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Abstract. The effect of guanosine 3', 5'-triphosphate (GTP) on the hemoglobin structure was studied by
UV-visible, fluorescence and circular dichroism (CD) spectroscopies, and cyclic voltammetry.
UV-visible absorption spectra showed an increase in absorbance in the regions of 420 nm and 280 nm.
Fluorescence spectra showed that the Trp fluorescence intensity increased upon excitation at 280 nm,
when guanosine 3', 5'-triphosphate concentration was increased in hemoglobin solution. Along with the
increased fluorescence intensity, a slightly shift of A,,.x was also observed toward the higher wavelengths.
CD spectral analysis demonstrated a significant decrease in negative ellipsity in the region of 205-235
nm. After adding guanosine 3', 5'-triphosphate to the hemoglobin solution a-helix structure decreases by
20 % while B-sheet conformation increases by 9 %. The effects of GTP on hemoglobin resulted in a
61 mV shift in the cathodic and 40 mV for anodic peak of hemoglobin in the CD. Our data showed the
change of secondary and tertiary structure of hemoglobin in the presence of guanosine 3', 5'-triphosphate.
(doi: 10.5562/ccal955)
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INTRODUCTION Moreover, inositol hexaphosphate (IHP) and DPG can

bind to the hemoglobin at the same site.* The allosteric

Hemoglobin is a hetero-tetramer, consisting of two
o-subunits and two B-subunits (a "dimer of dimers"
[B (2) : a (2)]). Each polypeptide chain contains a
prosthetic heme group, which cooperatively binds and
releases oxygen.'> Hemoglobin undergoes major
tertiary and quaternary conformational changes as it
equilibrates between a low-affinity deoxy T-state and a
high-affinity oxy R-state.* Organic phosphates and
some heterotrophic effectors, such as protons, anions
and carbon dioxide, although bound spatially at the
remote sites, could affect the oxygenation process and
have been shown to affect the oxidation process
as well."”>’ Some organic phosphates, such as
diphosphoglycerate (DPG), bind with a site of hemo-
globin, in 1:1 stoichimetry, which is located at the en-
trance of the cavity between two B-subunits. These
subunits contribute positively charged residues to com-
plement the negatively charged DPG phosphate groups,
namely Vall, His2 and Lys82 of both the B-chains.®

function of these materials leads to its binding with the
hemoglobin and changing the R-like state of hemoglo-
bin to T-like state, and decreasing the oxygen affinity of
hemoglobin."* It is known that GTP is very important
factor in the erythroid differentiation and stimulates it
for the synthesis of hemoglobin and other proteins.’
GTP has the main role in activating or deactivating
some proteins in the cell, such as kinases and
G-proteins.'® Since, its important roles in erythroid
differenciation, where hemoglobin is generated,
investigations about the effects of this material on the
structural changes of hemoglobin and its affinity to
oxygen are very important. Tamburrini et al. have
reported that the affinity of hemoglobin, for oxygen,
was reduced dramatically in the present of GTP."
However, there are still unanswered questions like: how
GTP affects the hemoglobin structure?

Here we report the investigation of the structural
changes of hemoglobin, related to the binding of GTP,

* Author to whom correspondence should be addressed. (E-mail: arefi@taftiau.ac.ir)
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by UV-visible, fluorescence and CD spectroscopies, and
cyclic voltammetry.

EXPERIMENTAL

Materials

Human adult hemoglobin (HbA), KNO;, GTP,
3-(N-morpholino)propanesulfonic acid (MOPS) (99 %)
and KI were purchased from Sigma. Double distilled
water was used in all the experiments. Stock solutions
were stored at 4 °C.

UV-Visible Spectroscopy

The UV-Visible absorption spectra were measured with
a UV60A spectrophotometer (Shimadzu, Japan), using a
1 cm quartz cuvette. Spectral changes of 1.5 uM
hemoglobin were monitored after adding different con-
centration of GTP by recording the UV-visible absorp-
tion (250-500 nm), (0.1 M MOPS buffer; pH 7.0).

