
6aFascicul  CGAGAGTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG001111 
019Acantho  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT001111 
0151Acanth  TGGGATTCTGTTTTGTGGGATTACGTTAGAAATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001111 
018Deinaca  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001111 
140Deinaca  ???GATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001111 
037Hohenbe  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCGGCCCGCGTGCATTTCCAATAAGAT000111 
048Androle  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
049Wittroc  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGCCTGTCCGCGTGCATTTCAAATAAGAA000111 
080Neorege  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
081Neorege  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
052Neoglaz  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAAAAAGAT000111 
051Quesnel  TGGGATTCTGTATTGTGGGATTACTTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
050Quesnel  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
220Quesnel  TGGGATTCTGTATTG??GGATTACGTTAGAGATAACGGCTGTCTGTCCGCGTGCATTTAAAAGAAGAT000111 
047Canistr  TGGGATTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCGGCCCGCGTGCATTTCCAATAAGAT000111 
087Lymania  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAA000111 
053Porteap  TGGGATCCTGTATTGTGGGATTACGTTAGAGATAATTGCTGTCCGCCCGCGTGCATTTCCAATAAAGT000111 
239Porteal  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
029Bromeli  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTACCCGCGTGCATTTCCAATAGGAT001111 
036Billber  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT000111 
129Billber  TGGGATTCTGTATTGTGGGATTACGTTAAAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT001111 
127Ursulae  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
033Ursulae  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
138Hohenbe  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAG000111 
137Nidular  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAAGAT000111 
141Pseudan  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAACAAGAG001110 
K9Araeococ  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGTTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
206Araeoco  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGTTGTCTGCCCGCGTGCATTTCCAATAAGAT000111 
213Edmundo  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTAAAATAGGAT000111 
120Ronnber  TGGGATTCTGTATTTTGGGATTACGTTAGAGATAACGGCTGTCTGACCGCGTGCATTTCCAATAAGAT000111 
067Fernsee  TGGGATTCTGTATTGTGGGATTCCGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT001111 
214Cryptan  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCAAATAAGAT001111 
215Cryptan  TGGGATTCTGTATTGTGGGATTACGTTAGAGATAACGGCTGTCTGCCCGCGTGCATTTCCAATAAGAT001111 
072Rapatea  TGGGGTTCTGGATTGACGGATGT?GTTAAGAATATCTGCTGTTCGACCTCGCACATTTACAATAGGAT110100 
135Zingibe  TGGGGTTCTGAATGAACCGATAATGT????????TATGCTGTTGAATGTTACAAAT????AATAGGAA110000 
 
 
 
 



 3

Anlage IX:  Synapomorphien des analysierten CD-EF Datensatzes  
Input data matrix (continued) 
 
                                                         1111111111111111111111111111111 
            6666666666666666666666777777777779999999999990000000000011111111111111111111 
            3444444445555666778899000247889994556677788990234455566700013444677888999999 
Node        9012456891257349164912345826283488011512712343813424648605608014508789012345 
---------------------------------------------------------------------------------------- 
002Glomero  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCACTATGCGCTAGACAGTG001100010 
015Alcanta  10000??????????CTAACTTTTGCCTCGCTGGAGTCCTTATATTTTCCTGATGCGCTAGACATTG001000010 
009Catopsi  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCCTATACTTTCATTATGCGCTAGACAGTG001000010 
073Catopsi  10010AAGCCGTTCCCTAACTTTTGCCTCGCTGGAGTCCCTATACTTTCATTATGCGCTAGACAGTG001000010 
083Mezobro  10010AAGCCATTTCCTAACTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
016Guzmani  11000AAGCCATTTCGTAACTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
017Guzmani  11000AAGCCATTTCCTAACTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
069Vriesea  10000AGGCCGTTTCCTAACTTTCACCCCGCTGGAGCCCTTATACTTTCATT??GCGCTAGACAGTG001000010 
039TAllard  11000AAGCCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATT?TGCGCTAGACAGTG001000010 
038TAllard  11000????????TCCTATCTTTCACCTCGCTGGAGAACTTATACTTTCATT?TGCGCTAGACAGTG001100010 
023TDiapho  11000AAGCCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
007TPhytar  11000AAGTCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTCTGCGCTAGACAGTG001000010 
013Racinae  11000AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
194Racinae  11000?AGCCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
1aRacinaea  11000??GCCATTCCCTATCTTTCACCTCGCTGGAGTACTTATACTCTCATTATGCGCTAGACAGTG001000010 
031Racinae  11000??????????????TTTTCA?CTCGCTGGAGCACTTATACTCTCATTATGCGCTAGACAGTA001000010 
186Racinae  11000AAGCCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
126Racinae  11000AAGCCATTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
128Racinae  11000AAGCCGTTTCCTATCTTTCACCTCGCTGGAGCACTTATACTTTCATTATGCGCTAGACAGTG001000010 
034Naviasp  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTAAGTATGCGCTAGA?AGTG001000010 
060Puyaalp  10010??GCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCATGATGCGCTAGACAGTG001000011 
006Puyalax  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCATGATGCGCTAGACAGTG001000011 
076Puyaden  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCATGATGCGCTAGACAGTG001000011 
005Hechtia  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
088Hechtia  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTTATGCGCCAGACAGTG001000010 
011Ayensua  10010AAGCCACTCCCTAACGATTATCTCGCTGGAGTCCTTAAACTTTCCTTATGCGCTAGACAGTG001000010 
001Brocchi  10010AAGCCACTCCCTAACGATCATCTCGCTGGAGTCCTTTAACTTTCCTTCTGCGCTAGACAGTG001000010 
003Brocchi  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
187Brocchi  10010AAGCCACTCCCTAACGATCATCTCGCTGGAGTCCTTTAACTTTCCTTATGCGCTAGACAGTG001000010 
118Dyckiag  10010???????TCCCTAATTTTTGCTCCTCTGGGGTCCTTATACTTTAATTATGCGCTAGACAGTG001000010 
084Deutero  10010AAGCCATTCCCTAACTTTTGCTTCGCTGGAGTCATTATACTTTCAGTATGCGCTAGACAGTG001000010 
085Deutero  10010AAGCCATTCCCTAATTTTTGCTTCGCTGGAGTTCTTATACTTTAATTATGCGCTAGATAGTG001000010 
090Deutero  10010AAGCCATTCCCTAACTTTTGCTTCGCTGGAGTCATTATACTTTCAGTATGCGCTAGACAGTG001000010 
196Deutero  10010?????????????????TTGCTTCGCTGGAGTCATTATACTTTCAGTATGCGCTAGACAGTG001000010 
P1Pitcairn  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTGATACTTTAATTCTGCGCTAAACAGTG101000010 