Fluorescence Experiments

A fluorescence spectrophotometer (Model MPF-4, Hita-
chi, Japan), equipped with a temperature controller bath
(Model NTB-211), was used for all of the fluorescence
experiments. The excitation wavelength, adjusted at 280
nm during the whole experiment, was specific for the
excitation of the tryptophan residues in the protein
structure. The emission spectra were recorded between
the wavelengths of 300 to 400 nm at the band-width of
10 nm. Hemoglobin sample was provided at the concen-
tration of 1.5 uM in a 0.1 M MOPS buffer (pH 7.0).

CD Spectroscopy

CD spectra were collected, between 190 and 260 nm,
with an Aviv CD spectrometer at 25 °C. The CD assay
was performed using a 1 mm path length cell with the
protein concentration of 0.2 uM in the 0.1 M MOPS
buffer (pH 7.0) with different concentration of GTP.
The molar elasticity values were collected from the CD
spectra. CDNN program was used to calculate the
percer;tages of a-helix and B-sheets of all the samples
used.'

Electrochemical Experiments

Electrochemical measurements were carried out with a
Potentiostat/Galvanostat (Model 263A, EG&G, USA)
using a single-compartment voltammetric cell, equipped
with a platinum rod auxiliary electrode, an Ag/AgCl
reference electrode (Metrohm) and an iodide modified
silver working electrode with a disk diameter of 1 mm
(Azar Electrode Co; Iran). lodide modified working
electrode was prepared by the method stated by some
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previous workers.”*'> First, the silver electrode was
mechanically polished twice with alumina (particle sizes
10 and 0.06 um, respectively) to a mirror finish. Then,
the adsorbed species were further removed by etching
the electrode in 10 % HNOj; solution for 1 minute.
Finally, the electrode was thoroughly washed with dou-
ble distilled water followed by treating it in an
ultrasonic bath for about 3 minutes. After this
pre-treatment, the substrate silver electrode was
immerse in a 0.1 mol/L KI solution for 5 minutes and
then thoroughly rinsed with double distilled water to
remove any physic-absorbed material. The iodide
modified silver electrode was then ready for use. All the
solutions were de-aerated by bubbling with high purity
nitrogen for at least 30 minutes before the experiments.

RESULTS AND DISCUSSION

UV-visible absorption spectra were recorded for the
conformational changes of hemoglobin (1.5 uM), in the
solution, when GTP was added at different concentra-
tions. As shown in Figure 1, an increase in absorbance
was seen in the region of 420 nm (due to the Soret
absorption by the heme system) and 280 nm (due to
tryptophan absorption).'®'” Naturally, the tryptophan
residue (hydrophobic amino acid) of hemoglobin is
confined inside the protein molecule.'® Increase of
absorption in the region of 280 nm shows that interac-
tion of GTP, with hemoglobin, caused the tryptophan
residues to migrate towards the protein surface and
increased surface accessibility of tryptophan.'®'® While,
the increased absorption at 420 nm can be because of
the same effect of GTP on the surface accessibility of
heme group, as a result of conformational changes in
hemoglobin structure during the interaction of GTP with
hemoglobin.''® In fact, the interaction between protein
and GTP caused the changes in protein structure and
increased the absorption of Trp residues/heme groups.
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Figure 1. The effect of GTP concentration (0, 75, 150, 225

uM) on UV-visible spectrum of hemoglobin (1.5 uM).
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Figure 2. The effect of GTP concentration (0, 75, 150, 225,
300 uM) on florescence spectrum of hemoglobin (1.5 M).
(Amax = 280 nm).

Figure 2 shows the gradual increase of the
intrinsic tryptophan fluorescence during the addition of
GTP in the solution containing 1.5 uM hemoglobin.
Excited at 280 nm, the Trp intensity increased with
increase in GTP concentration. Along with the increased
fluorescence intensity, a slightly shift of A,,, was also
observed toward the higher wavelengths. So, our data
showed a close correlation between the intrinsic fluo-
rescence intensity of tryptophan and the results obtained
by the UV-visible spectrophotometry. With the increase
of GTP concentration to hemoglobin solution, an in-
crease of fluorescence emission was observed, which
can also be the outcome of more contact of tryptophan
residues to the environment.'”*° In general, a Trp in a
hydrophobic environment exhibits maximum emission
at lower wavelengths as compared to a hydrophilic- or
exposed-environment.'”?° As it is shown in Figure 2,
with the increase of GTP as well as the Trp fluorescence
intensity, A was slightly shifted toward the higher
wavelengths (red shift). This observation shows that
when the protein interacted with the GTP, Trp residues
were exposed to more hydrophilic environment, which
also shows the structural change and unfolding of the
protein.