024Pitcair  10010AAGCCATTCCCTAACTTTTGCCTCGCTG??GTCCTTATACTTTCATTATGCGCTAGACAGTG001000010 
094Pepinia  10010AAGCCATTCCCTAACTTTTGCCTCGCCGGGGTCCTGATACTTTCATTATGCGCTAGACAGTG001000010 
095Pepinia  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTGATACTTTCATTATGCGCTAGACAGTG001000010 
119Pitcair  10010AAGCCATTCCCTAACTTTTGCCTCGCCGGGGTCCTGATACTTTCATTATGCGCTAGACAGTG001000010 
123Pitcair  10010AAGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTGATACTTTCATTATGCGCTAGACAGTG001000010 
204Fostere  10010A?GCCATTCCCTAACTTTCACCTCGCTAGAGTCCTTATACTTTCAGGATGCGCTGGACAGTG001011110 
158Fostere  10010A?GCCATGCCCTAACTTTCACCTCGCTAGAGTCCTTATACTTTCATGATGCGCTGGACAGTG001000010 
156Fostere  10010A?GCCTTACCATAACTTAAACCTCGCTAGAGTCCTTATACTTTCCTGATGCGCTGGACAGTG001000010 
086Fostere  10010A?GCCTTTCCCTAACTTAAACCTCGCTAGAGTCCTTATACTTTCCTGATGCGCTGGACAGTG001000010 
223Orthoph  10010?GGCCATTCCCT?ACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCACT?GACAGTG001000000 
040Ananasn  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
136Ananasc  10010AGGCCGTTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
044AecAech  10010??CCCATTCTCTTACTTTTGCCTCGCTGAAGTCCTTAAACTTTCCTGATGCGCT?GACAGTG001000000 
248AecAech  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
249AecAech  10010AGGCCATTCTCTTACTTTTGCCTCGCTGAAGTCCTTAAACTTTCCTGATGCGCT?GACAGTG001000000 
030Chevali  10011AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
079Chevali  10000AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
008AecPlat  10010GGGCCATTCCCTGACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
241AecPlat  10010GGGCCATTCCCTGACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001001000 
K4AecPlaty  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGGGCT?GACAGTG001000000 
K5AecPlaty  10010GGGCCATTCCCTAACTTTTGCCTTGCTGGAGTCCTTATACTTTCCTGATGGGCT?GACAGTG001000000 
257AecLamp  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTA001000000 
185AecLamp  10010AGGCCATTCCCAAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
273AecLamp  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
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272AecLamp  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
144AecLamp  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
042AecPoth  10010AGACCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACCTTCCTGATGCGCT?GACAGTG001000000 
222AecPoth  10010??GCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
242AecMacr  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
181AecOrtg  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
271AecOrtg  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
K7AecOrtgi  10010???????TCCCTAACTTTTGCCTTGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
184AecOrtg  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
043AecOrtg  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
270AecOrtg  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGGGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
150AecPoda  10010AGGCCATTCC?T?ACTTAA?CCTCGCTGGAGTCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
256AecPoda  10010?GGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
267Strepto  10010AGGCCATTCCCTAACTTTTGCC??????GAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001011100 
004Greigia  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATCCTTTCCTGATGCGCTAGACAGTG001000010 
111Greigia  10010AGGCCATACCCTAACTTTTGCCTCGCTGGAGTCCTTATCCTTTCCTTATTCGTTAGACAGTG001000010 
157Greigia  10010?????ATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATCCTTTCCTTATTCGTTAGACAGTG001000010 
15aOchagav  10010AGGCCGTTCCCTAACTTTTGCCTCGCTGGAGTCCTTATATTTTCCTGATGCGCTAGACAGTG001000010 
023Ochagav  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTCTACTTTCCTGATGCGCTAGACAGTA001000010 
5aFascicul  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
6aFascicul  10010AGGTCATACCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
019Acantho  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
0151Acanth  10110AGGCCACTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
018Deinaca  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGGG001000010 
140Deinaca  10010??????????CNAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGGG001000010 
037Hohenbe  10010AGGCCATTCCCTAACTTTTGCCTCGCCGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
048Androle  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
049Wittroc  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
080Neorege  10010???????TCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCATGATGCGCT?GACAGTG001000000 
081Neorege  10010?????????????ATTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGT?001000000 
052Neoglaz  10010ATGCCATTCCGTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
051Quesnel  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
050Quesnel  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
220Quesnel  10010?GGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
047Canistr  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
087Lymania  10010AAACCATACCGTAACTTTTGCCTCGCTGGAGTCCTTATACTTTTCTGATGCGCT?GACAGTG001000000 
053Porteap  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
239Porteal  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
029Bromeli  10010AGGCCATTCCGTAACTTTTGCCTC???????????????????CCTGATGCGCTAGCCAGTG001000010 
036Billber  10010GGGCCATTCCCTAACTTTTGCCTCGTTGGAGTCCTTATACTCTCCTGATGCGCT?GACAGTG001000000 
129Billber  10010GGGCCATTCCCTAACTTTTGCCTCGTTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
127Ursulae  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAATCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
033Ursulae  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
138Hohenbe  10010AGGTCAT?CCCTAACTTTTGCCTCGCTGGAGTCCTTATACT?????????CGTT?GCCATTA001000000 
137Nidular  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
141Pseudan  10010GGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCATGATGCGCTAGACAGTG001000011 
K9Araeococ  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
206Araeoco  10010AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGTG001000000 
213Edmundo  10010GGGCCAT?CCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTTATGCGCT?GACAGTG001000000 
120Ronnber  10010AGACCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTTCTGATGCGCT?GACAGTG001000000 
067Fernsee  10011AGGCCATTCCCTAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCTAGACAGTG001000010 
214Cryptan  10010AGGCCATTCCCAAACTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACA???001000000 