Figure 3 shows GTP-induced conformational
changes of hemoglobin by CD spectral analysis. The
CD spectra, at far UV region of GTP-hemoglobin, are
very different from the spectrum of hemoglobin. A
significant decrease in negative ellipsity was seen in the
region of 205-235 nm, which shows a significant
change in the secondary structure of hemoglobin during
its interaction with GTP.'®?° After adding 30 pM GTP
to 0.2 uM hemoglobin solution, the a-helix structure of
the protein decreased approximately 20 %, while
B-sheet conformation increased approximately 9 %.
These results show some changes in the secondary
structure of hemoglobin after the interaction with GTP.

Figure 4 shows the cyclic voltammetric effects of
GTP, on the hemoglobin (30 pM) in solution, by using
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Figure 3. The effect of GTP concentration (0, 10, 20, 30 uM)
on CD spectrum of hemoglobin (0.2 pM).

iodide-modified silver electrode. Inset of Figure 4
shows the relationship between E°' and [GTP]. The
cathodic peak of hemoglobin shifts 61 mV and anodic
peak shifts 40 mV to positive direction with the GTP
concentration ranging from 0 to 4.5 mM. It almost
makes no cyclic voltammogram (CV) changes for he-
moglobin at the GTP concentrations above 4.5 mM. CV
studies also show no shift in both the cathodic and anod-
ic peaks in the presence of 4 mM guanosine (data not
shown). These results indicate that only the phosphate
part of GTP can interact with hemoglobin. Positive shift
of cathodic and anodic peaks of hemoglobin by GTP
interaction means the easier redox behavior of hemo-
globin in the presence GTP.”' It seems that GTP can
change the structure and cause the unfolding of hemo-
globin. While, the heme group would change its posi-
tion from the inside to the surface of hemoglobin.*" %
It seems that GTP can bind and change the secondary
and tertiary structures of hemoglobin. We showed that
reason of the decreased affinity of hemoglobin for oxy-
gen, as stated by Tamburrini e al.,'" may be because of
the changed secondary and tertiary structures of hemo-
globin. Our data suggest that GTP acts as a regulator of
hemoglobin’s affinity for oxygen by structural changes
in the protein.
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Figure 4. Cyclic voltammograms of hemoglobin (30 pM) in

the presence of a) 0, b) 1.5, ¢) 3.0, d) 4.5 and e) 6.0 mM of

GTP, respectively. Inset shows the plot of [GTP] vs. E°°.
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CONCLUSION

Thus, we showed that GTP interacts with hemoglobin
and changes the secondary and tertiary structures of
hemoglobin. Trp residues were exposed to more hydro-
philic environment, which is accompanied with an in-
crease in the B-structure and a decrease in the a-helix
structure of the protein. So, GTP can affect hemoglobin
as a ligand to regulate its affinity for oxygen.

Acknowledgements. The financial supports of Payame Noor
University, Yazd, Iran for the present project are gratefully
acknowledged.

REFERENCES

1. M. Pomponi, E. Gavuzzo, C. Bertonati, A. E. Derocher,
C. Lydersen, Y. Wiig, and K. M. Kovacs, Biochimie 86 (2004)
927-932.

2. D. Ajloo, A. A. Moosavi-Movahedi, M. Sadeghi, and H. Gharibi,

Acta Biochim. Pol. 49 (2002) 459-470.