215Cryptan  10010??????????????GTTTTGCCTCGCTGGAGTCCTTATACTTTCCTGATGCGCT?GACAGT?001000000 
072Rapatea  00010AAGCAATTCCCTAACTTTCACCTTT???GACCGCTTATACCTCCATAACTTTCTAAGTGGTG110000010 
135Zingibe  00110AAGGAATTCCATAACTTT??CCTCACCGAACCTCTTATACTTCTATTAC?CAACAGATGGTG010000010 
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Anlage IX:  Synapomorphien des analysierten CD-EF Datensatzes (ohne Außengruppe) 
 
                     1111111111111111122222223333333333344445555555556666666 
               4567790001124467778889903566880113457788912350223333990122333 
Node        2789833601676863911232382554902234358861456294087371234780938567 
---------------------------------------------------------------------------- 
002Glomero  TGGGATTCTGTATGGCGATGACGTGAGAATATGGCTGTCTCCTCGCCGTTTCCAATAAGAA111 
015Alcanta  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTTGCCGTTTCCAAGAAGAT111 
009Catopsi  TAGGATTCTGTTTGACAATGACGTGAGAATACGGCTGTCTCCTCACCGTCTCCAATAAGAT111 
073Catopsi  TAGGATTCTGTTTGACAATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAATAAGAA111 
083Mezobro  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
016Guzmani  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
017Guzmani  TGGGATTCTGCATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
069Vriesea  TGGGATTCTGTATCTCGATGACGTGAGAATACGGCTGTCTCCTTGCCGTTTCCAAGAAGAT111 
039TAllard  TGGGATTCTTTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
038TAllard  TGGGATTCTTTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
023TDiapho  CGGGATTCTGCATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
007TPhytar  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGTCGTTTCCAAGAAGAT111 
013Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
194Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
1aRacinaea  TGGAAGTCTGTATGGCGATGACGTGAGAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
031Racinae  TGGAAGTCTATATGGCGATGACTTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAA???111 
186Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTTTCCTCGCCGTTTCCAAGAAGAT111 
126Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTTTCCTCGCCGTTTCCAAGAAGAT111 
128Racinae  TGGGATTCTGTATGGCGATGACGTGAGAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
034Naviasp  TGGGATTCTGTATTGCGATGACGTTAGAATACGGCTGTCTCCTCGCCATTTCCAATAAGAA111 
060Puyaalp  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCTAATAAGAT111 
006Puyalax  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCTAATAAGAT111 
076Puyaden  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
005Hechtia  TGGGATTCTGTATTGCGAGGACGTTA?AATACGGCTGTCTCCTCGCCATTTCCAATAAGAA100 
088Hechtia  TGGGATTCTGTATTGCGAGGACGTTAGAATACGGCTGTCTCCGCGCCATTTCCAATAAGAA111 
011Ayensua  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAA111 
001Brocchi  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCAATCTTCAATAAGAT111 
003Brocchi  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAT111 
187Brocchi  TGGGGTTCTGTATTGCGATGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAT111 
118Dyckiag  TAGGATTCTGTATTGGGATTACGTTAGATGACGGCTGTCTCCGTGCTATTTCCAATAAGAG111 
084Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCTGGCTCCGTGCCATTTCCAATAAGAG111 
085Deutero  TGGGATTCTGTATTGGGATTACGTTAGATGACGGCTGTCTCCGTGCTATTTCCAATAAGAG111 
090Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCTGGCTCCGTGCCATTTCCAATAAGAG111 
196Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCCGGCTCCGTGCCATTTCCAATAAGAT111 
P1Pitcairn  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGTGCCATTTCAAATAAGAG111 
024Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCATACCATTTCCCATAAGAA111 
094Pepinia  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
095Pepinia  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
119Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
123Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
204Fostere  TGGGATTCTGTTTTGGGATTACGTTA?AATACGGCTGTCTCCGTGTCATTTCCAATAAGAT100 
158Fostere  TGGGATTCTGTTTTGGGATTACGTTAAAATACGGCTGTCTCCGTGTCATTTCCAATAAGAT111 
156Fostere  TGGGATTCTGTTTTGGGATTACGTTC?CATACGGCTGTCTCCGTGTCATCTCCAATAAGAT100 
086Fostere  TGGGATTCTGTTTTGGGATTACGTTC?CATACGGCTGTCTCCGTGTCATCTCCAATAAGAT100 
223Orthoph  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
040Ananasn  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCCCAAAGAT111 
136Ananasc  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCCCAAAGAT111 
044AecAech  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTATCGCCGCGTCACTACCAATAAGAT011 
248AecAech  TGGAATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
249AecAech  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTATCGCCGCGTCACTACCAATAAGAT011 
030Chevali  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
079Chevali  TGGGAGTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTTGCCGTTTCCAAGAAGAT111 
008AecPlat  TGGGATTCTGTATTGGGATTACGGTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
241AecPlat  TGGGATTCTGTATTGGGATTACGGTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
K4AecPlaty  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
K5AecPlaty  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
257AecLamp  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
185AecLamp  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAAAAAGAA011 
273AecLamp  TGGGATTCTGTATTGG?ATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
272AecLamp  TGGGATTCTTTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
144AecLamp  ?GGGAGTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
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042AecPoth  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAGGAT011 
222AecPoth  TGGGATTCTGTATTGGGATTAAGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
242AecMacr  TGGGATCCTGTATTGGGATTACGTTAGAATATTGCTGTCTCCGCGTCATTTCAAATAAAGT011 
181AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
271AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAG011 
K7AecOrtgi  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
184AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCNGTCTCCGCGTCATTTCAAATAAGAT011 
043AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCCCGTCATTTAAAATAAGAT011 
270AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
150AecPoda  ???GATGCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
256AecPoda  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
267Strepto  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
004Greigia  TGGGATTATATATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAA111 
111Greigia  TGGGATTATATATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAT111 
157Greigia  TGGGATTATATATTGGGATAATGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAT111 
15aOchagav  TGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAA111 
023Ochagav  TGGGATTCTTTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
5aFascicul  TGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG111 
6aFascicul  CGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG111 
019Acantho  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
0151Acanth  TGGGATTCTGTTTTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
018Deinaca  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
140Deinaca  ???GATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
037Hohenbe  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
048Androle  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
049Wittroc  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGCCTTCGCGTCATTTCAAATAAGAA011 
080Neorege  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
081Neorege  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
052Neoglaz  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAAAAAGAT011 
051Quesnel  TGGGATTCTGTATTGGGATTACTTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
050Quesnel  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
220Quesnel  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTAAAAGAAGAT011 
047Canistr  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
087Lymania  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAA011 
053Porteap  TGGGATCCTGTATTGGGATTACGTTAGAATATTGCTGTCCCCGCGTCATTTCCAATAAAGT011 
239Porteal  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
029Bromeli  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAGGAT111 
036Billber  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
129Billber  TGGGATTCTGTATTGGGATTACGTTAAAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
127Ursulae  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
033Ursulae  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
138Hohenbe  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
137Nidular  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
141Pseudan  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAACAAGAG111 
K9Araeococ  TGGGATTCTGTATTTGGATTACGTTAGAATACGGTTGTCTCCGCGTCATTTCCAATAAGAT011 
206Araeoco  TGGGATTCTGTATTGGGATTACGTTAGAATACGGTTGTCTCCGCGTCATTTCCAATAAGAT011 
213Edmundo  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAGGAT011 
120Ronnber  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTACGCGTCATTTCCAATAAGAT011 
067Fernsee  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
214Cryptan  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
215Cryptan  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
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Input data matrix (continued) 
 
                                                     11111111111111111111 
            6666666666666666666677777777779999999999900000000111111111111 
            3444444455566677889900024789994566777889924455567014677999999 
Node        8024568925734916491234582623488015127123483424686500508012345 
------------------------------------------------------------------------- 
002Glomero  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCACTAGCCAAGTG100010 
015Alcanta  1000?????????CTAACTTTTGCCTCCTGGATCCTTATATTCCTGAGCCAATTG000010 
009Catopsi  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCCTATACTCATTAGCCAAGTG000010 
073Catopsi  1010AAGCGTTCCCTAACTTTTGCCTCCTGGATCCCTATACTCATTAGCCAAGTG000010 
083Mezobro  1010AAGCATTTCCTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
016Guzmani  1100AAGCATTTCGTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
017Guzmani  1100AAGCATTTCCTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
069Vriesea  1000AGGCGTTTCCTAACTTTCACCCCCTGGACCCTTATACTCATT?GCCAAGTG000010 
039TAllard  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATT?GCCAAGTG000010 
038TAllard  1100???????TCCTATCTTTCACCTCCTGGAAACTTATACTCATT?GCCAAGTG100010 
023TDiapho  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
007TPhytar  1100AAGTATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTCGCCAAGTG000010 
013Racinae  1100AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
194Racinae  1100?AGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
1aRacinaea  1100??GCATTCCCTATCTTTCACCTCCTGGATACTTATACCCATTAGCCAAGTG000010 
031Racinae  1100?????????????TTTTCA?CTCCTGGACACTTATACCCATTAGCCAAGTA000010 
186Racinae  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
126Racinae  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
128Racinae  1100AAGCGTTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
034Naviasp  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTAAGTAGCCAAGTG000010 
060Puyaalp  0010??GCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
006Puyalax  0010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
076Puyaden  0010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
005Hechtia  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
088Hechtia  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCCAAGTG000010 
011Ayensua  1010AAGCACTCCCTAACGATTATCTCCTGGATCCTTAAACTCCTTAGCCAAGTG000010 
001Brocchi  1010AAGCACTCCCTAACGATCATCTCCTGGATCCTTTAACTCCTTCGCCAAGTG000010 
003Brocchi  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
187Brocchi  1010AAGCACTCCCTAACGATCATCTCCTGGATCCTTTAACTCCTTAGCCAAGTG000010 
118Dyckiag  1010??????TCCCTAATTTTTGCTCCCTGGGTCCTTATACTAATTAGCCAAGTG000010 
084Deutero  1010AAGCATTCCCTAACTTTTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
085Deutero  1010AAGCATTCCCTAATTTTTGCTTCCTGGATTCTTATACTAATTAGCCAAGTG000010 
090Deutero  1010AAGCATTCCCTAACTTTTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
196Deutero  1010????????????????TTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
P1Pitcairn  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTGATACTAATTCGCCAAGTG000010 
024Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCTG??TCCTTATACTCATTAGCCAAGTG000010 
094Pepinia  1010AAGCATTCCCTAACTTTTGCCTCCCGGGTCCTGATACTCATTAGCCAAGTG000010 
095Pepinia  1010AAGCATTCCCTAACTTTTGCCTCCTGGGTCCTGATACTCATTAGCCAAGTG000010 
119Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCCGGGTCCTGATACTCATTAGCCAAGTG000010 
123Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCTGGGTCCTGATACTCATTAGCCAAGTG000010 
204Fostere  1010A?GCATTCCCTAACTTTCACCTCCTAGATCCTTATACTCAGGAGCCGAGTG011110 
158Fostere  1010A?GCATGCCCTAACTTTCACCTCCTAGATCCTTATACTCATGAGCCGAGTG000010 
156Fostere  1010A?GCTTACCATAACTTAAACCTCCTAGATCCTTATACTCCTGAGCCGAGTG000010 
086Fostere  1010A?GCTTTCCCTAACTTAAACCTCCTAGATCCTTATACTCCTGAGCCGAGTG000010 