J. Baldwin and C. Chothia, J. Mol. Biol. 129 (1979) 175-220.

4. A. Tsuneshige, S. Park, and T. Yonetani, Biophys. Chem. 98
(2002) 49-63.

5. M. Marta, M. Patamia, A. Colella, S. Sacchi, M. Pomponi, and
K. Kovacs, Biochem. 37 (1998) 14024—-14029.

6. K. M. Faulkner, A. L. Crumbliss, and C. Bonaventura, .J. Biol.
Chem. 270 (1995) 13604—-13612.

7. C. Poyart, M. C. Marden, and J. Kister, Methods Enzymol. 232
(1994) 496-513.

8. M. Laberge, 1. Kovesi, T. Yonetani, and J. Fidy, FEBS Lett. 579

(5]

Croat. Chem. Acta 85 (2012) 59.

10.

11.

12.

14.

15.

17.

18.

19.

20.

21.

22.

23.

(2005) 627-632.

F. Osti, F. G. Corradini, S. A. Hanau, M. Matteuzzi, and
B. Gambari, Haematologica 82 (1997) 395-401.

M. A. Rubin, A. C. Medeiros, P. C. B. Rocha, C. Livi, B.
Ramirez, and G. D. O. Souza, Neurochem. Res. 22 (1997) 181—
187.

M. Tamburrini, C. Verde, A. Olianas, B. Giardina, M. Corda,
and M. Sanna, J. Biochem. 268 (2001) 4104-4111.

G. B. Butler, K. F. O’Driscoll, and G. L. Wilkes, Macromol.
Chem. Phys. 34 (1994) 325-373.

C. Li. G. Fan, Y. Zhuang, J. Zhu, and D. Zhu, Electroanal. 12
(2000) 205-208.

M. S. Sibbald, G. Chumanov, and T. M. Cotton, J. Electroanal.
Chem. 438 (1997) 179-185.

M. S. Sibbald, G. Chumanov, and T. M. Cotton, J. Phys. Chem.
100 (1996) 4672.

M. R. Dayer, A. A. Moosavi-Movahedi, P. Norouzi, H.
Ghourchian, and S. Safarian, J. Biochem. Mol. Biol. 35 (2002)
364-370.

A. A. Moosavi-Movahedi, K. Nazari, and A. A. Saboury,
Biointerfaces J. 9 (1994) 3—4.

D. Ajloo, A. A. Moosavi-Movahedi, M. Sadeghi, and H. Gharibi,
Acta Biochim. Pol. 49 (2002) 459-470.

Y. Sun, X. Liu, C. Fan, W. Zhang, and G. Li, Bioelectrochem. J.
64 (2004) 23-27.

H. Mizukoshi, M. Itoh, S. Matsakawa, K. Mawatari, and Y.
Yoneyama, Biophys. Acta 700 (1982) 143—147.

W. Peng, X. Liu, W. Zhang, and G. Li, Biophys. Chem. 106
(2003) 267-273.

K. M. Faulkner, C. Bonaventura, and A. L. Crumbliss, Chim.
Acta 226 (1994) 187-194.

Q. C. Li and P. A. Mabrouk. J. Biol. Inorg. Chem. 8 (2003)
83-94.


http://dx.doi.org/10.1016/j.biochi.2004.09.006�
http://dx.doi.org/10.1016/0022-2836(79)90277-8�
http://dx.doi.org/10.1016/S0301-4622(02)00084-4�
http://dx.doi.org/10.1021/bi981157v�
http://dx.doi.org/10.1074/jbc.270.23.13604�
http://dx.doi.org/10.1074/jbc.270.23.13604�
http://dx.doi.org/10.1016/0076-6879(94)32062-4�
http://dx.doi.org/10.1016/j.febslet.2004.12.033�
http://dx.doi.org/10.1023/A:1027367624250�
http://dx.doi.org/10.1016/S0022-0728(97)00035-1�
http://dx.doi.org/10.1016/S0022-0728(97)00035-1�
http://dx.doi.org/10.1021/jp953248x�
http://dx.doi.org/10.5483/BMBRep.2002.35.4.364�
http://dx.doi.org/10.1016/j.bioelechem.2004.01.003�
http://dx.doi.org/10.1016/0167-4838(82)90090-5�
http://dx.doi.org/10.1016/S0301-4622(03)00212-6�
http://dx.doi.org/10.1007/s00775-002-0392-9�


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 600
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 2.00000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 600
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