223Orthoph  1010?GGCATTCCCT?ACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
040Ananasn  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
136Ananasc  1010AGGCGTTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
044AecAech  1010??CCATTCTCTTACTTTTGCCTCCTGAATCCTTAAACTCCTGAGCC?AGTG000000 
248AecAech  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
249AecAech  1010AGGCATTCTCTTACTTTTGCCTCCTGAATCCTTAAACTCCTGAGCC?AGTG000000 
030Chevali  1011AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
079Chevali  1000AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
008AecPlat  1010GGGCATTCCCTGACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
241AecPlat  1010GGGCATTCCCTGACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG001000 
K4AecPlaty  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGGC?AGTG000000 
K5AecPlaty  1010GGGCATTCCCTAACTTTTGCCTTCTGGATCCTTATACTCCTGAGGC?AGTG000000 
257AecLamp  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTA000000 
185AecLamp  1010AGGCATTCCCAAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
273AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
272AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
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144AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
042AecPoth  1010AGACATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
222AecPoth  1010??GCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
242AecMacr  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
181AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
271AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
K7AecOrtgi  1010??????TCCCTAACTTTTGCCTTCTGGATCCTTATACTCCTGAGCC?AGTG000000 
184AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
043AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
270AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
150AecPoda  1010AGGCATTCC?T?ACTTAA?CCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
256AecPoda  1010?GGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
267Strepto  1010AGGCATTCCCTAACTTTTGCC?????GATCCTTATACTCCTGAGCC?AGTG011100 
004Greigia  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTGAGCCAAGTG000010 
111Greigia  1010AGGCATACCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTTATCTAAGTG000010 
157Greigia  1010????ATTCCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTTATCTAAGTG000010 
15aOchagav  1010AGGCGTTCCCTAACTTTTGCCTCCTGGATCCTTATATTCCTGAGCCAAGTG000010 
023Ochagav  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTCTACTCCTGAGCCAAGTA000010 
5aFascicul  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
6aFascicul  1010AGGTATACCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
019Acantho  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
0151Acanth  1010AGGCACTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
018Deinaca  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGGG000010 
140Deinaca  1010?????????CNAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGGG000010 
037Hohenbe  1010AGGCATTCCCTAACTTTTGCCTCCCGGATCCTTATACTCCTGAGCC?AGTG000000 
048Androle  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
049Wittroc  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
080Neorege  1010??????TCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCC?AGTG000000 
081Neorege  1010????????????ATTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGT?000000 
052Neoglaz  1010ATGCATTCCGTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
051Quesnel  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
050Quesnel  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
220Quesnel  1010?GGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
047Canistr  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
087Lymania  1010AAACATACCGTAACTTTTGCCTCCTGGATCCTTATACTTCTGAGCC?AGTG000000 
053Porteap  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
239Porteal  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
029Bromeli  1010AGGCATTCCGTAACTTTTGCCTC???????????????CCTGAGCCACGTG000010 
036Billber  1010GGGCATTCCCTAACTTTTGCCTCTTGGATCCTTATACCCCTGAGCC?AGTG000000 
129Billber  1010GGGCATTCCCTAACTTTTGCCTCTTGGATCCTTATACTCCTGAGCC?AGTG000000 
127Ursulae  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
033Ursulae  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
138Hohenbe  1010AGGTAT?CCCTAACTTTTGCCTCCTGGATCCTTATAC???????CT?CTTA000000 
137Nidular  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
141Pseudan  0010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
K9Araeococ  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
206Araeoco  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
213Edmundo  1010GGGCAT?CCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
120Ronnber  1010AGACATTCCCTAACTTTTGCCTCCTGGATCCTTATACTTCTGAGCC?AGTG000000 
067Fernsee  1011AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
214Cryptan  1010AGGCATTCCCAAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?A???000000 
215Cryptan  1010?????????????GTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGT?000000 
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Anlage IX:  Synapomorphien des analysierten CD-EF Datensatzes  
(ohne Außengruppe und ohne 079, 080 und 141) 

 
 
                     1111111111111111122222223333333333344445555555556666666 
               4567790001124467778889903566880113457788912350223333990122333 
Node        2789833601676863911232382554902234358861456294087371234780938567 
---------------------------------------------------------------------------- 
002Glomero  TGGGATTCTGTATGGCGATGACGTGAGAATATGGCTGTCTCCTCGCCGTTTCCAATAAGAA111 
015Alcanta  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTTGCCGTTTCCAAGAAGAT111 
009Catopsi  TAGGATTCTGTTTGACAATGACGTGAGAATACGGCTGTCTCCTCACCGTCTCCAATAAGAT111 
073Catopsi  TAGGATTCTGTTTGACAATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAATAAGAA111 
083Mezobro  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
016Guzmani  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
017Guzmani  TGGGATTCTGCATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
069Vriesea  TGGGATTCTGTATCTCGATGACGTGAGAATACGGCTGTCTCCTTGCCGTTTCCAAGAAGAT111 
039TAllard  TGGGATTCTTTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
038TAllard  TGGGATTCTTTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
023TDiapho  CGGGATTCTGCATGGCGATGACGTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
007TPhytar  TGGGATTCTGTATGGCGATGACGTGAGAATACGGCTGTCTCCTCGTCGTTTCCAAGAAGAT111 
013Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
194Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
1aRacinaea  TGGAAGTCTGTATGGCGATGACGTGAGAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
031Racinae  TGGAAGTCTATATGGCGATGACTTGAGAATACGGCTGTCTCCTCGCCGTTTCCAAGAA???111 
186Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTTTCCTCGCCGTTTCCAAGAAGAT111 
126Racinae  TGGGATTCTGTACGGCGATGACGTGAAAATACGGCTGTTTCCTCGCCGTTTCCAAGAAGAT111 
128Racinae  TGGGATTCTGTATGGCGATGACGTGAGAATACGTCTGTCTCCTCGCCGTTTCCAAGAAGAT111 
034Naviasp  TGGGATTCTGTATTGCGATGACGTTAGAATACGGCTGTCTCCTCGCCATTTCCAATAAGAA111 
060Puyaalp  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCTAATAAGAT111 
006Puyalax  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCTAATAAGAT111 
076Puyaden  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
005Hechtia  TGGGATTCTGTATTGCGAGGACGTTA?AATACGGCTGTCTCCTCGCCATTTCCAATAAGAA100 
088Hechtia  TGGGATTCTGTATTGCGAGGACGTTAGAATACGGCTGTCTCCGCGCCATTTCCAATAAGAA111 
011Ayensua  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAA111 
001Brocchi  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCAATCTTCAATAAGAT111 
003Brocchi  TGGGGTTCTGTATTGCGGTGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAT111 
187Brocchi  TGGGGTTCTGTATTGCGATGAAGTTAGAATTCGGCTGTCTCGTCGCCATCTTCAATAAGAT111 
118Dyckiag  TAGGATTCTGTATTGGGATTACGTTAGATGACGGCTGTCTCCGTGCTATTTCCAATAAGAG111 
084Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCTGGCTCCGTGCCATTTCCAATAAGAG111 
085Deutero  TGGGATTCTGTATTGGGATTACGTTAGATGACGGCTGTCTCCGTGCTATTTCCAATAAGAG111 
090Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCTGGCTCCGTGCCATTTCCAATAAGAG111 
196Deutero  TGGGATTCGGTATTGGGATTACGTTAGAATACGGCCGGCTCCGTGCCATTTCCAATAAGAT111 
P1Pitcairn  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGTGCCATTTCAAATAAGAG111 
024Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCATACCATTTCCCATAAGAA111 
094Pepinia  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
095Pepinia  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
119Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
123Pitcair  TGGGATTCTGTATTGGGATTACGTTAGAATACGTCTGTCTCCGTGCCATTTCAAATCAGAG111 
204Fostere  TGGGATTCTGTTTTGGGATTACGTTA?AATACGGCTGTCTCCGTGTCATTTCCAATAAGAT100 
158Fostere  TGGGATTCTGTTTTGGGATTACGTTAAAATACGGCTGTCTCCGTGTCATTTCCAATAAGAT111 
156Fostere  TGGGATTCTGTTTTGGGATTACGTTC?CATACGGCTGTCTCCGTGTCATCTCCAATAAGAT100 
086Fostere  TGGGATTCTGTTTTGGGATTACGTTC?CATACGGCTGTCTCCGTGTCATCTCCAATAAGAT100 
223Orthoph  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
040Ananasn  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCCCAAAGAT111 
136Ananasc  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCCCAAAGAT111 
044AecAech  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTATCGCCGCGTCACTACCAATAAGAT011 
248AecAech  TGGAATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
249AecAech  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTATCGCCGCGTCACTACCAATAAGAT011 
030Chevali  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
008AecPlat  TGGGATTCTGTATTGGGATTACGGTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
241AecPlat  TGGGATTCTGTATTGGGATTACGGTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
K4AecPlaty  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
K5AecPlaty  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
257AecLamp  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
185AecLamp  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAAAAAGAA011 
273AecLamp  TGGGATTCTGTATTGG?ATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
272AecLamp  TGGGATTCTTTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
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144AecLamp  ?GGGAGTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
042AecPoth  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAGGAT011 
222AecPoth  TGGGATTCTGTATTGGGATTAAGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
242AecMacr  TGGGATCCTGTATTGGGATTACGTTAGAATATTGCTGTCTCCGCGTCATTTCAAATAAAGT011 
181AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
271AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAG011 
K7AecOrtgi  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
184AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCNGTCTCCGCGTCATTTCAAATAAGAT011 
043AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCCCGTCATTTAAAATAAGAT011 
270AecOrtg  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
150AecPoda  ???GATGCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
256AecPoda  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
267Strepto  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
004Greigia  TGGGATTATATATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAA111 
111Greigia  TGGGATTATATATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAT111 
157Greigia  TGGGATTATATATTGGGATAATGTTAGAATACGGCTGTCTTCGCGTCATTTCCAATAAGAT111 
15aOchagav  TGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAA111 
023Ochagav  TGGGATTCTTTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
5aFascicul  TGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG111 
6aFascicul  CGAGAGTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG111 
019Acantho  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
0151Acanth  TGGGATTCTGTTTTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
018Deinaca  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
140Deinaca  ???GATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
037Hohenbe  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
048Androle  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
049Wittroc  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGCCTTCGCGTCATTTCAAATAAGAA011 
081Neorege  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
052Neoglaz  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAAAAAGAT011 
051Quesnel  TGGGATTCTGTATTGGGATTACTTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
050Quesnel  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
220Quesnel  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTTCGCGTCATTTAAAAGAAGAT011 
047Canistr  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCGCCGCGTCATTTCCAATAAGAT011 
087Lymania  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAA011 
053Porteap  TGGGATCCTGTATTGGGATTACGTTAGAATATTGCTGTCCCCGCGTCATTTCCAATAAAGT011 
239Porteal  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT011 
029Bromeli  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAGGAT111 
036Billber  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT011 
129Billber  TGGGATTCTGTATTGGGATTACGTTAAAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
127Ursulae  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
033Ursulae  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
138Hohenbe  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAG011 
137Nidular  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAAGAT011 
K9Araeococ  TGGGATTCTGTATTTGGATTACGTTAGAATACGGTTGTCTCCGCGTCATTTCCAATAAGAT011 
206Araeoco  TGGGATTCTGTATTGGGATTACGTTAGAATACGGTTGTCTCCGCGTCATTTCCAATAAGAT011 
213Edmundo  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTAAAATAGGAT011 
120Ronnber  TGGGATTCTGTATTTGGATTACGTTAGAATACGGCTGTCTACGCGTCATTTCCAATAAGAT011 
067Fernsee  TGGGATTCTGTATTGGGATTCCGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
214Cryptan  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCAAATAAGAT111 
215Cryptan  TGGGATTCTGTATTGGGATTACGTTAGAATACGGCTGTCTCCGCGTCATTTCCAATAAGAT111 
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                                                     11111111111111111111 
            6666666666666666666677777777779999999999900000000111111111111 
            3444444455566677889900024789994566777889924455567014677999999 
Node        8024568925734916491234582623488015127123483424686500508012345 
------------------------------------------------------------------------- 
002Glomero  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCACTAGCCAAGTG100010 
015Alcanta  1000?????????CTAACTTTTGCCTCCTGGATCCTTATATTCCTGAGCCAATTG000010 
009Catopsi  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCCTATACTCATTAGCCAAGTG000010 
073Catopsi  1010AAGCGTTCCCTAACTTTTGCCTCCTGGATCCCTATACTCATTAGCCAAGTG000010 
083Mezobro  1010AAGCATTTCCTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
016Guzmani  1100AAGCATTTCGTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
017Guzmani  1100AAGCATTTCCTAACTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
069Vriesea  1000AGGCGTTTCCTAACTTTCACCCCCTGGACCCTTATACTCATT?GCCAAGTG000010 
039TAllard  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATT?GCCAAGTG000010 
038TAllard  1100???????TCCTATCTTTCACCTCCTGGAAACTTATACTCATT?GCCAAGTG100010 
023TDiapho  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
007TPhytar  1100AAGTATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTCGCCAAGTG000010 
013Racinae  1100AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
194Racinae  1100?AGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
1aRacinaea  1100??GCATTCCCTATCTTTCACCTCCTGGATACTTATACCCATTAGCCAAGTG000010 
031Racinae  1100?????????????TTTTCA?CTCCTGGACACTTATACCCATTAGCCAAGTA000010 
186Racinae  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
126Racinae  1100AAGCATTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
128Racinae  1100AAGCGTTTCCTATCTTTCACCTCCTGGACACTTATACTCATTAGCCAAGTG000010 
034Naviasp  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTAAGTAGCCAAGTG000010 
060Puyaalp  0010??GCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
006Puyalax  0010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
076Puyaden  0010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCATGAGCCAAGTG000011 
005Hechtia  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
088Hechtia  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCCAAGTG000010 
011Ayensua  1010AAGCACTCCCTAACGATTATCTCCTGGATCCTTAAACTCCTTAGCCAAGTG000010 
001Brocchi  1010AAGCACTCCCTAACGATCATCTCCTGGATCCTTTAACTCCTTCGCCAAGTG000010 
003Brocchi  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
187Brocchi  1010AAGCACTCCCTAACGATCATCTCCTGGATCCTTTAACTCCTTAGCCAAGTG000010 
118Dyckiag  1010??????TCCCTAATTTTTGCTCCCTGGGTCCTTATACTAATTAGCCAAGTG000010 
084Deutero  1010AAGCATTCCCTAACTTTTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
085Deutero  1010AAGCATTCCCTAATTTTTGCTTCCTGGATTCTTATACTAATTAGCCAAGTG000010 
090Deutero  1010AAGCATTCCCTAACTTTTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
196Deutero  1010????????????????TTGCTTCCTGGATCATTATACTCAGTAGCCAAGTG000010 
P1Pitcairn  1010AAGCATTCCCTAACTTTTGCCTCCTGGATCCTGATACTAATTCGCCAAGTG000010 
024Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCTG??TCCTTATACTCATTAGCCAAGTG000010 
094Pepinia  1010AAGCATTCCCTAACTTTTGCCTCCCGGGTCCTGATACTCATTAGCCAAGTG000010 
095Pepinia  1010AAGCATTCCCTAACTTTTGCCTCCTGGGTCCTGATACTCATTAGCCAAGTG000010 
119Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCCGGGTCCTGATACTCATTAGCCAAGTG000010 
123Pitcair  1010AAGCATTCCCTAACTTTTGCCTCCTGGGTCCTGATACTCATTAGCCAAGTG000010 
204Fostere  1010A?GCATTCCCTAACTTTCACCTCCTAGATCCTTATACTCAGGAGCCGAGTG011110 
158Fostere  1010A?GCATGCCCTAACTTTCACCTCCTAGATCCTTATACTCATGAGCCGAGTG000010 
156Fostere  1010A?GCTTACCATAACTTAAACCTCCTAGATCCTTATACTCCTGAGCCGAGTG000010 
086Fostere  1010A?GCTTTCCCTAACTTAAACCTCCTAGATCCTTATACTCCTGAGCCGAGTG000010 
223Orthoph  1010?GGCATTCCCT?ACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
040Ananasn  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
136Ananasc  1010AGGCGTTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
044AecAech  1010??CCATTCTCTTACTTTTGCCTCCTGAATCCTTAAACTCCTGAGCC?AGTG000000 
248AecAech  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
249AecAech  1010AGGCATTCTCTTACTTTTGCCTCCTGAATCCTTAAACTCCTGAGCC?AGTG000000 
030Chevali  1011AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
008AecPlat  1010GGGCATTCCCTGACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
241AecPlat  1010GGGCATTCCCTGACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG001000 
K4AecPlaty  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGGC?AGTG000000 
K5AecPlaty  1010GGGCATTCCCTAACTTTTGCCTTCTGGATCCTTATACTCCTGAGGC?AGTG000000 
257AecLamp  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTA000000 
185AecLamp  1010AGGCATTCCCAAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
273AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
272AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
144AecLamp  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
042AecPoth  1010AGACATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
222AecPoth  1010??GCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
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242AecMacr  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
181AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
271AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
K7AecOrtgi  1010??????TCCCTAACTTTTGCCTTCTGGATCCTTATACTCCTGAGCC?AGTG000000 
184AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
043AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
270AecOrtg  1010GGGCATTCCCTAACTTTTGCCTCCTGGGTCCTTATACTCCTGAGCC?AGTG000000 
150AecPoda  1010AGGCATTCC?T?ACTTAA?CCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
256AecPoda  1010?GGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
267Strepto  1010AGGCATTCCCTAACTTTTGCC?????GATCCTTATACTCCTGAGCC?AGTG011100 
004Greigia  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTGAGCCAAGTG000010 
111Greigia  1010AGGCATACCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTTATCTAAGTG000010 
157Greigia  1010????ATTCCCTAACTTTTGCCTCCTGGATCCTTATCCTCCTTATCTAAGTG000010 
15aOchagav  1010AGGCGTTCCCTAACTTTTGCCTCCTGGATCCTTATATTCCTGAGCCAAGTG000010 
023Ochagav  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTCTACTCCTGAGCCAAGTA000010 
5aFascicul  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
6aFascicul  1010AGGTATACCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
019Acantho  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
0151Acanth  1010AGGCACTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
018Deinaca  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGGG000010 
140Deinaca  1010?????????CNAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGGG000010 
037Hohenbe  1010AGGCATTCCCTAACTTTTGCCTCCCGGATCCTTATACTCCTGAGCC?AGTG000000 
048Androle  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
049Wittroc  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
081Neorege  1010????????????ATTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGT?000000 
052Neoglaz  1010ATGCATTCCGTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
051Quesnel  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
050Quesnel  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
220Quesnel  1010?GGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
047Canistr  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
087Lymania  1010AAACATACCGTAACTTTTGCCTCCTGGATCCTTATACTTCTGAGCC?AGTG000000 
053Porteap  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
239Porteal  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
029Bromeli  1010AGGCATTCCGTAACTTTTGCCTC???????????????CCTGAGCCACGTG000010 
036Billber  1010GGGCATTCCCTAACTTTTGCCTCTTGGATCCTTATACCCCTGAGCC?AGTG000000 
129Billber  1010GGGCATTCCCTAACTTTTGCCTCTTGGATCCTTATACTCCTGAGCC?AGTG000000 
127Ursulae  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
033Ursulae  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
138Hohenbe  1010AGGTAT?CCCTAACTTTTGCCTCCTGGATCCTTATAC???????CT?CTTA000000 
137Nidular  1010GGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
K9Araeococ  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
206Araeoco  1010AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGTG000000 
213Edmundo  1010GGGCAT?CCCTAACTTTTGCCTCCTGGATCCTTATACTCCTTAGCC?AGTG000000 
120Ronnber  1010AGACATTCCCTAACTTTTGCCTCCTGGATCCTTATACTTCTGAGCC?AGTG000000 
067Fernsee  1011AGGCATTCCCTAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCCAAGTG000010 
214Cryptan  1010AGGCATTCCCAAACTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?A???000000 
215Cryptan  1010?????????????GTTTTGCCTCCTGGATCCTTATACTCCTGAGCC?AGT?000000 
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Anlage X / kombinierte AB-, CD- und EF-Analysen. 
Legende:  
 
Bromelioideae / Tillandsioideae / Pitcairnioideae sensu SMITH & TILL 1998 
 
P1Pitcairn   HP1  Pitcairnia feliciana 
001Brocchi   H001 Brocchinia acuminata 
002Glomero   H002 Glomeropitcairnia erectiflora 
003Brocchi   H003 Brocchinia tatei 
004Greigia   H004 Greigia sphacelata 
005Hechtia   H005 Hechtia stenopetala 
5aFascicul   H5a  Fascicularia bicolor ssp. canaliculata 
006Puya la   H006 Puya laxa 
6aFascicul   H6a  Fascicularia bicolor ssp. bicolor 
007Tilland   H007 Tillandsia pretiosa 
008AecPlat   H008 Aechmea distichantha (Subg. Platyaechmea) 
011Ayensua   H011 Ayensua uaipanensis 
015Alcanta   H015 Alcantarea regina 
15aOchagav   H15a Ochagavia carnea 
016Guzmani   H016 Guzmania monostachia 
017Guzmani   H017 Guzmania wittmackii 
018Deinaca   H018 Deinacanthon urbanianum 
019Acantho   H019 Acanthostachys strobilacea 
23aOchagav   H23a Ochagavia elegans 
024Pitcair   H024 Pitcairnia heterophylla 
030Chevali   H030 Chevaliera sphaerocephala 
033Ursulae   H033 Ursulaea tuitensis 
036Billber   H036 Billbergia nutans 
037Hohenbe   H037 Hohenbergia stellata 
040Ananas    H040 Ananas nanus 
047Canistr   H047 Canistrum fosterianum 
048Androle   H048 Androlepis skinneri 
049Wittroc   H049 Wittrockia superba 
059Barbace   H059 Barbacenia elegans 
060Puya al   H060 Puya alpestris 
072Rapatea   H072 Rapatea paludosa 
073Catopsi   H073 Catopsis nitida 
080Neorege   H080 Neoregelia laevis 
086Fostere   H086 Fosterella penduliflora 
088Hechtia   H088 Hechtia guatemalensis 
090Deutero   H090 Deuterocohnia glandulosa 
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Phylogramm der kombinierten Analyse von AB-, CD- und EF- Fragment. Baum Nr. 189 von 4203 kürzesten 
Bäumen (MPT) mit einer Länge von 498 Schritten, die nach der Filter-Option „Polytomous trees retained only if 
more highly resolved compatible trees do not exist“ von 21366 MPTs übrig blieben. CI 0,871, RI 0,736, RC 
0,641. Die Zahlen an den Knoten kennzeichnen die Anzahl der Mutationsschritte, die diese Topologie 
begründen. 
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Phylogramm der kombinierten Analyse von AB-, CD- und EF- Fragment. Baum Nr. 198 von 4203 kürzesten 
Bäumen (MPT) mit einer Länge von 498 Schritten, die nach der Filter-Option „Polytomous trees retained only if 
more highly resolved compatible trees do not exist“ von 21366 MPTs übrig blieben. CI 0,871, RI 0,736, RC 
0,641. Die Zahlen an den Knoten kennzeichnen die Anzahl der Mutationsschritte, die diese Topologie 
begründen. 
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Phylogramm der kombinierten Analyse von AB-, CD- und EF- Fragment. Baum Nr. 203 von 4203 kürzesten 
Bäumen (MPT) mit einer Länge von 498 Schritten, die nach der Filter-Option „Polytomous trees retained only if 
more highly resolved compatible trees do not exist“ von 21366 MPTs übrig blieben. CI 0,871, RI 0,736, RC 
0,641. Die Zahlen an den Knoten kennzeichnen die Anzahl der Mutationsschritte, die diese Topologie 
begründen. 
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Abb.20: Kombinierte Analyse von AB-, CD- und EF- Fragment: Strict Consensus Tree von 4203 kürzesten 
Bäumen (MPT) mit einer Länge von 498 Schritten, die nach der Filter-Option „Polytomous trees retained only if 
more highly resolved compatible trees do not exist“ von 21366 MPTs übrig blieben. CI 0,871, RI 0,736, RC 
0,641. Die Zahlen oberhalb der Äste kennzeichnen Bootstrap Werte > 50% (1000 Wiederholungen). 
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